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METHODS OF DIAGNOSIS OF CANCER, COMPOSITIONS AND METHODS OF 
SCREENING FOR MODULATORS OF CANCER 

5 CROSS-REFERENCES TO RELATED APPLICATIONS 

This application claims priority to USSN 60/340,376, filed December 14, 2001 ; 
Attorney Docket Number 018501-006400US, filed February 8, 2002; USSN 60/347,21 1, filed 
January 8, 2002; USSN 60/334,393, filed November 29, 2001; USSN 60/335,394, filed 
November 15, 2001 ; USSN 60/347,349, filed January 10, 2002; USSN 60/368,809, filed March 
10 29, 2002; USSN 60/409,450, filed September 9, 2002; USSN 60/359,077, filed February 20, 
2002; USSN 60/386,614, filed June 5, 2002; USSN 60/356,714, filed February 13, 2002; USSN 
60/397,775 filed July 22, 2002; USSN 60/332,464, filed November 21, 2001; USSN 
60/397,845, filed July 22, 2002; USSN 60/370,110, filed April 4, 2002; USSN 60/396,839, filed 
July 16, 2002; USSN 60/350,666, filed November 13, 2001; and USSN 60/372,246, filed April 
15 12, 2002; each of which is incorporated herein by reference for all purposes. The application 
also incoiporates by reference PCT/US02/29560; PCT/US02/02242; and PCT/US02/17594. 

FIELD OF THE INVENTION 
The invention relates to the identification of nucleic acid and protein expression profiles 
and nucleic acids, products, and antibodies thereto that are involved in cancer and other 
20 diseases; and to the use of such expression profiles and compositions in the diagnosis, 
prognosis, and therapy of these conditions. The invention further relates to methods for 
identifying and using agents and/or targets that modulate these conditions. 

BACKGROUND OF THE INVENTION 
Cancer is a major cause of morbidity in the United States. For example, in 1996, the 
25 American Cancer Society estimated that 1,359,150 people were diagnosed with a malignant 
neoplasm and 554,740 died from one of these diseases. Cancer is responsible for 23.9 percent 
of all American deaths and is exceeded only by heart disease as a cause of mortality (33 
percent). Unfortunately, cancer mortality is increasing and sometime early in this century, 
cancer is expected to become the leading cause of mortality in the United States as it already is 
30 in Japan. 

Cancers share the charactaristic of disordered control over normal cell division, growth, 
and differentiation. Their initial clinical manifestations are extremely heterogeneous, with over 
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70 types of cancer arising in virtually every organ and tissue of the body. Moreover, some of 
those similarly classified cancer types may represent multiple different molecular diseases. 
Unfortunately, some cancers may be virtually asymptomatic until late in the disease course, 
when treatment is more difficult, and prognosis grim. 

Treatment for cancer typically includes surgery, chemotherapy, and/or radiation therapy. 
Although nearly 50 percent of cancer patients can be effectively treated using these methods, 
the current therapies all induce serious side effects which diminish quality of life. The 
identification of novel therapeutic targets and diagnostic markers will be important for 
improving the diagnosis, prognosis, and treatment of cancer patients. 

Recent advances in molecular medicine have increased the interest in tumor-specific 
antigens that could serve as targets for various immunotherapeutic or small molecule strategies. 
Antigens suitable for immunotherapeutic strategies should be highly expressed in cancer tissues, 
preferably accessible from the vasculature and at the cell surface, and ideally not expressed in 
normal adult tissues. Expression in tissues that are dispensable for life, however, may be 
tolerated, e.g., reproductive organs, especially those absent in one sex. Examples of antigens 
that are currently available for the detection and treatment of certain cancers include Her2/neu 
and the B-cell antigen CD20. Humanized monclonal antibodies directed to Her2/neu 
(Herceptin®/trastuzumab) are currently in use for the treatment of metastatic breast cancer. See 
Ross and Fletcher (1998) Stem Cells 16:413-428. Similarly, anti-CD20 monoclonal antibodies 
(Rituxin®/rituximab) are used to effectively treat non-Hodgkin's lymphoma. See Maloney, et 
al. (1997) Blood 90:2188-2195; Leget and Czuczman (1998) Curr. Qpin. Oncol. 10:548-551. 

The elucidation of a role for novel proteins and compounds in disease states for 
identification of therapeutic targets and diagnostic markers is valuable for improving the current 
treatment of cancer patients. Accordingly, provided herein are molecular targets for therapeutic 
intervention in various defined cancers. Additionally, provided herein are methods that can be 
used in diagnosis and prognosis of cancer. Further provided are methods that can be used to 
screen candidate bioactive agents for the ability to modulate cancer. 

SUMMARY OF THE INVENTION 

The present invention provides methods for determining the presence or absence of a 
pathological cell in a patient, the method comprising detecting a nucleic acid comprising a 
sequence at least 80% identical to a sequence as described in Tables 2A-80 in a biological 
sample from the patient, thereby determining the presence or absence of the pathological cell. 
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In certain embodiments of the method, the pathology is described in Table 1, including a 
cancer, the biological sample comprises isolated nucleic acids; the nucleic acids are mRNA; the 
biological sample is tissue from an organ which is affected by the pathology of Table 1, 
including a cancer; a further step is used of amplifying nucleic acids before the step of detecting 
5 the nucleic acid; the detecting is of a protein encoded by the nucleic acid; the nucleic acid 

comprises a sequence as described in Tables 2A-80; the detecting step is carried out by using a 
labeled nucleic acid probe, utilizing a biochip comprising at sequence at least 80% identical to a 
sequence as described in Tables 2A-80, or detecting a polypeptide encoded by the nucleic acid; 
or the patient is undergoing a therapeutic regimen to treat the pathology of Table 1, or is 
1 0 suspected of having the pathology or cancer. 

Compositions are also provided, e.g., an isolated nucleic acid molecule comprising a 
sequence as described in Tables 2A-80, including, e.g., those which are labeled; an expression 
vector comprising such nucleic acid; a host cell comprising such expression vector; an isolated 
polypeptide which is encoded by such a nucleic acid molecule comprising a sequence as 
15 described in Tables 2A-80; or an antibody that specifically binds the polypeptide. In particular 
embodiments, the antibody is: conjugated to an effector component, is conjugated to a 
detectable label (including, e.g., a fluorescent label, a radioisotope, or a cytotoxic chemical), an 
antibody fragment, or is a humanized antibody. 

Additional methods are provided, including methods for specifically targeting a 
20 compound to a pathological cell in a patient, the method comprising administering to the patient 
an antibody, as described, thereby providing the targetting. Others include, e.g., methods for 
determining the presence or absence of a pathological cell in a patient, the methods comprising 
contacting a biological sample with an antibody, as described. In more particular methods, the 
antibody is: conjugated to an effector component, or to a fluorescent label; or the biological 
25 sample is a blood, serum, urine, or stool sample. 

Further methods include those for identifying a compound that modulates a pathology- 
associated polypeptide, the method comprising steps of: contacting the compound with a 
pathology-associated polypeptide, the polypeptide encoded by a polynucleotide that selectively 
hybridizes to a sequence at least 80% identical to a sequence as described in Tables 2A-80; and 
30 determining the functional effect of the compound upon the polypeptide. Another drug 

screening assay method comprises steps of: administering a test compound to a mammal having 
a pathology of Table 1 or a cell isolated therefrom; and comparing the level of gene expression 
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of a polynucleotide that selectively hybridizes to a sequence at least 80% identical to a sequence 
as described in Tables 2A-80 in a treated cell or mammal with the level of gene expression of 
the polynucleotide in a control cell or mammal, wherein a test compound that modulates the 
level of expression of the polynucleotide is a candidate for the treatment of the pathology. 

5 DETAILED DESCRIPTION OF THE INVENTION 

In accordance with the objects outlined above, the present invention provides novel 
methods for diagnosis and prognosis evaluation for various disorders, e.g., angiogenesis, 
fibrosis, and various defined forms of cancer, including metastatic cancer, as well as methods 
for screening for compositions which modulate such conditions. Also provided are methods for 

10 treating such disorders or cancers. See, e.g., American Society of Clinical Oncology (ed. 2001) 
ASCO Curriculum: Symptom Management Kendall/Hunt ISBN: 0787277851; Bonadonna, et 
al. (2001) Textbook of Breast Cancer (2d ed.) Dunitz Martin, ISBN: 1853178241; Devita and 
Hellman (eds. 2001) Cancer Principles and Practice of Oncology (2 vols.), Lippincott Williams, 
ISBN: 0781723876; Howell, et al. (2001) Breast Cancer Isis Medical Media, ISBN: 

15 1901865584; Kaye and Laws (2001) Brain Tumours: An Encyclopedic Approach (2d ed.) 

Churchill Livingstone, ISBN: 0443064261; Mihm, et al. (2001) The Melanocyte Proliferation: 
A Comprehensive Textbook of Pigmented Lesions Wiley-Liss, ISBN: 0471252719; 
Montgomery and Aaron (2001) Clinical Pathology of Soft-Tissue Tumors Marcel Dekker, 
ISBN: 0824702905; Petrovich, et al. (eds. 2001) Combined Modality of Central Nervous 

20 System Tumors (Medical Radiology) Springer Verlag, ISBN: 3540660534; Rosen (2001) 
Rosen's Breast Pathology Lippincott Williams and Wilkins, ISBN: 0781723795; Shah, et al. 
(2001) Oral Cancer Isis Medical Media, ISBN: 189906687X; Weiss and Goldblum (2001) 
Enzinger and Weiss's Soft Tissue Tumors (4th ed.) Mosby, ISBN: 0323012000; Abeloff, et al. 
(eds. 2000) Clinical Oncology (2d e<L) Churchill Livingstone, ISBN: 044307545X; American 

25 Society of Clinical Oncology (ed. 2000) Cancer Genetics and Cancer Predisposition Testing 
Kendall/Hunt, ISBN: 0787276154; Fletcher (2000) Diagnostic Histopathology of Tumors (2 
vols. 2d ed.) Churchill Livingstone, ISBN: 0443079927; Vogelzang (ed. 2000) Comprehensive 
Textbook of Genitourinary Oncology (2d ed.) Lippincott Williams and Wilkins, ISBN: 
0683306456; Holland, et al. (eds. 2000) Holland-Frei Cancer Medicine (Book with CD-ROM 

30 5th ed.) Decker, ISBN: 1550091131; Turrisi, et al. (2000) Lung Cancer Isis Medical Media, 
ISBN: 1901865428; Bartolozzi and Lencioni (eds. 1999) Liver Malignancies: Diagnostic and 
Interventional Radiology (Medical Radiology) Springer Verlag, ISBN: 3540647562; Gasparini 

4 
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(ed. 1999) Prognostic Variables in Node-Negative and Node-Positive Breast Cancer Kluwer, 
ISBN: 0792384474; Hansen (ed. 1999) The LASLC Textbook of Lung Cancer International 
Association for the Study of Lung Cancer Dunitz Martin, ISBN: 1853177083; Raghavan, et al. 
(eds. 1999) Textbook of Uncommon Cancer (2nd ed.) Wiley, ISBN: 0471929212; Thawley, et 
5 al. (eds. 1999) Comprehensive Management of Head and Neck Tumors (2 vols.) Saunders, 
ISBN: 0721655823; Whittaker and Holmes (eds. 1999) Leukemia and Related Disorders (3d 
ed.) Blackwell Science, ISBN: 0865426074; Aapro (ed. 1998) OncoMedia: Medical Oncology 
(CD-ROM) Elsevier Science, ISBN: 0080427480; Abeloff (1998) Clinical Oncology (Library 
Version 2 CD-ROM Individual Version 2.0 Windows and Macintosh) Harcourt Brace, ISBN: 

10 0443075557; Benson (ed. 1998) Gastrointestinal Oncology (Cancer Treatment and Research, 
CTAR 98) Kluwer, ISBN: 0792382056; Brambilla and Brambilla (eds. 1998) Lung Tumors: 
Fundamental Biology and Clinical Management (Vol 124) Marcel Dekker, ISBN: 0824701607; 
Canellos, et al. (eds. 1998) The Lymphomas Saunders, ISBN: 0721650309; Greenspan and 
Remagen (1998) Differential Diagnosis of Tumors and Tumor-Like Lesions of Bones and Joints 

15 Lippincott Williams and Wilkins Publishers, ISBN: 0397517106; Hiddemann (ed. 1998) Acute 
Leukemias VII: Experimental Approaches and Novel Therapies (Haematologie Und 
Bluttransfusion, Vol 39), Springer Verlag, ISBN: 3540635041; Husband and Reznek (1998) 
Imaging in Oncology (2 vols.) Mosby, ISBN: 1899066489; Leibel and Phillips (eds. 1998) 
Textbook of Radiation Oncology Saunders, ISBN: 0721653367; Maloney and Miller (eds. 

20 1 998) Cutaneous Oncology: Pathophysiology, Diagnosis, and Management Blackwell Science, 
ISBN: 0865425175; Mittal, et al. (eds. 1998) Advances in Radiation Therapy Kluwe. ISBN: 
0792399811; Oldham (ed. 1998) Principles of Cancer Biotherapy (3d ed.) Kluwer, ISBN": 
0792335074; Ozols (ed. 1998) Gynecologic Oncology Kluwer. ISBN: 0792380703; Parkin, et 
al. (eds. 1998) Cancer Incidence in Five Continents (Iarc Scientific Publications, No 143) 

25 Oxford University Press, ISBN: 9283221435; Perez and Brady (eds. 1998) Principles and 

Practice of Radiation Oncology Lippincott Williams and Wilkins, ISBN: 0397584164; Black, et 
al. (eds. 1997) Cancer of the Nervous System Blackwell Science, ISBN: 0865423849; 
Bonadonna, et al. (1997) Textbook of Breast Cancer: A Clinical Guide to Therapy Blackwell 
Science, ISBN: 1853173487; Pollock (ed. 1997) Surgical Oncology Kluwen ISBN: 

30 0792399005; Sheaves, et al. (eds. 1997) Clinical Endocrine Oncology Blackwell Science, 

ISBN: 086542862X; Vahrson (1997) Radiation Oncology of Gynecological Cancers Springer 
Verlag, ISBN: 0387567682; Walterhouse and Cohn (eds. 1997) Diagnostic and Therapeutic 



5 
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Advances in Pediatric Oncology Kluwer, ISBN: 0792399781; Aisner (ed. 1996) Comprehensive 
Textbook of Thoracic Oncology Lippincott, Williams and Wilkins, ISBN: 0683000624; 
Bertino, et ah (eds. 1996) Encyclopedia of Cancer (3 vols.) Academic, ISBN: 012093230X; 
Cavalli, et aL (1996) Textbook of Medical Oncology Dunitz Martin, ISBN: 1853172901; 

5 Peckham, et al. (eds. 1 995) Oxford Textbook of Oncology (2- Vols.) Oxford University Press, 
ISBN: 0192616854; and Freireich and Kantarjian (eds. 1996) Molecular Genetics and Therapy 
ofLeukemia (Cancer Treatment and Research, V. 84) Kluwer, ISBN: 0792339126. 

In particular, identification of markers selectively expressed on defined cancers allows 
for use of that expression in diagnostic, prognostic, or therapeutic methods. As such, the 

10 invention defines various compositions, e.g., nucleic acids, polypeptides, antibodies, and small 
molecule agonists/antagonists, which will be useful to selectively identify those markers. For 
example, therapeutic methods may take the fonn of protein therapeutics which use the marker 
expression for selective localization or modulation of function (for those markers which have a 
causative disease effect), for vaccines, identification of binding partners, or antagonism, e.g., 

1 5 using antisense or RNAi. The markers may be useful for molecular characterization of subsets 
of the diseases, e.g., as provided in Table 1, which subsets may actually require very different 
treatments. Moreover, the markers may also be important in related diseases to the specific 
disorders and cancers, e.g., which affect similar tissues in non-malignant diseases, or have 
similar mechanisms of induction/maintenance. Metastatic processes or characteristics may also 

20 be targeted. Diagnostic and prognostic uses are made available, e.g., to subset related but 

distinct diseases, or to determine treatment strategy. The detection methods may be based upon 
nucleic acid, e.g., PCR or hybridization techniques, or protein, e.g., ELIS A, imaging, HC, etc. 
The diagnosis may be qualitative or quantitative, and may detect increases or decreases in 
expression levels. 

25 Tables 2B-76B provide unigene cluster identification numbers for the nucleotide 

sequence of genes that exhibit increased or decreased expression in diseased samples (see 
Tables 1-3), particularly sequences involved in angiogenesis, arthritis, prostate cancer, breast 
cancer, colorectal cancer, cervical cancer, bladder cancer, head and neck cancer, esophageal 
cancer, lung cancer, ovarian cancer, pancreatic cancer, renal cancer, stomach cancer, skin 

30 cancer, testicular cancer, uterine cancer, glioblastoma, Ewing sarcoma, soft tissue sarcoma, and 
lung fibrosis. Tables 2A-80 also provide an exemplar accession number that provides a 
nucleotide sequence that is part of the unigene cluster. 

6 
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Definitions 

The term "cancer protein" or "cancer polynucleotide" or "cancer-associated transcript" 
refers to nucleic acid and polypeptide polymorphic variants, alleles, mutants, and interspecies 
homologues that: (1) have a nucleotide sequence that has greater than about 60% nucleotide 

5 sequence identity, 65%, 70%, 75%, 80%, 85%, 90%, preferably about 92%, 94%, 96%, 97%, 
98%, or 99% or greater nucleotide sequence identity, preferably over a region of over a region 
of at least about 25, 50, 100, 200, 500, 1000, or more nucleotides, to a nucleotide sequence of or 
associated with a gene of Tables 1-80; (2) bind to antibodies, e.g., polyclonal antibodies, raised 
against an immunogen comprising an amino acid sequence encoded by a nucleotide sequence of 

10 or associated with a gene of Tables 1-80, and conservatively modified variants thereof; (3) 

specifically hybridize under stringent hybridization conditions to a nucleic acid sequence, or the 
complement thereof of Tables 1-80 and conservatively modified variants thereof; or (4) have an 
amino acid sequence that has greater than about 60% amino acid sequence identity, 65%, 70%, 
75%, 80%, 85%, preferably 90%, 91%, 93%, 95%, 97%, 98%, or 99% or greater amino 

15 sequence identity, preferably over a region of over a region of at least about 25, 50, 100, 200, 
500, 1000, or more amino acids, to an amino acid sequence encoded by a nucleotide sequence 
of or associated with a gene of Tables 1-80. A polynucleotide or polypeptide sequence is 
typically from a mammal including, but not limited to, primate, e.g., human; rodent, e.g., rat, 
mouse, hamster; cow, pig, horse, sheep, or other mammal. A "cancer polypeptide" and a 

20 "cancer polynucleotide," include both naturally occurring or recombinant forms. 

A "full length" cancer protein or nucleic acid refers to a cancer polypeptide or 
polynucleotide sequence, or a variant thereof, that contains elements normally containedln one 
or more naturally occurring, wild type cancer polynucleotide or polypeptide sequences. The 
"full length" may be prior to, or after, various stages of post-translational processing or splicing, 

25 including alternative splicing. 

"Biological sample" as used herein is a sample of biological tissue or fluid that contains 
nucleic acids or polypeptides, e.g., of a cancer protein, polynucleotide, or transcript Such 
samples include, but are not limited to, tissue isolated from primates, e.g., humans, or rodents, 
e.g., mice, and rats. Biological samples may also include sections of tissues such as biopsy and 

30 autopsy samples, frozen sections taken for histologic purposes, archival samples, blood, plasma, 
serum, sputum, stool, tears, mucus, hair, skin, etc. Biological samples also include explants and 
primary and/or transformed cell cultures derived from patient tissues. A biological sample is 
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typically obtained from a eukaryotic organism, most preferably a mammal such as a primate, 
e.g., chimpanzee or human; cow; dog; cat; a rodent, e.g., guinea pig, rat, mouse; rabbit; or a 
bird; reptile; or fish. Livestock and domestic animals are of interest. 

"Providing a biological sample" means to obtain a biological sample for use in methods 
5 described in this invention. Most often, this will be done by removing a sample of cells from an 
animal, but can also be accomplished by using previously isolated cells (e.g., isolated by 
another person, at another time, and/or for another purpose), or by performing the methods of 
the invention in vivo. Archival tissues or materials, having treatment or outcome history, will 
be particularly useful. 

10 The terms "identical" or percent "identity," in the context of two or more nucleic acids or 

polypeptide sequences, refer to two or more sequences or subsequences that are the same or 
have a specified percentage of amino acid residues or nucleotides that are the same (e.g., about 
70% identity, preferably 75%, 80%, 85%, 90%, 91%, 93%, 95%, 97%, 98%, 99%, or higher 
identity over a specified region, when compared and aligned for maximum correspondence over 

15 a comparison window or designated region) as measured using, e.g., a BLAST or BLAST 2.0 
sequence comparison algorithms with default parameters described below, or by manual 
alignment and visual inspection (see, e.g., NCBI web site http://www.ncbi.nlm.nih.gov/BLAST/ 
or the like). Such sequences are then said to be "substantially identical." This definition also 
refers to, or may be applied to, the complement of a test sequence. The definition also includes 

20 sequences that have deletions and/or insertions, substitutions, and naturally occurring, e.g., 
polymorphic or allelic variants, and man-made variants. As described below, the preferred 
algorithms can account for gaps and the like. Preferably, identity exists over a region that is at 
least about 25 amino acids or nucleotides in length, or more preferably over a region that is 
about 50-100 amino acids or nucleotides in length. 

25 For sequence comparison, typically one sequence acts as a reference sequence, to which 

test sequences are compared. When using a sequence comparison algorithm, test and reference 
sequences are entered into a computer, subsequence coordinates are designated, if necessary, 
and sequence algorithm program parameters are designated. Preferably, default program 
parameters can be used, or alternative parameters can be designated. The sequence comparison 

30 algorithm then calculates the percent sequence identities for the test sequences relative to the 
reference sequence, based on the program parameters. 
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A "comparison window", as used herein, includes reference to a segment of contiguous 
positions selected from the group consisting typically of from about 20 to 600, usually about 50 
to 200, more usually about 100 to 150, in which a sequence may be compared to a reference 
sequence of the same number of contiguous positions after the two sequences are optimally 
5 aligned. Methods of alignment of sequences for comparison are well-known. Optimal 

alignment of sequences for comparison can be conducted, e.g., by the local homology algorithm 
of Smith and Waterman (1981) Adv. ApdI. Math. 2:482-489, by the homology alignment 
algorithm of Needleman and Wunsch (1970) J. Mol. Biol. 48:443-453, by the search for 
similarity method of Pearson and Lipman (1988) Proc. Natl. Acad. Sci. USA 85:2444-2448, by 

10 computerized implementations of these algorithms (GAP, BESTFIT, FASTA, and TFASTA in 
the Wisconsin Genetics Software Package, Genetics Computer Group, 575 Science Dr., 
Madison, WI), or by manual alignment and visual inspection (see, e.g., Ausubel, et al. (eds. 
1995 and supplements) Cunrent Protocols in Molecular Biology Wiley). 

Preferred examples of algorithms that are suitable for determining percent sequence 

1 5 identity and sequence similarity include the BLAST and BLAST 2.0 algorithms, which are 

described in Altschul, et al. (1977) Nuc. Acids Res. 25:3389-3402 and Altschul, et al. (1990) J. 
Mol. Biol. 215:403-410. BLAST and BLAST 2.0 are used, with the parameters described 
herein, to determine percent sequence identity for the nucleic acids and proteins of the 
invention. Software for performing BLAST analyses is publicly available through the National 

20 Center for Biotechnology Information (http://www.ncbi.nlm.nih.gov/). This algorithm involves 
first identifying high scoring sequence pairs (HSPs) by identifying short words of length W in 
the query sequence, which either match or satisfy some positive-valued threshold score T when 
aligned with a word of the same length in a database sequence. T is referred to as the 
neighborhood word score threshold (Altschul, et al., supra). These initial neighborhood word 

25 hits act as seeds for initiating searches to find longer HSPs containing them. The word hits are 
extended in both directions along each sequence for as far as the cumulative alignment score 
can be increased. Cumulative scores are calculated using, e.g., for nucleotide sequences, the 
parameters M (reward score for a pair of matching residues; always > 0) and N (penalty score 
for mismatching residues; always < 0). For amino acid sequences, a scoring matrix is used to 

30 calculate the cumulative score. Extension of the word hits in each direction are halted when: the 
cumulative alignment score falls off by the quantity X from its maximum achieved value; the 
cumulative score goes to zero or below, due to the accumulation of one or more negative- 
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scoring residue alignments; or the end of either sequence is reached. The BLAST algorithm 
parameters W, T, and X determine the sensitivity and speed of the alignment. The BLASTN 
program (for nucleotide sequences) uses as defaults a wordlength (W) of 1 1, an expectation (E) 
of 10, M=5, N=-4 and a comparison of both strands. For amino acid sequences, the BLAST? 

5 program uses as defaults a wordlength of 3, and expectation (E) of 1 0, and the BLOSUM62 
scoring matrix (see Henikoff and Henikoff (1992) Proc. Natl. Acad. Sci. USA 89:10915-919) 
alignments (B) of 50, expectation (E) of 10, M=5, N— 4, and a comparison of both strands. 

The BLAST algorithm also performs a statistical analysis of the similarity between two 
sequences. See, e.g., Karlin and Altschul (1993) Proc. Natl. Acad. Sci. USA 90:5873-5787. 

10 One measure of similarity provided by the BLAST algorithm is the smallest sum probability 
(P(N)), which provides an indication of the probability by which a match between two 
nucleotide or amino acid sequences would occur by chance. For example, a nucleic acid is 
considered similar to a reference sequence if the smallest sum probability in a comparison of the 
test nucleic acid to the reference nucleic acid is less than about 0.2, more preferably less than 

15 about 0.01, and most preferably less than about 0.001 . Log values may be negative large 
numbers, e.g., 5, 10, 20, 30, 40, 40, 70, 90, 110, 150, 170, etc. 

An indication that two nucleic acid sequences are substantially identical is that the 
polypeptide encoded by the first nucleic acid is immunologically cross reactive with the 
antibodies raised against the polypeptide encoded by the second nucleic acid. Thus, a 

20 polypeptide is typically substantially identical to a second polypeptide, e.g., where the two 
peptides differ only by conservative substitutions. Another indication that two nucleic acid 
sequences are substantially identical is that the two molecules or their complements hybridize to 
each other under stringent conditions. Yet another indication that two nucleic acid sequences 
are substantially identical is that the same primers can be used to amplify the sequences, 

25 A "host cell" is a naturally occurring cell or a transformed cell that contains an 

expression vector and supports the replication or expression of the expression vector. Host cells 
may be cultured cells, explants, cells in vivo, and the like. Host cells may be prokaryotic cells 
such as E. coli, or eukaryotic cells such as yeast, insect, amphibian, or mammalian cells such as 
CHO, HeLa, and the like (see, e.g., the American Type Culture Collection catalog or web site, 

30 www.atcc.org). 

The terms "isolated," "purified," or !f biologically pure" refer to material that is 
substantially or essentially free from components that normally accompany it as found in its 
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native state. Purity and homogeneity are typically determined using analytical chemistry 
techniques such as polyacrylamide gel (electrophoresis or high performance liquid 
chromatography. A protein or nucleic acid that is the predominant species present in a 
preparation is substantially purified. In particular, an isolated nucleic acid is separated from 
5 some open reading frames that naturally flank the gene and encode proteins other than protein 
encoded by the gene. The term "purified" in some embodiments denotes that a nucleic acid or 
protein gives rise to essentially one band in an electrophoretic gel. Preferably, it means that the 
nucleic acid or protein is at least about 85% pure, more preferably at least 95% pure, and most 
preferably at least 99% pure. "Purify" or "purification" in other embodiments means removing 
10 at least one contaminant or component from the composition to be purified. In this sense, 
purification does not require that the purified compound be homogeneous, e.g., 100% pure. 

The terms "polypeptide," "peptide," and "protein" are used interchangeably herein to 
refer to a polymer of amino acid residues. The terms apply to amino acid polymers in which 
one or more amino acid residue is an artificial chemical mimetic of a corresponding naturally 
15 occurring amino acid, as well as to naturally occurring amino acid polymers, those containing 
modified residues, and non-naturally occurring amino acid polymers. 

The term "amino acid" refers to naturally occurring and synthetic amino acids, as well as 
amino acid analogs and amino acid mimetics that function similarly to the naturally occurring 
amino acids. Naturally occurring amino acids are those encoded by the genetic code, as well as 
20 those amino acids that are later modified, e.g., hydroxyproline, Y-carboxyglutamate, and O- 
phosphoserine. Amino acid analogs refers to compounds that have the same basic chemical 
structure as a naturally occurring amino acid, e.g., an a carbon that is bound to a hydrogen, a 
carboxyl group, an amino group, and an R group, e.g., homoserine, norleucine, methionine 
sulfoxide, methionine methyl sulfonium. Such analogs may have modified R groups (e.g., 
25 norleucine) or modified peptide backbones, but retain somebasic chemical structure as a 

naturally occurring amino acid. Amino acid mimetic refers to a chemical compound that has a 
structure that is different from the general chemical structure of an amino acid, but that 
functions similarly to another amino acid 

Amino acids may be referred to herein by either their commonly known three letter 
30 symbols or by the one-letter symbols recommended by the IUPAC-IUB Biochemical 

Nomenclature Commission. Nucleotides, likewise, may be referred to by their commonly 
accepted single-letter codes. 

11 
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"Conservatively modified variant" applies to both amino acid and nucleic acid 
sequences. With respect to particular nucleic acid sequences, conservatively modified variants 
refers to those nucleic acids which encode identical or essentially identical amino acid 
sequences, or where the nucleic acid does not encode an amino acid sequence, to essentially 
identical or associated, e.g., naturally contiguous, sequences. Because of the degeneracy of the 
genetic code, a large number of functionally identical nucleic acids encode most proteins. For 
instance, the codons GCA, GCC, GCG, and GCU each encode the amino acid alanine. Thus, at 
each position where an alanine is specified by a codon, the codon can be altered to another of 
the con-esponding codons described without altering the encoded polypeptide. Such nucleic 
acid variations are "silent variations," which are one species of conservatively modified 
variations. Every nucleic acid sequence herein which encodes a polypeptide also describes 
silent variations of the nucleic acid. In certain contexts each codon in a nucleic acid (except 
AUG, which is ordinarily the only codon for methionine, and TGG, which is ordinarily the only 
codon for tryptophan) can be modified to yield a functionally similar molecule. Accordingly, a 
silent variation of a nucleic acid which encodes a polypeptide is implicit in a described 
sequence with respect to the expression product, but not necessarily with respect to actual probe 
sequences. 

As to amino acid sequences, one of skill will recognize that individual substitutions, 
deletions, or additions to a nucleic acid, peptide, polypeptide, or protein sequence which alters, 
adds, or deletes a single amino acid or a small percentage of amino acids in the encoded 
sequence is a "conservatively modified variant" where the alteration results in the substitution of 
an amino acid with a chemically similar amino acid. Conservative substitution tables providing 
functionally similar amino acids are well known. Such conservatively modified variants are in 
addition to and do not exclude polymorphic variants, interspecies homologs, and alleles of the 
invention. Typically conservative substitutions include for one another: 1) Alanine (A), Glycine 
(G); 2) Aspartic acid (D), Glutamic acid (E); 3) Asparagine (N), Glutamine (Q); 4) Arginine 
(R), Lysine (K); 5) Isoleucine (I), Leucine (L), Methionine (M), Valine (V); 6) Phenylalanine 
(F), Tyrosine (Y), Tryptophan (W); 7) Serine (S), Threonine (T); and 8) Cysteine (C), 
Methionine (M) (see, e.g., Creighton (1984) Proteins: Structure and Molecular Properties 
Freeman). 

Macromolecular structures such as polypeptide structures can be described in terms of 
various levels of organization. For a general discussion of this organization, see, e.g., Alberts, 
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et al. (eds. 2001) Molecular Biology of the Cell (4th ed.) Garland; and Cantor and Schimmel 
(1980) Biophysical Chemistry Part I: The Conformation of Biological Macromolecules 
Freeman. "Primary structure" refers to the amino acid sequence of a particular peptide. 
"Secondary structure" refers to locally ordered, three dimensional structures within a 

5 polypeptide. These structures are commonly known as domains. Domains are portions of a 
polypeptide that often form a compact unit of the polypeptide and are typically 25 to 
approximately 500 amino acids long. Typical domains are made up of sections of lesser 
organization such as stretches of (i-sheet and ot-helices. "Tertiary structure" refers to the 
complete three dimensional structure of a polypeptide monomer. "Quaternary structure" refers 

10 to the three dimensional structure formed, usually by the noncovalent association of 
independent tertiary units. Anisotropic terms are also known as energy terms. 

"Nucleic acid" or "oligonucleotide" or "polynucleotide" or grammatical equivalents used 
herein means at least two nucleotides covalently linked together. Oligonucleotides are typically 
from about 5, 6, 7, 8, 9, 10, 12, 15, 25, 30, 40, 50, or more nucleotides in length, up to about 

15 100 nucleotides in length. Nucleic acids and polynucleotides are a polymers of any length, 
including longer lengths, e.g., 200, 300, 500, 1000, 2000, 3000, 5000, 7000, 10,000, etc. A 
nucleic acid of the present invention will generally contain phosphodiester bonds, although in 
some cases, nucleic acid analogs are included that may have at least one different linkahge, e.g., 
phosphoramidate, phosphorothioate, phosphorodithioate, or O-methylphophoroamidite linkages 

20 (see Eckstein (1992) Oligonucleotides and Analogues: A Practical Approach Oxford Univ. 
Press); and peptide nucleic acid backbones and linkages. Other analog nucleic acids include 
those with positive backbones; non-ionic backbones, and non-ribose backbones, including those 
described in U.S. Patent Nos. 5,235,033 and 5,034,506, and Chapters 6 and 7 of Sanghvi and 
Cook (eds. 1994) Carbohydrate Modifications in Antisense Research ACS Symposium Series 

25 580. Nucleic acids containing one or more carbocyclic sugars are also included within one 

definition of nucleic acids. Modifications of the ribose-phosphate backbone may be done for a 
variety of reasons, e.g., to increase the stability and half-life of such molecules in physiological 
environments or as probes on a biochip. Mixtures of naturally occurring nucleic acids and 
analogs can be made; alternatively, mixtures of different nucleic acid analogs, and mixtures of 

30 naturally occurring nucleic acids and analogs may be made. 

A variety of references disclose such nucleic acid analogs, including, e.g., 
phosphoramidate (Beaucage, et al. (1993) Tetrahedron 49:1925-1963 and references therein; 



WO 03/042661 



PCTYUS02/36810 



Letsinger (1970) J. Org. Chem. 35:3800-3803; Sprinzl, et al. (1977) Eur. J. Biochem. 81:579- 
589; Letsinger, et al. (1986) NucL Acids Res. 14:3487-499; Sawai, et al. (1984) Chem. Lett. 
805, Letsinger, et al. (1988) J. Am. Chem. Soc. 110:4470-4471: and Pauwels, et al. (1986) 
Chemica Scripta 26:141-149), phosphorothioate (Mag, et al. (1991) Nucleic Acids Res. 

5 19:1437-441; and U.S. Patent No. 5,644,048), phosphorodithioate (Brill, et al. (1989) J. Am. 
Chem. Soc. 111:2321-2322), O-methylphophoroamidite linkages (see Eckstein (1992) 
Oligonucleotides and Analogues: A Practical Approach. Oxford Univ. Press), and peptide 
nucleic acid backbones and linkages (see Egholm (1992) J. Am. Chem. Soc. 114:1895-1897; 
Meier, et al (1992) Chem. Int. Ed. Engl. 31:1008-1010: Nielsen (1993) Nature 365:566-568; 

10 Carlsson, et al. (1996) Nature 380:207, all of which are incorporated by reference). Other 
analog nucleic acids include those with positive backbones (Denpcy, et al. (1995) Proc. Natl. 
Acad. Sci. USA 92:6097-101; non-ionic backbones (U.S. Patent Nos. 5,386,023, 5,637,684, 
5,602,240, 5,216,141, and 4,469,863; Kiedrowski, et al. (1991) Angew. Chem. Intl. Ed. English 
30:423-426; Letsinger, et al. (1988) J. Am. Chem. Soc. 1 10:4470-4471 ; Letsinger, et al. (1994) 

1 5 Nucleoside and Nucleotide 1 3 : 1 597; Chapters 2 and 3 in Sanghvi and Cook (eds. 1 994) 

Carbohydrate Modifications in Antisense Research ACS Symposium Series 580; Mesmaeker, et 
al. (1994) Bioorganic and Medicinal Chem. Lett. 4:395-398; Jefls, et al. (1994) J. Biomolecular 
NMR 34:17; Horn, et al. (1996) Tetrahedron Lett. 37:743) and non-ribose backbones, including 
those described in U.S. Patent Nos. 5,235,033 and 5,034,506, and Chapters 6 and 7 in Sanghvi 

20 and Cook (eds. 1994) Carbohydrate Modifications in Antisense Research ACS Symposium 
Series 580. Nucleic acids containing one or more carbocyclic sugars are also included within 
one definition of nucleic acids (see Jenkins, et al. (1995) Chem. Soc. Rev, pp 169-176). Several 
nucleic acid analogs are described in Rawls (page 35, June 2, 1997) C&ENews . 

Particularly preferred are peptide nucleic acids (PNA) which includes peptide nucleic 

25 acid analogs. These backbones are substantially non-ionic under neutral conditions, in contrast 
to the highly charged phosphodiester backbone of naturally occurring nucleic acids. This 
results in at least two advantages. The PNA backbone exhibits improved hybridization kinetics. 
PNAs have larger changes in the melting temperature (Tm) for mismatched versus perfectly 
matched basepairs. DNA and RNA typically exhibit a 2-4° C drop in T m for an internal 

30 mismatch. With the non-ionic PNA backbone, the drop is closer to 7-9° C. Similarly, due to 
their non-ionic nature, hybridization of the bases attached to these backbones is relatively 
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insensitive to salt concentration. In addition, PNAs are not degraded by cellular enzymes, and 
thus can be more stable. 

The nucleic acids may be single stranded or double stranded, as specified, or contain 
portions of both double stranded or single stranded sequence. The depiction of a single strand 

5 also defines the sequence of the complementary strand; thus the sequences described herein also 
provide the complement of the sequence. The nucleic acid may be DNA, both genomic and 
cDNA, RNA, or a hybrid, where the nucleic acid may contain combinations of deoxyribo- and 
ribo-nucleotides, and combinations of bases, including uracil, adenine, thymine, cytosine, 
guanine, inosine, xanthine hypoxanthine, isocytosine, isoguanine, etc. "Transcript" typically 

10 refers to a naturally occurring RNA, e.g., a pre-mRNA, hnRNA, or mRNA. As used herein, the 
term "nucleoside" includes nucleotides and nucleoside and nucleotide analogs, and modified 
nucleosides such as amino modified nucleosides. In addition, "nucleoside" includes non- 
naturally occurring analog structures. Thus, e.g., the individual units of a peptide nucleic acid, 
each containing a base, are referred to herein as a nucleoside. 

15 A "label" or a "detectable moiety" is a composition detectable by spectroscopic, 

photochemical, biochemical, immunochemical, physiological, chemical, or other physical 
means. In general, labels fall into three classes: a) isotopic labels, which may be radioactive or 
heavy isotopes; b) immune labels, which may be antibodies, antigens, or epitope tags; and c) 
colored or fluorescent dyes. The labels may be incorporated into the cancer nucleic acids, 

20 proteins, and antibodies. For example, the label should be capable of producing, either directly 
or indirectly, a detectable signal. The detectable moiety may be a radioisotope, such as 3 H, 
14 C, 32 P, 35s, or 125^ electron-dense reagents, a fluorescent or chemiluminescent compound, 
such as fluorescein isothiocyanate, rhodamine, or luciferin, or an enzyme (e.g., as commonly 
used in an ELIS A), biotin, digoxigenin, or haptens and proteins or other entities which can be 

25 made detectable such as alkaline phosphatase, beta-galactosidase, or horseradish peroxidase. 
Methods are known for conjugating the antibody to the label. See, e.g., Hunter, et aL (1962) 
Nature 144:945; David, et al. (1974) Biochemistry 13:1014-1021; Pain, et al. (1981) I 
Immunol. Meth. 40:219-230; and Nygren (1982) J. Histochem. and Cvtochem. 30:407-412. 

An "effector" or "effector moiety" or "effector component" is a molecule that is bound 

30 (or linked, or conjugated), either covalently, through a linker or a chemical bond, or 

noncovalently, through ionic, van der Waals, electrostatic, or hydrogen bonds, to an antibody. 
The "effector" can be a variety of molecules including, e.g., detection moieties including 
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radioactive compounds, fluorescent compounds, enzymes or substrates, tags such as epitope 
tags, toxins; activatable moieties, chemotherapeutic agents; lipases; antibiotics; chemoattracting 
moieties, immune modulators (micA/B), or radioisotopes, e.g., emitting "hard" beta, radiation. 

A "labeled nucleic acid probe or oligonucleotide" is one that is bound, e.g., covalently, 
through a linker or a chemical bond, or noncovalently, through ionic, van der Waals, 
electrostatic, or hydrogen bonds to a label such that the presence of the probe may be detected 
by detecting the presence of the label bound to the probe. Alternatively, methods using high 
affinity interactions may achieve the same results where one of a pair of binding partners binds 
to the other, e.g., biotin, streptavidin. 

As used herein a "nucleic acid probe or oligonucleotide" is a nucleic acid capable of 
binding to a target nucleic acid of complementary sequence through one or more types of 
chemical bonds, usually through complementary base pairing, e.g., through hydrogen bond 
formation. As used herein, a probe may include natural (e.g., A, G, C, or T) or modified bases 
(7-deazaguanosine, inosine, etc.). In addition, the bases in a probe may be joined by a linkage 
other than a phosphodiester bond, preferably one that does not functionally interfere with 
hybridization. Thus, e.g., probes may be peptide nucleic acids in which the constituent bases 
are joined by peptide bonds rather than phosphodiester linkages. Probes may bind target 
sequences lacking complete complementarity with the probe sequence depending upon the 
stringency of the hybridization conditions. The probes are preferably directly labeled, e.g., with 
isotopes, chromophores, lumiphores, chromogens, or indirectly labeled, e.g., with biotin to 
which a streptavidin complex may later bind. By assaying for the presence or absence of the 
probe, one can detect the presence or absence of the select sequence or subsequence. Diagnosis 
or prognosis may be based at the genomic level, or at the level of KNA or protein expression. 

The term "recombinant" when used with reference, e.g., to a cell, or nucleic acid, 
protein, or vector, indicates that the cell, nucleic acid, protein, or vector, has been modified by 
the introduction of a heterologous nucleic acid or protein or the alteration of a native nucleic 
acid or protein, or that the cell is derived from a cell so modified. Thus, e.g., recombinant cells 
express genes that are not found within the native (non-recombinant) form of the cell or express 
native genes that are otherwise abnormally expressed, under expressed, or not expressed at all. 
By the term "recombinant nucleic acid" herein is meant nucleic acid, originally formed in vitro, 
in general, by the manipulation of nucleic acid, e.g., using polymerases and endonucleases, in a 
form not normally found in nature. In this manner, operably linkage of different sequences is 
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achieved. Thus an isolated nucleic acid, in a linear form, or an expression vector formed in 
vitro by ligating DNA molecules that are not normally joined, are both considered recombinant 
for the purposes of this invention. It is understood that once a recombinant nucleic acid is made 
and reintroduced into a host cell or organism, it will replicate non-recombinantly, e.g., using the 
5 in vivo cellular machinery of the host cell rather than in vitro manipulations; however, such 
nucleic acids, once produced recombinantly, although subsequently replicated non- 
recombinantly, are still considered recombinant for the purposes of the invention. 

Similarly, a "recombinant protein" is a protein made using recombinant techniques, e.g., 
through the expression of a recombinant nucleic acid as depicted above. . A recombinant protein 
10 is distinguished from naturally occurring protein by at least one or more characteristics. The 
protein may be isolated or purified away from some or most of the proteins and compounds 
with which it is normally associated in its wild type host, and thus may be substantially pure. 
An isolated protein is unaccompanied by at least some of the material with which it is normally 
associated in its natural state, preferably constituting at least about 0.5%, more preferably at 
1 5 least about 5% by weight of the total protein in a given sample. A substantially pure protein 
comprises at least about 75% by weight of the total protein, with at least about 80% being 
preferred, and at least about 90% being particularly preferred. The definition includes the 
production of a cancer protein from one organism in a different organism or host cell. 
Alternatively, the protein may be made at a significantly higher concentration than is normally 
20 seen, through the use of an inducible promoter or high expression promoter, such that the 

protein is made at increased concentration levels. Alternatively, the protein may be in a form 
not normally found in nature, as in the addition of an epitope tag or amino acid substitutions, 
insertions and deletions, as discussed below. 

The term "heterologous" when used with reference to portions of a nucleic acid indicates 
25 that the nucleic acid comprises two or more subsequences that are not normally found in the 
same relationship to each other in nature. For instance, the nucleic acid is typically 
recombinantly produced, having two or more sequences, e.g., from unrelated genes arranged to 
make a new functional nucleic acid, e.g., a promoter from one source and a coding region from 
another source. Similarly, a heterologous protein will often refer to two or more subsequences 
30 that are not found in the same relationship to each other in nature (e.g., a fusion protein). 

A "promoter" is typically an array of nucleic acid control sequences that direct 
transcription of a nucleic acid. As used herein, a promoter includes necessary nucleic acid 
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sequences near the start site of transcription, such as, in the case of a polymerase II type 
promoter, a TATA element. A promoter also optionally includes distal enhancer or repressor 
elements, which can be located as much as several thousand base pairs from the start site of 
transcription. A "constitutive" promoter is a promoter that is active under most environmental 
5 and developmental conditions. An "inducible" promoter is active under environmental or 

developmental regulation. The term "operably linked" refers to a functional linkage between a 
nucleic acid expression control sequence (such as a promoter, or array of transcription factor 
binding sites) and a second nucleic acid sequence, e.g., wherein the expression control sequence 
directs transcription of the nucleic acid corresponding to the second sequence. 
10 An "expression vector" is a nucleic acid construct, generated recombinantly or 

synthetically, with a series of specified nucleic acid elements that permit transcription of a 
particular nucleic acid in a host cell. The expression vector can be part of a plasmid, virus, or 
nucleic acid fragment. Typically, the expression vector includes a nucleic acid to be transcribed 
in operable linkage to a promoter. 
15 The phrase "selectively (or specifically) hybridizes to" refers to the binding, duplexing, 

or hybridizing of a molecule selectively to a particular nucleotide sequence under stringent 
hybridization conditions when that sequence is present in a complex mixture (e.g., total cellular 
or library DNA or RNA). 

The phrase "stringent hybridization conditions" refers to conditions under which a probe 
20 will hybridize to its target subsequence, typically in a complex mixture of nucleic acids, but to 
no other sequences. Stringent conditions are sequence-dependent and will be different in 
different circumstances. Longer sequences hybridize specifically at higher temperaturesf An 
extensive guide to the hybridization of nucleic acids is found in "Overview of principles of 
hybridization and the strategy of nucleic acid assays" in Tijssen (1993) Hybridization with 
25 Nucleic Probes (Laboratory Techniques in Biochemistry and Molecular Biology) (vol. 24) 
Elsevier. Generally, stringent conditions are selected to be about 5-10° C lower than the 
thermal melting point (T m ) for the specific sequence at a defined ionic strength pH. The T m is 

the temperature (under defined ionic strength, pH, and nucleic concentration) at which 50% of 
the probes complementary to the target hybridize to the target sequence at equilibrium (as the 
30 target sequences are present in excess, at T m , 50% of the probes are occupied at equilibrium). 

Stringent conditions will be those in which the salt concentration is less than about 1 .0 M 
sodium ion, typically about 0.01-1 .0 M sodium ion concentration (or other salts) at pH 7.0 to 
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8.3 and the temperature is at least about 30° C for short probes (e.g., about 10-50 nucleotides) 
and at least about 60° C for long probes (e.g., greater than about 50 nucleotides). Stringent 
conditions may also be achieved with the addition of destabilizing agents such as formamide. 
For selective or specific hybridization, a positive signal is typically at least two times 
background, preferably 10 times background hybridization. Exemplary stringent hybridization 
conditions can be as following: 50% formamide, 5x SSC, and 1% SDS, incubating at 42° C, or, 
5x SSC, 1% SDS, incubating at 65° C, with wash in 0.2x SSC, and 0.1% SDS at 65° C. For 
PCR, a temperature of about 36° C is typical for low stringency amplification, although 
annealing temperatures may vary between about 32°-48° C depending on primer length. For 
high stringency PGR amplification, a temperature of about 62° C is typical, although high 
stringency annealing temperatures can range from about 50-65° C, depending on the primer 
length and specificity. Typical cycle conditions for both high and low stringency amplifications 
include a denaturation phase of 90-95° C for 30-120 sec, an annealing phase lasting 30-120 sec, 
and an extension phase of about 72° C for 1-2 min. Protocols and guidelines for low and high 
stringency amplification reactions are provided, e.g., in Innis, et al. (1990) PCR Protocols: A 
Guide to Methods and Applications Academic Press, NY. 

Nucleic acids that do not hybridize to each other under stringent conditions are still 
substantially identical if the polypeptides which they encode are substantially identical. This 
occurs, e.g., when a copy of a nucleic acid is created using the maximum codon degeneracy 
permitted by the genetic code. In such cases, the nucleic acids typically hybridize under 
moderately stringent hybridization conditions. Exemplary "moderately stringent hybridization 
conditions" include a hybridization in a buffer of 40% formamide, 1 M NaCl, 1% SDS at 37° C, 
and a wash in IX SSC at 45° C. A positive hybridization is typically at least twice background. 
Alternative hybridization and wash conditions can be utilized to provide conditions of similar 
stringency. Additional guidelines for determining hybridization parameters are provided in 
numerous references, e.g., Ausubel, et al. (eds. 1991 and supplements) Current Protocols in 
Molecular Biology Wiley. 

The phrase "functional effects" in the context of assays for testing compounds that 
modulate activity of a cancer protein includes the determination of a parameter that is indirectly 
or directly under the influence of the cancer protein or nucleic acid, e.g., a physiological, 
functional, physical, or chemical effect, such as the ability to decrease cancer. It includes ligand 
binding activity; cell viability, cell growth on soft agar, anchorage dependence; contact 
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inhibition and density limitation of growth; cellular proliferation; cellular transformation; 
growth factor or serum dependence; tumor specific marker levels; invasiveness into Matrigel; 
tumor growth and metastasis in vivo; mRNA and protein expression in cells undergoing 
metastasis; and other characteristics of cancer cells. "Functional effects" include in vitro, in 

5 vivo, and ex vivo activities. 

By "determining the functional effect" is meant assaying for a compound that increases 
or decreases a parameter that is indirectly or directly under the influence of a cancer protein 
sequence, e.g., physiological, functional, enzymatic, physical, or chemical effects. Such 
functional effects can be measured, e.g., changes in spectroscopic characteristics (e.g., 

10 fluorescence, absorbance, refractive index), hydrodynamic (e.g., shape), chromatographic, or 
solubility properties for the protein, measuring inducible markers or transcriptional activation of 
the cancer protein, measuring binding activity or binding assays, e.g., binding to antibodies or 
other ligands, and measuring growth, cellular proliferation, cell viability, cellular 
transformation, growth factor or serum dependence, tumor specific marker levels, invasiveness 

15 into Matrigel, tumor growth and metastasis in vivo, mRNA and protein expression, and other 
characteristics of cancer cells. The functional effects can be evaluated by many means, e.g., 
microscopy for quantitative or qualitative measures of alterations in morphological features, 
measurement of changes in RNA or protein levels for cancer-associated sequences, 
measurement of RNA stability, identification of downstream or reporter gene expression (CAT, 

20 luciferase, #-gal, GFP, and the like), e.g., via chemiluminescence, fluorescence, colorimetric 
reactions, antibody binding, inducible markers, and ligand binding assays. 

"Inhibitors", "activators," and "modulators" of cancer polynucleotide and polypeptide 
sequences are used to refer to activating, inhibitory, or modulating molecules or compounds 
identified using in vitro and in vivo assays of cancer polynucleotide and polypeptide sequences. 

25 Inhibitors are compounds that, e.g., bind to, partially or totally block activity, decrease, prevent, 
delay activation, inactivate, desensitize, or down regulate the activity or expression of cancer 
proteins, e.g., antagonists. Antisense or inhibitory nucleic acids may seem to inhibit expression 
and subsequent function of the protein. "Activators" are compounds that increase, open, 
activate, facilitate, enhance activation, sensitize, agonize, or up regulate cancer protein activity. 

30 Inhibitors, activators, or modulators also include genetically modified versions of cancer 

proteins, e.g., versions with altered activity, as well as naturally occurring and synthetic ligands, 
antagonists, agonists, antibodies, small chemical molecules, and the like. Such assays for 
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inhibitors and activators include, e.g., expressing the cancer protein in vitro, in cells, or cell 
membranes, applying putative modulator compounds, and then determining the functional 
effects on activity, as described above. Activators and inhibitors of cancer can also be identified 
by incubating cancer cells with the test compound and determining increases or decreases in the 
5 expression of 1 or more cancer proteins, e.g., 1, 2, 3, 4, 5, 10, 15, 20, 25, 30, 40, 50, or more 
cancer proteins, such as cancer proteins encoded by the sequences set out in Tables 2A-80. 

Samples or assays comprising cancer proteins that are treated with a potential activator, 
inhibitor, or modulator are compared to control samples without the inhibitor, activator, or 
modulator to examine the extent of inhibition. Control samples (untreated with inhibitors) are 

10 assigned a relative protein activity value of 100%. Inhibition of a polypeptide is achieved when 
the activity value relative to the control is about 80%, preferably 50%, more preferably 25-0%. 
Activation of a cancer polypeptide is achieved when the activity value relative to the control 
(untreated with activators) is about 1 10%, more preferably 150%, more preferably 200-500% 
(e.g., two to five fold higher relative to the control), more preferably 1000-3000% higher. 

15 The phrase "changes in cell growth" refers to any change in cell growth and proliferation 

characteristics in vitro or in vivo, such as cell viability, formation of foci, anchorage 
independence, semi-solid or soft agar growth, changes in contact inhibition and density 
limitation of growth, loss of growth factor or serum requirements, changes in cell morphology, 
gaining or losing immortalization, gaining or losing tumor specific markers, ability to form or 

20 suppress tumors when injected into suitable animal hosts, and/or immortalization of the cell. 

See, e.g., pp. 231-241 in Freshney (1994) Culture of Animal Cells a Manual of Basic Technique 
(2ded.)Wiley-Liss. 

"Tumor cell" refers to precancerous, cancerous, and normal cells in a tumor. 
"Cancer cells," "transformed" cells or "transformation" in tissue culture, refers to 

25 spontaneous or induced phenotypic changes that do not necessarily involve the uptake of new 
genetic material. Although transformation can arise from infection with a transforming virus 
and incorporation of new genomic DNA, or uptake of exogenous DNA, it can also arise 
spontaneously or following exposure to a carcinogen, thereby mutating an endogenous gene. 
Transformation is associated with phenotypic changes, such as immortalization of cells, 

30 aberrant growth control, nonmorphological changes, and/or malignancy. See, Freshney (2000) 
Culture of Animal Cells: A Manual of Basic Technique (4th ed.) Wiley-Liss. 
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"Antibody" refers to a polypeptide comprising a framework region from an 
immunoglobulin gene or fragments thereof that specifically binds and recognizes an antigen. 
The recognized immunoglobulin genes include the kappa, lambda, alpha, gamma, delta, epsilon, 
and mu constant region genes, as well as the myriad immunoglobulin variable region genes. 
Light chains are classified as either kappa or lambda. Heavy chains are classified as gamma, 
mu, alpha, delta, or epsilon, which in turn define the immunoglobulin classes, IgG, IgM, IgA, 
IgD, and IgE, respectively. Typically, the antigen-binding region of an antibody or its 
functional equivalent will be most critical in specificity and affinity of binding. See Paul (ed. 
1999) Fundamental Immunology (4th ed.) Raven. 

An exemplary immunoglobulin (antibody) structural unit comprises a tetramer. Each 
tetramer is composed of two identical pairs of polypeptide chains, each pair having one "light" 
(about 25 kD) and one "heavy" chain (about 50-70 kD). The N-terminus of each chain defines a 
variable region of about 100 to 1 10 or more amino acids primarily responsible for antigen 
recognition. The terms variable light chain (Vl) and variable heavy chain (Vh) refer to these 

fight and heavy chains respectively. 

Antibodies exist, e.g., as intact immunoglobulins or as a number of well-characterized 
fragments produced by digestion with various peptidases. Thus, e.g., pepsin digests an antibody 
below the disulfide linkages in the hinge region to produce F(ab) , 2 > a dimer of Fab which itself 
is a light chain joined to Vjj-ChI by a disulfide bond. The F(ab) , 2 may be reduced under mild 
conditions to break the disulfide linkage in the hinge region, thereby converting the F(ab)*2 
dimer into an Fab 1 monomer. The Fab' monomer is essentially Fab with part of the hinge, region 
(see Paul (ed. 1999) Fundamental Immunology (4th ed.) Raven. While various antibody 
fragments are defined in terms of the digestion of an intact antibody, one of skill will appreciate 
that such fragments may be synthesized de novo either chemically or by using recombinant 
DNA methodology. Thus, the term antibody, as used herein, also includes antibody fragments 
either produced by the modification of whole antibodies, or those synthesized de novo using 
recombinant DNA methodologies (e.g., single chain Fv) or those identified using phage display 
libraries (see, e.g., McCafferty, et al. (1990) Nature 348:552-554). 

For preparation of antibodies, e.g., recombinant, monoclonal, or polyclonal antibodies, 

many techniques known. See, e.g., Kohler and Milstein (1975) Nature 256:495-497; Kozbor, et 

al. (1983) Immunology Today 4:72; Cole, et al. (1985) pp. 77-96 in Reisfeld and Sell (1985) 

Monoclonal Antibodies and Cancer Therapy Liss; Coligan (1991) Current Protocols in 
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Immunology Lippincott; Harlow and Lane (1988) Antibodies: A Laboratory Manual CSH 
Press; and Goding (1986) Monoclonal Antibodies: Principles and Practice (2d ed.) Academic 
Press. Techniques for the production of single chain antibodies (U.S. Patent 4,946,778) can be 
adapted to produce antibodies to polypeptides of this invention. Also, transgenic mice, or other 
organisms such as other mammals, may be used to express humanized antibodies. 
Alternatively, phage display technology can be used to identify antibodies and heteromeric Fab 
fragments that specifically bind to selected antigens. See, e.g., McCafferty, et al. (1990) Nature 
348:552-554; Marks, et al. (1992) Biotechnology 10:779-783. 

A "chimeric antibody" is an antibody molecule in which (a) the constant region, or a 
portion thereof, is altered, replaced, or exchanged so that the antigen binding site (variable 
region) is linked to a constant region of a different or altered class, and/or species, or an entirely 
different molecule which confers new properties to the chimeric antibody, e.g., an enzyme, 
toxin, hormone, growth factor, drug, effector function, chemoattractant, immune modulator, 
etc.; or (b) the variable region, or a portion thereof, is altered, replaced, or exchanged with a 
variable region having a different or altered antigen specificity. 
Identification of cancer-associated sequences 

In one aspect, the expression levels of genes are determined in different patient samples 
for which diagnosis information is desired, to provide expression profiles. An expression 
profile of a particular sample is essentially a "fingerprint" of the state of the sample; while two 
states may have any particular gene similarly expressed, the evaluation of a number of genes 
simultaneously allows the generation of a gene expression profile that is characteristic of the 
state of the cell. That is, normal tissue may be distinguished from cancerous or metastatic 
cancerous tissue, or cancer tissue or metastatic cancerous tissue can be compared with tissue 
from surviving cancer patients. By comparing expression profiles of tissue in known different 
cancer states, information regarding which genes are important (including both up-and down- 
regulation of genes) in each of these states is obtained. Molecular profiling may distinguish 
subtypes of a currently collective disease designation, e.g., different forms of a cancer. 

The identification of sequences that are differentially expressed in cancer versus non- 
cancer tissue allows the use of this information in a number of ways. For example, a particular 
treatment regime may be evaluated: does a chemotherapeutic drug act to down-regulate cancer, 
and thus tumor growth or recurrence, in a particular patient. Alternatively, a treatment step may 
induce other markers which may be used as targets to destroy tumor cells. Similarly, diagnosis 
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and treatment outcomes may be done or confirmed by comparing patient samples with the 
known expression profiles. Maliganant disease may be compared to non-malignant conditions. 
Metastatic tissue can also be analyzed to determine the stage of cancer in the tissue, or origin of 
primary tumor, e.g., metastasis from a remote primary site. Furthermore, these gene expression 
5 profiles (or individual genes) allow screening of drug candidates with an eye to mimicking or 
altering a particular expression profile; e.g., screening can be done for drugs that suppress the 
cancer expression profile. This may be done by making biochips comprising sets of the 
important cancer genes, which can then be used in these screens. These methods can also be 
done on the protein basis; that is, protein expression levels of the cancer proteins can be 

10 evaluated for diagnostic purposes or to screen candidate agents. In addition, the cancer nucleic 
acid sequences can be administered for gene therapy purposes, including the administration of 
antisense nucleic acids, or the cancer proteins (including antibodies and other modulators 
thereof) administered as therapeutic drugs. 

Thus the present invention provides nucleic acid and protein sequences that are 

1 5 differentially expressed in cancer relative to normal tissues and/or non-malignant disease, or in 
different types of related diseases, herein termed "cancer sequences." As outlined below, cancer 
sequences include those that are up-regulated (e.g., expressed at a higher level) in cancer, as 
well as those that are down-regulated (e.g., expressed at a lower level). In a preferred 
embodiment, the cancer sequences are from humans; however, cancer sequences from other 

20 organisms may be useful in animal models of disease and drug evaluation; thus, other cancer 
sequences are provided, from vertebrates, including mammals, including rodents (rats, mice, 
hamsters, guinea pigs, etc.), primates, farm animals (including sheep, goats, pigs, cows, Horses, 
etc.) and pets (e.g., dogs, cats, etc.). Cancer sequences from other organisms may be obtained 
using the techniques outlined below. 

25 Cancer sequences can include both nucleic acid and amino acid sequences. In a 

preferred embodiment, the skin cancer sequences are recombinant nucleic acids. These nucleic 
acid sequences are useful in a variety of applications, including diagnostic applications, which 
will detect naturally occurring nucleic acids, as well as screening applications; e.g., biochips 
comprising nucleic acid probes or PCR microtiter plates with selected probes to the cancer 

30 sequences. 

A cancer sequence can be initially identified by substantial nucleic acid and/or amino 
acid sequence homology to the cancer sequences outlined herein. Such homology can be based 
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upon the overall nucleic acid or amino acid sequence, and is generally determined as outlined 
below, e.g., using homology programs or hybridization conditions. 

For identifying cancer-associated sequences, the cancer screen typically includes 
comparing genes identified in different tissues, e.g., normal and cancerous tissues, cancer and 
5 non-malignant conditions, non-malignant conditions and normal tissues, or tumor tissue 
samples from patients who have metastatic disease vs. non metastatic tissue. Other suitable 
tissue comparisons include comparing cancer samples with metastatic cancer samples from 
other cancers, such as lung, stomach, gastrointestinal cancers, etc. Samples of different stages 
of cancer, e.g., survivor tissue, drug resistant states, and tissue undergoing metastasis, are 
10 applied to biochips comprising nucleic acid probes. The samples are first nricrodissected, if 

applicable, and treated for preparation of mRNA. Suitable biochips are commercially available, 
e.g., from Affymetrix, Santa Clara, CA. Gene expression profiles as described herein are 
generated and the data analyzed. 

In one embodiment, the genes showing changes in expression as between normal and 
15 disease states are compared to genes expressed in other normal tissues, including, and not 
limited to lung, heart, brain, liver, stomach, kidney, muscle, colon, small intestine, large 
intestine, spleen, bone, and/or placenta. In a preferred embodiment, those genes identified 
during the cancer screen that are expressed in a significant amount in other tissues (e.g., 
essential organs) are removed from the profile, although in some embodiments, this is not 
20 necessary (e.g., where organs may be dispensible, e.g., female or male specific). That is, when 
screening for drugs, it is usually preferable that the target expression be disease specific, to 
minimize possible side effects on other organs were there expression. 

In a preferred embodiment, cancer sequences are those that are up-regulated in cancer, 
that is, the expression of these genes is higher in the cancer tissue as compared to non-cancer or 
25 non-malignant tissue. "Up-regulation" as used herein often means at least about a two-fold 
change, preferably at least about a three fold change, with at least about five-fold or higher 
being preferred. Another embodiment is directed to sequences up-regulated in non-malignant 
conditions relative to normal. Uniformity among relevant samples is also preferred. 

Unigene cluster identification numbers and accession numbers herein are for the 
30 GenBank sequence database and the sequences of the accession numbers are hereby expressly 
incorporated by reference. GenBank is available, see, e.g., Benson, et al. (1998) Nuc. Acids 
Res. 26:1-7; and http://www.ncbi.nlm.nih.gov/. Sequences are also available in other databases, 
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e.g., European Molecular Biology Laboratory (EMBL) and DNA Database of Japan (DDBJ). 
In some situations, the sequences may be derived from assembly of available sequences or be 
predicted from genomic DNA using exon prediction algorithms, such as FGENESH. See 
Salamov and Solovyev (2000) Genome Res. 10:516-522. In other situations, sequences have 

5 been derived from cloning and sequencing of isolated nucleic acids. 

In another preferred embodiment, cancer sequences are those that are down-regulated in 
the cancer, that is, the expression of these genes is lower in cancer tissue as compared to non- 
cancerous tissue. "Down-regulation" as used herein often means at least about a two-fold 
change, preferably at least about a three fold change, with at least about five-fold or higher 

10 being preferred. 
Informatics 

The ability to identify genes that are over or under expressed in cancer can additionally 
provide high-resolution, high-sensitivity datasets which can be used in the areas of diagnostics, 
therapeutics, drug development, pharmacogenetics, protein structure, biosensor development, 

15 and other related areas. For example, the expression profiles can be used in diagnostic or 

prognostic evaluation of patients with cancer or related diseases. See Tables 1-3. Or as another 
example, subcellular toxicological information can be generated to better direct drug structure 
and activity correlation (see Anderson (June 1 1-12, 1998) Pharmaceutical Proteomics: Targets. 
Mechanism, and Function, paper presented at the IBC Proteomics conference, Coronado, CA). 

20 Subcellular toxicological information can also be utilized in a biological sensor device to 
predict the likely toxicological effect of chemical exposures and likely tolerable exposure 
thresholds (see U.S. Patent No. 5,8 1 1,23 1). Similar advantages accrue from datasets relevant to 
other biomolecules and bioactive agents (e.g., nucleic acids, saccharides, lipids, drugs, and the 
like). 

25 Thus, in another embodiment, the present invention provides a database that includes at 

least one set of assay data. The data contained in the database is acquired, e.g., using array 
analysis either singly or in a library format. The database can be in a form in which data can be 
maintained and transmitted, but is preferably an electronic database. The electronic database of 
the invention can be maintained on any electronic device allowing for the storage of and access 

30 to the database, such as a personal computer, but is preferably distributed on a wide area 
network, such as the World Wide Web. 
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The focus of the present section on databases that include peptide sequence data is for 
clarity of illustration only. Similar databases can be assembled for assay data acquired using an 
assay of the invention. 

The compositions and methods for identifying and/or quantitating the relative and/or 
absolute abundance of a variety of molecular and macromolecular species from a biological 
sample representing cancer, e.g., the identification of cancer-associated sequences described 
herein, provide an abundance of information which can be correlated with pathological 
conditions, predisposition to disease, drug testing, therapeutic monitoring, gene-disease causal 
linkages, identification of correlates of immunity and physiological status, among others. 
Although the data generated from the assays of the invention is suited for manual review and 
analysis, in a preferred embodiment, data processing using high-speed computers is utilized. 

An array of methods for indexing and retrieving biomolecular information is available. 
For example, U.S. Patents 6,023,659 and 5,966,712 disclose a relational database system for 
storing biomolecular sequence information in a manner that allows sequences to be catalogued 
and searched according to one or more protein function hierarchies. U.S. Patent 5,953,727 
discloses a relational database having sequence records containing information in a format that 
allows a collection of partial-length DNA sequences to be catalogued and searched according to 
association with one or more sequencing projects for obtaining full-length sequences from the 
collection of partial length sequences. U.S. Patent 5,706,498 discloses a gene database retrieval 
system for making a retrieval of a gene sequence similar to a sequence data item in a gene 
database based on the degree of similarity between a key sequence and a target sequence. U.S. 
Patent 5,538,897 discloses a method using mass spectroscopy fragmentation patterns of ~ 
peptides to identify amino acid sequences in computer databases by comparison of predicted 
mass spectra with experimentally-derived mass spectra using a closeness-of-fit measure. U.S. 
Patent 5,926,818 discloses a multi-dimensional database comprising a functionality for multi- 
dimensional data analysis described as on-line analytical processing (OLAP), which entails the 
consolidation of projected and actual data according to more than one consolidation path or 
dimension. U.S. Patent 5,295,261 reports a hybrid database structure in which the fields of each 
database record are divided into two classes, navigational and informational data, with 
navigational fields stored in a hierarchical topological map which can be viewed as a tree 
structure or as the merger of two or more such tree structures. See also Baxevanis, et al. (2001) 
Bioinformatics: A Practical Guuide to the Analysis of Genes and Proteins Wiley; Mount (2001) 

27 



WO 03/042661 



PCT/US02/36810 



Bioinformatics: Sequence and Genome Analysis CSH Press, NY; Durbin, et al. (eds. 1999) 
Biological Sequence Analysis: Probabilistic Models of Proteins and Nucleic Acids Cambridge 
University Press; Baxevanis and Oeullette (eds. 1998) Bioinformatics: A Practical Guide to the 
Analysis of Genes and Proteins (2d. ed.) Wiley-Liss; Rashidi and Buehler (1999) 
Bioinformatics: Basic Applications in Biological Science and Medicine CRC Press; Setubal, et 
al. (eds. 1997) Introduction to Computational Molecular Biology Brooks/Cole; Misener and 
Krawetz (eds. 2000) Bioinformatics: Methods and Protocols Humana Press; Higgins and Taylor 
(eds. 2000) Bioinformatics: Sequence. Structure, and Databanks: A Practical Approach Oxford 
University Press; Brown (2001) Bioinformatics: A Biologist's Guide to Biocomputing and the 
Internet Eaton Pub.; Han and Kamber (2000) Data Mining: Concepts and Techniques 
Kaufinann Pub.; and Waterman (1995) Introduction to Computational Biology: Maps, 
Sequences, and Genomes Chap and Hall. 

The present invention provides a computer database comprising a computer and 
software for storing in computer-retrievable form assay data records cross-tabulated, e.g., with 
data specifying the source of the target-containing sample from which each sequence specificity 
record was obtained. 

In an exemplary embodiment, at least one of the sources of target-containing sample is 
from a control tissue sample known to be free of pathological disorders. In a variation, at least 
one of the sources is a known pathological tissue specimen, e.g., a neoplastic lesion or another 
tissue specimen to be analyzed for cancer. In another variation, the assay records cross-tabulate 
one or more of the following parameters for each target species in a sample: (1) a unique 
identification code, which can include, e.g., a target molecular structure and/or characteristic 
separation coordinate (e.g., electrophoretic coordinates); (2) sample source; and (3) absolute 
and/or relative quantity of the target species present in the sample. 

The invention also provides for the storage and retrieval of a collection of target data in 
a computer data storage apparatus, which can include magnetic disks, optical disks, magneto- 
optical disks, DRAM, SRAM, SGRAM, SDRAM, RDRAM, DDR RAM, magnetic bubble 
memory devices, and other data storage devices, including CPU registers and on-CPU data 
storage arrays. Typically, the target data records are stored as a bit pattern in an array of 
magnetic domains on a magnetizable medium or as an array of charge states or transistor gate 
states, such as an array of cells in a DRAM device (e.g., each cell comprised of a transistor and 
a charge storage area, which may be on the transistor). In one embodiment, the invention 
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provides such storage devices, and computer systems built therewith, comprising a bit pattern 
encoding a protein expression fingerprint record comprising unique identifiers for at least 10 
target data records cross-tabulated with target source. 

When the target is a peptide or nucleic acid, the invention preferably provides a method 
5 for identifying related peptide or nucleic acid sequences, comprising performing a computerized 
comparison between a peptide or nucleic acid sequence assay record stored in or retrieved from 
a computer storage device or database and at least one other sequence. The comparison can 
include a sequence analysis or comparison algorithm or computer program embodiment thereof 
(e.g., FASTA, TFASTA, GAP, BESTFIT) and/or the comparison may be of the relative amount 
10 of a peptide or nucleic acid sequence in a pool of sequences determined from a polypeptide or 
nucleic acid sample of a specimen. 

The invention also preferably provides a magnetic disk, such as an IBM-compatible 
(DOS, Windows, Windows95/98/2000, Windows NT, OS/2) or other format (e.g., Linux, 
SunOS, Solaris, ADC, SCO Unix, VMS, MV, Macintosh, etc.) floppy diskette or hard (fixed, 
15 Winchester) disk drive, comprising a bit pattern encoding data from an assay of the invention in 
a file format suitable for retrieval and processing in a computerized sequence analysis, 
comparison, or relative quantitation method 

The invention also provides a network, comprising a plurality of computing devices 
linked via a data link, such as an Ethernet cable (coax or lOBaseT), telephone line, ISDN line, 
20 wireless network, optical fiber, or other suitable signal transmission medium, whereby at least 
one network device (e.g., computer, disk array, etc.) comprises a pattern of magnetic domains 
(e.g., magnetic disk) and/or charge domains (e.g., an array of DRAM cells) composing a"bit 
pattern encoding data acquired from an assay of the invention. 

The invention also provides a method for transmitting assay data that includes 
25 generating an electronic signal on an electronic communications device, such as a modem, 
ISDN terminal adapter, DSL, cable modem, ATM switch, or the like, wherein the signal 
includes (in native or encrypted format) a bit pattern encoding data from an assay or a database 
comprising a plurality of assay results obtained by the method of the invention. 

In a preferred embodiment, the invention provides a computer system for comparing a 
30 query target to a database containing an array of data structures, such as an assay result obtained 
by the method of the invention, and ranking database targets based on the degree of identity and 
gap weight to &e target data. A central processor is preferably initialized to load and execute 
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the computer program for alignment and/or comparison of the assay results. Data for a query 
target is entered into the central processor via an I/O device. Execution of the computer 
program results in the central processor retrieving the assay data from the data file, which 
comprises a binary description of an assay result. 

The target data or record and the computer program can be transferred to secondary 
memory, which is typically random access memory (e.g., DRAM, SRAM, SGRAM, or 
SDRAM). Targets are ranked according to the degree of correspondence between a selected 
assay characteristic (e.g., binding to a selected affinity moiety) and the same characteristic of 
the query target and results are output via an I/O device. For example, a central processor can 
be a conventional computer (e.g., Intel Pentium, PowerPC, Alpha, PA-8000, SPARC, MIPS 
4400, MPS 10000, VAX, etc.); a program can be a commercial or public domain molecular 
biology software package (e.g., UWGCG Sequence Analysis Software, Darwin); a data file can 
be an optical or magnetic disk, a data server, a memory device (e.g., DRAM, SRAM, SGRAM, 
SDRAM, EPROM, bubble memory, flash memory, etc.); an I/O device can be a terminal 
comprising a video display and a keyboard, a modem, an ISDN terminal adapter, an Ethernet 
port, a punched card reader, a magnetic strip reader, or other suitable I/O device. 

The invention also preferably provides the use of a computer system, such as that 
described above, which comprises: (1) a computer; (2) a stored bit pattern encoding a collection 
of peptide sequence specificity records obtained by the methods of the invention, which may be 
stored in the computer; (3) a comparison target, such as a query target; and (4) a program for 
alignment and comparison, typically with rank-ordering of comparison results on the basis of 
computed similarity values. See, e.g., Ewens and Grant (2001) Statistical Methods in 
Bioinformatics: An Introduction Springer- Verlag. Mathematical approaches can also be used to 
conclude whether similarities or differences in the gene expression exhibited by different 
samples are significant. See, e.g., Golub, et al. (1999) Science 286:531-537; Duda, et al. (2001) 
Pattern Classification Wiley; and Hastie, et al. (2001) The Elements of Statistical Learning: 
Data Mining. Inference, and Prediction Springer-Verlag. One approach to determine whether a 
sample is more similar to or has maximum similarity with a given condition between the sample 
and one or more pools representing different conditions for comparison; the pool with the 
smallest vector angle is then chosen as the most similar to the biological sample among the 
pools compared. 
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Characteristics of cancer-associated proteins 

Cancer proteins of the present invention may be classified as secreted proteins, 
transmembrane proteins, or intracellular proteins. In one embodiment, the cancer protein is an 
intracellular protein. Intracellular proteins may be found in the cytoplasm and/or in the nucleus. 
Intracellular proteins are involved in all aspects of cellular function and replication (including, 
e.g., signaling pathways); aberrant expression of such proteins often results in unregulated or 
disregulated cellular processes (see, e.g., Alberts, et al. (eds. 1994) Molecular Biology of the 
Cell (3d ed.) Garland). For example, many intracellular proteins have enzymatic activity such 
as protein kinase activity, protein phosphatase activity, protease activity, nucleotide cyclase 
activity, polymerase activity, and the like. Intracellular proteins also serve as docking proteins 
that are involved in organizing complexes of proteins, or targeting proteins to various 
subcellular localizations, and are involved in maintaining the structural integrity of organelles. 

An increasingly appreciated concept in characterizing proteins is the presence in the 
proteins of one or more structural motifs for which defined functions have been attributed. In 
addition to the highly conserved sequences found in the enzymatic domain of proteins, highly 
conserved sequences have been identified in proteins that are involved in protein-protein 
interaction. For example, Src-homology-2 (SH2) domains bind tyrosine-phosphorylated targets 
in a sequence dependent manner. PTB domains, which are distinct from SH2 domains, also 
bind tyrosine phosphorylated targets. SH3 domains bind to proline-rich targets. In addition, PH 
domains, tetratricopeptide repeats and WD domains to name only a few, have been shown to 
mediate protein-protein interactions. Some of these may also be involved in binding to 
phospholipids or other second messengers. These motifs can be identified on the basis of amino 
acid sequence; thus, an analysis of the sequence of proteins may provide insight into both the 
enzymatic potential of the molecule and/or molecules with which the protein may associate. 
One useful database is Pfam (protein families), which is a large collection of multiple sequence 
alignments and hidden Markov models covering many common protein domains. Versions are 
available via the internet from Washington University in St. Louis, the Sanger Center in 
England, and the Karolinska Institute in Sweden. See, e.g., Bateman, et al. (2000) Nuc. Acids 
Res. 28:263-266; Sonnhammer, et al. (1997) Proteins 28:405-420 ; Bateman, et al. (1999) Nuc. 
Acids Res. 27:260-262; and Sonnhammer, et al. (1998) Nuc. Acids Res. 26:320-322. 

In another embodiment, the cancer sequences are transmembrane proteins. 
Transmembrane proteins are molecules that span a phospholipid bilayer of a cell. They may 
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have an intracellular domain, an extracellular domain, or both. The intracellular domains of 
such proteins may have a number of functions including those already described for 
intracellular proteins. For example, the intracellular domain may have enzymatic activity 
and/or may serve as a binding site for additional proteins. Frequently the intracellular domain 
of transmembrane proteins serves both roles. For example certain receptor tyrosine kinases 
have both protein kinase activity and SH2 domains. In addition, autophosphorylation of 
tyrosines on the receptor molecule itself, creates binding sites for additional SH2 domain 
containing proteins. 

Transmembrane proteins may contain from one to many transmembrane domains. For 
example, receptor tyrosine kinases, certain cytokine receptors, receptor guanylyl cyclases and 
receptor serine/threonine protein kinases contain a single transmembrane domain. However, 
various other proteins including channels and adenylyl cyclases contain numerous 
transmembrane domains. Many important cell surface receptors such as G protein coupled 
receptors (GPCRs) are classified as "seven transmembrane domain" proteins, as they contain 7 
membrane spanning regions. Characteristics of transmembrane domains include approximately 
17 consecutive hydrophobic amino acids that may be followed by charged amino acids. 
Therefore, upon analysis of the amino acid sequence of a particular protein, the localization and 
number of transmembrane domains within the protein may be predicted (see, e.g., PSORT web 
site http://psort.nibb.ac.jp/). Important transmembrane protein receptors include, but are not 
limited to the insulin receptor, insulin-like growth factor receptor, human growth hormone 
receptor, glucose transporters, transferrin receptor, epidermal growth factor receptor, low 
density lipoprotein receptor, epidermal growth factor receptor, leptin receptor, and interleidrin 
receptors, e.g., DL-1 receptor, IL-2 receptor, etc. 

The extracellular domains of transmembrane proteins are diverse; however, conserved 
motifs are found repeatedly among various extracellular domains. Conserved structure and/or 
functions have been ascribed to different extracellular motifs. Many extracellular domains are 
involved in binding to other molecules. In one aspect, extracellular domains are found on 
receptors. Factors that bind the receptor domain include circulating ligands, which may be 
peptides, proteins, or small molecules such as adenosine and the like. For example, growth 
factors such as EGF, FGF, and PDGF are circulating growth factors that bind to their cognate 
receptors to initiate a variety of cellular responses. Other factors include cytokines, mitogenic 
factors, neurotrophic factors, and the like. Extracellular domains also bind to cell-associated 
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molecules. In this respect, they may mediate cell-cell interactions. Cell-associated ligands can 
be tethered to the cell, e.g., via a glycosylphosphatidylinositol (GPI) anchor, or may themselves 
be transmembrane proteins. Extracellular domains may also associate with the extracellular 
matrix and contribute to the maintenance of the cell structure. 
5 Cancer proteins that are transmembrane are particularly preferred in the present 

invention as they are readily accessible targets for immunotherapeutics, as are described herein. 
In addition, as outlined below, transmembrane proteins can be also useful in imaging 
modalities. Antibodies may be used to label such readily accessible proteins in situ. 
Alternatively, antibodies can also label intracellular proteins, in which case samples are 
10 typically permeablized to provide access to intracellular proteins. In addition, some membrane 
proteins can be processed to release a soluble protein, or to expose a residual fragment. 
Released soluble proteins may be useful diagnostic markers, processed residual protein 
fragments may be useful lung markers of disease. 

It will also be appreciated that a transmembrane protein can be made soluble by 
15 removing transmembrane sequences, e.g., through recombinant methods. Furthermore, 
transmembrane proteins that have been made soluble can be made to be secreted through 
recombinant means by adding an appropriate signal sequence. 

In another embodiment, the cancer proteins are secreted proteins; the secretion of which 
can be either constitutive or regulated These proteins may have a signal peptide or signal 
20 sequence that targets the molecule to the secretory pathway. Secreted proteins are involved in 
numerous physiological events; e.g., if circulating, they often serve to transmit signals to 
various other cell types. The secreted protein may function in an autocrine manner (acting on 
the cell that secreted the factor), a paracrine manner (acting on cells in close proximity to the 
cell that secreted the factor), an endocrine manner (acting on cells at a distance, e.g, secretion 
25 into the blood stream), or exocrine (secretion, e.g., through a duct or to adjacent epithelial 

surface as sweat glands, sebaceous glands, pancreatic ducts, lacrimal glands, mammary glands, 
wax producing glands of the ear, etc.). Thus secreted molecules often find use in modulating or 
altering numerous aspects of physiology. Cancer proteins that are secreted proteins are 
particularly preferred in the present invention as they serve as good targets for diagnostic 
30 markers, e.g., for blood, plasma, serum, or stool tests. Those which are enzymes may be 
antibody or small molecule targets. Others may be useful as vaccine targets, "e.g., via CTL 
mechanisms. 
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Use of cancer nucleic acids 

As described above, cancer sequence is initially identified by substantial nucleic acid 
and/or amino acid sequence homology or linkage to the cancer sequences outlined herein. Such 
homology can be based upon the overall nucleic acid or amino acid sequence, and is generally 
determined as outlined below, using either homology programs or hybridization conditions. 
Typically, linked sequences on a mRNA are found on the same molecule. 

As detailed elsewhere, percent identity can be determined using an algorithm such as 
BLAST. A prefen-ed method utilizes the BLASTN module of WU-BLAST-2 set to the default 
parameters, with overlap span and overlap fraction set to 1 and 0.125, respectively. Alignment 
may include the introduction of gaps in the sequences to be aligned. In addition, for sequences 
which contain either more or fewer nucleotides than those of the nucleic acids described, the 
percentage of homology may be determined based on the number of homologous nucleosides in 
relation to the total number of nucleosides. Thus, e.g., homology of sequences shorter than 
those of the sequences identified will be determined using the number of nucleosides in the 
shorter sequence. 

In one embodiment, the nucleic acid homology is determined through hybridization 
studies. Thus, e.g., nucleic acids which hybridize under high stringency to a described nucleic 
acid, or its complement, or is also found on naturally occurring mRNAs is considered a cancer 
sequence. In another embodiment, less stringent hybridization conditions are used; e.g., 
moderate or low stringency conditions may be used; see Ausubel, supra, and Tijssen, supra. 

The cancer nucleic acid sequences of the invention, e.g., the sequences in Tables 1-80, 
can be fragments of larger genes, e.g., they are nucleic acid segments. "Genes" in this context 
includes coding regions, non-coding regions, and mixtures of coding and non-coding regions. 
Accordingly, using the sequences provided herein, extended sequences, in either direction, of 
the cancer genes can be obtained, using techniques well known for cloning either longer 
sequences or the full length sequences; see Ausubel, et al., supra. Much can be done by 
informatics and many sequences can be clustered to include multiple sequences corresponding 
to a single gene, e.g., systems such as UniGene (see, http://www.ncbi.nlm.nih.gov/UniGene/). 

Once a cancer nucleic acid is identified, it can be cloned and, if necessary, its constituent 
parts recombined to form the entire cancer nucleic acid coding regions or the entire mRNA 
sequence. Once isolated from its natural source, e.g., contained within a plasmid or other vector 
or excised therefrom as a linear nucleic acid segment, the recombinant cancer nucleic acid can 
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be further used as a probe to identify and isolate other cancer nucleic acids, e.g., extended 
coding regions. It can also be used as a "precursor" nucleic acid to make modified or variant 
cancer nucleic acids and proteins. 

The cancer nucleic acids of the present invention are used in several ways. In one 
embodiment, nucleic acid probes to the cancer nucleic acids are made and attached to biochips 
to be used in screening and diagnostic methods, as outlined below, or for administration, e.g., 
for gene therapy, vaccine, RNAi, and/or antisense applications. Alternatively, cancer nucleic 
acids that include coding regions of cancer proteins can be put into expression vectors for the 
expression of cancer proteins, again for screening purposes or for administration to a patient. 

In a preferred embodiment, nucleic acid probes to cancer nucleic acids (both the nucleic 
acid sequences outlined in the figures and/or the complements thereof) are made. The nucleic 
acid probes attached to the biochip are designed to be substantially complementary to the cancer 
nucleic acids, e.g., the target sequence (either the target sequence of the sample or to other 
probe sequences, e.g., in sandwich assays), such that hybridization of the target sequence and 
the probes of the present invention occurs. As outlined below, this complementarity need not 
be perfect; there may be any number of base pair mismatches which will interfere with 
hybridization between the target sequence and the single stranded nucleic acids of the present 
invention. However, if the number of mutations is so great that no hybridization can occur 
under even the least stringent of hybridization conditions, the sequence is not a complementary 
target sequence. Thus, by "substantially complementary" herein is meant that the probes are 
sufficiently complementary to the target sequences to hybridize under normal reaction 
conditions, particularly high stringency conditions, as outlined herein. 

A nucleic acid probe is generally single stranded but can be partially single and partially 
double stranded. The strandedness of the probe is dictated by the structure, composition, and 
properties of the target sequence. In general, the nucleic acid probes range from about 8-100 
bases long, with from about 10-80 bases being preferred, and from about 30-50 bases being 
particularly preferred. That is, generally whole genes are not used In some embodiments, 
much longer nucleic acids can be used, up to hundreds of bases. 

In a preferred embodiment, more than one probe per sequence is used, with either 
overlapping probes or probes to different sections of the target being used. That is, two, three, 
four or more probes, with three being preferred, are used to build in a redundancy for a 
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particular target The probes can be overlapping (e.g., have some sequence in common), or 
separate. In some cases, PCR primers may be used to amplify signal for higher sensitivity. 

Nucleic acids can be attached or immobilized to a solid support in a wide variety of 
ways. By "immobilized" and grammatical equivalents herein is meant the association or 
5 binding between the nucleic acid probe and the solid support is sufficient to be stable under the 
conditions of binding, washing, analysis, and removal as outlined. The binding can typically be 
covalent or non-covalent. By "non-covalent binding" and grammatical equivalents herein is 
meant one or more of electrostatic, hydrophilic, and hydrophobic interactions. Included in non- 
covalent binding is the covalent attachment of a molecule, e.g., streptavidin to the support and 

10 the non-covalent binding of the biotinylated probe to the streptavidin. By "covalent binding" 
and grammatical equivalents herein is meant that the two moieties, the solid support and the 
probe, are attached by at least one bond, including sigma bonds, pi bonds, and coordination 
bonds. Covalent bonds can be formed directly between the probe and the solid support or can 
be formed by a cross linker or by inclusion of a specific reactive group on either the solid 

15 support or the probe or both molecules. Immobilization may also involve a combination of 
covalent and non-covalent interactions. 

In general, the probes are attached to the biochip in a wide variety of ways. As 
described herein, the nucleic acids can either be synthesized first, with subsequent attachment to 
the biochip, or can be directly synthesized on the biochip. 

20 The biochip comprises a suitable solid substrate. By "substrate" or "solid support" or 

other grammatical equivalents herein is meant a material that can be modified for the 
attachment or association of the nucleic acid probes and is amenable to at least one detection 
method. Often, the substrate may contain discrete individual sites appropriate for individual 
partitioning and identification. The number of possible substrates is very large, and include, but 

25 are not limited to, glass and modified or functionalized glass, plastics (including acrylics, 
polystyrene and copolymers of styrene and other materials, polypropylene, polyethylene, 
polybutylene, polyurethanes, TeflonJ, etc.), polysaccharides, nylon or nitrocellulose, resins, 
silica or silica-based materials including silicon and modified silicon, carbon, metals, inorganic 
glasses, plastics, etc. In general, the substrates allow optical detection and do not appreciably 

30 fluoresce. See WO 0055627. 

Generally the substrate is planar, although other configurations of substrates may be 
used as well. For example, the probes may be placed on the inside surface of a tube for flow- 
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through sample analysis to minimize sample volume. Similarly, the substrate may be flexible, 
such as a flexible foam, including closed cell foams made of particular plastics. 

In a preferred embodiment, the surface of the biochip and the probe may be derivatized 
with chemical functional groups for subsequent attachment of the two. Thus, e.g., the biochip is 
5 derivatized with a chemical functional group including, but not limited to, amino groups, 

carboxy groups, oxo groups, and thiol groups, with amino groups being particularly preferred. 
Using these functional groups, the probes can be attached using functional groups on the probes. 
For example, nucleic acids containing amino groups can be attached to surfaces comprising 
amino groups, e.g., using linkers; e.g., homo-or hetero-bifunctional linkers as are well known 

10 (see 1994 Pierce Chemical Company catalog, technical section on cross-linkers, pages 155- 
200). In addition, in some cases, additional linkers, such as alkyl groups (including substituted 
and heteroalkyl groups) may be used. 

In this embodiment, oligonucleotides are synthesized, and then attached to the surface of 
the solid support. Either the 5* or 3' terminus may be attached to the solid support, or 

1 5 attachment may be via linkage to an internal nucleoside. In another embodiment, the 
immobilization to the solid support may be very strong, yet non-covalent. For example, 
biotinylated oligonucleotides can be made, which bind to surfaces covalently coated with 
streptavidin, resulting in attachment. 

Alternatively, the oligonucleotides may be synthesized on the surface. For example, 

20 photoactivation techniques utilizing photopolymerization compounds and techniques are used. 
In a preferred embodiment, the nucleic acids can be synthesized in situ, using known 
photolithographic techniques, such as those described in WO 95/25116; WO 95/35505; U.S. 
Patent Nos. 5,700,637 and 5,445,934; and references cited within, all of which are expressly 
incorporated by reference; these methods of attachment form the basis of the Affymetrix 

25 GeneChip™ technology. 

Often, amplification-based assays are performed to measure the expression level of 
cancer-associated sequences. These assays are typically performed in conjunction with reverse 
transcription. In such assays, a cancer-associated nucleic acid sequence acts as a template in an 
amplification reaction (e.g., Polymerase Chain Reaction, or PCR). In a quantitative 

30 amplification, the amount of amplification product will be proportional to the amount of 

template in the original sample. Comparison to appropriate controls provides a measure of the 
amount of cancer-associated RNA. Methods of quantitative amplification are well known. 
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Detailed protocols for quantitative PCR are provided, e.g., in Innis, et al. (1990) PCR Protocols: 
A Guide to Methods and Applications Academic Press. 

In some embodiments, a TaqMan based assay is used to measure expression. TaqMan 
based assays use a fluorogenic oligonucleotide probe that contains a 5' fluorescent dye and a 3' 
5 quenching agent. The probe hybridizes to a PCR product, but cannot itself be extended due to a 
blocking agent at the 3' end. When the PCR product is amplified in subsequent cycles, the 5 f 
nuclease activity of the polymerase, e.g., AmpliTaq, results in the cleavage of the TaqMan 
probe. This cleavage separates the 5* fluorescent dye and the 3' quenching agent, thereby 
resulting in an increase in fluorescence as a function of amplification (see, e.g., literature 

1 0 provided by Perkin-Elmer, e.g., www2.perkin-elmer.com). 

Other suitable amplification methods include, but are not limited to, ligase chain 
reaction (LCR) (see Wu and Wallace (1989) Genomics 4:560-569, Landegren, et al. (1988) 
Science 241:1077-1080, and Barringer, et al. (1990) Gene 89:1 17-122), transcription 
amplification (Kwoh, et al. (1989) Proc. Natl. Acad. Sci. USA 86:1 173-1 177), self-sustained 

15 sequence replication (Guatelli, et al. (1990) Proc. Natl. Acad. Sci. USA 87:1874-1878), dot 
PCR, linker adapter PCR, etc. 
Expression of cancer proteins from nucleic acids 

In a preferred embodiment, cancer nucleic acids, e.g., encoding cancer proteins, are used 
to make a variety of expression vectors to express cancer proteins which can then be used in 

20 screening assays, as described below. Expression vectors and recombinant DNA technology are 
well known (see, e.g., Ausubel, supra, and Fernandez and Hoeffler (eds. 1999) Gene Expression 
Systems Academic Press) to express proteins. The expression vectors may be either self- 
replicating extrachromosomal vectors or vectors which integrate into a host genome. Generally, 
these expression vectors include transcriptional and translational regulatory nucleic acid 

25 operably linked to the nucleic acid encoding the cancer protein. The term "control sequences" 
refers to DNA sequences used for the expression of an operably linked coding sequence in a 
particular host organism. Control sequences that are suitable for prokaryotes, e.g., include a 
promoter, optionally an operator sequence, and a ribosome binding site. Eukaryotic cells are 
known to utilize promoters, polyadenylation signals, and enhancers. 

30 Nucleic acid is "operably linked" when it is placed into a functional relationship with 

another nucleic acid sequence. For example, DNA for a presequence or secretory leader is 
operably linked to DNA for a polypeptide if it is expressed as a preprotein that participates in 
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the secretion of the polypeptide; a promoter or enhancer is operably linked to a coding sequence 
if it affects the transcription of the sequence; or a ribosome binding site is operably linked to a 
coding sequence if it is positioned so as to facilitate translation. Generally, "operably linked" 
means that the DNA sequences being linked are contiguous, and, in the case of a secretory 

5 leader, contiguous and in reading phase. However, enhancers do not have to be contiguous. 
Linking is typically accomplished by ligation at convenient restriction sites. If such sites do not 
exist, synthetic oligonucleotide adaptors or linkers are used in accordance with conventional 
practice. Transcriptional and translational regulatory nucleic acid will generally be appropriate 
to the host cell used to express the cancer protein. Numerous types of appropriate expression 

10 vectors and suitable regulatory sequences are known for a variety of host cells. 

In general, transcriptional and translational regulatory sequences may include, but are 
not limited to, promoter sequences, ribosomal binding sites, transcriptional start and stop 
sequences, translational start and stop sequences, and enhancer or activator sequences. In a 
preferred embodiment, the regulatory sequences include a promoter and transcriptional start and 

15 stop sequences. 

Promoter sequences may be either constitutive or inducible promoters. The promoters 
may be either naturally occurring promoters or hybrid promoters. Hybrid promoters, which 
combine elements of more than one promoter, are also known, and are useful in the present 
invention. 

20 An expression vector may comprise additional elements. For example, the expression 

vector may have two replication systems, thus allowing it to be maintained in two organisms, 
e.g., in mammalian or insect cells for expression and in a prokaryotic host for cloning an<i 
amplification. Furthermore, for integrating expression vectors, the expression vector often 
contains at least one sequence homologous to the host cell genome, and preferably two 

25 homologous sequences which flank the expression construct. The integrating vector may be 
directed to a specific locus in the host cell by selecting the appropriate homologous sequence 
for inclusion in the vector. Constructs for integrating vectors are available. See, e.g., 
Fernandez and Hoeffler, supra; and Kitamura, et al. (1995) Proc. Natl Acad. Sci. USA 92:9146- 
9150. 

30 In addition, in a preferred embodiment, the expression vector contains a selectable 

marker gene to allow the selection of transformed host cells. Selection genes are well known 
and will vary with the host cell used. 
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The cancer proteins of the present invention are usually produced by culturing a host cell 
transformed with an expression vector containing nucleic acid encoding a cancer protein, under 
the appropriate conditions to induce or cause expression of the cancer protein. Conditions 
appropriate for cancer protein expression will vary with the choice of the expression vector and 
5 the host cell, and will be easily ascertained through routine experimentation or optimization. 
For example, the use of constitutive promoters in the expression vector will require optimizing 
the growth and proliferation of the host cell, while the use of an inducible promoter requires the 
appropriate growth conditions for induction. In addition, in some embodiments, the timing of 
the harvest is important. For example, the baculoviral systems used in insect cell expression are 

10 lytic viruses, and thus harvest time selection can be crucial for product yield. 

Appropriate host cells include yeast, bacteria, archaebacteria, fungi, and insect and 
animal cells, including mammalian cells. Of particular interest are Saccharomyces cerevisiae 
and other yeasts, E. coli, Bacillus subtilis, Sf9 cells, C129 cells, 293 cells, Neurospora, BHK, 
CHO, COS, HeLa cells, HUVEC (human umbilical vein endothelial cells), THP1 cells (a 

1 5 macrophage cell line), and various other human cells and cell lines. 

In a preferred embodiment, the cancer proteins are expressed in mammalian cells. 
Mammalian expression systems may be used, and include retroviral and adenoviral systems. 
One expression vector system is a retroviral vector system such as is generally described in 
PCT/US97/01019 and PCT/US97/01048. Of particular use as mammalian promoters are the 

20 promoters from mammalian viral genes, since the viral genes are often highly expressed and 
have a broad host range. Examples include the SV40 early promoter, mouse mammary tumor 
virus LTR promoter, adenovirus major late promoter, herpes simplex vims promoter, and the 
CMV promoter (see, e.g., Fernandez and HoefiQer, supra). Typically, transcription termination 
and polyadenylation sequences recognized by mammalian cells are regulatory regions located 3* 

25 to the translation stop codon and thus, together with the promoter elements, flank the coding 
sequence. Examples of transcription terminator and polyadenlyation signals include those 
derived from SV40. 

Methods of introducing exogenous nucleic acid into mammalian hosts, as well as other 
hosts, are available, and will vary with the host cell used. Techniques include dextran-mediated 
30 transfection, calcium phosphate precipitation, polybrene mediated transfection, protoplast 

fusion, electroporation, viral infection, encapsulation of the polynucleotide(s) in liposomes, and 
direct microinjection of the DNA into nuclei. 
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In a preferred embodiment, cancer proteins are expressed in bacterial systems. 
Promoters from bacteriophage may also be used. In addition, synthetic promoters and hybrid 
promoters are also useful; e.g., the tac promoter is a hybrid of the trp and lac promoter 
sequences. Furthermore, a bacterial promoter can include naturally occurring promoters of non- 
5 bacterial origin that have the ability to bind bacterial RNA polymerase and initiate transcription. 
In addition to a functioning promoter sequence, an efficient ribosome binding site is desirable. 
The expression vector may also include a signal peptide sequence that provides for secretion of 
the cancer protein in bacteria. The protein is either secreted into the growth media (gram- 
positive bacteria) or into the periplasmic space, located between the inner and outer membrane 

10 of the cell (gram-negative bacteria). The bacterial expression vector may also include a 

selectable marker gene to allow for the selection of bacterial strains that have been transformed. 
Suitable selection genes include genes which render the bacteria resistant to drugs such as 
ampicillin, chloramphenicol, erythromycin, kanamycin, neomycin, and tetracycline. Selectable 
markers also include biosynthetic genes, such as those in the histidine, tryptophan, and leucine 

15 biosynthetic pathways. These components are assembled into expression vectors. Expression 
vectors for bacteria are well known, and include vectors for Bacillus subtilis, E. coli, 
Streptococcus cremoris, and Streptococcus lividans, among others (e.g., Fernandez and 
Hoeffler, supra). The bacterial expression vectors are transformed into bacterial host cells using 
techniques such as calcium chloride treatment, electroporation, and others. 

20 In one embodiment, cancer proteins are produced in insect cells using, e.gv, expression 

vectors for the transformation of insect cells, and in particular, baculo virus-based expression 
vectors. 

In a preferred embodiment, a cancer protein is produced in yeast cells. Yeast expression 
systems are well known, and include expression vectors for Saccharomyces cerevisiae, Candida 
25 albicans and C. maltosa, Hansenula polymorpha, Kluyveromyces fragilis and K. lactis, Pichia 
guillerimondii and P. pastoris, Schizosaccharomyces pombe, and Yarrowia lipolytics 

The cancer protein may also be made as a fusion protein, using available techniques. 
Thus, e.g., for the creation of monoclonal antibodies, if the desired epitope is small, the cancer 
protein may be fused to a carrier protein to form an immunogen. Alternatively, the cancer 
30 protein may be made as a fusion protein to increase expression, or for other reasons. For 

example, when the cancer protein is a cancer peptide, the nucleic acid encoding the peptide may 
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be linked to other nucleic acid for expression purposes. Fusion with detection epitope tags can 
be made, e.g., with FLAG, His6, myc, HA, etc. 

In a preferred embodiment, the cancer protein is purified or isolated after expression. 
Cancer proteins may be isolated or purified in a variety of ways depending on what other 
5 components are present in the sample and the requirements for purified product, e.g., natural 
conformation or denatured. Standard purification methods include ammonium sulfate 
precipitations, electrophoretic, molecular, immunological, and chromatographic techniques, 
including ion exchange, hydrophobic, affinity, and reverse-phase HPLC chromatography, and 
chromatofocusing. For example, the cancer protein may be purified using a standard anti- 

10 cancer protein antibody column. Ultrafiltration and diafiltration techniques, in conjunction with 
protein concentration, are also useful. See, e.g., Walsh (2002) Proteins: Biochemistry and 
Biotechnology Wiley; Hardin, et al. (eds. 2001) Cloning, Gene Expression and Protein 
Purification Oxford Univ. Press; Wilson, et al. (eds. 2000) Encyclopedia of Separation Science 
Academic Press; and Scopes (1993) Protein Purification Springer-Verlag. The degree of 

1 5 purification necessary will vary depending on the use of the cancer protein. In some instances 
no purification will be necessary. 

Once expressed and purified if necessary, the cancer proteins and nucleic acids are 
useful in a number of applications. They may be used as immunoselection reagents, as vaccine 
reagents, as screening agents, therapeutic entities, for production of antibodies, as transcription 

20 or translation inhibitors, etc. 
Variants of cancer proteins 

Also included within one embodiment of cancer proteins are amino acid variants~6f the 
naturally occurring sequences, as determined herein. Preferably, the variants are preferably 
greater than about 75% homologous to the wild-type sequence, more preferably greater than 

25 about 80%, even more preferably greater than about 85%, and most preferably greater than 
90%. In some embodiments the homology will be as high as about 93-95% or 98%. As for 
nucleic acids, homology in this context means sequence similarity or identity, with identity 
being preferred. This homology will be determined using standard techniques, as are outlined 
above for nucleic acid homologies. 

30 Cancer proteins of the present invention may be shorter or longer than the wild type 

amino acid sequences. Thus, in a preferred embodiment, included within the definition of 
cancer proteins are portions or fragments of the wild type sequences herein. In addition, as 
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outlined above, the cancer nucleic acids of the invention may be used to obtain additional 
coding regions, and thus additional protein sequence. 

In one embodiment, the cancer proteins are derivative or variant cancer proteins as 
compared to the wild-type sequence. That is, as outlined more fully below, the derivative 

5 cancer peptide will often contain at least one amino acid substitution, deletion, or insertion, with 
amino acid substitutions being particularly preferred. The amino acid substitution, insertion, or 
deletion may occur at many residue positions within the cancer peptide. 

Also included within one embodiment of cancer proteins of the present invention are 
amino acid sequence variants. These variants typically fall into one or more of three classes: 

10 substitutional, insertional, or deletional variants. These variants ordinarily are prepared by site 
specific mutagenesis of nucleotides in the DNA encoding the cancer protein, using cassette or 
PCR mutagenesis or other techniques, to produce DNA encoding the variant, and thereafter 
expressing the DNA in recombinant cell culture as outlined above. However, variant cancer 
protein fragments having up to about 100-150 residues may be prepared by in vitro synthesis 

1 5 using established techniques. Amino acid sequence variants are characterized by the 

predetermined nature of the variation, a feature that sets them apart from naturally occurring 
allelic or interspecies variation of the cancer protein amino acid sequence. The variants 
typically exhibit a similar qualitative biological activity as a naturally occurring analogue, 
although variants can also be selected which have modified characteristics. 

20 While the site or region for introducing an amino acid sequence variation is often 

predetermined, the mutation per se need not be predetermined For example, in order to 
optimize the performance of a mutation at a given site, random mutagenesis may be conducted 
at the target codon or region and the expressed cancer variants screened for the optimal 
combination of desired activity. Techniques for making substitution mutations at predetermined 

25 sites in DNA having a known sequence are well known, e.g., M13 primer mutagenesis and PCR 
mutagenesis. Screening of mutants is often done using assays of cancer protein activities. 

Amino acid substitutions are typically of single residues; insertions usually will be on 
the order of from about 1-20 amino acids, although considerably larger insertions may be 
tolerated. Deletions generally range from about 1-20 residues, although in some cases deletions 

30 may be much larger. 

Substitutions, deletions, insertions, or combination thereof may be used to arrive at a 
final derivative. Generally these changes are done on a few amino acids to minimize the 
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alteration of the molecule. However, larger changes may be tolerated in certain circumstances. 
When small alterations in the characteristics of the cancer protein are desired, substitutions are 
generally made in accordance with the amino acid substitution relationships described. 

The variants typically exhibit essentially the same qualitative biological activity and will 
elicit the same immune response as a naturally-occurring analog, although variants also are 
selected to modify the characteristics of cancer proteins as needed. Alternatively, the variant 
may be designed such that a biological activity of the cancer protein is altered. For example, 
glycosylation sites may be added, altered, or removed. 

Substantial changes in function or immunological identity are sometimes made by 
selecting substitutions that are less conservative than those described above. For example, 
substitutions may be made which more significantly affect: the structure of the polypeptide 
backbone in the area of the alteration, for example the alpha-helical or beta-sheet structure; the 
charge or hydrophobicity of the molecule at the target site; or the bulk of the side chain. 
Substitutions which generally are expected to produce the greatest changes in the polypeptide's 
properties are those in which (a) a hydrophilic residue, e.g., serine or threone is substituted for 
(or by) a hydrophobic residue, e.g., leucine, isoleucine, phenylalanine, valine, or alanine; (b) a 
cysteine or proline is substituted for (or by) another residue; (c) a residue having an 
electropositive side chain, e.g., lysine, arginine, or histidine, is substituted for (or by) an 
electronegative residue, e.g., glutamic or aspartic acid; (d) a residue having a bulky side chain, 
e.g., phenylalanine, is substituted for (or by) one not having a side chain, e.g., glycine; or (e) a 
proline residue is incorporated or substituted, which changes the degree of rotational freedom of 
the peptidyl bond. 

Variants typically exhibit a similar qualitative biological activity and will elicit the same 
immune response as the naturally-occurring analog, although variants also are selected to 
modify the characteristics of the skin cancer proteins as needed. Alternatively, the variant may 
be designed such that the biological activity of the cancer protein is altered. For example, 
glycosylation sites may be altered or removed. 

Covalent modifications of cancer polypeptides are included within the scope of this 
invention. One type of covalent modification includes reacting targeted amino acid residues of 
a cancer polypeptide with an organic derivatizing agent that is capable of reacting with selected 
side chains or the N-or C-terminal residues of a cancer polypeptide. Derivatization with 
bifunctional agents is useful, for instance, for crosslinking cancer polypeptides to a water- 
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insoluble support matrix or surface for use in a method for purifying anti-cancer polypeptide 
antibodies or screening assays, as is more fully described below. Commonly used crosslinking 
agents include, e.g., l,l-bis(diazoacetyl)-2-phenylethane, glutaraldehyde, N- 
hydroxysuccinimide esters, e.g., esters with 4-azidosalicylic acid, homobifunctional 
5 imidoesters, including disuccinimidyl esters such as 3,3 f -dithiobis(succinimidylpropionate), 
bifiinctional maleimides such as bis-N-maleimido-l,8-octane and agents such as methyl-3-((p- 
azidophenyl)dithio)propioimidate. 

Other modifications include deamidation of glutaminyl and asparaginyl residues to the 
corresponding glutamyl and aspartyl residues, respectively, hydroxylation of proline and lysine, 

1 0 phosphorylation of hydroxyl groups of serinyl, threonyl, or tyrosyl residues, methylation of the 
amino groups of the lysine, arginine, and histidine side chains (e.g., pp. 79-86, Creighton (1992) 
Proteins: Structure and Molecular Properties Freeman), acetylation of the N-terminal amine, 
and amidation of a C-terminal carboxyl group. 

Another type of covalent modification of the cancer polypeptide included within the 

1 5 scope of this invention comprises altering the native glycosylation pattern of the polypeptide. 
"Altering the native glycosylation pattern" is intended for purposes herein to mean deleting one 
or more carbohydrate moieties found in native sequence cancer polypeptide, and/or adding one 
or more glycosylation sites that are not present in the native sequence cancer polypeptide. 
Glycosylation patterns can be altered in many ways. Different cell types to express cancer- 

20 associated sequences can result in different glycosylation patterns. 

Addition of glycosylation sites to cancer polypeptides may also be accomplished by 
altering the amino acid sequence thereof. The alteration may be made, e.g., by the addition of, 
or substitution by, one or more serine or threonine residues to the native sequence cancer 
polypeptide (for O-linked glycosylation sites). The cancer amino acid sequence may optionally 

25 be altered through changes at the DNA level, particularly by mutating the DNA encoding the 
cancer polypeptide at preselected bases such that codons are generated that will translate into 
the desired amino acids. 

Another means of increasing the number of carbohydrate moieties on the cancer 
polypeptide is by chemical or enzymatic coupling of glycosides to the polypeptide. See, e.g., 

30 WO 87/05330; pp. 259-306 in Aplin and Wriston (1981) CRCCritRev. Biochem. 

Removal of carbohydrate moieties present on the cancer polypeptide may be 
accomplished chemically or enzymatically or by mutational substitution of codons encoding for 
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amino acid residues that serve as targets for glycosylation. Chemical deglycosylation 
techniques are applicable. See, e.g., Sojar and Bahl (1987) Arch. Biochem. Biophys. 259:52-57 
and Edge, et al. (1981) Anal Biochem. 118:131-137. Enzymatic cleavage of carbohydrate 
moieties on polypeptides can be achieved by the use of a variety of endo-and exo-glycosidases. 

5 See, e.g., Thotakura, et al. (1987) Meth. Enzvmol. 138:350-359. 

Another type of covalent modification of cancer comprises linking the cancer 
polypeptide to one of a variety of nonproteinaceous polymers, e.g., polyethylene glycol, 
polypropylene glycol, or polyoxyalkylenes, in the manner set forth in U.S. Patent Nos. 
4,640,835; 4,496,689; 4,301,144; 4,670,417; 4,791,192, or 4,179,337. 

10 Cancer polypeptides of the present invention may also be modified in a way to form 

chimeric molecules comprising a cancer polypeptide fused to another heterologous polypeptide 
or amino acid sequence. In one embodiment, such a chimeric molecule comprises a fusion of a 
cancer polypeptide with a tag polypeptide which provides an epitope to which an anti-tag 
antibody can selectively bind. The epitope tag is generally placed at the amino-or carboxyl- 

1 5 terminus of the cancer polypeptide. The presence of such epitope-tagged forms of a cancer 
polypeptide can be detected using an antibody against the tag polypeptide. Also, provision of 
the epitope tag enables the cancer polypeptide to be readily purified by affinity purification 
using an anti-tag antibody or another type of affinity matrix that binds to the epitope tag. In an 
alternative embodiment, the chimeric molecule may comprise a fusion of a cancer polypeptide 

20 with an immunoglobulin or a particular region of an immunoglobulin. For a bivalent form of 
the chimeric molecule, such a fusion could be to the Fc region of an IgG molecule. 

Various tag polypeptides and their respective antibodies are available. Examples"* 
include poly-histidine (poly-his) or poly-histidine-glycine (poly-his-gly) tags; HIS6 and metal 
chelation tags, the flu HA tag polypeptide and its antibody 12CA5 (Field, et al. (1988) Mol. 

25 Cell. Biol. 8:2159-2165); the c-myc tag and the 8F9, 3C7, 6E10, G4, B7, and 9E10 antibodies 
thereto (Evan, et al. (1985) Molecular and Cellular Biology 5:3610-3616); and the Herpes 
Simplex virus glycoprotein D (gD) tag and its antibody (Paborsky, et al. (1990) Protein 
Engineering 3(6):547-553). Other tag polypeptides include the Flag-peptide (Hopp, et al. 
(1988) BioTechnology 6:1204-1210); the KT3 epitope peptide (Martin, et al. (1992) Science 

30 255:192-194); tubulin epitope peptide (Skinner, et al. (1991) J. Biol. Chem. 266:15163-15166); 
and the T7 gene 10 protein peptide tag (Lutz-Freyennuth, et al. (1990) Proc. Natl. Acad. Sci. 
USA 87:6393-6397). 
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Also included are other cancer proteins of the cancer family, and cancer proteins from 
other organisms, which are cloned and expressed as outlined below. Thus, probe or degenerate 
polymerase chain reaction (PCR) primer sequences may be used to find other related cancer 
proteins from humans or other organisms. Particularly useful probe and/or PCR primer 

5 sequences include the unique areas of the cancer nucleic acid sequence. Preferred PCR primers 
are from about 15-35 nucleotides in length, with from about 20-30 being preferred, and may 
contain inosine as needed. The conditions for PCR reaction have been well described (e.g., 
Innis, PCR Protocols, supra). 

In addition, cancer proteins can be made that are longer than those encoded by the 

10 nucleic acids of the Tables, e.g., by the elucidation of extended sequences, the addition of 
epitope or purification tags, the addition of other fusion sequences, etc. 

Cancer proteins may also be identified as being encoded by cancer nucleic acids. Thus, 
cancer proteins are encoded by nucleic acids that will hybridize to the sequences of the 
sequence listings, or their complements, as outlined herein. 

1 5 Antibodies to cancer proteins 

In a preferred embodiment, when the cancer protein is to be used to generate antibodies, 
e.g., for immunotherapy or immunodiagnosis, the cancer protein should share at least one 
epitope or determinant with the full length protein. By "epitope" or "determinant" herein is 
typically meant a portion of a protein which will generate and/or bind an antibody or T-cell 

20 receptor in the context of MHC. Thus, in most instances, antibodies made to a smaller cancer 
protein will be able to bind to the full-length protein, particularly linear epitopes. In a preferred 
embodiment, the epitope is unique; that is, antibodies generated to a unique epitope show little 
or no cross-reactivity. In a preferred embodiment, the epitope is selected from a protein 
sequence set out in the tables. 

25 Methods of preparing polyclonal antibodies exist (e.g., Coligan, supra; and Harlow and 

Lane, supra). Polyclonal antibodies can be raised in a mammal, e.g., by one or more injections 
of an immunizing agent and, if desired, an adjuvant Typically, the immunizing agent and/or 
adjuvant will be injected in the mammal by multiple subcutaneous or intraperitoneal injections. 
The immunizing agent may include a protein encoded by a nucleic acid of Tables 2A-80 or 

30 fragment thereof or a fusion protein thereof. It may be useful to conjugate the immunizing 
agent to a protein known to be immunogenic in the mammal being immunized. Examples of 
such immunogenic proteins include but are not limited to keyhole limpet hemocyanin, serum 
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albumin, bovine thyroglobulin, and soybean trypsin inhibitor. Examples of adjuvants which 
may be employed include Freund's complete adjuvant and MPL-TDM adjuvant 
(monophosphoryl Lipid A, synthetic trehalose dicorynomycolate). Various immunization 
protocols may be used. 

5 The antibodies may, alternatively, be monoclonal antibodies. Monoclonal antibodies 

may be prepared using hybridoma methods, such as those described by Kohier and Milstein 
(1975) Nature 256:495. In a hybridoma method, a mouse, hamster, or other appropriate host 
animal, is typically immunized with an immunizing agent to elicit lymphocytes that produce or 
are capable of producing antibodies that will specifically bind to the immunizing agent. 

10 Alternatively, the lymphocytes may be immunized in vitro. The immunizing agent will 

typically include a polypeptide encoded by a nucleic acid of the tables or fragment thereof, or a 
fusion protein thereof. Generally, either peripheral blood lymphocytes ("PBLs") are used if 
cells of human origin are desired, or spleen cells or lymph node cells are used if non-human 
mammalian sources are desired. The lymphocytes are then fused with an immortalized cell line 

15 using a suitable fusing agent, such as polyethylene glycol, to form a hybridoma cell (e.g., pp. 
59-103 in Coding (1986) Monoclonal Antibodies: Principles and Practice Academic Press). 
Immortalized cell lines are usually transformed mammalian cells, particularly myeloma cells of 
rodent, bovine, or human origin. Usually, rat or mouse myeloma cell lines are employed. The 
hybridoma cells may be cultured in a suitable culture medium that preferably contains one or 

20 more substances that inhibit the growth or survival of the unfused, immortalized cells. For 

example, if the parental cells lack the enzyme hypoxanthine guanine phosphoribosyl transferase 
(HGPRT or HPRT), the culture medium for the hybridomas typically will include 
hypoxanthine, aminopterin, and thymidine ("HAT medium"), which substances prevent the 
growth of HGPRT-deficient cells. 

25 In one embodiment, the antibodies are bispecific antibodies. Bispecific antibodies are 

monoclonal, preferably human or humanized, antibodies that have binding specificities for at 
least two different antigens or that have binding specificities for two epitopes on the same 
antigen. In one embodiment, one of the binding specificities is for a protein encoded by a 
nucleic acid of the tables or a fragment thereof, the other one is for another antigen, and 

30 preferably for a cell-surface protein or receptor or receptor subunit, preferably one that is tumor 
specific. Alternatively, tetramer-type technology may create multivalent reagents. 
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In a preferred embodiment, the antibodies to cancer protein are capable of reducing or 
eliminating a biological function of a cancer protein, in a naked form or conjugated to an 
effector moiety, as is described below. That is, the addition of anti-cancer protein antibodies 
(either polyclonal or preferably monoclonal) to cancer tissue (or cells containing cancer) may 
5 reduce or eliminate the cancer. Generally, at least a 25% decrease in activity, growth, size, or 
the like is preferred, with at least about 50% being particularly preferred and about a 95-100% 
decrease being especially preferred. 

In a preferred embodiment the antibodies to the cancer proteins are humanized 
antibodies (e.g., Xenerex Biosciences, Medarex, Inc., Abgenix, Inc., Protein Design Labs, Inc.) 

10 Humanized forms of non-human (e.g., murine) antibodies are chimeric molecules of 

immunoglobulins, immunoglobulin chains or fragments thereof (such as Fv, Fab, Fab 1 , F(ab*)2 
or other antigen-binding subsequences of antibodies) which contain minimal sequence derived 
from non-human immunoglobulin. Humanized antibodies include human immunoglobulins 
(recipient antibody) in which residues from a complementary determining region (CDR) of the 

15 recipient are replaced by residues from a CDR of a non-human species (donor antibody) such as 
mouse, rat, or rabbit having the desired specificity, affinity, and capacity. In some instances, Fv 
framework residues of a human immunoglobulin are replaced by corresponding non-human 
residues. Humanized antibodies may also comprise residues which are found neither in the 
recipient antibody nor in the imported CDR or framework sequences. In general, a humanized 

20 antibody will comprise substantially all of at least one, and typically two, variable domains, in 
which all or substantially all of the CDR regions correspond to those of a non-human 
immunoglobulin and all or substantially all of the framework (FR) regions are those of a human 
immunoglobulin consensus sequence. The humanized antibody optimally also will typically 
comprise at least a portion of an immunoglobulin constant region (Fc), typically that of a human 

25 immunoglobulin (Jones, et al. (1986) Nature 321:522-525; Riechmann, et al. (1988) Nature 
332:323-329; and Presta (1992) Curr. Op. Struct. Biol. 2:593-596). Humanization can be 
essentially performed following the method of Winter and co-workers (Jones, et al. (1986) 
Nature 321:522-525; Riechmann, et al. (1988) Nature 332:323-327; Verhoeyen, et al. (1988) 
Science 239: 1534-1536), by substituting rodent CDRs or CDR sequences for corresponding 

30 sequences of a human antibody. Accordingly, such humanized antibodies are chimeric 

antibodies (U.S. Patent No. 4,816,567), wherein substantially less than an intact human variable 
domain has been substituted by corresponding sequence from a non-human species. 
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Human antibodies can also be produced using phage display libraries (Hoogenboom and 
Winter (1992) J. Mol. Biol. 227:381-388; Marks, et al. (1991) J, MoL Biol. 222:581-597) or 
human monoclonal antibodies (e.g., p. 77, Cole, et al. in Reisfeld and Sell (1985) Monoclonal 
Antibodies and Cancer Therapy Liss; and Boerner, et al. (1991) J. Immunol. 147:86-95). 

5 Similarly, human antibodies can be made by introducing human immunoglobulin loci into 
transgenic animals, e.g., mice in which the endogenous immunoglobulin genes have been 
partially or completely inactivated. Upon challenge, human antibody production is observed, 
which closely resembles that seen in humans in nearly all respects, including gene 
rearrangement, assembly, and antibody repertoire. This approach is described, e.g., in U.S. 

10 Patent Nos. 5,545,807; 5,545,806; 5,569,825; 5,625,126; 5,633,425; 5,661,016, and in the 

following scientific publications: Marks, et al. (1992) Bio/Technology 10:779-783; Lonberg, et 
al. (1994) Nature 368:856-859; Morrison (1994) Nature 368:812-13; Fishwild, et al. (1996) 
Nature Biotechnology 14:845-851; Neuberger (1996) Nature Biotechnology 14:826; and 
Lonberg and Huszar (1995) Intern. Rev. Immunol. 13:65-93. 

15 By immunotherapy is meant treatment of cancer with an antibody raised against cancer 

proteins. As used herein, immunotherapy can be passive or active. Passive immunotherapy as 
defined herein is the passive transfer of antibody to a recipient (patient). Active immunization 
is the induction of antibody and/or T-cell responses in a recipient (patient). Induction of an 
immune response is the result of providing the recipient with an antigen to which antibodies are 

20 raised. The antigen may be provided by injecting a polypeptide against which antibodies are 
desired to be raised into a recipient, or contacting the recipient with a nucleic acid capable of 
expressing the antigen and under conditions for expression of the antigen, leading to an immune 
response. 

In a preferred embodiment the cancer proteins against which antibodies are raised are 
25 secreted proteins as described above. Without being bound by theory, antibodies used for 
treatment may bind and prevent the secreted protein from binding to its receptor, thereby 
inactivating the secreted cancer protein, e.g., in autocrine signaling. 

In another preferred embodiment, the cancer protein to which antibodies are raised is a 
transmembrane protein. Without being bound by theory, antibodies used for treatment may 
30 bind the extracellular domain of the cancer protein and prevent it from binding to other proteins, 
such as circulating ligands or cell-associated molecules. The antibody may cause down- 
regulation of the transmembrane cancer protein. The antibody may be a competitive, non- 
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competitive or uncompetitive inhibitor of protein binding to the extracellular domain of the 
cancer protein. The antibody may also be an antagonist of the cancer protein. Further, the 
antibody may prevent activation of the transmembrane cancer protein, or may induce or 
suppress a particular cellular pathway. In one aspect, when the antibody prevents the binding of 
other molecules to the cancer protein, the antibody prevents growth of the cell. The antibody 
may also be used to target or sensitize the cell to cytotoxic agents, including, but not limited to 
TNF-a, TNF-p, BL-1, INF-y, and IL-2, or chemotherapeutic agents including 5FU, vinblastine, 
actinomycin D, cisplatin, methotrexate, and the like. In some instances the antibody may 
belong to a sub-type that activates serum complement when complexed with the transmembrane 
protein thereby mediating cytotoxicity or antigen-dependent cytotoxicity (ADCC). Thus, 
cancer may be treated by administering to a patient antibodies directed against the 
transmembrane cancer protein. Antibody-labeling may activate a co-toxin, localize a toxin 
payload, target a drug loaded liposome, or otherwise provide means to locally ablate cells. 

In another preferred embodiment, the antibody is conjugated to an effector moiety. The 
effector moiety can be various molecules, including labeling moieties such as radioactive labels 
or fluorescent labels, or can be a therapeutic moiety. In one aspect the therapeutic moiety is a 
small molecule that modulates the activity of a cancer protein. In another aspect the therapeutic 
moiety may modulate the activity of molecules associated with or in close proximity to a cancer 
protein. The therapeutic moiety may inhibit enzymatic or signaling activity such as protease or 
collagenase or protein kinase activity associated with cancer, or be an attractant of other cells, 
such as NK cells. See, e.g., USSN 09/544,494. 

In a preferred embodiment, the therapeutic moiety can also be a cytotoxic agent, in this 
method, targeting the cytotoxic agent to cancer tissue or cells results in a reduction in the 
number of afflicted cells, thereby reducing symptoms associated with cancer. Cytotoxic agents 
are numerous and varied and include, but are not limited to, cytotoxic drugs or toxins or active 
fragments of such toxins. Suitable toxins and their corresponding fragments include diphtheria 
A chain, exotoxin A chain, ricin A chain, abrin A chain, curcin, crotin, phenomycin, enomycin, 
saporin, auristatin, and the like. Cytotoxic agents also include radiochemicals made by 
conjugating radioisotopes to antibodies raised against cancer proteins, or binding of a 
radionuclide to a chelating agent that has been covalently attached to the antibody. Targeting 
the therapeutic moiety to transmembrane cancer proteins not only serves to increase the local 
concentration of therapeutic moiety in the cancer afflicted area, but also serves to reduce 
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deleterious side effects that may be associated with the untargeted therapeutic moiety. 
Antibody fragments may be used to target toxin loaded liposomes. 

In another preferred embodiment, the cancer protein against which the antibodies are 
raised is an intracellular protein. In this case, the antibody may be conjugated to a protein 
5 which facilitates entry into the cell. In one case, the antibody enters the cell by endocytosis. In 
another embodiment, a nucleic acid encoding the antibody is administered to the individual or 
cell. Moreover, wherein the cancer protein can be targeted within a cell, e.g., the nucleus, an 
antibody thereto may contain a signal for that target localization, e.g., a nuclear localization 
signal. 

10 The cancer antibodies of the invention specifically bind to cancer proteins. By 

"specifically bind" herein is meant that the antibodies bind to the protein with a of at least 
about 0.1 mM, more usually at least about 1 /iM, preferably at least about 0.1 jiM or better, and 
most preferably, 0.01 /iM or better. Selectivity of binding to the specific target and not to 
related sequences is often also important. 

15 Detection of cancer sequence for diagnostic and therapeutic applications 

In one aspect, the RNA expression levels of genes are determined for different cellular 
states in the cancer phenotype. Expression levels of genes in normal tissue (e.g., not 
undergoing cancer) and in cancer tissue (and in some cases, for varying severities of cancer that 
relate to prognosis, as outlined below), or in non-malignant disease are evaluated to provide 

20 expression profiles. A gene expression profile of a particular cell state or point of development 
is essentially a "fingerprint" of the state of the cell. While two states may have a particular gene 
similarly expressed, the evaluation of a number of genes simultaneously allows the generation 
of a gene expression profile that is reflective of the state of the cell. By comparing expression 
profiles of cells in different states, information regarding which genes are important (including 

25 both up- and down-regulation of genes) in each of these states is obtained. Then, diagnosis may 
be performed or confirmed to determine whether a tissue sample has the gene expression profile 
of normal or cancerous tissue. This will provide for molecular diagnosis of related conditions. 

"Differential expression," or grammatical equivalents as used herein, refers to qualitative 
or quantitative differences in the temporal and/or cellular gene expression patterns within and 

30 among cells and tissue. Thus, a differentially expressed gene can qualitatively have its 

expression altered, including an activation or inactivation, in, e.g., normal versus cancer tissue. 
Genes may be turned on or turned off in a particular state, relative to another state thus 
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permitting comparison of two or more states. A qualitatively regulated gene will exhibit an 
expression pattern within a state or cell type which is detectable by standard techniques. Some 
genes will be expressed in one state or cell type, but not in both. Alternatively, the difference in 
expression may be quantitative, e.g., in that expression is increased or decreased; e.g., gene 

5 expression is either upregulated, resulting in an increased amount of transcript, or 

downregulated, resulting in a decreased amount of transcript. The degree to which expression 
differs need only be large enough to quantify via standard characterization techniques as 
outlined below, such as by use of Affymetrix GeneGup™ expression arrays. See, Lockhart 
(1996) Nature Biotechnology 14:1675-1680. Other techniques include, but are not limited to, 

10 quantitative reverse transcriptase PCR, northern analysis, and RNase protection. As outlined 
above, preferably the change in expression (e.g., upregulation or downregulation) is at least 
about 50%, more preferably at least about 100%, more preferably at least about 150%, more 
• preferably at least about 200%, with from 300 to at least 1000% being especially preferred. 
Evaluation may be at the gene transcript or the protein level. The amount of gene 

15 expression may be monitored using nucleic acid probes to the RNA or DNA equivalent of the 
gene transcript, and the quantification of gene expression levels, or, alternatively, the final gene 
product itself (protein) can be monitored, e.g., with antibodies to the cancer protein and standard 
immunoassays (ELIS As, etc.) or other techniques, including mass spectroscopy assays, 2D gel 
electrophoresis assays, etc. Proteins corresponding to cancer genes, e.g., those identified as 

20 being important in a cancer or disease phenotype, can be evaluated in a cancer diagnostic test. 
In a preferred embodiment, gene expression monitoring is performed simultaneously on a 
number of genes. Multiple protein expression monitoring can be performed as well. 

hi this embodiment, the cancer nucleic acid probes are attached to biochips as outlined 
herein for the detection and quantification of cancer sequences in a particular cell. The assays 

25 are further described below in the example. PCR techniques can be used to provide greater 
sensitivity. 

In a preferred embodiment nucleic acids encoding the cancer protein are detected. 
Although DNA or RNA encoding the cancer protein may be detected, of particular interest are 
methods wherein an mKNA encoding a cancer protein is detected. Probes to detect mRNA can 
30 be a nucleotide/deoxynucleotide probe that is complementary to and hybridizes with the mRNA 
and includes, but is not limited to, oligonucleotides, cDNA, or RNA. Probes also should 
contain a detectable label, as defined herein. In one method the mRNA is detected after 
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immobilizing the nucleic acid to be examined on a solid support such as nylon membranes and 
hybridizing the probe with the sample. Following washing to remove the non-specifically 
bound probe, the label is detected In another method, detection of the mRNA is performed in 
situ. In this method permeabilized cells or tissue samples are contacted with a detectably 
5 labeled nucleic acid probe for sufficient time to allow the probe to hybridize with the target 
mRNA. Following washing to remove the non-specifically bound probe, the iabel is detected. 
For example a digoxygenin labeled riboprobe (RNA probe) that is complementary to the mRNA 
encoding a cancer protein is detected by binding the digoxygenin with an anti-digoxygenin 
secondary antibody and developed with nitro blue tetrazolium and 5-bromo-4-chloro-3-indoyl 
10 phosphate. 

In a preferred embodiment, various proteins from the three classes of proteins as 
described herein (secreted, transmembrane, or intracellular proteins) are used in diagnostic 
assays. The cancer proteins, antibodies, nucleic acids, modified proteins, and cells containing 
cancer sequences are used in diagnostic assays. This can be performed on an individual gene or 

15 corresponding polypeptide level. In a preferred embodiment, the expression profiles are used, 
preferably in conjunction with high throughput screening techniques to allow monitoring for 
expression profile genes and/or corresponding polypeptides. 

As described and defined herein, cancer proteins, including intracellular, 
transmembrane, or secreted proteins, find use as markers of cancer, e.g., for prognostic or 

20 diagnostic purposes. Detection of these proteins in putative cancer tissue allows for detection, 
prognosis, or diagnosis of cancer or similar disease, and for selection of therapeutic strategy. In 
one embodiment, antibodies are used to detect cancer proteins. A preferred method separates 
proteins from a sample by electrophoresis on a gel (typically a denaturing and reducing protein 
gel, but may be another type of gel, including isoelectric focusing gels and the like). Following 

25 separation of proteins, the cancer protein is detected, e.g., by immunoblotting with antibodies 
raised against the cancer protein. 

In another preferred method, antibodies to the cancer protein find use in in situ imaging 
techniques, e.g., in histology. See, e.g., Asai, et al. (eds. 1993) Methods in Cell Biology: 
Antibodies in Cell Biology (vol. 37) Academic Press. In this method, cells are contacted with 

30 from one to many antibodies to the cancer protein(s). Following washing to remove non- 
specific antibody binding, the presence of the antibody or antibodies is detected. In one 
embodiment the antibody is detected by incubating with a secondary antibody that contains a 
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detectable label. In another method the primary antibody to the cancer protein(s) contains a 
detectable label, e.g., an enzyme marker that can act on a substrate. In another preferred 
embodiment each one of multiple primary antibodies contains a distinct and detectable label. 
This method finds particular use in simultaneous screening for a plurality of cancer proteins. 
5 Many other histological imaging techniques are also provided by the invention. 

In a preferred embodiment the label is detected in a fluorometer which has the ability to 
detect and distinguish emissions of different wavelengths. In addition, a fluorescence activated 
cell sorter (FACS) can be used in the method. 

In another preferred embodiment, antibodies find use in diagnosing cancer from blood, 

10 serum, plasma, stool, and other samples. Such samples, therefore, are useful as samples to be 
probed or tested for the presence of cancer proteins. Antibodies can be used to detect a cancer 
protein by previously described immunoassay techniques including ELISA, immunoblotting 
(western blotting), immunoprecipitation, BIACORE technology and the like. Conversely, the 
presence of antibodies may indicate an immune response against an endogenous cancer protein. 

15 In a preferred embodiment, in situ hybridization of labeled cancer nucleic acid probes to 

tissue arrays is done. For example, arrays of tissue samples, including cancer tissue and/or 
normal tissue, are made. In situ hybridization (see, e.g., AusubeL, supra) is then performed. 
When comparing the fingerprints between an individual and a standard, a diagnosis, a 
prognosis, or a prediction may be based on the findings. It is further understood that the genes 

20 which indicate the diagnosis may differ from those which indicate the prognosis and molecular 
profiling of the condition of the cells may lead to distinctions between responsive or refractory 
conditions or may be predictive of outcomes. 

In a preferred embodiment, the cancer proteins, antibodies, nucleic acids, modified 
proteins, and cells containing cancer sequences are used in prognosis assays. As above, gene 

25 expression profiles can be generated that correlate to cancer, clinical, pathological, or other 
information, in terms of long term prognosis. Again, this may be done on either a protein or 
gene level, with the use of genes being preferred. Single or multiple genes may be useful in 
various combinations. As above, cancer probes may be attached to biochips for the detection 
and quantification of cancer sequences in a tissue or patient. The assays proceed as outlined 

30 above for diagnosis. PCR method may provide more sensitive and accurate quantification. 
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Assays for therapeutic compounds 

In a preferred embodiment, the proteins, nucleic acids, and antibodies as described 
herein are used in drug screening assays. The cancer proteins, antibodies, nucleic acids, 
modified proteins, and cells containing cancer sequences are used in drug screening assays or 

5 by evaluating the effect of drug candidates on a "gene expression profile" or expression profile 
of polypeptides. In a preferred embodiment, the expression profiles are used, preferably in 
conjunction with high throughput screening techniques, to allow monitoring for expression 
profile genes after treatment with a candidate agent (e.g., Zlokarnik, et al. (1998) Science 
279:84-88; Heid (1996) Genome Res. 6:986-994. 

10 In a preferred embodiment, the cancer proteins, antibodies, nucleic acids, modified 

proteins and cells containing the native or modified cancer proteins are used in screening 
assays. That is, the present invention provides novel methods for screening for compositions 
which modulate the cancer phenotype or an identified physiological function of a cancer 
protein. As above, this can be done on an individual gene level or by evaluating the effect of 

15 drug candidates on a "gene expression profile". In a preferred embodiment, the expression 

profiles are used, preferably in conjunction with high throughput screening techniques, to allow 
monitoring for expression profile genes after treatment with a candidate agent, see Zlokarnik, 
supra. 

Having identified the differentially expressed genes herein, a variety of assays may be 
20 performed. In a preferred embodiment, assays may be run on an individual gene or protein 

level. That is, having identified a particular gene as up regulated in cancer, test compounds can 
be screened for the ability to modulate gene expression or for binding to the cancer protein. 
"Modulation" thus includes both an increase and a decrease in gene expression. The preferred 
amount of modulation will depend on the original change of the gene expression in normal 
25 versus tissue undergoing cancer, with changes of at least 10%, preferably 50%, more preferably 
100-300%, and in some embodiments 300-1000% or greater. Thus, if a gene exhibits a 4-fold 
increase in cancer tissue compared to normal tissue, a decrease of about four-fold is often 
desired; similarly, a 10-fold decrease in cancer tissue compared to normal tissue often provides 
a target value of a 10-fold increase in expression to be induced by the test compound. 
30 The amount of gene expression may be monitored using nucleic acid probes and the 

quantification of gene expression levels, or, alternatively, the gene product itself can be 
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monitored, e.g., through the use of antibodies to the cancer protein and standard immunoassays. 
Proteomics and separation techniques may also allow quantification of expression. 

In a preferred embodiment, gene expression or protein monitoring of a number of 
entities, e.g., an expression profile, is monitored simultaneously. Such profiles will typically 
5 involve a plurality of those entities described herein. 

In this embodiment, the cancer nucleic acid probes are attached to biochips as outlined 
herein for the detection and quantification of cancer sequences in a particular cell. 
Alternatively, PCR may be used. Thus, a series, e.g., of microtiter plate, may be used with 
dispensed primers in desired wells. A PCR reaction can then be performed and analyzed for 
10 each well. 



Modulators of cancer 

Expression monitoring can be performed to identify compounds that modify the 
expression of one or more cancer-associated sequences, e.g., a polynucleotide sequence set out 
in the tables. Generally, in a preferred embodiment, a test modulator is added to the cells prior 
to analysis. Moreover, screens are also provided to identify agents that modulate cancer, 
modulate cancer proteins, bind to a cancer protein, or interfere with the binding of a cancer 
protein and an antibody or other binding partner. 

The term "test compound" or "drug candidate" or "modulator" or grammatical 
equivalents as used herein describes a molecule, e.g., protein, oligopeptide, small organic 
molecule, polysaccharide, polynucleotide, etc., to be tested for the capacity to directly or 
indirectly alter the cancer phenotype or the expression of a cancer sequence, e.g., a nucleic acid 
or protein sequence. In preferred embodiments, modulators alter expression profiles, or 
expression profile nucleic acids or proteins provided herein. In one embodiment, the modulator 
suppresses a cancer phenotype, e.g., to a normal or non-malignant tissue fingerprint, hi another 
embodiment, a modulator induced a cancer phenotype. Generally, a plurality of assay mixtures 
are run in parallel with different agent concentrations to obtain a differential response to the 
various concentrations. Typically, one of these concentrations serves as a negative control, e.g., 
at zero concentration or below the level of detection. 

Drug candidates encompass numerous chemical classes, though typically they are 
organic molecules, preferably small organic compounds having a molecular weight of more 
than 100 and less than about 2,500 daltons. Preferred small molecules are less than 2000, or 
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less than 1500, or less than 1000, or less than 500 D. Candidate agents comprise functional 
groups necessary for structural interaction with proteins, particularly hydrogen bonding, and 
typically include at least an amine, carbonyl, hydroxyl or carboxyl group, preferably at least two 
of the functional chemical groups. The candidate agents often comprise cyclical carbon or 

5 heterocyclic structures and/or aromatic or polyaromatic structures substituted with one or more 
of the above functional groups. Candidate agents are also found among biomolecules including 
peptides, saccharides, fatty acids, steroids, purines, pyrimidines, derivatives, structural analogs, 
or combinations thereof. Particularly preferred are peptides. 

In one aspect, a modulator will neutralize the effect of a cancer protein. By "neutralize" 

10 is meant that activity of a protein is inhibited or blocked and the consequent effect on the cell. 

In certain embodiments, combinatorial libraries of potential modulators will be screened 
for an ability to bind to a cancer polypeptide or to modulate activity. Conventionally, new 
chemical entities with useful properties are generated by identifying a chemical compound 
(called a "lead compound") with some desirable property or activity, e.g., inhibiting activity, 

15 creating variants of the lead compound, and evaluating the property and activity of those variant 
compounds. Often, high throughput screening (HTS) methods are employed for such an 
analysis. See, e.g., Janzen (2002) High Throughput Screening: Methods and Protocols 
Humana; Devlin (ed. 1997) High Throughput Screening: The Discovery of Bioactive 
Substances Dekker; and Mei and Czarnik (eds. 2002) Integrated Drug Discovery Techniques 

20 Dekker. 

In one preferred embodiment, high throughput screening methods involve providing a 
library containing a large number of potential therapeutic compounds (candidate compounds). 
Such "combinatorial chemical libraries" are then screened in one or more assays to identify 
those library members (particular chemical species or subclasses) that display a desired 

25 characteristic activity. The compounds thus identified can serve as conventional "lead 
compounds" or can themselves be used as potential or actual therapeutics. 

A combinatorial chemical library is a collection of diverse chemical compounds 
generated by either chemical synthesis or biological synthesis by combining a number of 
chemical ,r building blocks" such as reagents. For example, a linear combinatorial chemical 

30 library, such as a polypeptide (e.g., rnutein) library, is formed by combining a set of chemical 
building blocks called amino acids in every possible way for a given compound length (e.g., the 
number of amino acids in a polypeptide compound). Millions of chemical compounds can be 
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synthesized through such combinatorial mixing of chemical building blocks (Gallop, et al. 
(1994 ) J. Med. Chem. 37:1233-1251). 

Preparation and screening of combinatorial chemical libraries is well known. Such 
combinatorial chemical libraries include, but are not limited to, peptide libraries (see, e.g., U.S. 
5 Patent No. 5,010,175, Furka (1991) Pept. Prot. Res. 37:487-493, Houghton, et al. (1991) Nature 
354:84-88), peptoids (PCT Publication No WO 91/19735), encoded peptides (PCT Publication 
WO 93/20242), random bio-oligomers (PCT Publication WO 92/00091), benzodiazepines (U.S. 
Pat. No. 5,288,514), diversomers such as hydantoins, benzodiazepines and dipeptides (Hobbs, et 
al. (1993) Proc. Natl. Acad. Sci. USA 90:6909-6913, vinylogous polypeptides (Hagihara, et al. 

10 (1992) J. Amer. Chem. Soc. 1 14:6568-570), nonpeptidal peptidomimetics with a Beta-D- 
Glucose scaffolding (Hirschmann, et al. (1992) J. Amer. Chem. Soc. 114:9217-9218), 
analogous organic syntheses of small compound libraries (Chen, et al. (1994) J. Amer. Chem. 
Soc. 116:2661-662), oligocarbamates (Cho, et al. (1993) Science 261:1303-1305), and/or 
peptidyl phosphonates (Campbell, et al. (1994) J. Org. Chem. 59:658). See, generally, Gordon, 

15 et al. (1994) J. Med. Chem. 37:1385-1401, nucleic acid libraries (see, e.g., Stratagene, Corp.), 
peptide nucleic acid libraries (see, e.g., U.S. Patent 5,539,083), antibody libraries (see, e.g., 
Vaughn, et al. (1996) Nature Biotechnology 14(3):309-314, and PCT/US96/10287), 
carbohydrate libraries (see, e.g., Liang, et al. (1996) Science 274:1520-1522, and U.S. Patent 
No. 5,593,853), and small organic molecule libraries (see, e.g., benzodiazepines, page 33 Baum 

20 (Jan 1 8, 1993) C&EN: isoprenoids, U.S. Patent No. 5,569,588; tWazoUdinones and 

metathiazanones,U.S. Patent No. 5,549,974; pyrrolidines, U.S. Patent Nos. 5,525,735 and 
5,519,134; morpholino compounds, U.S. Patent No. 5,506,337; benzodiazepines, U.S. Patent 
No. 5,288,5 14; and the like). 

Devices for the preparation of combinatorial libraries are commercially available (see, 

25 e.g., 357 MPS, 390 MPS, Advanced Chem Tech, Louisville KY, Symphony, Rainin, Woburn, 
MA, 433A Applied Biosystems, Foster City, CA, 9050 Plus, Millipore, Bedford, MA). 

A number of well known robotic systems have also been developed for solution phase 
chemistries. These systems include automated workstations like the automated synthesis 
apparatus developed by Takeda Chemical Industries, LTD. (Osaka, Japan) and many robotic 

30 systems utilizing robotic arms (Zymate JJ, Zymark Corporation, Hopkinton, Mass.; Orca, 

Hewlett-Packard, Palo Alto, Calif), which mimic manual synthetic operations performed by a 
chemist The above devices are suitable for use with the present invention. The nature and 
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implementation of modifications to these devices (if any) so that they can operate as discussed 
herein will be apparent. In addition, numerous combinatorial libraries are themselves 
commercially available (see, e.g., ComGenex, Princeton, N.J., Asinex, Moscow, Ru, Tripos, 
Inc., St. Louis, MO, ChemStar, Ltd, Moscow, RU, 3D Pharmaceuticals, Exton, PA, Martek 
5 Biosciences, Columbia, MD, etc.). 

The assays to identify modulators are amenable to high throughput screening. Preferred 
assays thus detect enhancement or inhibition of cancer gene transcription, inhibition, or 
enhancement of polypeptide expression, and inhibition or enhancement of polypeptide activity. 
High throughput assays for the presence, absence, quantification, or other properties of 

10 particular nucleic acids or protein products are well known. Similarly, binding assays and 

reporter gene assays are similarly well known. Thus, e.g., U.S. Patent No. 5,559,410 discloses 
high throughput screening methods for proteins, U.S. Patent No. 5,585,639 discloses high 
throughput screening methods for nucleic acid binding (e.g., in arrays), while U.S. Patent Nos. 
5,576,220 and 5,541,061 disclose high throughput methods of screening for ligand/antibody 

15 binding. 

In addition, high throughput screening systems are commercially available (see, e.g., 
Zymark Corp., Hopkinton, MA; Air Technical Industries, Mentor, OH; Beckman Instruments, 
Inc. Fullerton, CA; Precision Systems, Inc., Natick, MA, etc.). These systems typically 
automate entire procedures, including sample and reagent pipetting, liquid dispensing, timed 

20 incubations, and final readings of the microplate in detectors) appropriate for the assay. These 
configurable systems provide high throughput and rapid start up as well as a high degree of 
flexibility and customization. The manufacturers of such systems provide detailed protocols for 
various high throughput systems. Thus, e.g., Zymark Corp. provides technical bulletins 
describing screening systems for detecting the modulation of gene transcription, ligand binding, 

25 and the like. 

In one embodiment, modulators are proteins, often naturally occurring proteins or 
fragments of naturally occurring proteins. Thus, e.g., cellular extracts containing proteins, or 
random or directed digests of proteinaceous cellular extracts, may be used. In this way libraries 
of proteins may be made for screening in the methods of the invention. Particularly preferred in 
30 this embodiment are libraries of bacterial, fungal, viral, and mammalian proteins, with the latter 
being preferred, and human proteins being especially preferred. Particularly useful test 
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compound will be directed to the class of proteins to which the target belongs, e.g., substrates 
for enzymes or ligands and receptors. 

In a preferred embodiment, modulators are peptides of from about 5-30 amino acids, 
with from about 5-20 amino acids being preferred, and from about 7-15 being particularly 
5 preferred. The peptides may be digests of naturally occurring proteins, random peptides, or 
"biased" random peptides. By "randomized" or grammatical equivalents herein is meant that 
each nucleic acid and peptide consists of essentially random nucleotides and amino acids, 
respectively. Since generally these random peptides (or nucleic acids, discussed below) are 
chemically synthesized, they may incorporate a nucleotide or amino acid at any position. The 

10 synthetic process can be designed to generate randomized proteins or nucleic acids, to allow the 
formation of all or most of the possible combinations over the length of the sequence, thus 
forming a library of randomized candidate bioactive proteinaceous agents. 

In one embodiment, the library is fully randomized, with no sequence preferences or 
constants at any position. In a preferred embodiment, the library is biased. That is, some 

1 5 positions within the sequence are either held constant, or are selected from a limited number of 
possibilities. For example, in a preferred embodiment, the nucleotides or amino acid residues 
are randomized within a defined class, e.g., of hydrophobic amino acids, hydrophilic residues, 
sterically biased (either small or large) residues, towards the creation of nucleic acid binding 
domains, the creation of cysteines, for cross-linking, prolines for SH-3 domains, serines, 

20 threonines, tyrosines, or histidines for phosphorylation sites, etc., or to purines, etc. 
Modulators of cancer can also be nucleic acids, as defined above. 
As described above generally for proteins, nucleic acid modulating agents maybe 
naturally occurring nucleic acids, random nucleic acids, or "biased" random nucleic acids. For 
example, digests of prokaryotic or eukaryotic genomes may be used as is outlined above for 

25 proteins. 

In a preferred embodiment, the candidate compounds are organic chemical moieties, a 
wide variety of which are available in the literature. 

After the candidate agent has been added and the cells allowed to incubate for some 
period of time, the sample containing a target sequence to be analyzed is added to the biochip. 
30 If required, the target sequence is prepared using known techniques. For example, the sample 
may be treated to lyse the cells, using known lysis buffers, electroporation, etc:, with 
purification and/or amplification such as PCR performed as appropriate. For example, an in 
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vitro transcription with labels covalently attached to the nucleotides is performed. Generally, 
the nucleic acids are labeled with biotin-FITC or PE, or with cy3 or cy5. 

In a preferred embodiment, the target sequence is labeled with, e.g., a fluorescent, a 
chemiluminescent, a chemical, or a radioactive signal, to provide a means of detecting the target 
5 sequence's specific binding to a probe. The label also can be an enzyme, such as, alkaline 
phosphatase or horseradish peroxidase, which when provided with an appropriate substrate 
produces a product that can be detected. Alternatively, the label can be a labeled compound or 
small molecule, such as an enzyme inhibitor, that binds but is not catalyzed or altered by the 
enzyme. The label also can be a moiety or compound, such as, an epitope tag or biotin which 

1 0 specifically binds to streptavidin. For the example of biotin, the streptavidin is labeled as 

described above, thereby, providing a detectable signal for the bound target sequence. Unbound 
labeled streptavidin is typically removed prior to analysis. 

These assays can be direct hybridization assays or can comprise "sandwich assays", 
which include the use of multiple probes, as is generally outlined in U.S. Patent Nos. 5,681,702, 

15 5,597,909, 5,545,730, 5,594,117, 5,591,584, 5,571,670, 5,580,731, 5,571,670, 5,591,584, 

5,624,802, 5,635,352, 5,594,118, 5,359,100, 5,124,246, and 5,681,697, all of which are hereby 
incorporated by reference. In this embodiment, in general, the target nucleic acid is prepared as 
outlined above, and then added to the biochip comprising a plurality of nucleic acid probes, 
under conditions that allow the formation of a hybridization complex. 

20 A variety of hybridization conditions may be used in the present invention, including 

high, moderate, and low stringency conditions as outlined above. The assays are generally run 
under stringency conditions which allows formation of the label probe hybridization complex 
only in the presence of target Stringency can be controlled by altering a step parameter that is a 
thermodynamic variable, including, but not limited to, temperature, formamide concentration, 

25 salt concentration, chaotropic salt concentration, pH, organic solvent concentration, etc. 

These parameters may also be used to control non-specific binding, as is generally 
outlined in U.S. Patent No. 5,681,697. Thus it may be desirable to perform certain steps at 
higher stringency conditions to reduce non-specific binding. 

The reactions outlined herein may be accomplished in a variety of ways. Components 

30 of the reaction may be added simultaneously, or sequentially, in different orders, with preferred 
embodiments outlined below. In addition, the reaction may include a variety' of other reagents. 
These include salts, buffers, neutral proteins, e.g., albumin, detergents, etc. which may be used 
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to facilitate optimal hybridization and detection, and/or reduce non-specific or background 
interactions. Reagents that otherwise improve the efficiency of the assay, such as protease 
inhibitors, nuclease inhibitors, anti-microbial agents, etc., may also be used as appropriate, 
depending on the sample preparation methods and purity of the target. 

5 The assay data are analyzed to determine the expression levels, and changes in 

expression levels as between states of individual genes, forming a gene expression profile. 

Screens are performed to identify modulators of the cancer phenotype. In one 
embodiment, screening is performed to identify modulators that can induce or suppress a 
particular expression profile, thus preferably generating the associated phenotype. In another 

10 embodiment, e.g., for diagnostic applications, having identified differentially expressed genes 
important in a particular state, screens can be performed to identify modulators that alter 
expression of individual genes. In an another embodiment, screening is performed to identify 
modulators that alter a biological function of the expression product of a differentially 
expressed gene. Again, having identified the importance of a gene in a particular state, screens 

15 are performed to identify agents that bind and/or modulate the biological activity of the gene 
product. 

In addition, screens can be done for genes that are induced in response to a candidate 
agent or treatment process. After identifying a modulator based upon its ability to suppress a 
cancer expression pattern leading to a normal expression pattern (or its converse), or to 

20 modulate a single cancer gene expression profile so as to mimic the expression of the gene from 
normal tissue, a screen as described above can be performed to identify genes that are 
specifically modulated in response to the agent. Comparing expression profiles betweenhormal 
tissue and agent treated cancer tissue reveals genes that are not expressed in normal tissue or 
cancer tissue, but are expressed in agent treated tissue. These agent-specific sequences can be 

25 identified and used by methods described herein for cancer genes or proteins. In particular, 
these sequences and the proteins they encode find use in marking or identifying agent treated 
cells. In addition, antibodies can be raised against the agent induced proteins and used to target 
novel therapeutics, e.g., toxin loaded liposomes, to the treated cancer tissue sample. 

Thus, in one embodiment, a test compound is administered to a population of cancer 

30 cells that have an associated cancer expression profile. By "administration" or "contacting" 
herein is meant that the candidate agent is added to the cells in such a manner as to allow the 
agent to act upon the cell, whether by uptake and intracellular action, or by action at the cell 
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surface. In some embodiments, nucleic acid encoding a proteinaceous candidate agent (e.g., a 
peptide) may be put into a viral construct such as an adenoviral or retroviral construct, and 
added to the cell, such that expression of the peptide agent is accomplished, e.g., PCT 
US97/01019. Regulatable gene therapy systems can also be used. 
5 Once a test compound has been administered to the cells, the cells can be washed if 

desired and are allowed to incubate under preferably physiological conditions for some period 
of time. The cells are then harvested and a new gene expression profile is generated, as outlined 
herein. 

Thus, e.g., cancer or non-malignant tissue may be screened for agents that modulate, 
10 e.g., induce or suppress a cancer phenotype. A change in at least one gene, preferably many, of 
the expression profile indicates that the agent has an effect on cancer activity. By defining such 
a signature for the cancer phenotype, screens for new drugs that alter the phenotype can be 
devised. With this approach, the drug target need not be known and need not be represented in 
the original expression screening platform, nor does the level of transcript for the target protein 
15 need to change. 

In a preferred embodiment, as outlined above, screens may be done on individual genes 
and gene products (proteins). That is, having identified a particular differentially expressed 
gene as important in a particular state, screening of modulators of either the expression of the 
gene or the gene product itself can be done. The gene products of differentially expressed genes 

20 are sometimes referred to herein as "cancer proteins" or a "cancer modulatory protein". The 
cancer modulatory protein may be a fragment, or alternatively, be the full length protein to the 
fragment encoded by the nucleic acids of the Tables. Preferably, the cancer modulatory protein 
is a fragment In a preferred embodiment, the cancer amino acid sequence which is used to 
determine sequence identity or similarity is encoded by a nucleic acid of the Tables. In another 

25 embodiment, the sequences are naturally occurring allelic variants of a protein encoded by a 
nucleic acid of the Tables. In another embodiment, the sequences are sequence variants as 
further described herein. 

Preferably, the cancer modulatory protein is a fragment of about 14-24 amino acids 
long. More preferably the fragment is a soluble fragment. Preferably, the fragment includes a 

30 non-transmembrane region. In a preferred embodiment, the fragment has an N-terminal Cys to 
aid in solubility. In one embodiment, the C-terminus of the fragment is kept as a free acid and 
the N-tenninus is a free amine to aid in coupling, e.g., to cysteine. 

64 



WO 03/042661 



PCT7US02/36810 



In one embodiment the cancer proteins are conjugated to an immunogenic agent as 
discussed herein. In one embodiment the cancer protein is conjugated to BSA. 

Measurements of cancer polypeptide activity, or of cancer or the cancer phenotype can 
be performed using a variety of assays. For example, the effects of the test compounds upon the 
5 function of the cancer polypeptides can be measured by examining parameters described above. 
A suitable physiological change that affects activity can be used to assess the influence of a test 
compound on the polypeptides of this invention. When the functional consequences are 
determined using intact cells or animals, one can also measure a variety of effects such as, in the 
case of cancer associated with tumors, tumor growth, tumor metastasis, neovascularization, 

10 hormone release, transcriptional changes to both known and uncharacterized genetic markers 
(e.g., northern blots), changes in cell metabolism such as cell growth or pH changes, and 
changes in intracellular second messengers such as cGMP. In the assays of the invention, 
mammalian cancer polypeptide is typically used, e.g., mouse, preferably human. 

Assays to identify compounds with modulating activity can be performed in vitro. For 

15 example, a cancer polypeptide is first contacted with a potential modulator and incubated for a 
suitable amount of time, e.g., from 0.5-48 hours. In one embodiment, the cancer polypeptide 
levels are determined in vitro by measuring the level of protein or mRNA. The level of protein 
is typically measured using immunoassays such as western blotting, ELIS A, and the like with 
an antibody that selectively binds to the cancer polypeptide or a fragment thereof For 

20 measurement of mRNA, amplification, e.g., using PCR, LCR, or hybridization assays, e.g., 
northern hybridization, RNAse protection, dot blotting, are preferred. The level of protein or 
mRNA is typically detected using directly or indirectly labeled detection agents, e.g., 
fluorescently or radioactively labeled nucleic acids, radioactively or enzymatically labeled 
antibodies, and the like, as described herein. 

25 Alternatively, a reporter gene system can be devised using a cancer protein promoter 

operably linked to a reporter gene such as luciferase, green fluorescent protein, CAT, or jS-gal. 
The reporter construct is typically transfected into a cell. After treatment with a potential 
modulator, the amount of reporter gene transcription, translation, or activity is measured 
according to standard techniques. 

30 In a preferred embodiment, as outlined above, screens may be done on individual genes 

and gene products (proteins). That is, having identified a particular differentially expressed 
gene as important in a particular state, screening of modulators of the expression of the gene or 
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the gene product itself can be done. The gene products of differentially expressed genes are 
sometimes referred to herein as "cancer proteins." The cancer protein may be a fragment, or 
alternatively, the full length protein to a fragment shown herein. 

In one embodiment, screening for modulators of expression of specific genes is 

5 performed. Typically, the expression of only one or a few genes are evaluated. In another 
embodiment, screens are designed to first find compounds that bind to differentially expressed 
proteins. These compounds are then evaluated for the ability to modulate differentially 
expressed activity. Moreover, once initial candidate compounds are identified, variants can be 
further screened to better evaluate structure activity relationships. 

10 In a preferred embodiment, binding assays are done. In general, purified or isolated 

gene product is used; that is, the gene products of one or more differentially expressed nucleic 
acids are made. For example, antibodies are generated to the protein gene products, and 
standard immunoassays are run to determine the amount of protein present Alternatively, cells 
comprising the cancer proteins can be used in the assays. 

15 Thus, in a preferred embodiment, the methods comprise combining a cancer protein and 

a candidate compound, and determining the binding of the compound to the cancer protein. 
Preferred embodiments utilize the human cancer protein, although other mammalian proteins 
may also be used, e.g., for the development of animal models of human disease. In some 
embodiments, as outlined herein, variant or derivative cancer proteins may be used. 

20 Generally, in a preferred embodiment of the methods herein, the cancer protein or the 

candidate agent is non-diffiisably bound to an insoluble support, preferably having isolated 
sample receiving areas (e.g., a microtiter plate, an array, etc.). The insoluble supports may be 
made of a composition to which the compositions can be bound, is readily separated from 
soluble material, and is otherwise compatible with the overall method of screening. The surface 

25 of such supports may be solid or porous and of a convenient shape. Examples of suitable 

insoluble supports include microtiter plates, arrays, membranes, and beads. These are typically 
made of glass, plastic (e.g., polystyrene), polysaccharides, nylon or nitrocellulose, teflon™, etc. 
Microtiter plates and arrays are especially convenient because a large number of assays can be 
carried out simultaneously, using small amounts of reagents and samples. The particular 

30 manner of binding of the composition is typically not crucial so long as it is compatible with the 
reagents and overall methods of the invention, maintains the activity of the composition, and is 
nondiffusable. Preferred methods of binding include the use of antibodies (which do not 
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sterically block either the ligand binding site or activation sequence when the protein is bound 
to the support), direct binding to "sticky" or ionic supports, chemical crosslinking, the synthesis 
of the protein or agent on the surface, etc. Following binding of the protein or agent, excess 
unbound material is removed by washing. The sample receiving areas may then be blocked 
5 through incubation with bovine serum albumin (BSA), casein, or other innocuous protein or 
other moiety. 

In a preferred embodiment, the cancer protein is bound to the support, and a test 
compound is added to the assay. Alternatively, the candidate agent is bound to the support and 
the cancer protein is added. Novel binding agents include specific antibodies, non-natural 

10 binding agents identified in screens of chemical libraries, peptide analogs, etc. Of particular 
interest are screening assays for agents that have a low toxicity for human cells. A wide variety 
of assays may be used for this purpose, including labeled in vitro protein-protein binding assays, 
electrophoretic mobility shift assays, immunoassays for protein binding, functional assays 
(phosphorylation assays, etc.), and the like. 

1 5 The determination of the binding of the test modulating compound to the cancer protein 

may be done in a number of ways. In a preferred embodiment, the compound is labeled, and 
binding determined directly, e.g., by attaching all or a portion of the cancer protein to a solid 
support, adding a labeled candidate agent (e.g., a fluorescent label), washing off excess reagent, 
and determining whether the label is present on the solid support. Various blocking and 

20 washing steps may be utilized as appropriate. 

In some embodiments, only one of the components is labeled, e.g., the proteins (or 
proteinaceous candidate compounds) can be labeled. Alternatively, more than one component 
can be labeled with different labels, e.g., 125j f or the proteins and a fluorophor for the 
compound. Proximity reagents, e.g., quenching or energy transfer reagents are also useful. 

25 In one embodiment, the binding of the test compound is determined by competitive 

binding assay. The competitor may be a binding moiety known to bind to the target molecule 
(e.g., a cancer protein), such as an antibody, peptide, binding partner, ligand, etc. Under certain 
circumstances, there may be competitive binding between the compound and the binding 
moiety, with the binding moiety displacing the compound. In one embodiment, the test 

30 compound is labeled. Either the compound, or the competitor, or both, is added first to the 
protein for a time sufficient to allow binding, if present. Incubations may be performed at a 
temperature which facilitates optimal activity, typically between about 4-40° C. Incubation 
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periods are typically optimized, e.g., to facilitate rapid high throughput screening. Typically 
between 0.1-1 hour will be sufficient. Excess reagent is generally removed or washed away. 
The second component is then added, and the presence or absence of the labeled component is 
followed, to indicate binding. 
5 In a preferred embodiment, the competitor is added first, followed by a test compound. 

Displacement of the competitor is an indication that the test compound is binding to the cancer 
protein and thus is capable of binding to, and potentially modulating, the activity of the cancer 
protein. In this embodiment, either component can be labeled. Thus, e.g., if the competitor is 
labeled, the presence of label in the wash solution indicates displacement by the agent. 
10 Alternatively, if the test compound is labeled, the presence of the label on the support indicates 
displacement. 

In an alternative embodiment, the test compound is added first, with incubation and 
washing, followed by the competitor. The absence of binding by the competitor may indicate 
that the test compound is bound to the cancer protein with a higher affinity. Thus, if the test 

15 compound is labeled, the presence of the label on the support, coupled with a lack of competitor 
binding, may indicate that the test compound is capable of binding to the cancer protein. 

In a preferred embodiment, the methods comprise differential screening to identity 
agents that are capable of modulating the activity of the cancer proteins. In one embodiment, 
the methods comprise combining a cancer protein and a competitor in a first sample. A second 

20 sample comprises a test compound, a cancer protein, and a competitor. The binding of the 

competitor is determined for both samples, and a change, or difference in binding between the 
two samples indicates the presence of an agent capable of binding to the cancer protein and 
potentially modulating its activity. That is, if the binding of the competitor is different in the 
second sample relative to the first sample, the agent is capable of binding to the cancer protein. 

25 Alternatively, differential screening is used to identify drug candidates that bind to the 

native cancer protein, but cannot bind to modified cancer proteins. The structure of the cancer 
protein may be modeled, and used in rational drug design to synthesize agents that interact with 
that site. Drug candidates that affect the activity of a cancer protein are also identified by 
screening drugs for the ability to either enhance or reduce the activity of the protein. 

30 Positive controls and negative controls may be used in the assays. Preferably control 

and test samples are performed in at least triplicate to obtain statistically significant results. 
Incubation of all samples is for a time sufficient for the binding of the agent to the protein. 
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Following incubation, samples are washed free of non-specifically bound material and the 
amount of bound, generally labeled agent determined. For example, where a radiolabel is 
employed, the samples may be counted in a scintillation counter to determine the amount of 
bound compound. 

5 A variety of other reagents may be included in the screening assays. These include 

reagents like salts, neutral proteins, e.g., albumin, detergents, etc., which may be used to 
facilitate optimal protein-protein binding and/or reduce non-specific or background interactions. 
Also reagents that otherwise improve the efficiency of the assay, such as protease inhibitors, 
nuclease inhibitors, anti-microbial agents, etc., may be used. The mixture of components may 

10 be added in an order that provides for the requisite binding. 

In a preferred embodiment, the invention provides methods for screening for a 
compound capable of modulating the activity of a cancer protein. The methods comprise 
adding a test compound, as defined above, to a cell comprising cancer proteins. Preferred cell 
types include almost any cell. The cells contain a recombinant nucleic acid that encodes a 

1 5 cancer protein. In a preferred embodiment, a library of candidate agents are tested on a plurality 
of cells. 

In one aspect, the assays are evaluated in the presence or absence or previous or 
subsequent exposure of physiological signals, e.g., hormones, antibodies, peptides, antigens, 
cytokines, growth factors, action potentials, pharmacological agents including 
20 chemotherapeutics, radiation, carcinogenics, or other cells (e.g., cell-cell contacts). In another 
example, the determinations are determined at different stages of the cell cycle process. 

In this way, compounds that modulate cancer agents are identified. Compounds with 
pharmacological activity are able to enhance or interfere with the activity of the cancer protein. 
Once identified, similar structures are evaluated to identify critical structural feature of the 
25 compound. 

In one embodiment, a method of inhibiting cancer cell division is provided. The method 
comprises administration of a cancer inhibitor. In another embodiment, a method of inhibiting 
cancer is provided. The method may comprise administration of a cancer inhibitor. In a further 
embodiment, methods of treating cells or individuals with cancer are provided, e.g., comprising 
30 administration of a cancer inhibitor. 

In one embodiment, a cancer inhibitor is an antibody as discussed above. In another 
embodiment, the cancer inhibitor is an antisense molecule. 



WO 03/042661 



PCT/US02/36810 



A variety of cell growth, proliferation, viability, and metastasis assays are available, as 
described below. 

Soft agar growth or colony formation in suspension 

Normal cells require a solid substrate to attach and grow. When the cells are 
5 transformed, they lose this phenotype and grow detached from the substrate. For example, 
transformed cells can grow in stirred suspension culture or suspended in semi-solid media, such 
as semi-solid or soft agar. The transformed cells, when transfected with tumor suppressor 
genes, regenerate normal phenotype and require a solid substrate to attach and grow. Soft agar 
growth or colony formation in suspension assays can be used to identify modulators of cancer 

10 sequences, which when expressed in host cells, inhibit abnormal cellular prohferation and 
transformation. A therapeutic compound would reduce or eliminate the host cells' ability to 
grow in stirred suspension culture or suspended in semi-solid media, such as semi-solid or soft. 

Techniques for soft agar growth or colony formation in suspension assays are described, 
e.g., in Freshney (1998) Culture of Ani mal Cells: A Manual of Basic Technique (3d ed.) Wiley- 

15 Liss; Freshney (2000) Culture of Ani mal Cells: A Manual of Basic Technique (4th ed.) Wiley- 
Liss; and Garkavtsev, et al. (1996) Nature Genet. 14:415-20. 
Contact inhibition and density limitation of growth 

Normal cells typically grow in a flat and organized pattern in a petri dish until they 
touch other cells. When the cells touch one another, they are contact inhibited and stop 

20 growing. When cells are transformed, however, the cells are not contact inhibited and continue 
to grow to high densities in disorganized foci. Thus, the transformed cells grow to a higher 
saturation density than normal cells. This can be detected morphologically by the formation of 
a disoriented monolayer of cells or rounded cells in foci within the regular pattern of normal 
surrounding cells. Alternatively, labeling index with (3H)-thymidine at saturation density can 

25 be used to measure density limitation of growth. See Freshney (2000), supra. The transformed 
cells, when transfected with tumor suppressor genes, regenerate a normal phenotype and 
become contact inhibited and would grow to a lower density. 

In this assay, labeling index with (3H)-thymidine at saturation density is a preferred 
method of measuring density limitation of growth. Transformed host cells are transfected with 

30 a cancer-associated sequence and are grown for 24 hours at saturation density in non-limiting 
medium conditions. The percentage of cells labeling with ( 3 H>thymidine is determined 
autoradiographically. See, Freshney (1998), supra. 
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Growth factor or serum dependence 

Transformed cells typically have a lower serum dependence than their normal 

counterparts (see, e.g., Temin (1966) J. Natl. Cancer Insti. 37:167-175; Eagle, et al.(1970) J. 

Exp. Med. 131 :836-879); Freshney, supra. This is in part due to release of various growth 
5 factors by the transformed cells. Growth factor or serum dependence of transformed host cells 

can be compared with that of control. 

Tumor specific markers levels 

Tumor cells release an increased amount of certain factors (hereinafter "tumor specific 

markers") than their normal counterparts. For example, plasminogen activator (PA) is released 
10 from human glioma at a higher level than from normal brain cells (see, e.g., Gullino 

"Angiogenesis, tumor vascularization, and potential interference with tumor growth" pp. 178- 

184 in Mihich (ed. 1985) Biological Responses in Cancer Plenum. Similarly, tumor 

angiogenesis factor (TAF) is released at a higjier level in tumor cells than their normal 

counterparts. See, e.g., Folkman (1992) Sem. Cancer Biol. 3:89-96. 
15 Various techniques which measure the release of these factors are described in Freshney 

(1998), supra. Also, see, Unkeless, et al. (1974) J. Biol. Chem. 249:4295-4305; Strickland and 

Beers (1976) J. Biol. Chem. 251:5694-5702; Whur, et al. (1980) Br. J. Cancer 42:305-312: 

Gullino "Angiogenesis, tumor vascularization, and potential interference with tumor growth" 

pp. 178-1 84 in Mihich (ed. 1985) Biological Responses in Cancer Plenum; Freshney (1985) 
20 Anticancer Res. 5:111-130. 

Invasiveness into Matrigel 

The degree of invasiveness into Matrigel or some other extracellular matrix constituent 

can be used as an assay to identify compounds that modulate cancer-associated sequences. 

Tumor cells exhibit a good correlation between malignancy and invasiveness of cells into 
25 Matrigel or some other extracellular matrix constituent. In this assay, tumorigenic cells are 

typically used as host cells. Expression of a tumor suppressor gene in these host cells would 

decrease invasiveness of the host cells. 

Techniques described in Freshney (1994), supra, can be used. Briefly, the level of 

invasion of host cells can be measured by using filters coated with Matrigel or some other 
30 extracellular matrix constituent. Penetration into the gel, or through to the distal side of the 

filter, is rated as invasiveness, and rated histologically by number of cells and distance moved, 
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or by prelabeling the cells with 125 I and counting the radioactivity on the distal side of the filter 
or bottom of the dish. See, e.g., Freshney (1984), supra. 
Tumor growth in vivo 

Effects of cancer-associated sequences on cell growth can be tested in transgenic or 

5 immune-suppressed mice. Knock-out transgenic mice can be made, in which the cancer gene is 
disrupted or in which a cancer gene is inserted. Knock-out transgenic mice can be made by 
insertion of a marker gene or other heterologous gene into the endogenous cancer gene site in 
the mouse genome via homologous recombination. Such mice can also be made by substituting 
the endogenous cancer gene with a mutated version of the cancer gene, or by mutating the 

10 endogenous cancer gene, e.g., by exposure to carcinogens. 

A DNA construct is introduced into the nuclei of embryonic stem cells. Cells containing 
the newly engineered genetic lesion are injected into a host mouse embryo, which is re- 
implanted into a recipient female. Some of these embryos develop into chimeric mice that 
possess germ cells partially derived frorii the mutant cell line. Therefore, by breeding the 

15 chimeric mice it is possible to obtain a new line of mice containing the introduced genetic lesion 
(see, e.g., Capecchi, et al. (1989) Science 244:1288-1292). Chimeric targeted mice can be 
derived according to Hogan, et al. (1988) Manipulating the Mouse Embryo: A Laboratory 
Manual CSH Press; and Robertson (ed. 1987) Teratocarcinomas and Embryonic Stem Cells: A 
Practical Approach IRL Press, Washington, D.C. 

20 Alternatively, various immune-suppressed or immune-deficient host animals can be 

used. For example, genetically athymic "nude" mouse (see, e.g., Giovanella, et al. (1974) L 
Natl. Cancer Inst. 52:921-930), a SCID mouse, a thymectomized mouse, or an irradiated mouse 
(see, e.g., Bradley, et al. (1978) Br. J. Cancer 38:263-272; Selby, et al. (1980) Br. J. Cancer 

41 :52-61) can be used as a host. Transplantable tumor cells (typically about 10^ cells) injected 
25 into isogenic hosts will produce invasive tumors in a high proportions of cases, while normal 
cells of similar origin will not. In hosts which developed invasive tumors, cells expressing a 
cancer-associated sequences are injected subcutaneously. After a suitable length of time, 
preferably about 4-8 weeks, tumor growth is measured (e.g., by volume or by its two largest 
dimensions) and compared to the control. Tumors that have statistically significant reduction 
30 (using, e.g., Student's T test) are said to have inhibited growth. 
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Polynucleotide modulators of cancer 
Antisense and RNAi Polynucleotides 

In certain embodiments, the activity of a cancer-associated protein is down-regulated, or 
entirely inhibited, by the use of an inhibitory or antisense polynucleotide, e.g., a nucleic acid 
5 complementary to, and which can preferably hybridize specifically to, a coding mRNA nucleic 
acid sequence, e.g., a cancer protein mRNA, or a subsequence thereof. Binding of the antisense 
polynucleotide to the mRNA reduces the translation and/or stability of the mRNA. 

In the context of this invention, antisense polynucleotides can comprise naturally- 
occurring nucleotides, or synthetic species formed from naturally-occurring subunits or their 
10 close homologs. Antisense polynucleotides may also have altered sugar moieties or inter-sugar 
linkages. Exemplary among these are the phosphorothioate and other sulfur containing species. 
Analogs are comprehended by this invention so long as they function effectively to hybridize 
with the cancer protein mRNA. See, e.g., Isis Pharmaceuticals, Carlsbad, CA; Sequitor, Inc., 
Natick, MA. 

1 5 Such antisense polynucleotides can readily be synthesized using recombinant means, or 

can be synthesized in vitro. Equipment for such synthesis is sold by several vendors, including 
Applied Biosystems. The preparation of other oligonucleotides such as phosphorothioates and 
alkylated derivatives is also well known. 

Antisense molecules as used herein include antisense or sense oligonucleotides. Sense 

20 oligonucleotides can, e.g., be employed to block transcription by binding to the anti-sense 
strand. The antisense and sense oligonucleotide comprise a single-stranded nucleic acid 
sequence (either RNA or DNA) capable of binding to target mRNA (sense) or DNA (antisense) 
sequences for cancer molecules. A preferred antisense molecule is for a cancer sequences in the 
Tables, or for a ligand or activator thereof. Antisense or sense oligonucleotides, according to 

25 the present invention, comprise a fragment generally at least about 14 nucleotides, preferably 
from about 14-30 nucleotides. The ability to derive an antisense or a sense oligonucleotide, 
based upon a cDNA sequence encoding a given protein is described in, e.g., Stein and Cohen 
(1988) Cancer Res. 48:2659-2668; and van der Krol, et al. (1988) BioTechniaues 6:958-976. 
RNA interference is a mechanism to suppress gene expression in a sequence specific 

30 manner. See, e.g., Brumelkamp, et al. (2002) Sciencexpress (21March2002); Sharp (1999) 
Genes Dev. 13:139-141; and Cathew (2001) Curr. Op. Cell Biol. 13:244-248: In mammalian 
cells, short, e.g., 21 nt, double stranded small interfering RNAs (siRNA) have been shown to be 
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effective at inducing an KNAi response. See, e.g., Elbashir, et al. (2001) Nature 41 1:494-498. 
The mechanism may be used to downregulate expression levels of identified genes, e.g., 
treatment of or validation of relevance to disease. 
Ribozymes 

5 In addition to antisense polynucleotides, ribozymes can be used to target and inhibit 

transcription of cancer-associated nucleotide sequences. A ribozyme is an RNA molecule that 
catalytically cleaves other RNA molecules. Different kinds of ribozymes have been described, 
including group I ribozymes, hammerhead ribozymes, hairpin ribozymes, RNase P, and axhead 
ribozymes (see, e.g., Castanotto, et al. (1994) Adv. in Pharmacology 25: 289-317 for a general 
1 0 review of the properties of different ribozymes). 

The general features of hairpin ribozymes are described, e.g., in Hampel, et al. (1990) 
NucL Acids Res. 18:299-304; European Patent Publication No. 0 360 257; U.S. Patent No. 
5,254,678. Methods of preparation are described in, e.g., WO 94/26877; Ojwang, et al. (1993) 
Proc. Natl. Acad. Sci. USA 90:6340-6344; Yamada, et al. (1994) Human Gene Therapy 1 :39- 
15 45; Leavitt, et al.(1995) Proc. Natl. Acad. Sci. USA 92:699-703; Leavitt, et al. (1994) Human 
Gene Therapy 5:1151-120; and Yamada, et al. (1994) Virology 205: 121-126. 

Polynucleotide modulators of cancer may be introduced into a cell containing the target 
nucleotide sequence by formation of a conjugate with a ligand binding molecule, as described in 
WO 91/04753. Suitable ligand binding molecules include, but are not limited to, cell surface 
20 receptors, growth factors, other cytokines, or other ligands that bind to cell surface receptors. 
Preferably, conjugation of the ligand binding molecule does not substantially interfere with the 
ability of the ligand binding molecule to bind to its corresponding molecule or receptor, t>r 
block entry of the sense or antisense oligonucleotide or its conjugated version into the cell. 
Alternatively, a polynucleotide modulator of cancer may be introduced into a cell containing the 
25 target nucleic acid sequence, e.g., by formation of an polynucleotide-lipid complex, as described 
in WO 90/10448. It is understood that the use of antisense molecules or knock out and knock in 
models may also be used in screening assays as discussed above, in addition to methods of 
treatment 

Thus, in one embodiment, methods of modulating cancer in cells or organisms are 
30 provided. In one embodiment, the methods comprise administering to a cell an anti-cancer 
antibody that reduces or eliminates the biological activity of an endogenous cancer protein. 
Alternatively, the methods comprise administering to a cell or organism a recombinant nucleic 
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acid encoding a cancer protein. This may be accomplished in any number of ways. In a 
preferred embodiment, e.g., when the cancer sequence is down-regulated in cancer, such state 
may be reversed by increasing the amount of cancer gene product in the cell. This can be 
accomplished, e.g., by overexpressing the endogenous cancer gene or administering a gene 

5 encoding the cancer sequence, using known gene-therapy techniques. In a preferred 

embodiment, the gene therapy techniques include the incorporation of the exogenous gene using 
enhanced homologous recombination (EHR), e.g., as described in PCT/US93/0386. 
Alternatively, e.g., when the cancer sequence is up-regulated in cancer, the activity of the 
endogenous cancer gene is decreased, e.g., by the administration of a cancer antisense or other 

10 inhibitor, e.g., RNAi. 

In one embodiment, the cancer proteins of the present invention may be used to generate 
polyclonal and monoclonal antibodies to cancer proteins. Similarly, the cancer proteins can be 
coupled, using standard technology, to affinity chromatography columns. These columns may 
then be used to purify cancer antibodies useful for production, diagnostic, or therapeutic 

15 purposes. In a preferred embodiment, the antibodies are generated to epitopes unique to a 
cancer protein; that is, the antibodies show little or no cross-reactivity to other proteins. The 
cancer antibodies may be coupled to standard affinity chromatography columns and used to 
purify cancer proteins. The antibodies may also be used as blocking polypeptides, as outlined 
above, since they will specifically bind to the cancer protein. 

20 Methods of identifying variant cancer-associated sequences 

Without being bound by theory, expression of various cancer sequences is correlated 
with cancer. Accordingly, disorders based on mutant or variant cancer genes may be 
determined In one embodiment, the invention provides methods for identifying cells 
containing variant cancer genes, e.g., determining all or part of the sequence of at least one 

25 endogenous cancer gene in a cell. In a preferred embodiment, the invention provides methods 
of identifying the cancer genotype of an individual, e.g., determining all or part of the sequence 
of at least one cancer gene of the individual. This is generally done in at least one tissue of the 
individual, and may include the evaluation of a number of tissues or different samples of the 
same tissue. The method may include comparing the sequence of the sequenced cancer gene to 

30 a known cancer gene, e.g., a wild-type gene. 

The sequence of all or part of the cancer gene can then be compared to the sequence of a 
known cancer gene to determine if any differences exist. This can be done using known 
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homology programs, such as Bestfit, etc. In a preferred embodiment, the presence of a 
difference in the sequence between the cancer gene of the patient and the known cancer gene 
correlates with a disease state or a propensity for a disease state, as outlined herein. 

In a preferred embodiment, the cancer genes are used as probes to determine the number 
5 of copies of the cancer gene in the genome. 

In another preferred embodiment, the cancer genes are used as probes to determine the 
chromosomal localization of the cancer genes. Information such as chromosomal localization 
finds use in providing a diagnosis or prognosis in particular when chromosomal abnormalities 
such as translocations, and the like are identified in the cancer gene locus. 

1 0 Administration of pharmaceutical and vaccine compositions 

La one embodiment, a therapeutically effective dose of a cancer protein or modulator 
thereof, is administered to a patient. By "therapeutically effective dose" herein is meant a dose 
that produces effects for which it is administered. The exact dose will depend on the purpose of 
the treatment, and will be ascertainable using known techniques. See, e.g., Ansel, et al. (1999) 

15 Pharmaceutical Dosage Forms and Drug Delivery Lippincott; Lieberman (1992) Pharmaceutical 
Dosage Forms (vols. 1-3) Dekker, ISBN 0824770846, 082476918X, 0824712692, 0824716981; 
Lloyd (1999) The Art, Science and Technology of Pharmaceutical Compounding Amer. 
Pharmaceut. Assn.; and Pickar (1998) Dosage Calculations Thomson. Adjustments for cancer 
degradation, systemic versus localized delivery, and rate of new protease synthesis, as well as 

20 the age, body weight, general health, sex, diet, time of administration, drug interaction, and the 
severity of the condition may be necessary. U.S. Patent Application No. 09/687,576, further 
discloses the use of compositions and methods of diagnosis and treatment in cancer. 

A "patient" for the purposes of the present invention includes both humans and other 
animals, particularly mammals. Thus the methods are applicable to both human therapy and 

25 veterinary applications. In the preferred embodiment the patient is a mammal, preferably a 
primate, and in the most preferred embodiment the patient is human. 

The administration of the cancer proteins and modulators thereof of the present 
invention can be done in a variety of ways, including, but not limited to, orally, subcutaneously, 
intravenously, intranasally, transdermally, intraperitoneal^, intramuscularly, intrapulmonary, 

30 vaginally, rectally, or intraocularly. In some instances, e.g., in the treatment of wounds and 

inflammation, the cancer proteins and modulators may be directly applied as a solution or spray. 
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The pharmaceutical compositions of the present invention comprise a cancer protein in a 
form suitable for administration to a patient. In the preferred embodiment, the pharmaceutical 
compositions are in a water soluble form, such as being present as pharmaceutically acceptable 
salts, which is meant to include both acid and base addition salts. "Pharmaceutically acceptable 

5 acid addition salt" refers to those salts that retain the biological effectiveness of the free bases 
and that are not biologically or otherwise undesirable, formed with inorganic acids such as 
hydrochloric acid, hydrobromic acid, sulfuric acid, nitric acid, phosphoric acid, and the like, and 
organic acids such as acetic acid, propionic acid, glycolic acid, pyruvic acid, oxalic acid, maleic 
acid, malonic acid, succinic acid, fumaric acid, tartaric acid, citric acid, benzoic acid, cinnamic 

10 acid, mandelic acid, methanesulfonic acid, ethanesulfonic acid, p-toluenesulfonic acid, salicylic 
acid, and the like. "Pharmaceutically acceptable base addition salts" include those derived from 
inorganic bases such as sodium, potassium, lithium, ammonium, calcium, magnesium, iron, 
zinc, copper, manganese, aluminum salts, and the like. Particularly preferred are the 
ammonium, potassium, sodium, calcium, and magnesium salts. Salts derived from 

15 pharmaceutically acceptable organic non-toxic bases include salts of primary, secondary, and 
tertiary amines, substituted amines including naturally occurring substituted amines, cyclic 
amines and basic ion exchange resins, such as isopropylamine, trimethylamine, diethylamine, 
triethylamine, tripropylamine, and ethanolamine. 

The pharmaceutical compositions may also include one or more of the following: carrier 

20 proteins such as serum albumin; buffers; fillers such as microcrystalline cellulose, lactose, corn 
and other starches; binding agents; sweeteners and other flavoring agents; coloring agents; and 
polyethylene glycol. 

The pharmaceutical compositions can be administered in a variety of unit dosage forms 
depending upon the method of administration. For example, unit dosage forms suitable for oral 

25 administration include, but are not limited to, powder, tablets, pills, capsules and lozenges. It is 
recognized that cancer protein modulators (e.g., antibodies, antisense constructs, ribozymes, 
small organic molecules, etc.) when administered orally, should be protected from digestion. 
This is typically accomplished either by complexing the molecule(s) with a composition to 
render it resistant to acidic and enzymatic hydrolysis, or by packaging the molecule(s) in an 

30 appropriately resistant carrier, such as a liposome or a protection barrier. Means of protecting 
agents from digestion are available. 
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The compositions for administration will commonly comprise a cancer protein 
modulator dissolved in a pharmaceutically acceptable carrier, preferably an aqueous carrier. A 
variety of aqueous carriers can be used, e.g., buffered saline and the like. These solutions are 
sterile and generally free of undesirable matter. These compositions may be sterilized by 
5 conventional, well known sterilization techniques. The compositions may contain 

pharmaceutically acceptable auxiliary substances as required to approximate physiological 
conditions such as pH adjusting and buffering agents, toxicity adjusting agents, and the like, 
e.g., sodium acetate, sodium chloride, potassium chloride, calcium chloride, sodium lactate, and 
the like. The concentration of active agent in these formulations can vary widely, and will be 

10 selected primarily based on fluid volumes, viscosities, body weight, and the like in accordance 
with the particular mode of administration selected and the patient's needs (e.g., (1980) 
Remington's Pharmaceutical Science. (18th ed.) Mack, and Hardman and Limbird (eds. 2001) 
Goodman and Gilman: The Pharmacol ogical Basis of Therapeutics (10th ed.) McGraw-Hill. 
Thus, a typical pharmaceutical composition for intravenous administration would be 

15 aboutO.l to 10 mg per patient per day. Dosages from 0.1 up to about 100 mg per patient per 
day may be used, particularly when the drug is administered to a secluded site and not into the 
blood stream, such as into a body cavity or into a lumen of an organ. Substantially higher 
dosages are possible in topical administration. Actual methods for preparing parenterally 
administrable compositions will be known or apparent. 

20 The compositions containing modulators of cancer proteins can be administered for 

therapeutic or prophylactic treatments. In therapeutic applications, compositions are 
administered to a patient suffering from a disease (e.g., a cancer) in an amount sufficienHo cure 
or at least partially arrest the disease and its complications. An amount adequate to accomplish 
this is defined as a "therapeutically effective dose." Amounts effective for this use will depend 

25 upon the severity of the disease and the general state of the patient's health. Single or multiple 
administrations of the compositions may be administered depending on the dosage and 
frequency as required and tolerated by the patient. In any event, the composition should 
provide a sufficient quantity of the agents of this invention to effectively treat the patient. An 
amount of modulator that is capable of preventing or slowing the development of cancer in a 

30 mammal is referred to as a "prophylactically effective dose." The particular dose required for a 
prophylactic treatment will depend upon the medical condition and history of the mammal, the 
particular cancer being prevented, as well as other factors such as age, weight, gender, 
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administration route, efficiency, etc. Such prophylactic treatments may be used, e.g., in a 
mammal who has previously had cancer to prevent a recurrence of the cancer, or in a mammal 
who is suspected of having a significant likelihood of developing cancer based, at least in part, 
upon gene expression profiles. Vaccine strategies may be used, in either a DNA vaccine form, 
or protein vaccine. 

It will be appreciated that the present cancer protein-modulating compounds can be 
administered alone or in combination with additional cancer modulating compounds or with 
other therapeutic agent, e.g., other anti-cancer agents or treatments. 

In numerous embodiments, one or more nucleic acids, e.g., polynucleotides comprising 
nucleic acid sequences set forth in the Tables, such as RNAi, antisense polynucleotides or 
ribozymes, will be introduced into cells, in vitro or in vivo. The present invention provides 
methods, reagents, vectors, and cells useful for expression of cancer-associated polypeptides 
and nucleic acids using in vitro (cell-free), ex vivo or in vivo (cell or organism-based) 
recombinant expression systems. 

The particular procedure used to introduce the nucleic acids into a host cell for 
expression of a protein or nucleic acid is application specific. Many procedures for introducing 
foreign nucleotide sequences into host cells may be used. These include the use of calcium 
phosphate transfection, spheroplasts, electroporation, liposomes, microinjection, plasma 
vectors, viral vectors, and other well known methods for introducing cloned genomic DNA, 
cDNA, synthetic DNA, or other foreign genetic material into a host cell (see, e.g., Berger and 
Kimmel (1987) Guide to Molecular Cloning Techniques from Methods in Enzvmologv (vol. 
152) Academic Press; Ausubel, et al. (eds. 1999 and supplements) Current Protocols Lippincott; 
and Sambrook, et al. (2001) Molecular Cloning: A Laboratory Manual (3d ed., Vol. 1-3) CSH 
Press. 

In a preferred embodiment, cancer proteins and modulators are administered as 
therapeutic agents, and can be formulated as outlined above. Similarly, cancer genes (including 
both the full-length sequence, partial sequences, or regulatory sequences of the cancer coding 
regions) can be administered in a gene therapy application. These cancer genes can include 
inhibitory applications, e.g., as inhibitory RNA, gene therapy (e.g., for incorporation into the 
genome), or antisense compositions. 

Cancer polypeptides and polynucleotides can also be administered as vaccine 
compositions to stimulate HTL, CTL, and antibody responses. Such vaccine compositions can 
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include, e.g., lipidated peptides (see, e.g.,Vitiello, et al. (1995) J. Clin. Invest. 95:341-349), 
peptide compositions encapsulated in poly(DL-lactide-co-glycolide) ("PLG") microspheres 
(see, e.g., Eldridge, et al. (1991) Molec. Immunol. 28:287-294,; Alonso, et al. (1994) Vaccine 
12:299-306; Jones, et al. (1995) Vaccine 13:675-681), peptide compositions contained in 

5 immune stimulating complexes (ISCOMS) (see, e.g., Takahashi, et al. (1990) Nature 344:873- 
875; Hu, et al. (1998) Clin Exp Immunol. 113:235-243), multiple antigen peptide systems 
(MAPs) (see, e.g., Tarn (1988) Proc. Natl Acad. Sci.USA 85:5409-5413; Tarn (1996) J. 
Immunol. Methods 196:17-32), peptides formulated as multivalent peptides; peptides for use in 
ballistic delivery systems, typically crystallized peptides, viral delivery vectors (Perkus, et al., p. 

1 0 379, in Kaufinann (ed. 1996) Concepts in Vaccine Development de Gruyter; Chakrabarti, et al. 
(1986) Nature 320:535-537; Hu, et al. (1986) Nature 320:537-540; Kieny, et al. (1986) 
Bio/Technology 4:790-795; Top, et al. (1971) J. Infect. Pis. 124:148-154; Chanda, et al. (1990) 
Virology 175:535-547), particles of viral or synthetic origin (see, e.g., Kofler, et al. (1996) J. 
Immunol. Methods 192:25-35; Eldridge, et al. (1993) Sem. Hematol. 30:16-24; Falo, et al. 

15 (1995) Nature Med. 1:649-653), adjuvants (Warren, et al. (1986) Annu. Rev. Immunol. 4:369- 
388; Gupta, et al. (1993) Vaccine 1 1:293-306), liposomes (Reddy, et al. (1992) J. Immunol. 
148:1585-1589; Rock (1996) Immunol. Today 17:131-137), or, naked or particle absorbed 
cDNA (Ulmer, et al. (1993) Science 259:1745-1749; Robinson, et al. (1993) Vaccine 11:957- 
960; Shiver, et al., p 423, in Kaufinann (ed. 1996) Concepts in Vaccine Development de 

20 Gruyter, Cease and Berzofsky (1994) Annu. Rev. Immunol. 12:923-989; and Eldridge, et al. 
(1993) Sem. Hematol. 30:16-24). Toxin-targeted delivery technologies, also known as receptor 
mediated targeting, such as those of Avant Immunotherapeutics, Inc. (Needham, Massachusetts) 
may also be used. 

Vaccine compositions often include adjuvants. Many adjuvants contain a substance 
25 designed to protect the antigen from rapid catabolism, such as aluminum hydroxide or mineral 
oil, and a stimulator of immune responses, such as lipid A, Bortadella pertussis, or . 
Mycobacterium tuberculosis derived proteins. Certain adjuvants are commercially available as, 
e.g., Freund's Incomplete Adjuvant and Complete Adjuvant (Difco Laboratories, Detroit, MI); 
Merck Adjuvant 65 (Merck and Company, Inc., Rahway, NJ); AS-2 (SmithKline Beecham, 
30 Philadelphia, PA); aluminum salts such as aluminum hydroxide gel (alum) or aluminum 

phosphate; salts of calcium, iron, or zinc; an insoluble suspension of acylated tyrosine; acylated 
sugars; cationically or anionically derivatized polysaccharides; polyphosphazenes; 
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biodegradable microspheres; monophosphoryl lipid A and quil A. Cytokines, such as GM-CSF, 
interleukin-2, -7, -12, and other like growth factors, may also be used as adjuvants. 

Vaccines can be administered as nucleic acid compositions wherein DNA or RNA 
encoding one or more of the polypeptides, or a fragment thereof, is administered to a patient. 

5 This approach is described, for instance, in Wolff et. al. (1990) Science 247: 1465-1468, as well 
as U.S. Patent Nos. 5,580,859; 5,589,466; 5,804,566; 5,739,118; 5,736,524; 5,679,647; WO 
98/04720; and in more detail below. Examples of DNA-based delivery technologies include 
"naked DNA", facilitated (bupivicaine, polymers, peptide-mediated) delivery, cationic lipid 
complexes, and particle-mediated ("gene gun") or pressure-mediated delivery (see, e.g., U.S. 

10 Patent No. 5,922,687). 

For therapeutic or prophylactic immunization purposes, the peptides of the invention can 
be expressed by viral or bacterial vectors. Examples of expression vectors include attenuated 
viral hosts, such as vaccinia or fowlpox. This approach involves the use of vaccinia virus, e.g., 
as a vector to express nucleotide sequences that encode cancer polypeptides or polypeptide 

15 fragments. Upon introduction into a host, the recombinant vaccinia virus expresses the 

immunogenic peptide, and thereby elicits an immune response. Vaccinia vectors and methods 
useful in immunization protocols are described in, e.g., U.S. Patent No. 4,722,848. Another 
vector is BCG (Bacille Calmette Guerin). BCG vectors are described in Stover, et al. (1991) 
Nature 351:456-460. A wide variety of other vectors are availablel for therapeutic 

20 administration or immunization, e.g., adeno and adeno-associated virus vectors, retroviral 
vectors, Salmonella typhi vectors, detoxified anthrax toxin vectors, and the like. See, e.g., 
Shata, et al. (2000) Mol Med Today 6:66-71; Shedlock, et al. (2000) J. Leukoc. Biol. 68:793- 
806; Hipp, et al. (2000) In Vivo 14:571-85. 

Methods for the use of genes as DNA vaccines are well known, and include placing a 

25 cancer gene or portion of a cancer gene under the control of a regulatable promoter or a tissue- 
specific promoter for expression in a cancer patient. The cancer gene used for DNA vaccines 
can encode full-length cancer proteins, but more preferably encodes portions of the cancer 
proteins including peptides derived from the cancer protein. In one embodiment, a patient is 
immunized with a DNA vaccine comprising a plurality of nucleotide sequences derived from a 

30 cancer gene. For example, cancer-associated genes or sequence encoding subfragments of a 
cancer protein are introduced into expression vectors and tested for their immunogenicity in the 
context of Class I MHC and an ability to generate cytotoxic T cell responses. This procedure 
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provides for production of cytotoxic T cell responses against cells which present antigen, 
including intracellular epitopes. 

In a preferred embodiment, DNA vaccines include a gene encoding an adjuvant 
molecule with the DNA vaccine. Such adjuvant molecules include cytokines that increase the 
5 immunogenic response to the cancer polypeptide encoded by the DNA vaccine. Additional or 
alternative adjuvants are available. 

In another preferred embodiment, cancer genes find use in generating animal models of 
cancer. When the cancer gene identified is repressed or diminished in cancer tissue, gene 
therapy technology, e.g., wherein inhibitory or antisense RNA directed to the cancer gene will 

10 also diminish or repress expression of the gene. Animal models of cancer find use in screening 
for modulators of a cancer-associated sequence or modulators of cancer. Similarly, transgenic 
animal technology, including gene knockout technology, e.g., as a result of homologous 
recombination with an appropriate gene targeting vector, will result in the absence or increased 
expression of the cancer protein. When desired, tissue-specific expression or knockout of the 

15 cancer protein may be necessary. 

It is also possible that the cancer protein is overexpressed in cancer. As such, transgenic 
animals can be generated that overexpress the cancer protein. Depending on the desired 
expression level, promoters of various strengths can be employed to express the transgene. 
Also, the number of copies of the integrated transgene can be determined and compared for a 

20 determination of the expression level of the transgene. Animals generated by such methods will 
find use as animal models of cancer and are additionally useful in screening for modulators to 
treat cancer. 

Kits for Use in Diagnostic and/or Prognostic Applications 

For use in diagnostic, research, and therapeutic applications suggested above, kits are 

25 also provided by the invention. In diagnostic and research applications, such kits may include 
atfleast one of the following: assay reagents, buffers, cancer-specific nucleic acids or antibodies, 
hybridization probes and/or primers, antisense polynucleotides, ribozymes, dominant negative 
cancer polypeptides or polynucleotides, small molecule inhibitors of cancer-associated 
sequences etc. A therapeutic product may include sterile saline or another pharmaceutical^ 

30 acceptable emulsion and suspension base. 

In addition, the kits may include instructional materials containing instructions (e.g., 
protocols) for the practice of the methods of this invention. While the instructional materials 
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typically comprise written or printed materials, they are not limited to such. A medium capable 
of storing such instructions and communicating them to an end user is contemplated by this 
invention. Such media include, but are not limited to, electronic storage media (e.g., magnetic 
discs, tapes, cartridges, chips), optical media (e.g., CD ROM), and the like. Such media may 
include addresses to internet sites that provide such instructional materials. 

The present invention also provides for kits for screening for modulators of cancer- 
associated sequences. Such kits can be prepared from readily available materials and reagents. 
For example, such kits can comprise one or more of the following materials: a cancer-associated 
polypeptide or polynucleotide, reaction tubes, and instructions for testing cancer-associated 
activity. Optionally, the kit contains biologically active cancer protein. A wide variety of kits 
and components can be prepared according to the present invention, depending upon the 
intended user of the kit and the particular needs of the user. Diagnosis would typically involve 
evaluation of a plurality of genes or products. The genes will typically be selected based on 
correlations with important parameters in disease which may be identified in historical or 
outcome data. 

EXAMPLES 

Example 1: Gene Chip Analysis 

Molecular profiles of various normal and cancerous tissues were determined and 
analyzed using gene chips. RNA was isolated and gene chip analysis was performed as 
described (Glynne, et al. (2000) Nature 403:672-676; Zhao, et al. (2000) Genes Dev. 14:981- 
993). 
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Tabte 1 fets medical condition^ abnorniaBties. or organs affected by disease, referred to in TaWes 2A and 3A. for which markers have been identified, and other related medical 
conditions (inctudmg vanous stages and/or metastases) in which those markers wit) also be useful. e.g., in therapeutic, diagnostic, prognostic, subsetfing, vaccine, and other uses. 

blood vesseJs/angjogenesis: hemangiomas, fymphangiomas. angiosarcoma, fymphangiosarcoma KaposTs sarcoma, wound heating, tissue remodeling, psoriasis ischemic, heart 
disea^mflammatoiy diseases (e.g., arthritis, asthma chronic bronchitis), atherosclerosis, endometriosis, presumed ocular histoplasmosis syndrome, hypoxia, soBd tumors 
lymphoma* lymphadenifc. lymphangitis, autoimmune diseases (e.g., RA, SLE, juvenile chronic arthrifis, pigmented vnTonodular synovi&s, etc). reOnal neovascularization ' 
SerinTfiMds 9 *' retin ° Pathy ' macUlar de 9 8neration ' P**™** 1 histoplasmosis syndrome, etc.), scJerifisAxjnjurictivitis. hypertrophic scars (keloid) , birth control 
i rx Madder carcinoma in situ, papillary carcinomas, transitional cell carcinoma, squamous cell carcinoma 

J 01 ^ E TS sarcoma ' san50mas ^'"fl frtm stetetal and extraskeletal connecfive tissues, including the peripheral nervous system (ag. chondrosarcoma osteosarcoma) 

ffiyjS ofi 9° de j?*2 Boma ' »ablasfc astrocytoma menirigioma medulablastoma neuroblastoma ependymoma schwannoma craniopharyngioma prneoblastoma 
^^^ n ^^ neurofibrosarcoma malignant peripheral nerve sheath tumors, granular cell tumors, ptexosarcoma gangrtoneurobiastoma neuropimefioma 

breast ductal carcinoma in situ, lobular carcinoma in situ 
1 J cervix: cancer of the cervix, vagina, or vulva 

Wl0n ^!liI! CanC8n)US C0,Drecla^ d5sease t 6 *' neoplastic polyps (adenomas), familial adenomatous polyposis, ulcerative ccCtis), colon cancer, e.g., epithelial tumor (e.q 

aflaiocarctooma, mucrnous ^adenocarcinoma sfcneWng cefl adenocarcinoma squamous cell carcirioma adenosquamous carcinoma undfflferenfiated carcinoma unclassified 
can^a), ranrwd tumor (e.g., agentaffia nonargenteffin, composite), non-epilhellal tumor {ag.. teimyo sarcoma, others), inflammatory bowel disease (e.g., ulcerative 
20 ^r^fnl^ 3 ^ 9 ^ Cdifel * dy i pl3Sia) ' ^ ^cer, cancer of the anal region {ag. squamous cefl carcinoma transitional carcinoma aderiocarcinoma 

W carcinoma papillary villous carcinoma mucinous adenocarrinoma melanoma) ^ 

esophagus: premaBgnanlorpretf gastrodigeslwecardrwmas 

(e.g., cancers of the stomach, colon, or rectum) 9 
fibrosis: lung fibrosis frdtopathic pulmonary fibrosis, hypersensitivity rjneumonifisjnterstitia! pneumonitis, nonspecific idiopathic pneumoniSs), chronic oristroctive pulmonary disease 
9 <; u ^ ( ^ 9 - ^ P ysema chronic bronchitis ). bronchiectasis, cirrhosis (liver fibrosis), renal fibrosis, scleroderma wound heating , 

head and neck: tumors of fte nasal cavity, paranasal sinuses, nasopharynx, oral cavity, oral pharynx, tip. larynx, hypopharynx. salivary glands, paragliomas, esophagus 
krdney: clear cell (nonpapflbryj ^carcinoma papillary carcinoma chromophobe renal carcinoma hypernephroma adenocarcinoma sporadic renal carcinomas, hereditary renal 
i^^f rar T^ ( ^^ ppeWjndau disease) ' caidnoma of renal peMs, ureteral carcinoma fibroma papillary adenoma angfomyotlpoma oroocytoma 
leulcocytesarjute lymphoblastic teuternia/lyrnphoma chronic fymphocyfc leukemia WHcutar lymphoma large FScetl lymphoma BurfdS lymphoma plasma cefl neoplasms, mantfe cell 
&^^^^^u^^ PenpheraJT-ctf lymphoma aduHT-cefl leutemJaflymphcma Hodgkin disease, acute myelogenous leukemia chronic rrryelogenous 
leukemia tlrymfctyperplasia hairy cefl leukemia malignant transformatroa inappropriate activation or abnormalities of leukocytes (e.g, immature, precursor B (pnieTor 
precursor T (j)re-T) lymphocytes, monocytes, neutrophils, eosinophils, basophrte, dendritic cells, lymphoblasts). arthrifis. mflarwrafion. leukocytosis, lymphadenife. 
tymphangius, bacteremia chrontc nonspecific fymphadenifis, psoriasis, wound heafing 

^ Sadder 9 ^ M?dud B ' ^ ***** * COn(fifions ' maIi9nant epitnefia! tumofS ' P™ 31 ? ^Hgnant mesenchymal tumors, tumors of the 

^ IUn ° C S^ Sm ^^^ n L CarC ^ rna (°_ at °® cardnoma )> noiM:maD «*» carctrmmas (ag,, squamous cefl carcirioma adenocarcinoma targe cell lung cardnoma carcinoid, 
granulomatous), fibrosis (Idiopathic pulmonary fibrosis, hypersensitivity prieurnonitis.interstjrjal pneumonitis, nonspecific idiopathic pneumonitis), chrorucobst^^ 
disease (e.g„ emphysema chronic bronchitis), asthma bronchiectasis, esophageal cancer H ' 

ovary: ovarian cardnoma (ag, epilhelial (serous tumors, mucinous tirmors, encctnetriord tumors), germ cefl (e.g., teratomas, cncroxsmaromas, potyembryomas embryomal 
40 caSSa \e£^m dysgenninonia * So^adoblastoma), stromal carcinomas (ag. granulosa! stromal ceD tumors)), fallopian tube carcinoma, peritoneal 

pancreas: adenocarcinoma ductal adenocarcinoma mucinous cyst adenocarcinoma acinar cell carcinoma unclassified large cell carcinoma small ceD carcinoma 

parK^oblastorna duc^ctafic mudrvhvpersecreting tumor, mucinous cyst adenoma papillary cystic neoplasm, serous cyst adenoma diabetes mofifia chronic pancreatitis 
prottepiWneoplm {ag., aoenocarcmoma small cell tumors, transitional ceD carcinoma cardnoma in situ, and basal cell carcinoma), carcinosarcoma nmrtMl 
45 pnSfjT mesenchymal and lymphoma), germ cefl tumors, prostatic htraepimetial neopiasta (PIN), hormone independent prostate cancer, benign prostate hyperplasia 

sHnftnelancma: metenorna lentigo (common benign localized hyperplasia of melanocytes). nevoceNar nevi (congenital or acquired neoplasm of mdariocytes), actinic keratosis 
(o\rerajicwth of outer layers of skm), basal cell carcinoma Merkel cell cardnoma benign fibrous histiocytoma (dermal neoplasms of fibroblasts and histiocytes). 
demialofib|OCTroma protuberans (wefl dlerenfiated fibrosarcoma of the skin), xanthomas {tumor-tike collections of foamy histiocytes wilhin the dermis), dermal vascular 

5 A Z^l^ w ^ < te ™S n i tu ™ r ). acanthosis riigncans (benign or mafignant hyperplasia and hyperpigmentafion of skin), and so^arnous cefl carcinomas of the skin. 

JU tung, cervix, esophagus, uteres, head, neck, or bladder 

soft fissue soft Qssue tumors (ag., fibrosarcoma Itposarcoma leiomyosarcoma histiocytoma fibrohistjocyOc sarcoma) smooth muscfe tumors (ag., mabdomyoma, 

n^bdomyosarcc^)^tiimors of the blood and lymph vessels (ag. angiosarcoma lymrjhanglosarcoma Kaposi's sarcoma), perivascular tumors (ag., glomus tumors, 
nemangoperrcytoma), synovial tumors (e.g., mesothelioma), neural tumors (e*. neurofibroma neurofibrosarcoma malignant peripheral nerve sheath tumors, granular cefl 

S 5 ZHSH- P Iexosarooma - gangtioneuroblastoma neurcepimefioma extraskeletal Ewinp/s sarcoma schwannoma neuroma gangfwneuroma). paraoangCorna, extraskeletal 

tomfateoten sarcona chondrosarcorna * osteosarcoma), pturipotenfiat mesenchymal tumors. epitheHod sarcomas, rhabdoid tumors, desmoplastjc smal cefl 

stomach: adenocarcinoma squamous cefl carcinoma adenoacarrthorna cardnoid, lewmyosarcoma gastrirJs (chronic atrophic, R pylori associated), hyperplastic potyps, Rpoma 

tetomycma esophageal adenocarcinomas r 
60 ^^^^.^ T^g senTinomas, embryonal carcinornas, teratomas, choriorardnomas. yolk sac tumors), sex chord stroma) tumors (including Leydig cell tumors, 

^r^T* ^l? 3 "^?^ ^ SOnadd s**™* etement3 aonadoblastomas), adnexal and paratesfJcular tumors (e.g., mesotheHomaasoft 

tissue sarcomas, and adnexa! of the rete testes), miscenaneous neoplasms finduding carcinoid, lymphoma and cysts) 
uterus: epithelial tumors (e.g., endometrioid, papillary endometrioid, papillary serous, dear eel, rnucinous). mesenchymal tumors (eg, endometrial stromal sarcoma 

fswnyosarcoma nonspecific sarcomas), mixed tumors (eg., malignant mixed multerian tumors, adenosaraoma) 

65 

7 0 I^S 7 ? 76 5:^ 79B fel aocessbn numbere fa ^ ^9 UnigenetDTs for Tables 2Ar72A. 76A. and 79A. respectively. For each probeset Is listed gene duster number 
tram which cfigOTUcteofides were designed Gene dusters were compiled using sequences derived from Genbank ESTs end mRNAs. These sequences were dustered based on 
^SrfcS 9 ^ AIl9nmEnt Tods ( DoubleTwa . Oakland California). Genbank accession numbers for sequences comprising each chrsSSedm^ 

7 c TaUe ? 2C-72C, 76C, and 79C Est genomic positioning for Pkeys lacking Unlgene ID'S and accession numbers in Tables 2A-72A, 75A, and 79A, respectjvehr For each predicted 
exon rs Hsted genomic sequence source used for prediction. Nucleotide locations of each predicted exon are atso listed. 

Table 2A, Disease IrxCcaCons and Prefemed Utilities for Selected Genes 
80 Tab *e 2A provides prefemsj disease indicaSons and preferred ufiSHes for about 413 selected genes. These genes were Identified using Eos/Affymetrix Genechip arrays. 



Ptey: Unique Eos probeset tdengfier number 

ExAccn: Exemplar Accesskm number 
UnigenelD: Unigene ID number 
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Unigene Tills: Unigene gene title 

Disease: preferred diseases indicated for selected gene as described in table 1 and abbreviated as follows: btad {bladder diseases), angio (Wood vessel diseases), EWS 
{bone diseases), gBo (brain diseases), breast (breast diseases), cerv (cervical diseases), colon (colorectal diseases), esoph (esophageal diseases), fibro (fibrosis 
diseases), headnk (head & neck diseases), teio (leiomyoma cfiseasesj, teuk (leukocyte diseases), hepC (Rver diseases), lung (lung diseases), ovar (ovarian 
diseases), endo (ovarian endometrioid diseases), omuc (ovarian mucinous diseases), pane (pancreatic diseases), pros (prostate diseases), renal (renal diseases), 
sarc (soft tissue and bone diseases), mela (skin diseases), stom (stomach diseases), lest ( testicular diseases), uter (uterine diseases) 

Utility: preferred utilities for selected gene as described in the text and abbreviated as follows: CTL (DNA vaccine targeQ, diag (diagnostic or prognostic target), mAb 

(monoclonal antibody target), sjtl (small molecule target) 

Pkey; ExAccn; UnigenelD; Unigene Title; Disease; Utility 

102892; BE440042; Hs.83326; matrix metaCcproteinase 3 (st; headnk; mAtwfiag+s.m. 

104865; T79340; Hs.22575; B-cefl CLUryrnphoma 6, member ; angio; CTL 

104978; AI199268; Hs.19322; Homo sapiens, Similar to R1KEN; colon, lung, pros, Wad, stom; CTL 

109424; NMJ505329; Hs.85962; hyaluronan synthase 3; Wad, King; mAtns.ra 

110765; AK000322; Hs.18457; hypothetical protein FU20315; colon, pros, stom. uter; mAb+dlag 

110906; AA035211; Hs.17404; SOX7 SRY (sex determining regi; angio. Wad; CTL 

115522; BE614387; Hs.333893; c-Myc target JP01; colon, lung, blad, pane; OTL 

1 16176; AA311152; Hs^8B708; hypothetical protein FU21562; colon; CTL 

118595; AK000465;Hs.50081; KIM1199protern;<»!oatung;oT3g 

123049; BE047680; Hs.21 1869; cfickkopf (Xenopus laevis) homo; EWS; mAb+diag 

131486; F06972; Hs.27372; endothefial tyrosine kinase (E; angio; CTL+sja 

133370; AF245505; Hs.72157; AdBcan; breast, rung, pane; diag 

310016; AW449612; Hs.152475; ESTs; coton; CTL 

322303; AI357412; Hs.157601; ESTs; coton, pros, fibro, breast; CTL*diag 

400289; X07820; Hs.2258; matrix metafloproteinase 10 (s; angio, Wad, rung, cerv, ovar, headnk, esoph; mAb*diag*s.m. 
400297; AI127076; Hs.288381; hypothetical protein DKFZp5640; breast, Wad, colon, pros; mAb 
400303; AA242758; Hs.79135; UV-1 protein, estrogen reguJa; breast, ovar, pros, stom, uter, Wad, rung, headnk; mAb 
400843; ;; NMJ)W1()5^Horno sapiens scrfjl; Wad; sjtl 

402075; ; ; ENSPfJO000251056*:Plasma membra; Wad, lung, headnk, cerv, mela, esoph; mAb^ag 

402901; ;; NM_02520tf:Homo sapiens hypoth; Wad ; CTL 

404287; ; ; FGENESH predicted novel CUBkJo; pane, rung, colon, uter, esoph; mAb+sja 

404682; ; ; orthotog of mouse porydomam p; pane; diag 

404875; ; ; NrVL022819*:Homo sapiens phosph; Wad; CTl+s.m 

404977; ; ; Insufirvfite growth factor 2 0 blad, ovar, sarc; mAtwfiag 

405033; ; ; C1002652*gT|544327Jsp|Q0479g|; Wad; sjn 

406400; ; ; kaflikrein 8 (neuropsin/ovasfn; ovar, uter; diag 

406964; M21305; ; FCENES predicted novel secrete; angio, Wad, faro, sarc; diag 

407603; AW955705; Hs.62604; Homo sapiens, clone IMAG&4299; gCo, blad; CTL 

407792; AI07771 5; Hs.39384; putative secreted Bgand homol; ovar, uter, cerv, pane; mAb+diag 

40781 1; AW1S0902; Hs.40098; cysteine knot superfamDy 1, B; Wad, pane, stom, uter, lung, esoph; diag 

407836; T79340; Hs^2575; B-cefl OLAymphcma 6. member ; angio; CTL 

407975; X89426; Hs.41716; endothelial cell-specific mole; angio, renal; diag 

408243; Y00787; Hs.624; rnterteukin 8; Wad, stom, headnk, cerv. lung, angio, esoph, pane; (flag 

408367; AK001178; Hs.44424; Homo sapiens orphan neurotrans; i mela; mAb*sm 

408369; R38438; Hs.118747; SLC15A2 Solute carrier family ; pros, rung, fibro, uter, gEo, cerv, ovar; mAb 

408380; AF123050; Hs.44532; diubrquitrn; king. Wad. headnk. pane, stom, fibro, esoph, mela; CTL 

408482; NMJM0676; Hs.45743; adenosine A2b receptor, rung, esoph, headnk, cdon; mAb+s.m. 

408562; A1436323; Hs.31 141; roundabout (axon guidance rece; uter, fibro. sarc; mAb+sm 

408790; AW58Q227; Hs.47860; neurotrophic tyrostne kinase, ; tung; mAb+sjTL 

408908; BE296227; Hs.250822; serine/threonine kinase 15; btad, lung, headnk, 6tom,colon; s.m 

409041; AB033025; rfe.50081; Hypothetical protein. XP.05186; uter, ovar, lung, colon, stom, headnk, breast, pane; CTL-Kfeg 

409079; W87707; Hsi2065; interleukin 6 signal transduce; breast, pros; mAb*s.m. 

409103; AF251237; Hs.1 12208; XAGE-1 protein; tung; CTL 

409178; BE393948; Hs.50915; kaUDcretn 5; ovar, breast, mela; dag 

409220; BE243323; Hs£1233; tumor necrosis factor receptor; angio, renal, coton, stom; mAb^m. 

409420; Z 15008; Hs£4451; laminin, gamma 2 (nicein (100k; tung, headnk, pane, stom. cerv, esoph, Wad; dag 

409632; W74001; Hs.55279; serine (or cysteine) proteinas; king, Wad, headnk; diag 

409563; AI743750; HS.9B306; KIAA1B62 protein; renal; CTL 

409757; NM.001898; Hs. 123114; cystafin SN; pane, stom, lung, Wad; diag 

409889; AW630041; Hs.55937; suppression of turnorigeniclty ; colon, ovar, pros; mAb+sm 

409893; AW247090; Hs«57101; mmicfiromosome maintenance def; tung, cerv, btad, test, esoph; CTL^m 

409956; AW103364; Hs.727; bihiWn, beta A (activin A, ac; breast, pane, ovar, colon, headnk, lung, blad, esoph; diag 

410001; AB041036; rk57771; kaffikrein 11; ovar, pros, uter, cerv, tung ; diag 

410055; AJ250B39; Hs,58241 ; gene for sennefflirecnine prot renal; sjtl 

410153; BE311926; Hs.15830; hypothetical protein FU 12691; renat,Wad; CTL 

410274; AA381B07; Hs.336402; trypoxla-mducible protein 2; lung, renal; CTL 

410309; BE043077; H^278153; alprj3.2,8^lafyttransferase II; pane; sjtl 

410407; X66839; Hsj63287; carbonic anhydrase IX; renal, lung, coton, stem, ovar, uter, btad, sarc; mAb*s.m. 

410418; 031382; Hs.63325; transmembrane protease, serine; colon, brad, tung, ovar, pane, headnk; mAb-Kftag+sm 

41 1274; NM_002776; Hs.69423; kaffikrein 10; coton, ovar, uter. cerv, headk, pane; diag 

41 141 1; AA345241; Hs.55950; ESTs, Weakly simflar to WAA13; renal; mAb+sjiL 

41 1773; NM_006799; Hs,72026; protease, serine. 21 (testisin; ovar; diag 

41 1 975; AI916058; Hs.144583; 3'UTR of: dead ringer (Drosoph; test, colon; CTL 

412078; X69699; Hs73149; paired box gene 8; ovar, CTL 

412140; AA219691; Hs. 73625; RAB6 interacting, kinesm-Cke; lung. Wad, headnk, breast ovar, pane, angio, test mela; sjtl 

412314; AA825247; Hs.356084; G protein-coupled receptor 27 ; ovar, uter, test; mAb+sjn. 

412609; Z48804; Hs74124;ccular atomism 1 (Netfieship-; mela; sm 

412628; Al972402;Hs305051;hypofoet^ 

412709; AL022327; Hs.74518; KIAADQ27 protein; gCo, sarc; mAb+sm 

412719; AW016610; Hs.816; ESTs; hmg, headnk, Wad. g!io, cerv. sarc; sm 

412959; 087458; Hs.75090; WAA0282 protein; gfo; CTL+sjtl 

41 3048; M93221; Hs.75182; mannose receptor, C type 1; fibro, pane; mAb 
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41 3063; AUB5737; HsJ51 84; chiGnase 3-fike 1 (cartilage ; gBo. ovar, Wad. lung ; diag 

413278; BE5S3085; Hs.833; interferon-sfimutated protein,; pane lung. Wad, breast, cerv, ovar, headnk, esoph, mela; CTl+sm 

413324; V00571; Hs.75294; corticotropin releasing hormon; blad; diag 

413385; M34455; Hs.840; indoleamlne-pyrrole 2,3 dioxyg; Wad, lung, mela, fibro, uter, sarc; s.m. 

413554; AA319146; Hs.75426; secretogranin II (chronogranin; pane, gQo; diag 

413719; BE439580; Hs.75498; small inducible cytokine subfa; leuk, pane, lung, headnk. cerv. colon, uter, stom, esoph; diag 

414555; N98569; Hs.76422; phosphofipase A2, group DA (p; pros; s.m. 

414577; A1056548; Hs.378938; hypolheScal protein FU20992 ; angio; CTbufiag 

414774; X02419, Hs.77274; plasminogen activator, urokina; hing, Wad, headnk, pane, stom, ovar, esoph; diag 

414812; X72755; Hs.77367; monokine induced by gamma into; breast, blad, lung, fibro, pane, colon, headnk. cerv, stom, renal ovar, test, mela, esoph; diag 

414883; AA926960; Hs. 348659; COC28 protein kinase 1; lung, ovar, stom, coton, cerv, headnk. test sjr 

414907; X90725; Hs.77597; polo (DrosophiaHike kinase; Wad. lung, ovar. test sm 

41 4991; C1 789B; ; Homo sapiens up-regulated by B; fibro, lung; mAtwfiag 

415138; CI 8356; Hs.295944; tissue factor pathway inhibho; angio, pane, stom, lung, uter; CTL-nfiag 

415539; AI733881; Hs.72472; NAME OMTTTED ... receptor kinase; breast mAb+sm 

41 5668; AW957684; Hs. 30681 4; Homo sapiens rysyl oxidase-fflc. mala; diag 

415669; KM-005025; Hs.78589; serine (or cysteine) protetnas; lung; mAb+dao+sjn. 

415817; U88967; Hs.78867; protein tyrosine phosphatase, ; king, gSo. headnk, cerv, mela, esoph, fibre; mAtHS.m. 

415929; AA724373; Hs.304950; Homo sapiens mucoEpin-3 (MCOU mete; mAb 

416091 ; AF295370; Hs.283082; defensin. beta 3; headnk, esoph, mela; CTUdiag 

416209; AA236776; Hs.79078; MAD2 (mitotic arrest deficient lung, headnk, colon, uter, stem; CTUs.m. 

416250; AA5B13B6; his. 734 52; Kremen 2; esoph, lung, cerv, ovar; mAb+s,m. 

416530; U62801; Hs.79361; kalkreln 6 (neurosin, zyme); ovar, uter; diag 

416636; N32536; Hs.42645; solute carrier family 16 (mono; breast pane, uter, mela; mAb+s.m. 

416658; U03272; Hs.79432; fibrillin 2 (congenital contra; lung, ovar. uter, blad, angio, test Bare; diag 

416836; D54745; Hs.80247; chctecystoWnin; pros, EWS, gBo ; diag 

416857; AA188775; Hs.292453; FGENESH predicted TM containin; gfio; mAb+sm 

416965; N26223; Hs.160436; MDAC1; fibro, ovar, uter, mAb 

417034; NM.006183; Hs.8Q962; neurotensin; lung, headnk. cerv; diag 

417079; U65590; Hs.81 134; interteukin 1 receptor antagon; Wad, lung, headnk, cerv, esoph; diag 

417166; AA431323; Hs.42146; Paired box protein Pax-3; mela, sax; CTL 

417389; BE260964; Hs. 82045; mWkine (neurite g^vth-promot ovar, lung, blad, uter, cerv, pane, stom, mela, test colon, sarc; mAb+diag 

417433; BE270266; Hs.82128; 5T4 oncofetal trophoMast glyc; pane, breast Wad, lung, headnk, cerv, uter, ovar, stom, renal; mAb 

417771; AA804698; Hs. 82547; reGnoic acid receptor respond; blad. cerv, pane, pros, ovar; mAb 

417866; AW067903; Hs.82772; collagen, type XI, alpha 1; lung, pane, breast ovar, headnk, stom. sarc; CTL 

417931; W95642; Hs.82961; trefoil factor 3 (intestinal); ovar, pane. stom. coton, uter, pros; diag 

417933; X02308; Hs-82962; thymtdylate synthetase; Wad, hing, angio, colon, pane, esoph; sm 

416007; M13509; Hs.83169; matrix metalloprotetnase 1 fin; lung, Wad, fibro, headnk, pane, stom, colon, ovar. esoph, mela; mAb+diag+s.m. 

418030; BE207573; Hs.83321; neuromedin B; gfo, pane; diag 

418064; BE387287; Hs.83384; S100 caldumbinding protein. ; mela; diag 

418281; U09550; Hs.1154; oviductal glycoprotein 1, 120k; uter, ovar; CTL-Kfcg 

416478; U38945; Hs.1 174; eyefin-dependent kinase fnhibi; lung, Wad, ovar, headnk, pane, cerv, mela, sarc; sjtl 

41 8506; AA084248; Hs. 372651; Unknown protein for MGC29643 ; angio, ovar, gBo, uter, lung, Wad, pane, mela, sarc; mAb+dlag 

418526; BE01 9020; Hs.85838; solute carrier family 16 (mono; lung, Wad, renal, pane, stom, colon, ovar. mAb+s.m. 

41 8558; AW082266; Hs.88 1 31 ; Fas 0"NFRSF6)-associated via &, esoph, headnk; s.m 

418678; NM.001327; Hs. 87225; cancer/tesfis antigen (NY-ESO-; rung, Wad, stom, ovar. pane, esoph, cerv, sarc; CTL 

418738; AW388633; Hs.6682; solute carrier family 7, {cafi; angio, hing, ovar, blad, coton, stom, pane, uter, leuk; mAb+sjn. 

418830; BE513731; Hs.348874; hypothefical protein MGC4816; lung; CTL 

418867; D31771; Hs.89404; msh (Drosophaa) homeo box horn; blad; sjn. 

418870; AF147204; Hs.89414; chemoktne (OX-C motif), recep; leuk. ovar, breast Wad. renal; mAb+sm 

419080; AW150835; Hs.18878; hypothetical protein FU21620; renal, lower uter, lung; CTL 

4191 21; AA374372; Hs.89626; parathyroid hormone-like hormo; lung, esoph, headnk, Wad; diag 

419171; NMJU2846; Hs.89655; protein tyrosine phosphatase, ; lung; mAtHsm 

419172;AW338625;Hs^2026;ESTs; similar to TRANSMEMBRAN; angio, renal; mAb+sm 

4191835 U60669; Hs.89663; cytochrome P450, subfamily XXt blad. lung, headnk, pane; CTL*sjr 

41921 6; AU076718; Hs. 164021; small inducible cytokine subfa; pane, lung, stom, cerv, pros, headnk. esoph; diag 

419235; AW470411; Hs.288433; neurotrimin; pane, ©to, headnk. lung; mAb+<fiag 

41 9452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ovar, pros, lung, breast uter, test pane, stom, sarc; rnAb+sm 

41 9508; AW997938; Hs.90786; ATP-Wndlng cassette, sub-famr; gBo, omuc, stom, lung, pane, coton, renat uter mAb+sjn. 

419556; U29615; Hs.91093; chifinase 1 (chitotrtosidase); lung, fibro, test mAb+diag 

419704; AA429104; Hs.45057; ESTs; gSo; CTL*sm 

419723; AL1 20193; Hs.339810; longevity assurance (LAG1, S. ; gSo; mAb+diag 

419741; NM.007019; Hs. 93002; irbiquffin earner protein E2-C; Wad, lung, colon, ovar, test esoph, mela, sarc; CTL+s.m. 

419833; AA251131; Hs.220697; Homo sapiens tr^topranyHRNA; too, stom, Wad, esoph, uter. (flag 

420159; A1572490; Hs.99785; Homo sapiens cONA: FU21245 fi; Wad. stom; mAb 

420162; BE378432; Hs.95577; cyc^er^ndent kinase 4; lung, mela sarc; s.m. 

420370; Y13645; Hs.97234; uropfakin % Wad; mAb 

42044% NMJXJ2407; Hs.97644; rnammagtobin Z ovar, uter, cerv; diag 

420602; AF060877; Hs.99236; regulator of G-protein signal headnk, gBo, cerv, mela; CTL-»s.m. 

420610; AI583183; Hs.99348; dfeteHess homeo box 5; uter. enoo. lung; CTL 

420737; L08096; Hs.99899; CO70 ; tumor necrosis factor ; renat mAb+sm 

420876; AA918425; Hs.177744; F6ENES predicted novel protein; pane. Wad; sm. 

421066; AU076725; Hs.101408; branched chain airunotransferas; Wad, hing; CTL-»sm 

421 1 10; AJ250717; Hs.1355; cathepsin E; Wad, pane, stom, lung, fibro, ovar. esoph; sm+diag 

421340; F07783; Hs.1369; decay acceterafing factor tor ; angto, pane, stom; diag 

421379; Y15221; Hs.1 03982; smaQ induciWe cytokine subfa; breast pane, headnk, lung, stem. Wad, cerv, coton, leuk, fibro, test mete, esoph; diag 
421471; U90545; Hs.327179; solute carrier famuy 17 (socft renat mAb+sm 
421474; U76362; Hs. 104637; solute carrier family 1 (ghrta; lung; mAb+sm 
421524; AA31 2082; Hs.105445; (3)NF family receptor alpha 1; breast mAb*sjn. 

421552; AF026692; Hs.1 05700; secreted fiizzled^elated prot breast ovar, pane, cerv, uter, pros, lung, stom. headnk; diag • 

421563; NM.006433; Hs.1 05806; granulysin; fibre; cfiag 

421574; AJ000152; Hs.105924; defensin, beta 2; headnk, lung; CTL^fiag 

421582; AI910275; Hs.350470; trefoil factor 1 (breast cance; breast pane, hmg. omuc; diag 
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421659; NMJJ14459; Hs.106511; protocadherin 17; fibro: mAb 

421753; BE314828; Hs.107911; ATP-binding cassette, sub-fami; lung; mAb+sm 

421817; AF146074; Hs.108660; ATP-binamg cassette, sub-fami; lung, ceiv, headnk, blad; mAb+sm 

421829; AB018330; Ks.108708; caldumteatmodulin-dependent p; pros; sm 

422048; MM^0 12445; Hs. 288 126; spondin 2, extracellular main; pane. pros, sarc; diag 

422083; NM_001141; Hs.1 11256; arachidonate IWipoxygenase, ; pros; sm 

422109; S73265; Hs.1473; gastrin -releasing peptide; pane, rung, colon, fibro; diag 

422158; L10343; Hs.112341; protease inhfoitor 3, skin-den headnk, blad. lung, cerv, stem, esoph; diag 

422192; AA305159; Hs.113019; fls485; meta; sm 

422260; AA31 5993; Hs. 105484; regenerating gene type IV: colon, omuc stom, pane; mAb+diag 
422282; AF019225; Hs.1 14309; apoGpoprotein U blad. lung, headnk, renal; diag 
422283; AW41 1307; Hs.114311; COC45 (cell aTvision cycle 45,; lung. Wad. lest cerv, headnk. esoph; sm 
422330; D30783; Hs.1 15263; epireguGn; pane, colon, blad; rnAb+diag 

422397; AJ223366; Hs.1 16051; MYEOV Myeloma overexpressed ge; pane, stom, colon, esoph, renal, Wad; CTL+sm 

422424; A11 86431; Hs.29S638; prostate differenfiafion facto; blad, pane, pros, angto, colon, stom, lung, mela; diag 

422578; AF239666; Hs. 1 545; caudal type homeo box transcri; colon; CTL 

422627; BE336857; Hs.1 18787; transforming growth factor, be; colon, renal, sarc; mAb+diag 

422765; AW409701; Hs.1 578; bacubviral IAP repeat-contain; lung, Had; sm 

422809; AK001379; Hs.121028; hypothefJcal protein FU 10549; blad, cer, lung, uter. angjo, stom, test; s.m. 

422867; L32137; Hs.1584; cartilage ofigomeric matrix on breast, ovar, pros, pane, lung, colon, uter, sarc; diag 

422956; BE545072; Hs.122579; ECT2 protein (Epilhefiaicell ; ovar, Wad, pane, lung, headnk, cokm^tom; CTL+sm 

423161; AL049227; Hs.1 24776; downstream of cadherin 6 (by 3; renal, ovar, Wad; mAb+sm 

423184; NMJXM428; Hs.1624; ephrin-A1; pros, pane, renal.coton; mAb+sm 

423242; AL039402; Hs.1 25783; DEME-6 protein; breast, renal, ovar, pros, colon; CTL 

423508; AW604297; Hs.1 29711; hepatitis A vans cellular rec; renal, colon; mAb 

423583; AL122055; Hs.1 29836; KIAA1028 protein; pros; sm 

423634; AW959908; Hs.1 590; heparhvbinding growth factor ; lung, blad. headnk. pane; diag 

423673; BE0Q3Q54; Hs.1 695; matrix metaHoproteinase 12 (m; blad. lung, headnk, ovar, pane, colon, stom. uter, cerv, esoph, test mAb+dlag+sm 
423936; U77629; Hs.1 35639; achaele-scute complex (Orasoplr, colon, stom, ovar; CTL 

423961; D13666; Hs.136348; periostin (OSF-2os); breast, colon, blad, tung, fibro. pane, headnk. ovar. meta, sarc; mAb+diag 

424008; R02740; Hs.1 37555; putative chemokine recepton G; blad, headnk. stom, cerv. esoph; mAb+sm. 

424046; AF027866; Hs.1 38202; serine (or cysteine) proteinas; headnk, lung, cerv, diag 

424321; W74048; Hs.1765; rymphocyte-srjecific protein ty; mela, fibro; sm 

424381; AA285249; Hs.146329; protein kinase Chk2 (CHEK2); lung, colon, test; sm 

42441 1; NM_005209; Hs.146549; crystallin. beta A2; pane, sarc; sm 

424502; AF242388; Hs.149585; lengsin; lung; sm 

424503; NM_002205; Hs.1 49609; integrin. alpha 5 (fibronectm; pane, pros.angio, Wad, hmg; mAb+sm 
424620; AA101043; Hs.151254; katein 7 (chymotrypfic, st ovan diag 

424687; J05070; Hs.151738; matrix metatoprotelnase 9 (ge; headnk, pane, lung, blad, uter, cerv, colon, stom, test, meta, sarc; diag 

424735; U31875; Hs.272499; shortchain alcohol dehydrogen; blad, breast CTL+sm 

424825; AF207069; Hs.1 53357; procollagen-lysine, 2-oxogruta; meta; CTL+sm 

424S05; NMJJ02497; Hs.153704; MIMA (never in mitosis gene a); ovar, Wad. lung, headnk, pane, stom; sm 

424917; AI636208; Hs.96901 ; hypothetical protein FU23049; fibro, uter, ovar, CTL 

424943; AU077260; Hs,153924; death-associated protein kinas; fibro; sm 

425009; X58288; Hs.1 541 51; protein tyrosine phosphatase, ; renal, fibro; mAb+sm 

425071; NMJH3989; Hs.154424; deiodmase, kxiothyrortlne, typ; pros, colon, stom, uter, cerv, headnk, esoph, pane; diag 
4251 15; R44664; Hs.123956; downstream ct G protein-coup; gfio; mAb+sm 

425247; Nty_005940; Hs.155324; matrix metatloproteinase 1 1 (s; breast, ovar, lung, colon, pane, headnk. stom, uter, cerv, blad, esoph, sarc; mAb+dlag+sm 
425263; NM_001 197; Hs.155419; BCl2-tnteracting kflter(apopt pros;sm 
425322; U6363Q; Hs.1 55637; protein kinase, DNA-acbvated,; rung, headnk; sm 
425535; AB007937; Hs.1 582 87; syndecan 3; meta, gto; mAb+sm 

425650; NM.001944; Hs.1925; desmoglein 3 (pemphigus vulgar; hmg, headnk, cerv, esoph, blad; mAb 
425721; AC002115; Hs.159309; uroplaWn 1A; Wad; mAb 

425723; NMJJ1442Q; Hs.1 5931 1 ; dickkopf (Xenopus laevis) homo; endo, uter, cdon; CTL+diag 

425734; AF056209; Hs,1 59398; pepfidylgrycme alr)ha-arnfcJalin; hmg; sm 

425776; U25128; Hs.1 59499; parathyroid hormone receptor 2; ovar, uter, lung; mAb+diag 

425842; A1587490; Hs.1 59623; NK-2 (Drosophila) homolog B; pane, gQo; sm 

425852; AK001504; Hs.159551; death receptor 6, TNF superfam; Wad. lung, headnk; mAb+sm 

425883; AL137708; Hs.161031; Homo sapiens mRNA; cONA DKFZp4; Wad. pane; mAb 

425998; AU076629; Hs.1 65950; fibroblast growth factor recep; renat mAb+sm 

426028; NM.001 110; Hs.172028; a disintegrin and melafloprote; Wad; mAb+diag 

42621 5; AW963419; Hs.1 55223; stanniocafcrn Z breast, hmg, renal, colon, ovar, uter; mAb+diag 

426227; U67058; Hs.1 54 23 9; Human proteinase activated rec; pane, lung, colon, esoph, stom; mAb+sm 

426322; J05068; Hs.2012; transcobalamin 1 (vitamin B1 2 ; pane, blad, stom; diag 

426344; H41821; Hs.322489; transcriptional activator oft gfo; CU+sm 

426427; M88699; Hs.1 69840; TTK protein kinase; ovar, lung, headnk, cerv, cofon, uter, stom, test CTL+s.m. 
426451; AI908165; Hs.169946; GATA-Wnding protein 3 (T-ceD; blad, breast sm 
426514; BE616633; Hs. 170195; bone morphogenetic protein 7 (; ovar, colon. Wad, lung, cerv; mAb+diag 
426600; NMJJ03378; Hs. 171 014; VGF nerve growth factor Induct mela. sarc; diag 

426761; AI015709; Hs.1 72089; PORIMIN Pro-oncosfe receptor t lung, esoph, pros, uter, pane, colon, ovar, headnk; mAb+s.m. 

42681 Z AF105365; Hs. 172613; solute earner family 12 (pota; renal; mAb+sm 

42689 ft AA3931 67; Hs.41294; ESTs; renal, colon, ovar, uter. stom; CTL 

427239; BE270447; Hs.356512; ubtqinQn carrier protein; rung, Wad, test, mela, sarc; CTL+sm 

427335; AA448542; Hs.278444; G anfigen 7B; lung, headnk. Wad, mela, esoph, sarc; CTL 

427343; A! 880044; Hs.1 76977; protem kinase C binding prote; giro; CTL+sm 

427722; AK000123; Hs.180479; hypothetical protein RJ201 16; colon, stom, pane; CTL 

427747; AW41 1425; Hs.1 80655; serineflhreonine kinase 12; Wad, lung, ovar, stom, test esoph, sarc; sm 

427923; AW274357; Hs^01405; FGENESH predicted 11 TM protet mela; mAb 

427969; NMJXH963; Hs^230; eptdermal growth factor (beta-; pane; mAb+diag 

428093; AW594505; Hs.1 04830; ESTs; ovar, pane; CTL 

428179; AM 27772; Hs.380877; serumJ^ucccorticcid regulated; breast sm 

4281 87; AI687303; Hs^85529; G protein-coupled receptor 49; ovar, uter, colon, stom; mAb+sm 

428242; H55709; Hs.2250; leukemia inhibitory factor (ch; ovar, pane, teuk, lung; diag 
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428296; NM_00305B; Hs.1 33572; solute carrier family 22 (orga; renal; mAb+sm 

428330; L22524; Hs.2256; matrix metaltoprotemase 7 (ma; uter, ovar, fibro, pros, pane lung, btad, headnk, esoph, mala; mAb+diag+sm 

428368; BE440042; Hs.83326; matrix metalloproteinase 3 (st headnk. stom, esoph, colon; cGag 

428392; H10233; Hs.2265; secretory granule, neuroendocr; pane; Sag 

428450; NMJM4791; Hs.184339; K1M0175 gene product ovar, cerv, pane rung, blad, meta; sm 

428479; Y00272; Hs.334562; cefl division cycle 2, G1 to S; lung, Wad, cofon, titer, ovar. s.m. 

428484; AF104032; Hs.1 84601; solute carrier family 7 (caGo; lung. Wad, headnk, cerv, esoph, glio. uter. stom, colon, mela; mAb+sm 

428486; AW583497; Hs.184604; pancreatic polypeptide; pane; drag 

428505; AL035461; Hs.2281; chromogran'm B (secretograrun ; pane, tung; diag 

428513; BE220806; Hs.1 84697; plexin CI; mela, pane, breast stom, headnk; mAb 

428579; NMJJ05756; Hs.184942; G protehveoupted receptor 64; ovar, EWS, uter; mAb+s.m 

428664; AK001 666; Hs.1 89095; similar to SALL1 (sal (Drosoph; btad. ovar , pros, lung, stom, test CTL+s.m 

428698; AA852773; Hs.334838; K1AA1866 protein; breast, colon, rung, pane. stom. headnk, ovar, EWS; mAb 

428748; AW593206; Hs.98785; Ksp37 protein; lung, sarc; flag 

428758; M433988; Hs.98502; CA125 anSgen; mucin 16; ovar, cerv. rung, pane, stom, renal; diag 
428778; AK000530; Hs.1 93326; fibroblast growth factor recep; ovar; mAb+sm 

428953; AA306610; Hs.348183; tumor necrosis factor receptor cerv, pane, colon, stom, headnk, renal; mAb+diag 
428959; AF120274; Hs.194689; artemin; lung, cerv; diag 

428970; BE276891; Hs.194691; retinoic acid induced 3 (RAIG; stom, pane, colon, ovar, fibro; mAb+s.m 
429149; AW 193360; Hs.197962; Homotog of mouse ADP-ribosylat; glio; mAb+s.m 

42921 1; AF052693; Hs.1 98249; gap junction protein, beta 5 (; rung, blad, headnk, cerv, esoph, stom, mela; mAb+s.ra 

429263; AA019004; Hs.198396; ATP-binding cassette, sub-fami; lung; mAb+sm 

429276; AF056085; Hs.1 98612; G protein-coupled receptor 51; angto. blad, glto; mAb+sm 

429353; AL1 17406; Hs.335891 ; ATP-Wndmg cassette transport; breast, pros ; mAb+sm 

429547; AW009165; Hs.99376; FGENESH predicted novel secret pane, headnk. tung, ovar; diag 

429610; AB024937; Hs^11092; LUNX protein; PLUNC (palate tu; lung, fibro; mAb+dlag 

429903; AL1 34197; Hs.93597; eyefm-dependent kinase 5, reg; lung, mela; sm 

429910; NMJW0867; Hs.2507; 54rydroxytryptamine (serotonin; leto; mAb+sm 

430147; R50704; Hs.234434; hairy/enhancer-of-split relate; glio; s.m. 

430178; AW449612; Hs.1 52475; 3VTR of: achaeie-scute compte; colon, stom. ovar, CTL 

430377; NM.001922; Hs.301865; dopachrorne tautomerase (dopach; mela; CR 

430413; AW842182; Hs.241392; small inducible cytokine A5 (R; fibro, esoph, mela; diag 

430486; BE062109; Hs.241551; chloride channel, calcium acfi; lung, btad, headnk, cerv, esoph; mAb+sm 

430822; AJ005371; Hs^48017; gryceraldehyde-iphosphate deh; mela, sarc, sm 

431 130; NTVL006103; Hs.2719; HE4; erjicMymis^pecifrc, whey; ovar, uter; diag 

431 462; AW583872; Ks.25631 1 ; grantn-fike neuroendocrine pep; pane, lung, gfio, test; diag 

431515; NNL.012152; Hs.258583; EDG-7 (endothelial different!; ovar, pros, lung, blad; mAb+s.m. 

431620; AA126109; Hs.264981; 2 , -S-oHgoadenytate synthetas; esoph, cerv; CTL+sm 

431629; AU077025; Hs.265827; interferon, alpha-tauribte pr; pane, uter. cerv, stom, esoph, mela; mAb+dlag 

431630; NM_002204; Hs^65829; Integrtn, alpha 3 (antigen CD4; ovar, pane, Wad, headnk, mela renal; mAb+sm 

431745; AW972448; Hs.1 63425; Novel FGENESH predicted cadhen fibro, ovar, uter; mAb 

431840; AA534908; Hs.2850; POU domain, class 5. transcrip; test, renal, btad; CR 

431846; BE019924; Hs.271580; uroplaHn 1B; lung, blad. headnk, uter, cerv, stom, ovar; mAb+<fiag 

431958; X63629; Hs.2877; cadherin 3, type 1, P-cadherin; lung, Wad. cerv, headnk, ovar, colon, pros, pane, breast, esoph, test, mela; mAb+cTag 

432101; A1918950; Hs.1 23542; EphA3; pros, pane, EWS sarc; s.m. 

432179; X75208; Hs^913; EphB3; ovar, colon; mAb+sm 

432198; AW300888; Hs.273230; hypothetical protein FLU 0830; renal; CTL 

432201; AI538613; Hs.298241; Transmembrane protease, serine; breast, colon, ovar, stom, pane, uter, cerv, rung ; mAb+diag+sm 
432579; AF043244; Hs.278439; nucleolar protein 3 (apeptosfe; renal; CTL 
432596; AJ224741; Hs.278461; matritin 3; pane, breast, sarc; drag 

432606; NM.002104; Hs.3066; granzyme K (serine protease, g; renat breast lung, stom, hepC, fibro, leuk; CTL 
432829; W60377; HsOT72; ESTs; blad: CTL+sm 

432874; W94322; Hs^79651 ; rnelancma rnhMory activity; pane, stom, mela, sarc; diag 

432990; AL036071; Hs.279899; tumor necrosis factor receptor; pros, renal; mAb+sm 

433001; AF217513; Ks.279905; done HQ0310 PRO031 0p1 ; colon, breast lung, blad, cerv, uter. test meta; s.m 

433447; U29195; Hs.3281; neuronal pentraxin D; mela, esoph. colon, renal; diag 

433848; AF09571 9; Hs53764; carboxypepfldase A4; headnk, esoph, lung; sjil 

433867; AK000596; Hs.3618; rupp)catetn-Gke 1; renat CTL 

434206; AW 136973; Hs.362915; ESTs, Weakly similar to S69890; colon, lung, stom; CTL+s.m. 
434276; AF1 23659; Hs.93605; leucine zipper, putative tumor; mela; s.m 
434293; NMJXM445; Hs.3796; EphB6; brad, pros; sm 

435013; H91923; Hs.110024; NMJ>20142:Homo sapiens NADltub; renat lung, sarc; CTL 

435472; AW972330; Hs. 283022; triggering receptor expressed ; gfio; mAb 

435505; AF200492; Hs.21 1 238; irrterleuWn-1 homotog 1; tung, headnk; (Sag 

436456; AW292677; Hs.248122; mrdanin-conceritrsfing hormone ; mela, glto; mAb+sm 

436480; AJ271643; Hs.87469; putative ackJ-senstng ton chan; glto; mAb+sm 

436481; AA379597; Hs.5199; HSPC150 protein similar to uW; lung, Wad, colon, ovar, uter, headnk, test s.m 

436576; A1458213; Hs.77542; ESTs; renat pane, headnk, rung; mAb+sm 

436603; AA628980; Hs.1 92371; down syndrome critical region ; blad, rung, sarc; CTL+sm 

43885; AF037335; Hs.5338; carbonic anhydrase XD; breast renat ovar, glio; mAb+sm 

436961; AW375974; Hs.156704; ESTs; lung, pane, renat uter, colon ; CTL 

435932; AB0 1 8305; Hs.5378; spondin 1, {f-spondin) extrace; ovar, fibro; diag 

437016; AU076916; Hs.5398; guanine rnonphosphate synthetas; hing. Wad, cerv, esoph, colon, headnk; sm 

437044; AL035864; Hs.69517; differenfiafly expressed in Fa; headnk, cerv, lung, blad, breast pros, ovar, stom, esoph; CTL 

437789; AI581344; Hs.1 278 12; ESTs, Weakly similar toT17330; lung; CTL 

437852; BE001836; Ks.256897; putative GPCR; blad, rung; mAb+sm 

438380; T06430; Hs.6194; chondroiOn sufete proteoglyc; g0o, mela; diag 

438549; BE386801; Hs.21858; trinucleotide repeat con tafoin; mela, sarc; CTL+diag 

439018; AW300887; Hs^6638; membrane-spanning 4-dornains, s; uter, stom, pros, fibro; mAb 

439223; AW238299; Hs3S061 8; UL16 binding protein 2; lung, headnk, cerv, esoph, leuk, blad, colon; mAb 

439477; W69313; Hs.58042; ESTs, Moderately similar to GF; rung; mAb+sm 

439569; AW602166; Hs.222399; CEGP1 protein; breast pros, Wad; diag 

439606; W79123; Hs^8561; G proteirvcoupled receptor 87; lung, Wad, headnk. cerv, esoph; mAb+sm 
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439738; BE246502; Hs.9598; sema domain, immunoglobulin do; blad, lung, cerv, renal; mAb+sm 

439979; AW60Q291; Hs.6823; hypothetical protein FU 10430; renal, cerv, pros, headnk, colon, test sarc; mAb 

440006; AK000517; Hs.6844; NALP2 protein; PYRIN-Containin; Had, ovar, lung, headnk, test sm 
- 440065; W03476; Hjl266331 ; Homo sapiens Fc receptor homot; mela; diag 
J 440304; BE159984; Hs. 125395; hepatitis A virus cellular rec; renal, colon, blad; mAb+sm 

440516; S42303; Hs.161; cadherin 2, type 1. Ncadherin; glio, ovar, uter, renal, hepC; mAb+diag 

440672; AF08381 1; Hs.7345; MA01 (mftofic arrest deficient mela; s.m. 

441362; BE614410; Hs.23044; RAD51 (S. cerevisiae) homolog ; hmg, blad, headnk, test, mela, esoph; sm 
442117; AW664964; Hs.128899; ESTs; hypothetical protein for; breast, lung, Wad. pane headnk, stom, ovar. pros, sarc; mAb+sm 
1 U 442133; AW8741 38; Hs.1 29017; ESTs; type la transmembrane p; ovar. uter; mAb 
442275; AW449467; Hs.54795; Homo sapiens secretogtobin, fa; fibro; diag 
442652; AI005163; Hs.201378; Homo sapiens cDNA FU40427 fis; fibro, ovar, uter, CTL 
443105; X96753; Hs.9004; chondroilin sulfate proteogryc; mela; mAb+diag 
443247; BE614387; Hs.333893; c-Myc target JP01; colon, tung. blad. pane; CTL 
ID 443324; R44013; Hs. 164225; ESTs; fibro; mAb+diag 

443426; AF098158; Hs.9329; chromosome 20 open reading fra; colon, lung, blad, stom, lest mete, sarc; CTL 
443595; AF1 6931 Z Hs.9613; PPAR(gamma) angiopoieiin relat renal; diag 
443646; A1085198; Hs.164226; Thrombospondin 1; angio, pane, uter; diag 
443859; NM_013409; Hs.9914; fbffistatin; lung, cerv, headnk, Had, esoph; diag 
ZU 443987; AW1631 23; Hs.10071; seven transmembrane protein TM; renal; mAb+s.m. 

444006; BE395085; Hs.334762; type I trartsmembrane protein F; pane, colon, lung, ovar, renal, esoph, mda, Wad, stom, cerv; mAb 
444090; S691 15; Hs.10306; natural killer cell group 7 se; fibro. renal, mela; diag 
444371; BE540274; Hs.239; forkhead box M1; lung, headnk, blad, glio. test, mela; sm 
O ^ -? 37131 h « K ! th8fical Wten BC014245; breast colon, blad. tung, pane, headnk. ovar, stom, uter, renal, angio. test mete, esoph, sarc; CTL+diag 

ZD 444488; AW1 92879; Hs.355660; ancient conserved domain prate; renal; mAb+sm 
444527; NM.005408; Hs.1 1383; small Inducible cytokine subfa; fibro, esoph; diag 
444781; NMJJ14400; Hs.1 1950; GPJ-anchored metastasis-associ; lung, blad, headnk, cerv; mAb+diag 

444783; AK001468; Hs.62180; anORn (Drosophfla Scraps horn; ovar, lung, blad. headnk, pane, cerv, stom, uter, colon, esoph; CTL+sm 
445417; AK00105B; Hs.1 2680; a disintegrfn-tfke and meiaHo; pane, headnk, stom, lung, esoph, sarc. colon; diag 
445537; AJ245671; Hs.1 2844; EGF-fike-domain, muIOpla 6; ovar, blad, uter, breast lung, headnk, renal, fibro, pane, cerv, sarc; mAb+diag 
445891; AW391342; Hs.1 99460; DPCR1 protein; stom, pane, esoph, omuc, esoph; mAb 
445895; D29954; Hs.13421; KIAA0056 protein; pros; CTL 
446051; BEO4B061; Hs.37054; eprrrirWtf, colon, breast mAb+diag 
446163; AA026880; Hs.25252; prolactin receptor; breast cerv, uter; mAb+sm 
446341; AL040763; Hs.310735; FGENESH prediction simaar to ; mela; mAb+sm 

446619; AU076643; Hs.313; secreted phesptoprotein 1 (est ovar, fibro, pane, headnk, lung, colon, brad, mela, esoph, uter, sarc; diag 

446650; AB01G625; Hs.1581 3; solute carrier femSy 22 (orga; renal; mAb+sm 

446921; AB0121 13; Hs.1 6530; smaD Inducible cytokine subfa; breast pane, headnk, lung, fibro. mela; diag 
A n 447033; AJ 3574 12; Hs.1 57601; Predicted gene: Eos cloned; se; colon, pros, fibro, breast ovar, rung, pane, sarc; CTL+diag 
W 447072; D61594; Hs.17279; ryrosytprotein sdfoiransferas; glio, pane; CTL+sm 

447131; NMJJ04585; Hs.17466; reflnofc acid receptor respond; renal, breast stom, hmg, mela, ovar; mAb+sm 

447208; BE315291; Hs^37971; hypotnetica] protein MGC5627; esoph, stom, colon; CTL+<fiag 

447269; NM_004861; Hs.17958; cerebroside {3 , -cnosphoadenyry; renal; CTL 

447342; AI199268; Hs.19322; Homo sapiens, Similar to RIKEN; colon, blad, pros, lung, stom, ovar; CTL 

447400; AK000322; Hs.18457; hypothet&l "protein FU20315; colon, pros, stom. uter; mAb+diag 

447674; BE270640; Hs.19192; eyefirvdependent kinase 2; mela; sm 

448243; AW369771; Hs^67688; Integrin, beta 8; ovar, uter, hmg. stom, headnk. glio, pane ; mAb+sm 
448610; NMJJ06157; Hs.21602; nel (cWdcenHike 1; mela. sarc; diag 
448733; NM_005629; Hs.187958; solute canter famfly 6 (neuro; lung, renal; mAb+sm 
DU 448844; A1581519; Hs.177164; FGENESH predicted novel cell s; pane, lung, stom, omuc; mAb+sm 
449032; AA045573; HsJ2900; nuctear factor (erythrokWeri; colon, test stom; CTL+sm 
449048; Z45051 ; Hs.22920; similar to S68401 (cattle) gru; pane, ovar, uter, gEo, headnk, lung, sarc; mAb 
449444; AW818436; Hs.351306; sotuto carrier family 16 (mono; renal, pane; mAb+sm 

449523; NMJW0579; Hs.54443; chemokine (C-C motif) receptor; lung, pane, rend, stom. hepC, fibro, leuk, mete; mAb+sm 
DO 449720;AA311152;Hs.2B87ra;riypotte^ 

449722; BE280074; Hs.23960; cycOn B1; headnk, blad, lung, pane, angio, test mete, esoph; sm 
450001 ; NMJJ01044; Hs.406; solute carrier famfly 6 (neuro; rend; mAb+sm 

450375; AA009547; Hs.352537; a distotegrin and metaBoprote; breast ovar, headnk, pane, tung, esoph, colon, sarc; mAb+diag+sm 
450531; AW301032; Hs.203800; (BC017500) Similar to hypothat colon; CTL 

450701; H39960; Hs.288467; hypothetical protein XP_098151; tung, headnk, pane, breast stom, ovar, esoph. colon, sarc; mAb+diag 
450726; AW204600; Hs.355462; HUMPSPBA Human pulmonary surfa; fibro, hmg; sm 
450931; N25156; Hs.25648; tumor necrosis factor receptor, rung, renal; mAb+sm 
450983; AA305384; Hs.25740; ER01 (S. cerevisiae)*; blad. lung, ovar. pane; diag 
451 310; AW250651; Hs.26213; Human DNA sequence from done ; colon, pane; CTL 
00 451527; AF022813; HsJ6518; rjaismernbrane 4 superfarniry me; renal; mAb 
451537; R56631 ; Hs.26550; retinoid X receptor, gamma; mela; CTL+sm 
451668; Z43948; Hs^26444; cartilage acidic protein 1; blad, ovar, lung; mAb+diag 
451939; U80455; Hs.27311; smglemlnded (DrosophHa) horn; pros; CTL 
451979; F06972; Hs-27372; endothelial tyrosine kinase (E; angio; CTL+sm 
/ U 451988; AF263928; Hs.27410; papaicmavlrus regulatory fact renal; CTL 
45201 7; AF1 09302; Hs.27495; prostate cancer associated pro; pros; sm 
452097; AB 002364; Hs.27916; a dlstrrtegrin-like and metaBo; ovar; mAb+sm+diag 
452190; H26735; Hs.91668; Homo sapiens clone PP149B unkn; breast stom, pane; mAb 
452194; A1894413; Hs.373599; olfactory receptor, famfly Z ; stom, pane, renal, colon, mela. fibro; mAb+sm 
/ J 452203; X57522; Hs.352018; transporter 1, ATP-bindlng cas; cerv, esoph. Wad, stom, mela, renal; mAb+sm 

452281; T93500; Hs.28792; Homo sapiens cONA FL1 11041 fis; breast headnk, pane, stom, lung, esoph, fibro; diag 
452401; NlvL0071 15; Hs^9352; tumor necrosis factor, alphas Wad, breast pane, headnk^tom, lung. leuk. renal, esoph; diag 
452431; U88879; Hs.29499; to!i-Gte receptor 3; renal, hepC; mAb 
cn 452747; BE153855; Hs.61460; Ig superfamuy receptor UfiR; breast, bted, lung, headnk, ovar, stem, uter, pane; mAb 
OK) 452838; U65011; Hs.30743; preterenfiafly expressed antig; lung, ovar. breast mela, test esoph, renat sarc; CTL 

452882; AW378055; Hs.8687; ADAMTS2 (a dismtegrin-fike a; headnk, breast colon, leuk. tung. bted. esoph. stom. sarc mAb+diaa 
453195; BE241876; rte.3235* hypotru^ p^ ^ 
453496; AA442103; rte33084; solute carrier fam3y 2 (facQ; renal, pros; mAb+sm 
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453837; AL 138387; Hs.256126; bacutovirai IAP repeat-contain; renal, mela, rare; sjn. 
453958; AA847843; Hs.6271t; High mobility group (nonhiston; lung, liter, Wad, test CTL*s.m. 
456546; A1690321; Hs.203B45; KCNK1 5 potassium channel, subf; ovar ; mAb*sm 
456662; NM_002448; Hs.1494; msh (Drasophila) homeo box hom; uter, ovar ; CTL 
457133; M54968; Hs.351221; v-Kkas2 Kirsten rat sarcoma ; pane; sjil 
457489; AI693815; Hs.1 27179; cryptic gene; pane, pros, lung; diag 
457819; M057484; Hs.35406; FU20522 Hypothetical protein ; tung, cerv, headnk; mAtndiag 
458079; AI796870; Hs.381 220; Homo sapiens similar to R1KEN ; mela, fibro, sarc; mAb 
45B627; AW088642; Hs.97984; SRY (sex determining region Y); ovar, uter, test CTL 

TABLE 2B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Gen bank accession numbers 

Pkey CAT Number Accession 

414991 1785135J D7B831 C17898 D78863 

TABLE 2C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham L et bL* refers to the pub&afion entitled The DMA 

sequence of human chromosome 22." Dunham I. et al. t Nature (1999) 402:489495. 

Strand: Indicates DNA strand from which exons were predicted. 

NLposifion: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


Nt_posifion 


400843 


9188605 


Plus 


566^5970,76537784,8892-9023,9673-9807. 


402075 


8117407 


Pius 


121907-122035,122804-122921.124019-12416 


402901 


8894222 


Minus 


175426-175667 


404287 


2326514 


Plus 


53134-53281 


404682 


9797231 


Minus 


40977-41150 


404875 


9801324 


Phis 


96588-96732,97722-97831 


404977 


3738341 


Minus 


43081-43229 


405033 


7107731 


Minus 


• 142358-142546 


406400 


9256298 


Plus 


1553-1712.1878-2140,4252-4385,5922-6077 



Table 3A. Disease Indications and Preferred UtMes for Selected Genes 

Table 3A provides preferred disease inrications and preferred uffifies for about 2709 selected genes. These genes were Identified using Eos/Afrymetrix Genechip arrays. 

Pkey: Unique Eos probeset Menfifier number 

ExAccm Exemplar Accession number 
UnigenelD: Unigene ID number 
Unigene Title: Unigene gene fife 

Disease: preferred diseases incficated for selected gene as described in table 1 and abbreviated as fetes: Wad (bladder diseases), angb (blood vessel diseases), EWS 
(bone diseases), gfto (brain diseases), breast (breast diseases), cerv (cervical diseases), colon (colorectal diseases), esoph (esophageal diseases), fibro {fibrosis 
diseases), headnk (head & neck Diseases), tekj (tetariyoma diseases), teuk (leukocyte diseases). hepC (Twer diseases), tung (lung diseases), ovar (ovarian 
diseases), endo (ovarian endometrioid diseases), omuc (ovarian mucinous diseases), pane (pancreatic diseases), pros (prostate diseases), renal (renal diseases), 
sarc (soft (issue and bone diseases), mela {skin diseases), stom (stomach diseases), test (testicular diseases), uter (uterine diseases) 

Utility: preferred uSEties for selected gene as described in U« tori and abbreviated as foliows: CTL (DNA vaccine target), diag (dtagnosfe; or prognostic targej), mAb 

(monodonaJ antibody target), sm. (small rndecuk target) 

Pkey; ExAccn; UnigenelD; Unigene Title; Disease; Utility^ 

100125; RQ2740; Hs.137555; putative chemokine receptor, G; blad; mAb+sm 

100131; D12485; Hs.11951; ectonudeotide pyrophosphatase; breast; mAb 

100147; D13666; Hs.136348; c*nos6n (OSF-2os); breast colon, Wad, lung, fibro, pane; mAb+diag 

100241; BE273648; Hs.32983; cadherin 6, type 2, K-cadherin; Wad; mAb 

100299; D49493; Hs.2171; growth differentiation factor ; EWS; diag 

100335; AW247529; Hs.6793; platelet^cCvating factor ace; breast, lung, blad; s.ra 

100365; AI878927; Hs.79284; mesoderm specific transcript fj coton, pros; diag 

100372; NM_014791; Hs.184339; K1AA0175 gene product; ovar, lung, cerv, pane; sm 

1 00405; AW291 587; Hs.82733; nidogen 2; anglo; (flag 

100420; D86983; Hs.1 1 8893; Melanoma associated gene; breast, pros, lung, colon, angto, leuk; diag 

100448; AF234887; Hs.57652; cadherin, EGF LAG seven-pass G; breast mAb+s.m. 

100452; D87742; Hs.241552; WAA0268 protein; pros; diag 

100559; NMJJQ0094; Hs.1640; collagen, type VD, alpha 1 (e; lung; CTl4s.m. 

100554; A03758; Hs.1 84411; NWL00047T:Homo sapiens albumi; pros; (Sag 

100655; A03758; Hs.184411; Em^ricafly selected from AFT* pros; diag 

100668; L05424; Hs.169610; CD44 antigen (homing funcuon ; lung, breast mAb 

100824; AI393237; Hs.1 93989; runketeted transcription tac; ovar; CTL«sjti 

100930; J04129; Hs.82269; jirogestagerMsscctated endomet rung; dag 

101063; D54745; Hs.80247; chotecystokmrn; pros, EWS; diag 

101097; BE245301; Hs.89414; chemokine (OX-C motif), recep; leuk, ovar, breast Wad; mAb+s.m. 
101104; AW862258; Hs.1 69266; neuropepSde Y receptor Y1; breast EWS; mAb 
101192; BE247295; Hs.7B452; solute carrier family 20 (phos; angb; mAb+sjn. 
101193; L20861; Hs.152213; wingless-type MMlVlntegrafion; Wad, tung; diag 
101249; L18964; Hs.1904; protein kinase C. lata; ovar;sjn. 
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101261; D30857; Hs.82353; protein C receptor. endothefla; angio; mAb+sm 

101389; AW951430; Hs.78888; diazepam binding inhibitor (GA; pros; mAb+sm 

101431; BE185289; Hs.1076; small profine-rich protein IB ; hing, Wad; (Bag 

101447; M213Q5; ; gb:Human alpha satellite and s; angio, Wad; diag 

101461; N98569; Hs.76422; phosphoBpase A2, group IIA (p; pros; (Dag 

101485; AA296520; Hs.89546; selecOn E {endothelial adhesi; pros, ovar; mAb 

101505; J02931; Hs.62192; coagulation factor 111 {{hromb; pros; mAb 

101526; NMJJ02197; Hs.220529; aconftase 1. soluble; lung, colon, headnk, pane; mAb 

101543; M31 166; Hs.2050; pentaxin-related gene, rapidly; angio, ovar; diag 

101545; BE246154; Hs.154210; endolheDal dffierenoafion, s; angio; mAb+sm 

101560; AW958272; Hs.347326; Intercellular adhesfen molecul; angio; mAb 

101626; M57399; Hs.44; ptelotrophin (heparin binding ; lung; diag 

101649; AW959908; Hs.1690; heparin-Wnding growth factor ; lung, blad; diag 

101714; M68874; Hs.211587; pbosphofipase A2, group IVA {c; angio; s.ra 

101724; L1 1690; Hs.198689; bullous pemphigoid antigen 1 fc breast, pros. Wad, lung; mAb+CTL 

101741; NM_003199; Hs.326198; transcription factor 4; angio; CTL+sm 

101748; NMJ01944; Hs.1925; desmoglein 3 (pemphigus vulgar; lung. Mad, headnk, cerv; mAb 

101759; M80244; Hs.184601; solute carrier family 7 (catlo; lung, gPo. blad, headnk; mAb+sm 

101791; M83822; Hs.62354; cefl division cycle 4-like; pros; s.m 

101804; M8S699; Hs, 169840; TTK protein kinase; ovar, lung, bad, cerv, CTL+sm 

101806; AA566894; Hs.112408; S100 calctumWing protein A; hmg. breast blad; diag 

101809; M86849; Hs.323733; gap junction protein, beta 2, ; colon, Wad, lung, pane, headnk; mAb 

101839; AA446644; Hs.692; GA733-2 antigen; epithelial gl; ovar, pros; mAb 

101845; U88967; Hs.78867; protein tyrosine phosphatase, ; lung, gBo, headnk, cerv; mAb+sm 

101851; BE260964; Hs.82045; midkine (neuritB growth-promot; lung, Wad, ovar, breast, pane; mAb+diag 

102009; BE245149; Hs.82643; protein tyrosine kinase 9; ovar; s.m. 

102012; BE259035; Hs.118400; singed (Drosophi!a)-Eke (sea ; angio; diag 

102024; AA301B67; Hs.76224; EGF-contaming fibufin-like ex; angio; diag 

102048; U07225; Hs.339; purinerglc receptor P2Y, G-pro; blad; mAb 

102076; BE299197; Hs.179665; cycBn-dependent kinase InhiW; pros; CTL+sm 

102125; NM_006456; Hs.288215; siaJyl transferase; breast lung, ovar; s.m. 

102136; AA300576; Hs.85769; acidic 82 kDa protein mRNA; ovar; diag 

102151; T27013; HsJI 32; steroidogenic acute regulatory, ovar; dlag 

102154; U17760; Hs.75517; laminin, beta 3 (nicein (125kD; lung, blad, headnk; (flag 

102178; AW178751; Hs.227948; serine (or cysteine) proteinas; Wad; mAb+diag 

102167; U20325; Hs.1707; cocaine- and aro^etaminVreguJ; breast; diag 

102193; AL036335; Hs.313; secreted phosphoprotecn 1 (ost ovar, fung. fibra; diag 

102200; AA232352; Hs.317432; branched chain arninotransferas; ovar, sm 

102208; U22961; Hs.184411; gbiHuman mRNA clone with simfl; pros; diag 

102211; BE314524; Hs.78776; putative transmembrane protein; breast Wad; mAb 

1022B3; AW161552; Hs.83381; guanine nucleotide binding pro; angio; CTL+sm 

102297; NMJXM504; Hs.198252; G protehveoupted receptor 9; breast; mAb 

102304; AF015224; Hs.46452; mammagiobin 1; breast (flag 

1 02305; AL043202; Hs.90073; chromosome segregation 1 (yeas; ovar, lung, Wad ; diag 

102348; U37519; Hs.87539; alderiydeaehydrogenase 3fam3; lung, Wad; son. 

102380; U40434; Hs.155981; mesotheOn; ovar; diag 

102394; NM.003816; Hs.2442; a disintegrm and metafloprota; pane; sm 

102455; U48705; Ks.75562; discoidin domain receptor famr, breast mAb 

102457; NM_001394; Hs.2359; dual specificity phosphatase 4; breast; sm 

102522; BE250944; Hs. 183556; sdute carrier famOy 1 (neutn pros; mAb 

102581; AU077228; Hs.77256; enhancer of zeste (Drosophfla); Wad, EWS, Eeuk; CTL+sm 

102610; U55011; Hs.30743; preferentially expressed antjg; lung, ovar; CTL 

102623; AW249285; Hs.371 10; melanoma antigen, family A, 9; lung, blad; mAb+CTL 

102669; U71207; Hs.29279; eyes absent (Drosophiia) homoi; lung, pros; CTL+s.m. 

102696; BE540274; Hs.239; fcrkhead box Ml; lung, Wad; sm 

102725; AB026187; Hs.374280; protocadherin 11; EWS; mAb 

102742; U79293; Hs. 159264; Human clone 23948 mRNA sequenc; breast, ovar ; diag 

102745; AW753865; Hs.74376; dfactomedin related ER tocaD; EWS; diag 

102803; H48299; Ks.26126; daudm 10; ovar; mAb 

102829; NM.0061B3; Hs.80962; neurotensin; lung, ovar, headnk; diag 

102836; U94320; Hs.158330; neuropeptide Y receptor Y5; EWS; mAb 

102852; V00571; Hs.75294; corticotropin releasing hormon; Wad; diag 

102898; NM_002205; Hs. 149609; tntegrin, alpha 5 (fibronectin; angio, Wad, hmg, pros; mAb+sm 

102915; XD7820; Hs.22 58; mat rix rnetafloproteinase 10 (s; angio, Wad, lung, ovar; mAb+diag+sm 

102917; AI016712; Hs. 287797; mtegrin, beta 1 (fibronecfin ; angio; mAb 

102927; BE512730; Hs.651 14; keratin 18; ovar; diag 

102968; AU07661 1 ; Hs.1 54672; methylene tetrahydrofolatB deh; ovar; sm 

102994; X51730; HS.29Q5; progesterone receptor Wad; mAb+sm 

103003; AI910275; Hs.350470; trefoil factor 1 (breast cance; breast pane; diag 

103021; BE001596; Hs.85266; integrin, beta 4; lung Wad; mAb 

103036; M13509; Hs.83169; matrix metaSloprotelnase 1 (in; angb, colon, blad, lung, leuk, ovar, headnk, fibro, pane, stom; mAb+diag+sm 
103037; BE01 8302; Hs.2894; placental growth factor, vascu; angio; diag 

103060; NMJ305940; Hs. 155324; matrix nietalloproteinase 11 (s; breast lung, ovar, pane; mAb+diag+sm 
103080; AU077231; Hs.82932; cycGn D1 (PRAD1: parathyroid ; breast. EWS; diag 
103095; NMJXJ5424; Hs.78824; tyrosine kinase with irnmunogto; angio; mAb 
103111; KM_006t03; Hs.2719; epidldyrriis-specffic. whey-add; ovar, uter; diag 

1031 19; X53529; Hs.2877; cadherin 3, type 1. P-cadherin; hmg, Wad, ovar, colon, pros, pane, breast; mAb+diag 

103206; X72755; Hs.77387; monokine induced by gamma into; breast, hmg; diag 

103210; X72925; Hs.59752; desmocoffin 1 ; pros; mAb 

103280; U84722; Hs.76206; cadherin 5, type 2, V^-cadheri; angio, fibro; mAb+s.ra 

103299; NM^005756; Hs.184942; G protefawoupled receptor 64; ovar, mAb+sm 

103312; Y12642; Hs.3185; lysosomal; hmg. Wad; mAb 

103365; X90908; Hs.74126; fatty acid binding protein 6, ; Wad; dlag 
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103408; NMJJ01 504; Hs.198252; G protein-coupled receptor 9; breast ; mAb 

1 03478; BE514932; Hs.38991; S100 cakaum-binding protein A; lung, Wad, headnk; <fiag 

103587; BE270266; Hs.82128; 5T4 oncofetal trophoNastgJyc; breast. Had, lung; mAb 

103594; AI368680; Hs.816; SRY (sex determining region Y); lung, gtio; sjtl 

103692; AW137912; Hs.227583; Homo sapiens chromosome X map ; angio; mAb+sm 

103739; AA115173; ;gfezn30dt)Zs1 Stratagene neuro; pros; sm 

103767; BE244667; Hs.34899S; CGMQ0 protein; angio; diag 

103989; AA315993; Hs.105484; regenerating gene type IV; colon, omuc; mAb-nfiag 

104052; NM_002407; Hs.97644; mammaglobin 2; ovar; <fiag 

IM1t5;AF183810;Hs.26102;oppositestrandof. trichorht breast mAb 

104252; AF002246; Hs.210863; ceD adhesion molecule with ho; ovar; dag 

104301; AA768491; Hs.6783; hypothefical protein FU22724; ovar, diag 

104308; N2S117; Hs.355957; ribosomal protein S26; pros; diag 

104394; AA129551; Hs.172129; Homo sapiens cDNA: FU21409 ft; colon; diag 

104542; R29657; ; gb:F1-1179D 22 week old human ; pros; diag 

104608; AF143867; Hs3375B8; ESTs, Moderately similar to S6; Wad; mAb 

104659; AW969769; Hs.100343; ESTs; EWS; diag 

104660; BE298665; Hs.14846; Homo sapiens mRNA; cDNA DKFZp5; uter. colon, pros; mAb 

104667; AI239923; Hs.63931; dachshund (Drosophila) homotog; breast pros, colon; diag 

104689; AA420450; Hs.380088; Rakophifin; lung; diag 

104691; U29590; Hs^7744; Homo sapiens beta-1 adrenergic; pros, EWS; mAb*sm 

104755; T49951; Hs.9029; DKFZP434G032 protein; breast, colon; diag 

104764; AI039243; Hs^7B585; ESTs; angio; diag 

104786; AA027167; Hs.380438; WAA0955 protein; angio; CTUs.m. 

104877; AI138635; Hs.22968; tntron of VEGFR; renal; diag 

104888; AW939591; Hs.5940; mucin 13, epithelial transmemb; colon, stom, uter; mAb+s.m. 

104919; AA026880; Hs^5252; Homo sapiens cDNA FU 13603 6s; breast, cerv, uter mAb+sm 

104943; AF072873; Hs.1 14218; frizzled (Drosophila) homotog ; ovar; mAb+s.m. 

104954; AW250651; Hs^6213; Human DMA sequence from done ; colon; diag 

104971; BE311926; Hs.15B30; hypothefical protein FU12691; Wad; CTL 

10501 2; AF0981 58; Hs.9329; chromosome 20 open reading fra; colon, lung, Wad; CTL 

105038; AW503733; Hs.9414; KIAA1488 protein; breast, angio; CTL-K>.m 

105039; AA907305; Hs^6475; ESTs; breast; diag 

105093; AL137566; Hs.32405; Homo sapiens mRNA; cDNA DKFZpS; blad; diag 

105149; BE089288; Hs.8958; Homo sapiens cDNA FU12024 fis; pros; (Bag 

105175; AA305384; rte^5740; ER01 (S. corevistaeHike; colon, rung; mAb 

105263; AW388633; Hs.6682; solute carrier family 7, {ca'j; angio. lung, ovar, Wad, pane; mAb+s.m. 

105298; BE387790; Hs.26369; hypotheUcaJ protein FU20287; ovar, lung; diag 

105301; AW352357; Hs.7457; MAGE1 protein; EWS; diag 

105316; AI671245; Hs^4835; hypothetical protein FU14594; EWS; mAb 

105329; AA234561; Hs.22862; ESTs; breast, pros; CTL*g.m 

105330; AW338625; Hs.22026; ESTs; similar to TRANSMEMBRAN; angio; mAtxsjn. 

105370; AF179274; Hs.22791; transmembrane protein with EGF; pros ; mAb+sm 

105500; AW602166; Hs.222399; CEGP1 protein; breast, pros; diag 

105503TAW963624; rte^1707; ESTs, Weakly similar to YEW4 Y; pros, breast, colon; CTUsm 

105507; BE268348; Hs.380963; CCR4-NOT transcription complex; colon; diag 

105516; AK001269; HU0738; hypothefical protein FU10407; ovar; diag 

105564; BE616694; Hs.288042; hypothetical protein FU14299; breast diag 

105645; AW294631; Hs.351270; ESTs; pros; diag 

105715; BE621800; Hs.29444; putative smaO membrane protei; colon; dag 

105743; BE246502; Hs.9598; sema domain, Immunoglobulin do; breast lung; mAb+sjn. 

105746; AW151952; Hs.46679; hypothetical protein FU20739; breast CTUwn. 

105777; R42755; Hs.23095; ESTs; breast diag 

105782; H09748; Hs.57987; B-ceB CUJrympnorna 1 1B (zinc ; EWS; CTL+sja 

105826; AA478756; Hs.1 94477; E3 ubiquitin Dgase SMURF2; angio; sm 

105990; A1690586; Hs.29403; hypothetical protein FU22060; breast diag 

10600O; AW194426; Hs.20726; ESTs; breast diag 

106012; AI240665; Hs352537; ESTs; breast lung; diag 

106014; AF1 23094; Hs.1 80566; mucosa associated lymphoid tis; teuk; diag 

106063; BE260415; Hs.348198; rrypothefeal protein FU20262; pros; diag 

106068; AW274357; Hs.301406; hypothetical protein PP3501; mela; CTUs.m. 

1061 11; AW875398; Hs.6451; PRO0659 protein; EWS; Clh^m. 

106124; H93366; Hs.7567; branched chain aminotransferas; angio; sm 

106155; AA425414; Hs.33287; nuclear factor l/B; breast pros, angio; dag 

106373; AW503807; Hs^1907; histone acetyttransferase; breast sjti. 

106400; BE397649; Hs^79607; Homo sapiens cDNA FU 13634 fis; colon; diag 

106414; BE568205; fk28827; rnitogen-actfvated protein Wna; breast s.m. 

106448; Z42061; Hjl27004; ESTs; pros; diag 

106533; AL134708; Hs.145998; ESTs; EWS; dbg 

106574; BE044325; Hs^27280; U6 snRNA^ssoctated Snvilke pr, colon; diag 

106579; AA456135; Hs.23023; ESTs; pros; diag 

106632; MM_0 14400; Hs.11950; GPI-anchored metastasis-assod; lung, blad. headnk; mAtwfiag 
106738; AW1 49266; Hs.25130; Homo sapiens cDNA FU 14923 fis; ovar; (flag 
106793; H94997; Hs.16450; ESTs; angio; diag 

106844; AA485055; Hs.1 5821 3; sperm associated anfigen 5; breast mAb+CTL 
106908; AA861271; Hs.222024; transcripson factor BMAL2; lung, Wad; diag 
106990; AA280722; Hs.24758; ESTs, WeakJy similar to 138022; breast dag 
107036; AI 97301 6; Hs.15725; frypotheucal protein SBB148; pros; diag 
107102; AB037765; Hs30652; WAA1344 protein; pros, breast (Bag 
107105; AW963419; Hs.155223; stanntocaldn 2; breast dag 
107136; AV661958; Hs.8207; GK001 protein; breast coton; diag 

1071 51; AW378065; Hs.8687; AOAMTS2 (a dislntegravQce a; breast colon, teuk. lung, Wad; mAlH<fiag 
107216; D51059; Hs.21 1579; melanoma cell adhesion mctecut ajigto; (Sag 
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107248; AW2S3124; Hs.350547; nuclear receptor compressor/; breast, colon, pros; mAfcKs.m. 

107284; NMJW5629; Hs.187958; solute carrier family 6 (nemo; turtg; mAb+sm 

107385; NM_0O5397; Hs.16426; podocalyxin-fike; angio; drag 

107901; L42612; Hs.335952; keratin 6B; breast Wad, lung; diag 

107922; BE153855; Hs.61460; 1g superfemfly receptor LN1R; breast Had, lung; mAb 

107932; AW392555; Hs.18878; hypothetical protein FU21620; King; CTL 

108055; AJ404672; Hs.334483; hypothetical protein FU23571; breast ovar; diag 

108059; S69002; Hs.234773; Homo sapiens cDNA: FU22281 6; ovar; CTL^m. 

108153; AW519204; Hs.40808; ESTs; pros; diag 

108186; AW068579; Hs.7780; Homo sapiens mRNA; cDNA DKF2p5; pros; dag 

108242; AA062746; Hs.355244; gb:zm03g1Zs1 Stratagene come; pros; (Sag 

108282; AA065142; ; gbzm50h11.r1 Stratagene fibro; pros; diag 

108505; AA083376; ; gb:zn09g08.s1 Stratagene hNT n; pros; diag 

108879; AA115953; Hs.323423; ESTs, Moderately similar to 8 ; pros; diag 

108695; AB029000; Hs.70823; KIAA1077 protein; breast colon, rung; diag 

108732; AA25B888; Hs.107476; ATP synthase, H+ transporting,; pros; sm 

108778; AF133123; Hs.90847; general transcription factor I; ovar; diag 

108828; AK001693; Hs.273344; DKFZP564O0463 protein; breast cfiag 

108660; AA133334; Hs.816; ESTs; lung; sm 

109001; AI056548; Hs.721 16; hypothetical protein FU20992 ; angb; CTL-nJiag 
109032; AI219207; Hs.72222; hypothetical protein FU13459; Had; CTL 
109077; AI732617; Hs.182362; ESTs; blad; diag 

109112; AW419196; Hs.257924; hypothetical protein FU 13782; breast pros, Wad; diag 
109141; AF17460O, Hs.5978; ESTs, Highly similar to AF1748; colon; CTL*sm 

109166; AA219691; Hs.73625; RAB5 interacting, kinesin-Eke; hing, blad, breast colon, ovar, headnk. EWS; s.m. 
109220; AW958181; Hs.189998; ESTs; pros; (flag 

109273; AA375752; Hs.348140; Homo sapiens mRNA; cDNA DKFZp5; breast diag 

109292; AW975746; Hs.188662; K1AA1702 protein; breast (flag 

109454; AA232255; Hs.295232; ESTs, Moderatety similar to A4; ovan diag 

109456; AW956580; Hs.42699; ESTs; angio, pane; diag 

109514; AA234087; Rs.262346; ESTs, Weakly similar to S72482; breast ; drag 

109530; AA908545; Hs.19597; WAA1694 protein; pros; CTl^ra 

109648; H17800; Hs.7154; ESTs; ovar; diag 

109680; AB037734; Hs.4993; KIAA1313 protein; ovar; diag 

110009; BE075297; Hs.6614; ESTs. Weakly sirnOar to A43932; breast colon; diag 

110151; H18835; Hs.31608; hypothetical protein FU20041; pros, EWS; diag 

110156; AA581322; Hs.4213; hypothetical protein MGC16207; lung, Mad; diag 

1 1 0240; AI668594; Hs, 1 76588; ESTs, Weakly similar to CP4Y Jt breast diag 

110278; AF061573; Hs.19492; protocadhsrin 8; EWS; mAb+s.m. 

110675; H89355; Hs.249159; adrenergic, atpha-2A-, recepto; pros; mAb+s.m 

110728; AA737106; Hs.32250; ESTs, Moderately sim3ar to 17; EWS; sm 

1 10844; AI740792; Hs.167531; fnethytcrotorwyM^enzyme A car. pros, pros: sm 

110915; BE092285; Hs.29724; hypothetical protein FU13187; breast pros; diag 

110971; AI760098; Hs.21411; ESTs; pros; diag 

1 1 1157; AL1 09729; Hs.99364; putative transmembrane protein; pros; mAtHsm 

1 1 1179; AK000136; Hs. 10760; asportn (LRRdass 1); breast colon; CTL*sm 

11 1185; AJ245671; rte.12844; EGF-Hce-domain, multiple 6; over, blad; mAbniiag 

111223; AA852773; Hs.334838; KIAA1866 protein; breast colon, lung. EWS; mAb 

1 1 1299; AB033091; Hs.355925; KIAA1265 protein; ovar; diag 

111357; BE314949; Hs.87128; hypothetical protein FU23309; breast diag 

11 1384; N94606; Hs.288969; HSCARG protein; breast diag 

1 11900; AF131784; Hs.25318; Homo sapiens clone 25194 mRNA ; breast diag 

11 1929; AF02720B; Hs.1 12360; prominin (mouse)-like 1; colon, breast fibro; mAb 

112134; R41823; Hs.7413; ESTs; cafeyntenin-2; breast EWS; diag 

112244; AB029000; Hs.70823; WAA1077 protein; breast colon, blad, lung; diag 

112280; AA863360; Hs.28040; ESTs, Weakly similar to fatty; breast sm 

112283; L14561; Hs. 20952; ATPase, Ca++ transporting, pla; ovar, mAb 

11 2287; AB033064; Hs.236463; WAA1238 protein; breast ; (flag 

112971; Z42387; Hs.83883; transmembrane, prostate androg; colon, pros, pros; mAtMsm 

1 1 3003; AW292315; Hs.721 5; ESTs; EWS; drag 

113021; AL122055; Hs. 129836; K1AA1028 protein; pros; sm 

1 13047; AI571940; Hs.7549; ESTs; breast colon; diag 

113073; N39342; Hs.103042; microhibule-assodated protein; pros; CTL*m 

113168; AW002393; Hs.337629; gb:wu61d05j(1 NCLCGAP GC6 Horn; ovan (flag 

113195; H83265; Ms. 8881; ESTs, WeaHy am3ar to S41044; angio, lung; drag 

113230; T61430; ; gteyc06a03^1 Stratagene rung ; Wad; diag 

113361; T79589; Hs.63325; transmembrane protease, serine; colon, blad, lung, ovar, pane headnk; mAb40lag+s.m, 

113374; T79925; rte^69165; ESTs, WeaMy shnllar to ALUIJt teuk; diag 

113443; AW083920; Hs.1 6098; claudin % colon, pane; mAb ' 

113471; AI765890; Hs.16341; MAWD binding protein; pros; diag 

113490; BE1781 10; Hs.173374; Homo sapiens cDNA FU10500 fss: colon; (flag 

1 1 3950; AJ 267652; Hs.246107; Homo sapiens mRNA; cDNA DKFZp4; breast pros ; diag 

1 1 3970; W27249; Hs.8109; hypothetical protein FU21 080; breast lung, stom, uter, diag 

114124; W57554; Hs.125019; lymphoid nuclear protein (LAF-; breast (Bag 

114251; H15261; Hs.21948; ESTs; breast crag 

114292; A1815395; Hs.184641; fatty arid desaturase 2; breast sm 

114334; AB037784; Hs.22941; KIAA1363 protein; ovar; diag 

114407; BE539976; Hs. 103305; Homo sapiens mRNA; cDNA DKFZp4; breast eden, rung; diag 
1 1 4452; A1369275; Hs^4301 0; Homo sapiens cDNA FU14445 fis; angio; diag 
1 14480; BE066778; Hs.151678; UDP44^cetyl^a^Halactosa; breast sm 

1 14531; AA053033; Hs.63325; transmembrane protease, serine; colon, blad, hing, ovar, pane, headnk; mAb-Kfian+sm 

1 14540; A1904232; Hs.75323; prohibitln; breast cfiag 

1 14542; AW970128; Hs.91011 ; anterior gradient 2 {Xenepus t breast pros; diag 
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4587; AFC86009; Hs.236398; gb:Homo sapiens full length in; colon; diag 
4724; R5473acomp; Hs.155986; DEAQ/H (Asp-Qu-Ara-Asp/His} be ovar; Ol+sm. 
US AF212B48: Hs - 182339 : homologous factor: pros, breast, colon; CTL-sm 
- 1 4798; AA159181; Hs.54900; serologically defined colon ca; pros; CTL+s.m 
1 1 ^08; AA454985; Hs.54973; cadherin-Eke protein VR20; pros; drag 
11491ft BE165762; Hs^3518; hypothetical protein from BCRA; pros; diag 
114965; AT733881; Hs.72472; NAME OMITTED ... receptor kinase; breast mAb 
ll SS? ^SS* "f ' 198249: OTP]""*" protein, beta 5 {; lung. Wad. headnk; mAb+s.m. 
115221; AW365434; Hs.79741; hypolheticat protein FU101 16; ovan diag 
115239; BE251328; Hs.73291; hypothetical protein FU1G881; coton; diag 
! ?. E545072: Hs - 12257 * hypolhe&al protein FU10461; ovar. lung; CTL+sm 
1 15412; AW131 168; Hs.372382; ESTs. Weakfy similar to 138022; pros; drag 

i c 1 1 56741 AW992356; HsJ80760; Homo sapiens pyruvate dehydrog; ovar; sm 
1 J 115675; W87707; Hs.82065; interteuWn 6 signal transduce; breast, pros; mAb+sm 
115683; AF255910; Hs.54650; junctional adhesion molecule 2; angio, gib; mAb 

!3SS SlSSn^ 2SJ25!!! ,ha !? Serine; Uad ' ,un 9- «W P anc - headr* mAindiag^m 

5719; AW992405; Hs.352406; Homo sapiens, clone IMAG&3507; pros, breast, colon; CTL+sjtl 
115B19;AA486520;Hs.41135;endr J mucin.2;angb;d^ ' 
1 15827; AA428000; Hs.283072; acfri related protein 2/3 comp; angio; diag 
115844; A1373062; Hs.332938; hypoihebcal protein MGC5370; pros; diag 

i 1 !Soli Xk^^ 1 ? 494 * G P^^P^ receptor 64; ovar, EWS. liter; mAb+sm 

1 15892; AA291377; Hs.50831; ESTs; ovar. blad. rung; diag 
n - 1 15909; AW872527; Hs.59761; ESTs, WeaHy similar to DAP1_H; ovar, rung; diag 

1 15947; R47479; Hs.94761 ; K1AA1 691 protein; coton; diag 

C , DNA to expres; lung, blad, breast, pros, ovar, headnk; CTL 

1 16003; BE275469; Hs.66493; Down syndrome critical region ; colon; mAb 

116011; AL359053; Hs.57664; Homo sapiens mRNA nil length; breast; diag 
nr\ !16028;H59799;Hs.42644;mioredo*i^ 

116107; AL133916; Hs.47860; hypothetical protein FU20093; lung, breast diag 

1 1620% BE153395C IU94092; ESTs; presTdiao 

116238; AV660717; Hs.47144; DKFZP586N0819 protein; ovar; diag 

116301; AW969706: Hs. 293332; ESTs; EWS; diag 
~ - 116334; AL0384S0; Hs.48948; ESTs; pros; diag 
3 O 116335; AK001100; Hs.41690; desmocoliin 3; lung, Wad. headnk; (flag 

116393; A1972402; Hs.306051; hypothetical protein MGC2648; pros; diag 

1 16399; AA889120; Hs. 11 0637; homeo box A10; pros; CTL+s.m. 

116401; AWB93940; Hs.59698; ESTs; ovar; diag 
An 116416; AW753676; Hs.39982; ESTs; ovan diag 

116470; AI272141; Hs.351928; SRY (sex determining region Y); coton, breast, angio, blad; diaq 

1 16483; AI346201; Hs.761 18; ubiqurfin carboxyWemTinal es; angio, rung; s.m. 

116610; D80449; Hs.184841; ESTs; pros; diag 

1 1 6732; AW152225; Hs.165909; ESTs, Weakly similar to 138022; colon; diag 

^S^c" 5 ^ 565471 Homo sa P iens fis; pros, breast, colon, pros; mAb 

*K> 116962; H79677;;gb.7u76g10^1Sc^ fetal thr; pros; diag 
117027; AW085208; Hs.130093; ESTs; breast ; diag 

117280; M18217; Hs.172129; Homo sapiens cDNA: FU2 14096; breast, colon, pros* diag 

117284; AK001701; Hs.183779; Homo sapiens cONA FU 10590 fis; pros; diag 
- n 117320; AB024937; Hs.211092; LUNX protein; PLUNC (palate hi; hmg; mAb+diag 
50 117367;Al041793;Hs42502 ; ESTs;breast;diag 

11741 2; N32536; Hs.42645; solute carrier family 16 (mono; breast ovar ; mAb^sm 

117425; AK000028; Hs.356100; ribosomal protein S24; pros; diag 

117563; AF055634; Hs.44553; unc5 (Cetegans homolDg) c; leuk ; diag 
<:c ™? N35020; Hs.44685; C3HC44ke zinc finger protein; EWS; CTL^m. 
33 1 17921; AA021459; Hs.306480; Homo sapiens mRNA; cDNA 0KFZp7; pros ; (flag 

^!EF ATPaSe> ^ transporting, typ; pros, breast colon; mAb 
118049; N53145; ; gb.yv55f09.s1 Scares fetal Dv; pros; diag 
118314; N48580; Hs.46692; ESTs; Wad, lung; drag 
<A 118336; BE327311; Hs.47166; HT021; breast ovar, Wad. pros; CTL^jtl 

IISS? ^^l!?- 489561 P^in. 6 (; rung. Wad; mAb 

118417; AF080229; ; gfcHuman endogenous retrovirus; pros; s.m. 

118472; AL157545; Hs.173179; bromodomain and PHD finger con; breast diaq 

118511; N75620; Hs.43157; ESTs; angio; diag 
^ 118901; AW292577; Hs.94445; ESTs; breast; diag 

118905; AW973708; Hs.201 925; Homo sapiens cONA KJ 13446 fis; breast diag 

119018; AA631 143; Hs.278695; Homo sapiens prostein mRNA, co; pros, pros; diag 

119036; R95872; Hs. 11 7572; chemokine binding protein 2; breast ovar; mAb 

] ?^ 4 SS? f^ 5 - 4551 ^ v-ets erythroblastosis vims E; angio. pros; CTL-sm 
_ n 119082; AF252297; te.91546; cytochrome P450 retinoid metab; EWS; diag 
/U 119126; R45175; Hs.117183; ESTs; pros, breast colon; diag 

1 19279; N57568; Hs.48028; EST; breast diag 

119307; BE048061; Hs.37054; ephrin-A3; colon, breast mAb«diag 

119478; AI624342; Hs. 179082; ESTs; breast diag 
„ . 119617; AA516531; Hs^5999; NK homeobox (Drosophila), tarra; pros; diag 
/ O 119743; AA947552; Hs.58086; branched chain ammotransferas; ovar; sm 

119771; AI905687; Hs.348419; AI905687:IL-ST095-190199O19 B; breast diag 
«^ 016625: Hs - 191381 ; J^thefical protein; ovar, lung; CTUsm 

119789; BE393948; Hs^0915; kalfikretn 5; ovar; diag 

RO \ I^S JKISi 4 !^ 85611 G P^^P^ recep^ 87; lung, Wad, headnk, cerv; mAb+sm 
OU 119940; AL050097; Hs.272531; DKFZP586B0319 protein; pros; (fiag 

]^ JiSSl 2 ? Hs.180479; hypothefical protein RJ201 16; colon, rung; drag 

S S?L^ 12S019: ^ M nuctear (LAF-; pros, breast dial 
120147;Ai917116;r^348941;r^lob^rjeta;Ev^^ 
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120206; H26735; Ks.91668; Homo sapiens clone PP1498 unkn; breast ; mAb 

120242; AW969587; Hs.85356; ESTs; Had; diag 

120328; AA923278; Hs.290905; ESTs, Weakly similar to protea; pros; sjr 

l20438;AW015242;Hs.99488;ESTs.WealdysimflartoYK54 Y; ovan diag 

120471; AA251944; Hs.104058; CO-29 protein; colon; dtag 

120485; AW368377; Hs.1 37569; tumor protein 63 kDawith stro; tung, btad, headnk; diag 

120588; AA703226; Hs.16193; Homo sapiens mRNA; cDNA DKFZpS; pros; diag 

120624; AW407987; Hs.173518; M-phase phosphoprotein homofog; breast sjh 

120830; AI568170; Hs.96885; ESTs; EWS; diag 

120977; AA398155; Hs.97600; ESTs; breast, ovan diag 

121027; A1572490; Hs.99785; Homo sapiens cDNA: FU21245 ft Wad; mAb 

121231; AA814948; Hs.96343; ESTs, Weakly similar to ALUC_H; EWS; drag 

121335; AA404418; ; gbrzw37e02^1 Soaresjotaljet angto; diag 

121362; AF050147; Hs.97932;chondromoduSn I precursor; EWS; mAb 

121457; W07404; Hs.102558; tiypolhefcal protein FU22055; colon; (flag 

121619; AA528339; Hs.178062; ESTs, WeaWy simitar to phosph; EWS; sjil 

121710; AF1 63474; Hs.96744; prostate androgen-regulated tr; pros; diag 

121721; AL047051; Hs.199961; ESTs, Weakly simitar to ALU7_H; pros; diag 

121723; AA243499; Hs.104800; hypothetical protein FU10134; breast; diag 

121748; BE536911; Hs.234545; hypothetical protein NUF2R; breast; diag 

121779; AW513143; Hs.98367; SRY (sex determining region Y); ovan (Hag 

121791; AA815378; Hs^9331 7; ESTs, Weakly simBar to GGC1_H; blad, headnk, lung, ovan mAb+CTL 

121792; AW969726; Hs.98381; ESTs. Weakty similar to serine; EWS; diag 

121913; A1249368; Hs.98558; ESTs; protease inhibitor 15 {; breast, pros; sm 

121920; AA428300; ; gbzw18bOZs1 Soares ovary turn; ovar, uter, cerv; diag 

122041; AA677577; Hs.380213; Homo sapiens Chromosome 16 BAC; pros; diag 

122520; AW951324; Hs. 173609; pregnancy specific beta-1-gryc; colon; diag 

122797; AJ251027; Hs.99526; odorant-bindmg protein 2B (OB; breast; diag 

122802; Al 687303; Hs.285529; 6 protein-coupled receptor 49; ovar, uter; mAb+SJn. 

122969; AW821S2; Hs. 104336; hypothetical protein; ovan diag 

123005; AW369771; Hs .367688; integral, beta 8; ovar, lung, headnk, gib; mAb+s.m. 

123044; AK001035; Hs.130881; B-ceB CUL/tymphoma 11A(zinc ; lung; diag 

123137; A1073913; Hs.100685; ESTs, Weakly similar to JE0350; breast, colon, ovar, uter, tung, stom; diag 

123158; AF161426; Hs.218329; hypothetical protein; breast diag 

123160; AA488687; Hs.284235; ESTs, Weakly similar to 138022; lung; diag 

123169; A1950087; Hs.369628; gb.-wq05c02^1 NQ CGAPJ<id12 H; ovan diag 

123209; AW9S8543; Hs.203270; ESTs, Weakly similar to ALU1.H; pros; diag 

123308; C14187; Hs.157208; ESTs; EWS; diag 

123339; AW188464; Hs.101515; ESTs; ovan diag 

123475; BE439553; Hs.1 2329; Homo sapiens, done IMAG&4098; pros; diag 

123494; AW179019; Hs.112110; rnitochondrial ribosomat protei; ovan diag 

123520; AA608550; ; gb:ae53d12^1 Stratagene lung ; pros; s.m 

123533; AA608751; ; gteae56h07.s1 Stratagene tung ; colon; diag 

123619; AA602964; Hs.366318; gb:no97c02*1 NCLCGAP_Pr2 Horn; breast CTL+sm 

123689; AA339323; Hs.235130; Homo sapiens pinch-2 protein m; ovan dbg 

123709; AA706910; Hs.112742; ESTs; breast diag 

123829; AF251237; Hs.1 12208; XAGE-1 protein; lung, blad. test CTL 

123972; T46848; Hs.7 0337; jm rnunogtobufin superfamBy, ma; ovan drag 

124006; AI147155; Hs.279727; ESTs; homotogue of PEM-3 [don; breast angk), lung, ovar, EWS; diag 

124059; BE387335; Hs.283713; ESTs, Weakly simBar to S64054; breast, colon, blad, lung; CTl+diag 

124153; AU077333; Hs.160483; erythrocyte membrane protein b; pros; mAb 

124352; AA640891; Hs.102406; ESTs; breast pros, ovar, lung; diag 

124526; N62095; Hs.293185; ESTs, WeaWy similar to JC7328; pros; mAb+sm 

124579; AI693815; Hs.127179; cryptic gene; pane; (Sag 

124777; R41933; Hs.140237; ESTs, WeaWy similar to ALU1.H; pros, breast diag 

125103; AA570056; Hs.1 22730; ESTs, Moderately similar to Kl; colon; mAb 

1251 54; W38419; ; gb2c78a07.s1 Pancreatic Islet ovan drag 

1 2525a, W26524; Hs.356686; protein phosphatase 4 reguJato; ovan CTL+sm 

125266; W90022; Hs.186809; ESTs, Highly similar to LCO.H; angio; diag 

125453; BE385523; Hs. 18048; melanoma antigen, family A, 10; Wad; mAb+CTL 

125666; AL390172; Hs.317432; Homo sapiens cDNA: RJ21270 ft ovan diag 

125770; AA143045; Hs.81665; v-kH HaraV-Zuckerman 4 feline; EWS; drag 

125976; AA438760; Hs^5552; gbzv67d1 1.r1 Soares_totaLfet pros; diag 

126399; AA088767; Hs.83883; transmembrane, prostate androg; pane; mAb+sm 

126645; AA316181; Hs.61635; six transmembrane epithelial a; pros, breast lung, cane, headnk, EWS; mAb+CTL 

126758; A1559444; Hs.104679; ESTs; pros, breast mAb 

126799; AW753865; Hs.74376; oifactomedin related ER tocafi; EWS; diag 

126872; AW450979; ; gb:UU*Bl^a-a-12-WJIjs1 N; Wad; drag 

126892; AF 121 856; Hs^84291; sorting nexin 6; ovan drag 

126960; AL390172; H&317432; branched chain ammotransferas; ovan sm 

126966; R38438; Hs.118747; solute carrier family 15 (H+/p; pros; mAb 

127003; AW816515; Hs.1 73540; ATPase, Crass V, type 10D; pros; mAb 

127221; BEOS 21 09; Hs.241551; chloride channel, calcium acfi; lung, brad, headnk, cerv, mAb+s.m 

127240; AJ005683; Hs.86998; nuclear factor of activated T-; pros; CTL+sm 

127425; AF 183810; Hs.26102; trtchorhinopharangeal syndrome; breast mAb 

127479; D31152; Hs.1797E; collagen, type X. alpha 1 (Sen; breast tung, headnk. pane; diag 

127537; Al 926047; Hs.1 62859; ESTs; pros; drag 

127664; AA806164; Hs.1 16502; ESTs; EWS; diag 

128046; AA873285; Hs.357313; gfcoh68h05.s1 NCLCGAP_Kid5 Ho; pros, breast colon; diag 

128305; Ai954968; Hs.365706; matrix Gta protein; breast drag 

128478; AA708205; Hs.1 00343; ESTs; EWS; CTL+sm 

128515; BE3950E5; Hs. 334752; type I transmembrane protein F; pane; mAb 

128595; U31875; Hs.272499; short-chain alcohol dehydrogen; Wad, breast CTL+sm 
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128610; N48373; Hs. 10247; activated leucocyte cell adhesr, breast, pros, lung, ovan diag 

128734; AB00&390; Hs. 104570; katlikrein 8 (neuropsm/ovasin; ovan diag 

128790; AF026692; Hs.105700; secreted frizzled-related prot breast, colon, pros, ovar, liter, pane; diag 

128797; NMJJ02975; Hs.105927; stem cell growth factor, lymph; EWS, teuk; (Tag 

128854; BE159181; Hs.168232; hypothetical protein FU13855; breast diag 

128925; R67419; Hs.21851; Homo sapiens cDNA FU12900 fts; breast; diag 

128349; AA009647; Hs.352537; a drsintegrin and metatloprote; breast, ovar, headnk, pane; mAb-KTiag^sm 

128969; Z42047; Hs.107479; Homo sapiens PR02751 mRNA. com; pros; diag 

129041; BE382756; Hs.169902; solute carrier family 2 (tacit lung, btad; mAb+s.m. 

129097; BE243933; Hs.108642; zinc finger protein 22 (KOX 15; war; CTL+s.m. 

129099; AF145074; Hs. 108550; ATP-Wnding cassette, sub-fami; lung, Wad, headnk ; mAtHSjn. 

129184; AW161450; Hs.109201; CGI-86 protein; pros; mAb 

129260; AF07720Q; Hs.279813; hypothetical protein; colon; diag 

129284; AA318224; Hs.296141; ESTs; colon; diag 

129362; U30246; Hs. 11 0736; solute carrier family 12 (sexft colon, breast, pros; mAb 

129386; BE220806; Hs.184697; Homo sapiens clone 23785 mRNA ; breast diag 

129389; NM_01 2445; Hs.2881 26; spondin 2. extracellular matri; colon, pros; diag 

129404; AI267700; Hs.351201; ESTs; pros, ovar, lung, Wad, headnk, pane; diag 

129466; 142583; Hs.334309; keratin 6A; lung, blad; diag 

129482; AA188185; Hs.289043; spindOn; breast diag 

129534; AK002126; Hs.1 1260; hypothetical protein FU11264; pros; olag 

129571; X51630; Hs.1145; Wilms tumor 1; ovar; CTL+sjn. 

129605; AF061812; Hs.115947; keratin 16(focal rarwpidermo; tung, Wad, headnk; diag 

129620; D7933B; Hs .239720; CCR4-N0T transcripfion complex; breast, angio; diag 

129628; U38945; Hs.1174; eyefin-dependent kinase inhibt lung, Wad, ovar, headnk; s.ra 

129650; AF109298; Hs.1 18258; prostate cancer associated pro; pros, EWS; diag 

129689; AW748482; Hs.77873; B7 homolog 3; breast diag 

129703; BE388665; Hs.179999; Homo sapiens, clone IMAG&3457; EWS, teuk; diag 

129720; M156214; Hs.12152; APMCF1 protein; breast diag 

129750; AP056085; Hs.1 9861 2; G protein-coupled receptor 51; angio, Wad; mAtHsaru 

129869; AI222069; Hs.13015; hypothetical protein similar t breast diag 

129912; AF155096; Hs.1 0721 3; hypothetical protein FU20585; ovar, CTL+s.m. 

129936; AJ 25071 7; Hs.1355; cathepsln E; blad; stmdiag 

129953; AA412195; Hs.13740; ESTs; breast diag 

129977; NMJXJ0399; Hs.1395; early growth response 2 (Krox-; EWS; CTL+s.m. 

130010; AA301 1 16; Hs. 142838; nucleolar phosphoproteb Nopp3; ovar; diag 

130057; AF 027 153; Hs. 324787; solute carrier family 5 (inosi; breast mAb 

130095; AK001635; Hs. 14838; hypotheQcat protein FU10773; breast (fiag 

1301 55; AA101043; Hs.151254; kalCkrein 7 {chymotrypfic, st ovan diag 

130181; AF0521 19; Hs. 151608; Homo sapiens clone 23622 mRNA ; pros; diag 

130184; H58306; Hs.15165; refinotc acid induced 14; angio; diag 

130262; 063216; Hs.1 53684; trizzted-related protein; pane, EWS, stem, renal; diag 

130343; AB040914; Hs.278628; KIAA1481 protein; breast diag 

130376; R40873; Hs.155174; COC5 (cell division cycte 5, S; cwar, CTl-^Sjn. 

130385; AW067800; Hs.155223; stannbeaiefn % breast lung; mAW'tag 

130455; 090041; Hs.155956; M^cetyt transferase 1 (arytamr; breast S.ra 

130511; L32137; Hs.1 584; cartilage oGgomeric matrix pn breast ovar, (Sag 

130558; BE564937; Hs.1 5984; pp21 homolog; pros; CTL+sjn. 

130577; M69241; Hs.162; insulin-like growth factor bin; ovan diag 

130604; AA383256; Hs.1657; estrogen receptor 1; breast mAb+sjn 

130827; BE003054; Hs.1 695; matrix rnetafloprotemase 12 (mc lung, coton, Wad, headnk, ovar, pane; mAimfiag^s.ra 

130637; AA356764; Hs.17109; integral membrane protein 2A; EWS; mAb+s.m. 

130648; AJ 4581 65; Hs.17296; hypothetical protein MGC2376; colon; diag 

130667; BE246961; Hs.17639; Homo sapiens uWquifin protein; breast sm 

130690; AB006625; Hs.139033; paternally expressed 3; ovan diag 

130714; AI348274; Ks.18212; ONA segment on chromosome X (u; breast diag 

130760; AW379130; Hs. 18353; phosphodiesterase 9A; pros; CTL+s.m. 

130800; A1137292; Hs.1 9574; hypothetical protein MGC5469; colon, lung; (flag 

130839; AB01 1 1 69; Hs380875; similar to S. cerevfelae SSM4; angio; diag 

130844; 117624$ Hs.20191; seven in absentia (Drosophtla); breast diag 

130892; AU 20837; Hs.20993; high-gtucosewegulated protein; breast CTL+s.m. 

130941; NM.000869; Hs.2142; S^droxytryr^amine (serotonin; ovar, mAb 

130967; AA393071; Hs.182579; leucine arrdnopepQdase; ovan sjti. 

130972; D81866; Hs. 374468; Homo sapiens mRNA; cDNA DKFZpS; angio; diag 

130987; 8E613269; Hs.21893; hypothetical protein DKFZp761N; colon; diag 

131046; AA321649; Hs.2248; small IndudWe cytokine subfa; breast lung, Wad, ovar, fibre; diag 

131080; NM.001955; Hs.2271; endotheSn 1; angio; diag 

131083; Y 097 53; Ks.22785; gantma-arninobutyric acid (GABA); pros; mAb 

131148; AW953575; Hs303125; pS^cnduced protein PtGPCI; breast colon, angio; diag 

131216; A1815486; Hs.243901; Homo sapiens cDNA FU20738 fis; colon, breast diag 

131228; AW207469; Hs.24485; chondroitm sulfate proteoglyc; ovar, diag 

131244; AI638429; Hs.24763; RAN binding protein 1; rung, Wad. headnk; CTUsjn. 

131 288; AA278482; Hs.25328; ESTs, Moderately sBrflar to AU pros; diag 

131289; AA296696; Hs333418; FXYD domain-corrianing ton tra; colon; diag 

131307; NM_000025; Hs.2549; adrenergic beta4-, receptor; EWS; mAb 

131313; R96290; Hs.75874; ribosomal protein L44; EWS; diag 

131492; AI452601; Hs.28B869; nuclear receptor subfamily 2, ; pros; mAb+SJn. 

131544; AL355715; Hs.28555; programmed cell death 9 (PDCD9; breast diag 

131559; AL078599; Hs.10784; hypothefica) protein FU 20037; breast diag 

131564; T93500; K&28792; Homo sapiens cDNA FU11041 6s; breast diag 

131603; X81334; Hs.2936; matrix metaCoproteinase 13 (c; Wad; sm 

131643; AW410601; Hs33Q25; HSPC182 protein; breast diag 

131739; AF017986; Hs.31386; secreted frizzleoVdated prot breast mAb+sm 
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131817; U20536; Hs.3280; caspase 6, apoptosis-related c; fibre, breast cent, lung, Wad, pane, gfio; 

131885; BE502341; Hs.3402; ESTs; breast (flag 

131919; T15803; Hs.272458; protein phosphatase 3 (formed; pros, breast sm 

131925; AF151048; Hs. 183 180; anaphase promoting complex sub; breast; dlag 

131965; W79283; Hs.35962; ESTs; tung. ovan dag 

131985; AA503020; Hs.36563; hypothetical protein FU22418; breast ovan diag 

132050; AI267615; Hs.38022; ESTs; angio; diag 

132173; XS9426; Hs.41716; endothelial cell-specific mole; angio; diag 

132180; NM.004460; Hs.418; fibroblast activation protein,; colon, pane, esoph; mAb 

132191; AA507576; Hs.288361; Homo sapiens cDNA: FU22695 fi; ovar; dag 

132349; AW975654rHs.181286; serine protease inhibitor, Kaz; pros, blad; sm 

132354; BE185289; Hs.1076; small proTme-rich protein 1B ; lung; diag 

132358; NMJ003542; Hs.46423; H4 histone famfly, member G; pros; CTL-*sm 

132371; AA235448; Hs.222088; PRO2000 protein; breast diag 

132454; BE298227; Hs.250822; serine/threonine kinase 15; Wad, breast sm 

132490; NM.001290; Hs.4980; UM domain tending 2; angio; diag 

132520; AA257992; Hs.50851; Janus kinase 1 (a protein tyro; EWS; s.m. 

132528; T7B736; Hs^0758; SMC4 (structural maintenance o; ovan CTL+sm 

132543; BE568452; Hs.344037; protein regulator of cytokines; colon, tung; diag 

132572; A1929659; Hs^37825; signal recognition parfcle 72; ovan diag 

132592; AW803554; Hs.288850; Homo sapiens cDNA: RJ22528 ft colon; diag 

132624; AA326108; Hs.33829; bHLH protein DEC2; ovar; diag 

132632; AU076916; Hs.5398; guanine monphosphate synthetas; ovar. lung; sm 

132669; W385B6; Hs380933; guanine nucleotide binding pro; colon; diag 

132710; W74001; Hs£5279; serine (or cysteine) proteinas; hing. Wad. colon, headnk; diag 

132725; NMJX36276; Hs.184167; splicing factor, arginme/seri; ovan CTL+s.m. 

132767; BE182592; Hs.11261; sman pro5ne-rich protein 2A; lung; diag 

132791; AB029551; Hs.7910; R1NG1 and YY1 binding protein; pros; CTL+s.m. 

132837; AA370362; Hs.57958; EGF-TM7-1atrophifin-retated pn angio; diag 

132856; NMJM1448; Hs.58367; gryptean 4; breast colon, pros; mAb 

132888; NM_005476; Hs.5920; UDP-N^acervlg1iKX)san^2^pim; pros; s.m. 

132902; AI936442; Hs.59838; hypothetical protein FU10B03; colon; diag 

132939; AB0092B4; Hs.61152; exostoses {mu!5pJe r &ke 2; ovan drag 

132964; AI362575; Hs.303171; ESTs; pros; diag 

132967; AA316181; Hs.61635; six Iransmembrane epithelial a; pros, pros; mAb+CTL 

132990; X77343; Hs.334334; transcription factor AP-2 alph; breast, rung; CTL+sm 

132934; M112748; Hs.279905; clone HQ0310 PRO0310p1; colon, breast sm 

133006; AW978436; Hs.62515; WAA0494 gene product colon; dlag 

133015; AJ002744; Hs. 2463 15; UDP-ri^ceryl^pha-[>galactosa; breast colon, pros; sm 

133016; AI439688; Hs.6289; hypothetical protein FU20886; breast diag 

133061; AI186431; Hs.296638; prostate differentiafion facta; angio, pros, blad; diag 

133063; AI654133; Hs.356247; thyroid receptor mteracfing p; pros; mAb«sm 

133070; U92649; Hs.380136; a disintegrin and metaltoprota; leuk; diag 

133179; U81599; Hs.66731; homeo box B13; pros; CTHsm 

133199; AF231981; Hs.250175; homotog of yeast long chain po; breast, angio; CTL+s.m. 

133260; AA403045; Hs.6906; Homo sapiens cDNA: FU23197 fi; angio; diag 

133272; NM_0OZ776; Hs.69423; kalHkrein 10; colon, ovan dag 

133314; M10267O, Hs.70725; gamrna-aminobutyric acid (GABA); breast, pane; mAb 

133321; T79526; Hs.179516; integral type I protein; breast diag 

133391; AW103364; Hs.727; rnhibrn, beta A (acthrln A. ac; breast Wad, lung; dag 

133415; X69699; Hs.73149; paired box gene 8; ovar. CTL 

133477; AW502935; Hs.740; PTK2 protein tyrosine kinase 2; breast sm 

133579; X75346; Hs.75074; rnitogen-acfJvated protein Wna; pros; diag 

133626; AW836130; Hs.75277; hypothetical protein FU13910; pros; diag 

133736; D49958; Hs.75819; glycoprotein M6A; pros; mAb 

133829; AW630088; Hs.76550; Homo sapiens mRNA; cDNA DKFZpS; ovar, dag 

133860; S78296; Hs.76888; hypothetical protein MGC12702; Wad; diag 

133944; AW058579; Hs.7780; Homo sapiens mRNA; cDNA DKFZpS; pros; diag 

133975; C18356; Hs.295944; tissue factor pathway inhibito; angio, pane; CTL+dag 

133976; Al 908165; Hs.169946; GATA^xnding protein 3 (T-cefl; breast, blad; mAtHsm 

134100; AA460085; Hs.171075; repBcafton factor C (activato; pros; diag 

134110; U41060; Hs.79136; UV-1 protein, estrogen reguta; breast Wad, ovar, pros; mAb 

134169; AI690916; Hs.178137; transducer of ERBB2, 1; breast CTL+sm 

134219; NM_0Q0402; Hs.80206; glucose^hosphate derrydrogen; breast sm 

134319; BE304999; Hs.285754; fumarate hydratase; colon; sm 

134326; AW903838; Hs.81800; chondroifin sulfate proteoglyc; ovar, breast pane, lung; diag 

134348; AW291946; Hs.82065; interieukin 6 signal transduce; breast mAb+sm 

134374; N22667; Hs.8236; ESTs; pros; dag 

134390; R35528; Hs.8258; DKFZP434D1 335 protein; pros; CTL+sm 

134401; AI916662; Hs.211577; Wnecfin 1 (kinesin receptor); pros, breast mAb+s.m 

134405; AW067903; Hs.82772; collagen, type XI. alpha 1; breast, lung. ovar. headnk; CTL 

134470; X54942; Hs.83758; CDC28 protein kinase Z lung, Mad. headnk; sm 

134520; BE091005; Ks. 349506; activated RNA polymerase U tn ovar. s.ra 

1 34529; AW41 1479; Hs.848; FKSO&tindng protein 4 (59XD); breast diag 

134570; U56615; Hs.172280; SWl/SNF related, matrix associ; EWS; CTL+s.m. 

134554; AK001741; Hs.8739; hypothetical protein FU 10379; breast ; dag 

134666; BE391929; Ks.8752; transmembrane protein 4; breast mAb+sm 

134691; AW382987; Ks.88474; prostaglaMn-endoparaxiile syn; ovan sm 

134727; X80507; Hs34520; yes-associated protein 65 kDa; blad; dag 

134731; D89377; Hs.89404; msh (DrosopruTa) homeo box horn; Wad; sm 

134786; T29818; Hs^9540; TEK tyrosine kinase, endolhefi: angio; sm 

134824; S78723; Hs^98623; 5-hydroxytryptamine (serotonin; blad; mAb 

134856; BE281128; Hs.9030; TONDlt Wad; CTL-^m 
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134868; AB020689; Hs.90419; K1M0882 protein; breast; (flag 

134924; BE294029; Hs.279903; Ras homotog enriched in brain ; breast mAb 

134972; AL033527; Hs.1 69252; v-myc avian myelomatosis v; ovar; CTL+sm 

134975; R50333; Hs.92186; Leman coilea^cofl protein; breast; <fiag 

134989; AW968058; Hs.92381 ; nudix (nucleoside diphosphate ; coton; dbg 

1 35073; W55956; Hs.94030; Homo sapiens mRNA; cONA DKFZpS; angio; diag 

1351 17; W52493; Hs.94694; Homo sapiens cDNA FU10561 fis; breast; (flag 

135166; AA135867; Hs.28085B; ESTs, Kghly similar to A35661; pros; diag 

135235; AW298244; Hs.266195; EST* angio; diag 

135242; AI583187; Hs.9700; cycTm El; ovar; CTb^m. 

135243; BE463721; Hs.97101; putative G protein-coupled rec; colon; mAb«s.m. 

135255; Y13545; Hs.97234; uropiakin 2; Wad; mAb 

135309; Al 5641 23; Hs.355689; ADP-nTwsylatton factor-tike 5; pros; diag 

135315; H8113S; Hs.334604; Homo sapiens mRNA for K1AA1 870; pros; diag 

135389; U05237; Hs.99872; fetal Alzheimer antigen; pros, breast colon; CTL+sm 

135400; X78592; Hs.99915; androgen receptor (darydrotest pros; mAtHSjn. 

300254; AW1 83618; Hs.55610; solute carrier family 30 (zinc; pros, breast; mAb*sjn. 

300256; AW591433; Hs. 298241; Transmembrane protease, serine; breast, colon, lung, ovar; mAb+<fiag+sja 

300318; AW444502; Hs.256982; ESTs. WeaWy simaar to NHL1 H; angio; CTWiag 

300605; AI218847; Hs.152670; ESTs; pros; diag 

300921; AF146747; Hs.232165; polycythemia rubra vera 1; cet pros; mAtHsm 

300923; AW136372; Hs.1852; acid phosphatase, prostate; pros; sm 

301042; AI659131; Hs.366053; hypothefcai protein MGC2849; pros; mAb 

301043; AI160316; Hs.149155; voltage-dependent anion channe; pros; rnAb^rn. 

301050; AW136973; Hs.362915; ESTs. WeaWy simitar to S69890; colon, lung; CTL^sm 

301341; AA887801; Hs.208229; G protein-coupled receptor; breast, lung; mAb+sm 

302001; AB02071 1; Hs.374965; WAA0904 protein; breast ; CTUs.m. 

302005; BE252922; Hs.123119; MAD (mothers against decapenta; pros; diag 

302067; BE54270S; Hs.222399; CEGP1 protein; breast; diag 

302167; NM_006227; Hs.283007; phospholipid transfer protein; pros; mAb 

302225; NMJ307231; Hs.16221 1; solute carrier family 6 (neuro; pane; mAtHsm 

302276; AW057736; Hs.323910; HER2 receptor tyrosine kinase ; breast; mAb+sjn. 

302290; AA179949; Hs.175563; Homo sapiens mRNA; cONA DKFZpS; pros, breast; (flag 

302372; AL1 17405; Hs335891 ; ATP-binding cassette transport; breast, pros ; mAb+s.m. 

302384; AI678059; Hs202676; synaptonemal complex protein 2; breast, cerv; (Sag 

302410; NM-004917; Hs.21 8355; kaHHoein 4 (prostase, enamel; pros; diag 

302468; AL133561; Hs.380155; DKFZP434B061 protein; pros; diag 

302562; BE149762; Hs.48956; gap junction protein, beta 6 fc lung, blad; mAb 

302881; AA508353; Hs.105314; retodn 1 (HI); pros; diag 

303295; AA205625; Hs.208067; ESTs; Wad; diag 

303380; AW962764; Hs.303171; olfactory receptor, family 51,; pros; mAb 

303506; AA340605; Hs.1 05887; ESTs, WeaWy similar to Homoto; pros, breast, colon ; diag 

303699; BE143707; Hs.1 9525; hypolhetical protein FU22794; pros; diag 

303753; AW503733; Hs.9414; WAA1488 protein; pros, breast, ccton; CTL*s.m. 

305503; AA759177; Hs^98148; ESTs, WeaHy simflar to WAA05; pros; diag 

306273; AA936290;;gb:on70a0U1 SoaresJiFUlGBC; pros; diag 

306676; AI005603; ; gkov15c10.s1 NCI_CGAP_GC3 Horn; hmg; diag 

306840; AI077477; Hs.307912; ESTs; angio; diag 

3091 77; AI951 118; Hs.326736; Homo sapiens breast cancer ant; breast, pros; mAb+CTL 

309583; AW 170035; Hs.326736; Homo sapiens breast cancer ant breast mAb*CTL 

309931; AW341683; Hs.343663; gb:hd13d01 j(1 Soares_NFUr_GBC; lung; mAb 

310382; AI734009; Hs.1 27699; WAA1603 protein; pros; diag 

310431; AI420227; Hs.366053; ESTs. WeaWy similar to A46010; pros; diag 

310573; AW292180; Hs.156142; ESTs; pros; diag 

310636; A1814373; Hs.164175; ESTs; lung; diag 

310781; AI380797; Hs.1 58992; ESTs; breast ; diag 

310955; AI476732; Hs.263912; ESTs; breast angjo; olag 

311034; BE567130; Hs.311389; ESTs, Highly similar to NKGDJt; lung; mAtHsm 

311166; AI821005; Hs.118599; Intron ot BFF9 (GDNFRa).; breast ; diag 

311251; AI655662; Hs.197698; ESTs; pros; diag 

311557; AF200492; Hs.211238; biterteukin-1 homotog 1; lung; dag 

311596; AI682088; Hs.79375; smgle-minded (Drosophua) horn; pros; CTL 

311630; AI915444; HsJ72037; ESTs; colon. Wad, lung, ovar, pane, headnk; mAb+dag+sm 

311877; AA084248; Hs.372651; G proteijvecupted receptor 39; ovar, angio, gRo; mAb+s.m. 

31 191 1; R19175; Hs.169793; ribosomal protein 132; pros; diag 

31 1928; T62216; Hs.378028; ESTs; pros; diag 

312182; T94344; Ks.326263; ESTs; pros; diag 

312252; Ai 128388; Hs.1 43655; ESTs; Wad; diag 

312319; AA906997; Hs.1 80780; TERA protein; colon; CTUsm 

312521; AJ263307; Hs.356901; H2B histone My. member L; pros, breast, lung; diag 

312544; AA516420; Hs.352340; ESTs, WeaWy simflar to I38022; breast diag 

312742; AI650383; Hs.116462; ESTs; colon; olag 

312795; AW975014; Hs.26; ferrochetatase (j^toporphyria; pros; sm 

312857; BE08386B; Hs.1 2691 4; WAA1430 protein; colon, pros; CTbKS.m, 

312922; AA32925S; Hs.378739; ESTs, Moderately simiar to at pros; dag 

313328; AW44921 1; Hs.1 05445; GDNF family receptor alpha 1; breast ; mAtHSjn. 

313513; AW298600; Hs.64313; ESTs, WeaWy similar to S59501; angio; mAb*$jn. 

313556; AA628517; Hs.1 18502; ESTs; angio; diag 

313665; AW751201; Hs.120932; ESTs; angjo; dag 

313774; AI916058; Hs.144583; ESTs; colon; CTL 

313915; C18863;Hs.163443; intron of periostin (OSF-2os); breast diag 

313978; AI870175; Hs.13957; ESTs; angio; diag 

314078; AW129357; Hs.329700; ESTs; breast dag 
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314097; M548744; Hs.289493; ESTs; breast (flag 

314121; AI732083; Hs.187619; ESTs; pros breast diag 

314171; AI821895; Hs.193481; ESTs; pros; diag 
c 314506; AA833655; Hs.206868; Homo sapiens cDNA FU 14056 fis; breast diaq 
J 314547; AA399272; Hs.144341; ESTs; breast ; diag 

314558; AI873274; Hs.370280; ESTs; breast pros; drag 

314589; AK001432; Hs.153408; Homo sapiens cDNA FU10570 fis; lung, btad; diag 

314691; AW207206; Hs^56962; ESTs; breast pros; diag 

314785; A1538226; Hs.32976; guanine nudeofide binding pro; colon, pros; diag 
1 U 314907; AW971 082; Hs.222886; ESTs, WeaJdy simiiar to TRHY.H; pros; diag 

315006; AI538613; Hs.298241; Transmembrane protease, serine; breast colon, lung, ovar; rnAb*diag+s.m. 

315033; A1493046; Hs.146133; ESTs; colon; diag 9 

315051; AW292425; Hs.1 63484; ESTs; breast pros, Wad; drag 

315052; AA876910; Hs.134427; ESTs; pros, breast ; (Bag 
I J 315196; AI367347; Hs.44898; Homo sapiens done TfXCTA00151; breast diag 

315368; AB037745; Hs.104695; WAA1324 protein; pros; diag 

315408; AW273261; Hs.216292; ESTs; pros; diag 

315634; AA837085; Hs.372254; ESTs; breast pros; diag 
on 315720; AA292998; Hs.163900; ESTs; Wad; diag 

l\J 316177; AI904982; Hs^93102; downstream of breast cancer an; breast mAb-»CTL 

316442; AA760894; Hs.125350; ESTs; pros; diag 

3165B0; AA938198; Hs.146123; po!y(A) polymerase gamma; breast angio; sjr 

316886; AA836331; Hs.170261; ESTs; breast ; diag 
0 _ 316943; AW014875; Hs.137007; ESTs; Wad; diag 
I D 317079; BE159984; Hs.125395; ESTs; blad; mAb+sjiL 

317140; AA885430; Hs.201925; Homo sapiens cDNA FU 13446 fis; breast diag 

317224; X73608; Hs.93029; sparcrosteonectin, cwcv and ka; pros, angio; diag 

317548; BE568568; Hs. 159066; ESTs; pros; CTUsm 

317803; AW664964; Hs.128899; ESTs; breast hmg, ovar. pros; mAb*s.m. 

317881; A1827248; Hs.224398; Homo sapiens cDNA FU11469 6s; breast lung ; diag 

318240; AI085377; Hs.1 43610; ESTs; lung; diag 

31 8524; AK001050; Hs.159066; hypothetical protein FU10188; pros, colon; CTUs.m 

318532; AW139377; Hs.127179; crypuc gene; pane; diag 
0 c 318744; AI793124; Hs.144479; ESTs; breast diag 
35 318754; W21423; Hs.44222; CQ-90 protein; pros; diag 

319080; AW967646; Hs.23023; ESTs; pros; diag 

319795; AB037821; Hs. 146858; pro tocadherin 10; pros, grto; mAb+s.m. 

320066; BE305242; Hs.16098; dautfin % colon, pane; diag 

320167; AA984373; Hs.90790; Homo sapiens cDNA: FU22930 fr. breast pros; diag 
HV 320203; AL049227; Hs. 124775; downstream ofcadherin 6 (by 3; renal, ovar mAb+sjn. 

320211; AL039402; Hs.125783; DEM&-6 protein; breast pros; CTL 

320322; AF077374; Hs.1 39322; small proOne-rich protein 3; lung; diag 

320324; AF071202; Hs, 139336; ATP-WncSng cassette, suWaml; pros; mAb 

320561; AF085808; Hs.1 59330; uroplakin 3; pros, blad; diag 

320590; U6705B; Hs.154299; Human proteinase"acevated rec; pros; mAb*s.m. 

320635; N50617; Hs.80506; small nuclear ifoonudeoprotei; angio rung- drag 

320736; AA315361; Hs.170195; bona morphogenetlc protein 7 (; ovar; mAtwfiag 

320796; AK001541; Hs.31218; secretory carrier membrane pro; pros, colon ; cfiag 
fA 320896; BE019924; Hs^71580; uroplakin 1B; hmg. Wad. ovar, headnk; mAb^drag 

321023; AW294316; Hs.125608; ESTs; cdon; diag 

321107; AI732643; Hs.144151; downstream of breast cancer an; breast mAtnCTL 

321412; AI674383; Hs.22891 ; solute carrier family 7 (cafio; pros; mAtHSjn. 

321441; AF107493; Hs.201675; Homo sapiens LUCA-15 protein m; pros, breast ; diaq 

321644; AW975944; Hs.237396; ESTs; breast pros ; diag 
J J 321717; AW956580; Hs.42699; ESTs; angio; diag 

321905; AW2706C8; Hs.170195; bone morohogenefc protein 7 (; ovar; mAb+diaq 

321911; AF026944; Hs.293797; ESTs; angio, lung, Wad; diag 

322035; AL137517; Hs.306201; hypotheBcal protein DKFZp5640; breast blad; mAb 

322521; AF147347; ; gfcHomo sapiens full length In; breast; diag 
OU 322706; AA018899; Hs.127179; cryptic gene; pane; diag 

322782; AAQ56060; Hs^02577; Homo sapiens cDNA FU12166 fis; pros; drag 

322818; AW043782; Hs.293616; ESTs; pros, breast angio. glio ; diag 

322882; AW248508; Hs^79727; Homo sapiens cDNA FU14035 fis; breast tung, ovar, angio, Wad' diag 
_ 322975; CI 6391; ; intron of breast cancer anSge; breast ; mAlnCTL ' 
00 ■ 323168; At120862;Hs.124165; programmed ceSdeath 9 (P0CO9; breast ; drag 
323226; AF055019; Hs.355279; Homo sapiens clone 24670 mRNA; pros; diag 
323262; AL133990; Hs.190642; CEGP1 protein; breast pres. Wad; diag 
323287; AA639902; Hs.1 042 15; ESTs, Moderately similar to SP; pros; diag 
323332; AI829520; ; gb^19c06jt1 NCLCGAP_U1 Horn; breast ; diag 
323335; AI555499; Hs.1 61 71 2; ESTs; pros, breast mAb 
323587; AJ299709; Hs.1 31 886; Homo sapiens cDNA: FU221 13 ft; colon; diag 
323817; AA410943; ; NAME OMITTED ... receptor kinase; breast ; mAb 
324261; BE069341; ; gb:QV3^0381-27010(H)73-cC8 B; breast diag 
„ 324295; AA434579; Hs.1 43691; ESTs; pros; diag 
1 3 324338; AA927668; Hs.145078; regulator of (fifferenfiaQcn C colon; diag 

324430; AA464018; Hs.335798; Homo sapiens cDNA: RJ23241 fi; pros colon; diaq 
324432; AA464510; Hs.152812; ESTs; breast lung, pane; diag 
324503; AW993522; Hs^99867; ESTs; pros, breast diag 
324617; AA508552; Hs.222874; ESTs, WeaJdy smilar to 138022; pros; diaq 
511 324658; AI694767; Hs.129179; Homo sapiens cDNA FU 13581 fis; pros ; diag 
324718; AI557019; Hs.1 16467; small nuclear protein PRAQ colon, pros; diag 
324866; AI541 214; Hs.46320; SmaH profine-rich protein SPR; lung, Wad- diag 
324871; AI890347; Hs.271 923; Homo sapiens cONA: FU22785 6; colon; diag 
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324987; AI375572; Hs.172634; ESTs; breast; (flag 

325372; ; ; Phase 2 & 3 Exons; breast CTLtsrn 

325544; ; ; Phase 2 & 3 Exons; breast, angio; diag 
_ 327035; ;; Phase 2 & 3 Exons; lung, angio; (Bag 
3 327075; ;; Phase 2 & 3 Exons; breast, lung; diag 

327414; ;; Phase 2 & 3 Exons; angio; dtag 

32B700; ; ; Phase 2 & 3 Exons; breast, angio; dtag 

330211; ; ; Phase 2 & 3 Exons; pros; CTL+sjn. 

330468; L10343; Hs.112341; protease inharftor 3; skfn-der; tung, cobn, Wad; dag 
IU 33D493; M27826; Hs.334372; endogenous retroviral protease; tung, colon; sm 
330630; NM.002902; Hs.79088; refculocalbin 2; EF-hand calc; pros; diag 
330762; AW407332; Hs.1 3014; ADP-ribosytaEon factor GTPase; pros; CTL*s.m. 
330790; AI660243; Hs.318545; HuOl Chip Redos; pros, btad; diag 
330814; AJ955040; Hs.265398; PAR-6 beta {partitioning def; breast diag 
I 3 330827; AJ961486; Hs^49196; ESTs; hmg, liter; cfiag 

330892; AF 109298; Hs.1 18258; prostate cancer associated pro; pros; diag 
331014; AW770994; Hs.30340; hypothefical protein KIM1 165; cobn; diag 
331151; RB2331; Hs.121602; ESTs; pros, breast; drag 
331183; T40769; Hs*469; ESTs; colon; diag 
ZU 331237; W87B74; KL25277; Homo sapiens cDNA FU10717 fis; angio; diag 
331490; AF216751; Hs.26813; CQA14; pros; (Sag 
331578; A1246482; Hs.243010; ESTs; angio; diag 
331614; N92293; Hs.206832; EST; Moderately similar to ALU; breast ; diag 
33181 1;AW885727;Hs.9914;Hu0iaq> Redos; lung; diag 
ZD 331889; AA677577; Hs.380213; Homo sapiens Chromosome 16BAQ pros; diag 
331969; AA52691 1; Hs.82772; coDagen; type XI; alpha 1; breast. lung; CTL 
332180; AF134160; Hs.7327; daudfai 1; lung; mAb 
332247; AA669097; ; ESTs; pros, breast ; diag 
332396; AW579842; HsJ80730; hypothetical protein FU10697; pros; (Bag 
30 332453; L42563; Hs.334309; Hu01 Chip Redos; lung; diag 

332466; AB018259; Hs.1 18140-WAA0716 gene product angio; diag 
, 332530; M31 669; Hs.1735; tnhibin; beta B (acfivin AB be; ovar, pros; diag 
332535; AF167706; Hs.19280; cysteine-rich repeatcontarnin; angio; dag 
332640; BE568452; Hs.344037; protein regulator of cytokines; Had, headnk; diag 
33 332645; AA284371; Hs.11 8064; ESTs; breast colon; diag 

332586; X69699; Hs.73149; paired box gene 8; ovar; CTL«sjn. 
332697; X51405; Hs.75360; carbaxypeptidase E; pros; diag 
332740; BE409869; Hs^86241; Homo sapiens cDNA: FU22698 fi; pros; diag 
n 332798; ; ; C22000007:giI12314195JenAJCAB9; pros, breast ; diag 
W 333769; ; ; NMJW5940*:Homo sapiens matrix; breast colon, lung; mAb+diag+sjn. 
333904; ;; Chromosome 22; pros; diag 
334223; ; ; NM.005Q80*:Homo sapiens X-box ; pros, breast diag 
334447; ; ; NM_012429**>tomo sapiens SEC14 ; pros; diag 
335115; ; ; N^006498 t :Homo sapiens lecfin; pros; CTUs.m. 
43 335809; ; ; NM-.014509*:Homd sapiens kraken; breast CTL*sjn. 

335824; ; ; ENSP000Q024907T:OJ222Eiai (N; breast, pros; CTl-s.m. 
335825; ; ; ENSP00000249072":DJ222E13.1 (N; breast diag 
335936; ; ; Chromosome 22; lung; diag 
c f\ 336034; ; ; NM_007172:Homo sapiens nurieop; breast angio; CTL+sm 
3 U 336152; ; ; NMJ>W246:Homo sapiens cadherr, breast ; mAb 

336636; ; : C22000024*^)10645308|gbJAA62; lung, breast CTLKun. 
338008; ; ; NM»005940*:Homo sapiens matrix; lung, breast colon; mAtwfiag+sjrt 
338033; ; ; Chromosome 22; lung, angio; diag 
- 338158; ; ; NM_012399*:Homo sapiens phosph; hmg, angio; diag 
33 338255; ; ; NM_014323*:Homo sapiens zinc t pros, breast colon ; CTL+sjn. 
400195; ; Hs.42650; NM_007057*:Homo sapiens ZW10 i; lung; CTUsm 
400269; ; Hs.253495; Eos Control; fibre; diag 
400285; ; ; Eos Control; tung; diag 
400287; S39329; Hs.1 81 350; kafein 2. prostatic; pros; diag 

400288; X06256; Hs.149609; integrin, alpha 5 (tibronectin; pane, pros^ngb, Wad, lung; mAb+s.m. 
400290; H18836; Hs.31608; hypothetical protein FU20041; pros, colon, EWS; mAb 
400294; N95796; Hs.278695; Homo sapiens prostein mRNA, co; pros, pros; mAb 
400295; W72838; Hs£48419; AI905687:IL-8T095-19019W)19 B; breast cfiag 
s c 400298 : AA032279; Hs.61635; stx transmembrane epithelial a; pane, tung, headnk, stom, EWS, ovar, mAb+CTL 
03 400328; XB7344; ; transporter 2. ATP^irxlingc3s;lung;rnAb4Sja 

400409; AF153341; ; Homo sapiens winged hefix/fbrk; Wad; CTL+sjn. 
400419; AF084545; ; Target tung, sarc; diag 
400440; X83957; Hs.83870; nebufin; sarc; diag 
400494; ; ; ENSP00000238970*£IG30 (Fragme; angio; mAb 
/U 40M17;;;lengsin; stom, cerv.uter, lung, pros, coton, hepd diag 
400651; ; ; ENSP0000O22BO31*:COPPER CHAPER; sarc; sm 
400665; ; ; NM_002425:Homo sapiens matrix ; lung; mAb+diag+sjn. 
400773; ; ; NMJMB1Q5*:Homo sapiens sorfrfc Wad; mAb 
400844; ; ; NM_Q03105*:Homo sapiens sorfil; Wad; sjtl 
/3 400846; ; ; sorfifin-refated receptor, Lp; btad; mAr>+s.m. 

400881; ; ; NMJE5080:Homo sapiens hypolhe; ovar, diag 
401093; ; ; C12000586*^i|6330167IdbnBAA8; Wad, hmg; CTL-^m. 
401234; ;: rrttc^en-acrjvated protain Wna; an^o; diag 
Q A 401424; ; ; NM_001 172:Homo sapiens arginas; pros; sjtl 
OU 401485; ; ; C4000S4r.-q;T47585081reilNP_00; headnk; mAb 
401704; ; ; NM_021 1 95*:Homo sapiens daudi; test mAb 
401732; ; ; NMJJ01 176*:Homo sapiens re» GO; pane; diag 
401747; ; ; Homo sapiens kerafin 17 (KRT17; Had, lung, headnk, mela; diag 
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401760; ; ; Target Exon; triad, lung, headnk, esoph; (Sag 
401780; ; ; NM_005557*:Homo sapiens kerafi; rung. Wad, headnk, esoph. mela; diag 
401781; ; ; Target Exon; tung. Wad, headnk. esoph, cerv; diag 
401785; ;; NM_002275*:Homo sapiens kerati; rung; (flag 
5 401797; ; ; Target Exon; sarc; diag 
401994; ; ; Target Exon; lung; diag 
4021 45; ; ; Target Exon; test CTl+sm 
402199; ; ; Target Exon; test CTL+sm 
„ _ 402230; ; ; Fgenesh predicted: CYTOCHROME ; Wad; diag 
10 402239;;; Target Exon; Wad; diag 

402260; ; ; NM_001436':Homo sapiens fibril; blad; CTL+S.m 
402265; ; ; Target Exon; lung; diag 
402305; ; ; C19000735*5il4508027lreflNP_0; blad; CTI+sjtl 
. e 402420; ; ; C1 000823*^} 10432400Iemb|CAC1; tung; diag 
1 5 402424; ; ; NM_024901:Homo sapiens rtypothe; Wad; CTL+s.m 
402447; ; ; C1000201 :gi]204416lgb|AAA02627; esoph; mAb 
402474; ; ; NMJ)04079:Homo sapiens catheps; rung, colon, stem, fibre* diag 
402550; ; ; Target Exon; fibro; diag 
402604; ; ; Target Exon; gjb; diag 
20 402605;;; Target Exorr,gBo; dag 

402606; ; ; NM_024626:Homo sapiens hypothe; ovar. breast mAb 
402680; ; ; Target Exon; test mAb 
402777; ; ; C1002652*:gi|544327|spiQ04799l; Wad; diag 
402860; ; ; ENSP00000239210£U50O24.4 {nov; mela; CTL+sjn. 
25 402888;;; Target Exon; sarc; dag 
402992; ; ; Target Exon; sarc; diag 
402994; ; ; NM_002463*:Homo sapiens myxovr, esoph; (flag 
403046; ; ; Nr>L005656^Horno sapiens transm; pros; mAb 
403047; ; ; NM_005656*:Homo sapiens transm; pros, biad, colon; mAb 
3 0 403071; ; ; NI^003319*:Homo sapiens tifin ; sarc; (Sag 
403088; ; ; NM_003319*:Homo sapiens titin ; sarc; diag 
403171; ; ; <20m472^gi|5809678|gb|AAB418; test diag 
403328; ; ; Target Exon; mela; diag 
403329; ; ; unnamed protein product [Homo ; lung; diag 
3 5 403381; ; ; ENSP00000231844*:Ecotropic vir, Wad; CTL-K3.m\ 
403409; ; ; NM_005929:Homo sapiens anOgen; mela; mAb 
403433; ; ; NM_001622:Homo sapiens alpha-2; hepC; drag 
403478; ; ; NM_022342:Horno sapiens kinesin; lung; CTL+s.m. 
403715; ; ; Target Exon; lung; diag 
40 403740; ; ; NM_001076*:Homo sapiens UDP gt pros. hepC. sjiu 
403776; ; ; ENSP00000226542*:SmaH indurib; pane; diag 
403903; ; ; C5001632^qi0645308|gblAAG21; Wad; CTL+sm 
404029; ; ; NM_01 8936*: Homo sapiens protoc; gflrx mAb 
404049; ; ; NM_01 8937*:Homo sapiens protoc; gSo; mAb 
45 40421 0; ; ; NM_005938:Horno sapiens myeloid; pane, uter. cerv, lung, ovar, pros, colon, stom; diag 
404240; ; ; NM_018950:Homo sapiens major h; fibro; mAb 
404253; ; ; NM_021058*:Homo sapiens H2S ht tung; CTL+s,m. 
404286; ; ; C6001 909^1704441 }dbpAA1 890; pane; diag 
404298; ; ; C6001238*:gj|121715|sp|P26697t tung; sjtl 
50 404403;;; Target Exon; Mad; diag 

404440; ; ; NM_021048:Homo sapiens rnebnom; lung, blad; mAb+CTL 
404866; ; ; ENSPOOOC0251 1 ^S<xfium/potass; pane; s.m. 
404877; ; ; NMJ»5385:Homo sapiens metenom; kmg, Wad; CTL+s.m. 
404927; ; ; Target Exon; tung, headnk; diag 
5 5 404996; ; ; Target Exon; lung, headnk, esoph; dag 
405001; ; ; interteukin enhancer binding f. sarc; diag 
405025; ; ; Homo sapiens bone morphogenefr, angio; diag 
405121; ; ; mitogen-acfivated protein Idna; angio, renat sm 
405238;;; Target Exon; gjto; diag 
60 405239; ; ; oxidative 3 alpha hydroxystero; gfio; am 
405451; ; ; Homo sapiens glutarrdnyVpepSd; mela; sm 
405545; ; ; Target Exon; cerv; mAb 
405546; ; ; NM_018833*:Horno sapiens trans p; cerv, mAb 
- 405547; ; ; NMj018833**tomo sapiens transp; cerv, mela; mAb 
65 405646; ; ; C120X2f30:gIK557225|retTNP_00; lung; diag 
405704; ; ; NM_001 844*:Homo sapiens coflag; sarc; dag 
405770; ; ; NM_002362:Homo sapiens melanom; lung, esoph; mAb+CTL 
405849; ; ; Target Exon; parte, (Sag 
„ 405932; ; ; C15OJu^ojl3806122lQjilAAC691; Wad, lung, headnk, cerv; CTL+sjti 
70 406081;;;TargetExon;blad;diag 

406137; ; ; NM_000179^Homo sapiens rrrutS t lung; CTL+S4R 
406173; ; ; ENSP000002501 48*:GrcrMh hormon; pane; CTL+sjti. 
406348; ; ; Target Exon; breast CTL+sjtl 
406360;;; Target Exon; lung, headnk; diag 
75 406399; ; ; NM_003122**tomo sapiens serine; Wad; dag 
406434; ; ; NMJ)30579*-.Homo sapiens cytoch; blad; diag 
406467; ; ; Target Exon; lung, headnk. Wad; diag 
406506; ; ; Target Exon; angio; dag 
405547;;; Target Exon; test diag 
oO 406627; T64904; Hs. 163780; ESTs; angio; CTL+sm 

406671; AA129547; Hs.2B5754; met pnito-oricogene (hepatocyte; pane; mAb 

406672; M26041; Hs, 198253; major rtetocompa^r/compfc fibro; mAb 

406685; M 18728; ; gfcHuman nonspecific crossreac; pane, colon, blad, headnk, stom, lung;, mAb+CTL 
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408687; M31 126; Hs.352054; matrix nietaltoproteinase 1 1 (s; breast lung, ovar, cerv, uter, pane, esoph, mete, sarc; mAb+diag+SJTt 
406690; M29540; Hs.220529; cardnoembryenfc anfigen-retat; lung, headnk, pane, stem, Mad, colon, cerv; mAb+CTL 
406706; X03740; Hs.231581; myosin, heavy porypepOde 1, s; sarc; diag 
406850; A1624300; Hs.172928; collagen, type I. alpha 1; sarc; CTL-*.m. 
5 406906; Z2S424; ; gbRsaniens protein-serineAh; blad, lung; sja 
406937; U14622; ; gkHuman transketotase-fike pr, test sm 
406967; M24349; ; gkHuman parathyroid hormone-* king; CTl+sja 
406974; M57293; ; gbiHuman paralhyroid hormone-r king, Wad; diag 
407013; U35637; Hs.83870; gb:Human nebuBn mRNA, partial; sarc; diag 
1 U 407034; U84540; ; gbiHuman dysfrobrevin isofarm ; gib; diag 

407103; AA424881; Hs^56301; hypotheficat protein MGC13170; pros; diag 
4071 18; AA156790; Hs.262036; ESTs. Weakly similar to Z223.H; pros; diag 
407122; H20276; Hs.31742; ESTs; pros; diag 

407137; T97307; ; gb:ye53h0o\s1 Soares fetal fiv; lung, blad. ovar. pros, pane, headnk; diag 
1 5 407168; R45175; Hs.117183; ESTs; pros, breast coJon; diag 

407178; AA195651; Hs.35231 % AP-2 beta transcription factor; breast ; CTL+sjn. 
407202; N58172; Hs.109370; ESTs; pros; diag 
407216; N91773; Hs.348385; tysyf oxidase; pane; (Sag 

407242; Ml 8728; ; gb.Human nonspecific crossreac; pane, colon, Wad, headnk, stom. lung, ovar, cerv; mAb 
Z\) 407244; M10014; ; fibrinogen, gamma polypeptide; lung; diag 

407245; X90568; Hs.172004; titin; sarc; drag 

407251; U6761 1; Mm.29182; transaldolase 1; pros; sjtv 

407252; AA659037; Hs.1637B0; ESTs; angio; CTb»sm 

407276; A1951 1 1 8; Hs. 326736; Homo sapiens breast cancer ant breast mAb+CTL 
25 407289; AA135159; Hs303349; Homo sapiens cDNA FU12149 fts; lung; diag 

407366; AF026942; Hs.17518; gb:Homo sapiens cig33 mRNA, pa; ovar, hepC. stom, mete, esoph; (flag 

407581; R48402; Hs, 173508; P3ECSU Wad; CTL-*ja 

407601; AC002300; Hs.37129; sodium channel, nonvdtage-gat blad; mAb 
_ _ 407619; AL050341; Hs.37165; collagen, type IX, alpha 2; sarc; diag 
30 407634; AW0 16569; Hs.136414; UDP-OcNAcbetaGal beta-1,3-N-; rung, headnk; s.m. 

407710; AW022727; Hs.23616; ESTs; test (flag 

407720; AB037776; Hs.38002; WAA1355 protein; lung; mAb 

407746; AK001962; Hs.38114; hypoihefica! protein FU11100; hing; diag 

407756; AA1 16021; Hs.38260; ubiquitin specific protease 18; pane, lung, esoph, fibro, mela; CTL+sm 
35 407758; D50915; Hs.38365; KIAA0125 gene product hmg; diag 

407777; AA161071; Hs.71465; squalene epcoddase; pane, esoph; sm 

407782; AA608956; Hs.1 12619; ESTs, Moderately similar to PU; lung; diag 

407786; AA687538; Hs.38972; tetraspan 1; pros, colon, uter, stom, ovar, cerv; mAb 
. A 407788; BE514982; Hs.38991; S100 calciurivbirttfing protein A; headnk, pane, blad, lung, fibro; diag 
40 407818; ALD21938; Hs.40154; jumonji (mouse) homotog; test CTL*s.m. 

407824; AA147684; Hs.9812; Homo sapiens cONA FU 14388 fis; sarc; (flag 

407839; AA045144; Hs.161566; ESTs; Wad, headnk; mAb 

407846; AA426202; Hs.40403; Cbr^300^terac6ng transact}; mela; diag 

407853; AA336797; Hs.40499; dickkopf (Xenopus laevis) homo; colon, stom, renal, breast ovar, uler, cerv, diag 
45 407856; AA045281; Hs^66175; phosphoprotein associated wifh; mela; diag 

407872; AB039723; Hs.40735; frizzled (Drosophila) hornolog ; ovar; mAb 

407881; AW072003; Hs.40968; heparan sulfate (glucosamine) ; pane; sjtl 

407910; AA650274; Hs.41296; fibronecfin leucine rich nans; fibro; mAb 

407944; R34008; Hs.239727; desmocoHin 2; hmg, headnk, esoph; mAb 
50 407949; W21874; Hs.247057; ESTs. Weakly similar to 210926; fibro. Wad; (flag 

407962; A! 133530; Hs.62930; ESTs, Weakly similar to S59501; angio; mAtxsm 

408000; L11690; Hs.198689; bullous rjemphigoid anBgen 1 0 breast pros, Wad, hing. headnk, cerv, esoph; mAb+CTL 

408015; AW136771; Hs.244349; epidermal differenflafion comp; mela, sarc; diag 
_ _ 408045; AW138959; Hs.245123; ESTs; breast ; tfiag 
55 408056; AA312329; Hs.42331; ephrin-M; ovar, diag 

408063; BE0S6548; Hs.381047; cateineurin-Wnding protein ca; pros, hmg; diag 

408081; AW451597; Hs.167409; bitron ofbasic-he&c-loop-hel; ovar, gib; diag 

408101; AW968504; Hs.278346; COC2-related protein kinase 7; breast lung, stom; sm 

408122; AI432652; Hs.42824; rtypothefical protein HJ10718; lung; diag 
60 408209; NM_004454; Hs.43697; ets variant gene 5 (els-relate; mela; CTl+s jr. 

408296; AL1 17452; Hs.44155; DKFZP586G1517 protein; angio; diag 

408308; AL033377; Hs.44197; hypothetical protein DKFZp5640; pane, renal, colon; mAb 

408353; BE439838; Hs.44ffl8; mitochondria) ribosomaJ prate!; hmg; diag 

408430; S79876; Hs.44926; dipeptkrytoepSdase IV (CD26, ; pros; mAb 
65 408522; A1541214; Hs.46320; Small profile-rich protein SPR; lung, Wad, headnk, eosph, cerv; (flag 

408561; AI308037; Hs.84120; hypothetical protein MGC13016; mete; CTL-sm 

408570; AL046406; Hs.1 03483; K1AA1793 protein; angio; CTI+sjtl 

408572; AA055611;Hs326568; ESTs, Moderately simitar to AL; lung; diag 

408591; AF0 15224; Hs.46452; rrrammagjobin 1; breast cerv; diag 
/O 408611; NMJM4367; Hs.46468; chemoktoe (C-C motif) receptor, mela; mAb 

408533; AW963372; Hs.222088; PRO2000 protein; blad, lung, headnk, pros; diag 

408660; AA525775; Hs.69040; ESTs, Moderately simflar to PC; ovar, pane, pros, esoph, sarc; diag 

408728; All 37379; Hs.47125; hypothetical protein FU13912; test diag 

40875B; NM.003686; Hs.47504; exonuctease 1 ; mela; CTL*sjn. 
/ 5 408770; AW270608; Hs.170195; bone morphogeneflc protein 7 {; ovar; mAb+<fiag 

408771; AW732573; Hs.47584; potassium voltage-gated channel lung; mAb 

408780; D31797; Hs.652; tumor necrosis factor {Dgand); leuk; diag 

408795; AW749126; Hs.170345; hypothetical protein FU1371Q; ovar; diag 
or . 408826; AF216077; Hs.46376; Homo sapiens done HB-2 mRNA s; pane, pros; dtag 
80 408833; AW6 12232; Hs^54835; ESTs; pros; diag 

408877; AA479033; Hs.1 3031 5; ESTs, Weakly simflar to A47582; breast diag 

408915; NM_016651; Hs.48950; heptaceSlular carcinoma novel ; pane, sarc; (flag 

408930; AA1 46721; Hs.334685; rrypolhe6cal protein RJ21588; Wad; CTL-^m. 
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408952; BE386436; Hs.44317; SRY (sex determining region Y); mela; diag 

408992; AA059325; Hs.301 14; guanine nucleotide binding pro; lung; diag 

408996; A1979158; Hs.82226; glycoprotein (transmembrane) n; me! a; mAb+s.m. 
- 409012; AL117435: Hs.49725; DKFZP434121 6 protein; sarc; CTL*jn. 
-> 409038; T97490; Hs.50002; small inducible cytokine subta; mefe; diag 

409051; AA080912; ; gb.-znWd03.r1 Stratagene hNT n; pros; sm 

409077; AA063037; Hs.66803; ESTs; lung; diag 

409093; BE243834; Hs.S0441; CGI-04 protein; lung; diag 
- n 409123; AA063403; ; gbrzm04d12*1 Stralagene come; pros; sm 
1 U 4091 42; AL1 36877; Hs^075B; SMC4 (structural maintenance o; ovar, lung, mela; diag 

409153; W03754; Hs.50813; hypothefical protein RJ20022; fibro; <fiag 

409200; AL042914; Hs.51039; WAA0076 gene product; sarc; CTl+s.m. 

409203; AA780473; Hs.687; cytochrome P450, subfamily IVB; fibro, blad, ovar; diag 

409228; R1581 1; Hs.22010; ESTs, Weakly simSar to 210926; lung; mAb 
1 J 409231; AA446644; Hs.692; GA733-2 anSgen; epithelial gt pros, ovar, breast, iter, pane, colon, stonr mAb 

409243; AB037761 ; Hs.51743; WAA1340 protein; test; diag 

409262; AK000631; Hs.52256; hypothetical protein FU20624; pros; CTL+sm 

409264; NM_014937; Hs.52463; WAA0966 protein; mela; CTL^sm 

409269; AA576953; Hs.22972; steroid 5 alpha^eductase 2-fi; breast, ovar, tung. pane, uter. mAb 
ZU 409327; L41 162; Hs.53563; collagen, type IX, alpha 3; cobn. pane, sarc; CTL^m. 

409340; BE174629; Hs.321130; hypothetical protein MGC2771; mela; CTUsm 

409342; AU077058; Hs.54089; BRCA1 associated RING domain 1; test; CTUsm 

409348; AI401535; Hs. 146090; ESTs; renat gBo; dag 

409361; NWL005982; Hs.54416; sine ocuGs homeobox (Drosophi; blad, lung, pros; CTL+s.m. 
Z J 409389; AB007979; Hs.301281; Homo sapiens mRNA, chramoscme ; gib; diag 

409395; U46745; Hs^36678; dystrobrevin, alpha; glio; (Sag 

409402; AF208234; Hs.695; cystatin B (stefin B); blad; diag 

409415; AA579258; Hs.6083; Homo sapiens cDNA: FU21028 h; mala; (Sag 

409421; AA199883; Hs.67624; ESTs; test; (Sag 
JU 409430; R21945; Hs.346735; spficing factor, arginme/seri; mela; diag 

409432; D49372; Hs.54460; small inducible cytokine subfa; stom, esoph; diag 

409433; AA074382; Hs.135255; ESTs; gOo, sarc; diag 

409509; AL036923; Hs.322710; ESTs; angio; diag 
~ c 409512; AW979187; Hs.293591; melanoma cofterentiafion assoc; mela, esoph; CTL«sjtl 
3D 409542; AA503020; Hs.36553; hypothetical protein FU22418; breast, ovar; diag 

409582; R27430; Hs.271565; ESTs; hing; diag 

409601; AF237621; Hs.80828; keratin 1 (epidermolytic hyper; headnk, mela, sarc; CTL+sjtl 

409633; AW449822; Hs.55200; ESTs; sarc; (Sag 
. _ 409637; AA323948; Hs.55407; Homo sapiens mRNA; cONA DKFZp4; renal; diag 
40 409638; AW450420; Hs.21335; ESTs; glio; (Sag 

409670; AI368109; Hs.381163; K1AA1 856 protein; test CTl^m. 

409703; NM_006187; Hs.56009; ?^-oligoaaenylate synthetas; pane, esoph, mela; sjtl 

409705; M37762; Hs.56023; brain-derived neurotrophic fac; lung; diag 
A 409719; AI769160; Hs.108681; Homo sapiens brain tumor assoc; lung; diag 

409731; AA125985; Hs.56145; trrymosin, beta, idenfified in ; pros, sarc; CTVsjn. 

409745; AA077391 ; ; gb:7B14E12 Chromosome 7 Fetal ; ovar, renal; CTL*sm 

409935; AW511413; Hs. 187393; ESTs; hing; diag 

409958; NMJJ01523; Hs.57697; hyaluronan synthase 1; pane, ovar, mAb 
n 409988; N27687; Hs.334334; transcription tactor AP-2 a?ph; mela; diag 
3U 410006; AW732308; Hs.57783; eukaryotic translation IniOat test diag 

410037; ABQ20725; Hs.58009; KIAA0918 protein; pros; diag 

410044; BE566742; Hs.58169; highly expressed in cancer, rt; Nad; diag 

410048; W76467; Hs.343874; proline oxidase homotog; test; sjtl 1 
c - 410076; T05387; Hs.7991 ; ESTs; lung, pros; diag 
-O 410079; U94352; Hs.380757; glycogen* % mela; (Sag 

410082; AA081594; Hs.158311; MusashJ (Drosophaa) homotog 1; pros; diag 

410102; AW248508; Hs.279727; ESTs; homdogue of PEM-3 [Oon; ovar, breast, Wad, lung, angto, sarc; diag 

410174; AA306007; Hs.59461; DKF2P434C245 protein; mela; diag 
^ 41W40;AL157424;Hs.61289;synaptoJaiib2;ar^« 
OU 410247; AF181721; Hs.61345; RU2S; ovar; CTl+sjn. 

410268; AA316181; Hs.61635; six transmembrane epithelial a; pane, pros, EWS; mAb+dl 

410290; AA4O2307; Hs.322844; hypothefical protein DKFZp564A; mela; diag 

410310; J02931; Hs.62192; coagulation tactor III (thromb; pros, pane; mAb 
, 410361; BE391804; Hs.62661; guanylate Krufing protein 1. v % mela, esoph, hepC, fibro, uter; (Dag 
00 410438; AW748012; Hs.45207; hyrjoihe&al protein WAA1335; lung; CTl4S.m. 

410467; AF 10254 6; Hs.63931; dachshund (Drosophaa) homotog; breast colon, uter, stom; dag 

410480; R97457; Hs. 63984; cadherin 13, H^adherin (heart; angio; mAb 

410491; AA465131; Hs.64001; Homo sapiens done 2521B mRNA ; mela, esoph; (Sag 

410530, M25809; Hs.64173; ATPase. H transporting, lysoso; ovar; mAb 
/ U 410553; AW016824; Hs.272068; hypothefical protein MGC14128; Wad, tung; diag 

410555; U92649; Hs.380136; a dtslntegrin and metaQoprote; teuk, lung; mAb 

410561; BE540255; Hs.6994; Homo sapiens cDNA: FU22044 fi; tung; dag 

410566; AA373210; Hs.43047; Homo sapiens cDNA FU 135856s; pane; diag 

410600; AW575742; Hs.351676; ESTs, Moderateiy similar to S6; mela; mAb+s.m. 
/J 410621; AA194329;Hs.172O04; BSn; sarc; diag 

410681; AW246890; Hs.65425; ralbindto 1, (28kO); tung; diag 

410687; U24389; Hs.65436; rysyl oxidase-fite 1; pane; (Sag 

410733; D84284; Hs.66052; C038 antigen (p45); pros; mAb+CTL 

410763; AF279145; Hs.8966; hypothefical protein FU21776; pane; mAb 
OU 410855; X97795; Hs.66718; RA054 (S.cerevisiaeHike; test CTL+sm 

410867; X63556; Hs.750; GbrflDn 1 (Marfan syndrome); pane; (flag 

410870; U81599; Hs. 66731; homeo box B13; pros; CTL+sja 

410883; 043767; Hs.66742; Cai7 oherncxme (TARC) (SCYA1; teuk; (flag 
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410889; X91662; Hs.65744; twist (Drosophaa) homotog (ac; sarc: CTL+sm 

410929; H47233; Hs.30643; ESTs; ovar. test (Sag 

41 1078; A1222020; Hs.182354; CocoaCrisp; pros, gBo, breast; (flag 

41 1089; AA456454; Hs.214291; cell division cycle 2-Eke 1 (; lung, fibre; CTL+sm 

41 1243; ABQ39886; Hs.69319; CA11; esoph; diag 

41 1248; AA551538; Hs.69321; Homo salens cDNA aJ14408 fis; Wad; diag 

411257; AA628967; Hs.115274; Indian hedgehog protein (IHH) ; ovar; diag 

41 1263; BE297802; Hs.69350; kinesin-Gke 6 (mitotic cenlro; lung, Wad, headnk; CTU-^jn. 

411296; BE207307; Hs.10114; growth suppressor 1; sarc; diag 

41 1358; R47479; Hs.94761; WAA1691 protein; mela,renal. sarc; mAb 

41 1388; X72925; Hs.69752; desmocoffin 1; headnk, mela; mAb 

411393; AW797437; Hs.69771; B-f actor, properdin (COMPLEMEN; ovar, dag 

41 1558; AA102670; Hs J0725; garruria-arrinobirryric acid (GABA); pane, pros, stom, breast, uter, cerv, ovan mAb 
41 1573; AB 029000; Hs.70B23; WAA1077 protein; pane, headnk, lung, stom; dag 
41 1579; AC005258; Hs.70830; U6 snRNA-assodated SnvGke pr; lung; diag 
41 1732; U47924; Hs.71642; guanine nucleotide binding pro; lung; diag 
41 1768; NM_013371; Hs.71979; interleukm 19; ovar. uter, cerv; diag 

41 1789; AF245505; Hs.72157; Adlfcan; breast, pane, lung, stom, headnk, ovar, uter, esoph, sarc; diag 

41 1825; AK000334; Hs.352415; solute carrier family 39 (zinc; colon, ovar, mAb 

411828; AW161449; Hs.72290; wingless-type MMTV integration; ovar,diag 

411869; W20027; Hs^3439; ESTs; angio; diag 

411874; AA096106; Hs.20403; ESTs; Wad; diag 

411880; AW872477; ; gb±m30f03jc1 NCI_CGAP_Thy4 Ho; Mad; diag 

41 1945; AL033527; Hs.92137; Unyc-2 protein (MYCL2); blad, ovar, CTL*s.m. 

412006; AW451618; Hs.380683; ESTs; sarc; diag 

412026; AA383618; Hs. 73073; testis-specirlc ankyrin motif ; test; diag 

412045; AA099802; Hs.83833; transmembrane, prostate androg; pros; mAb+sm 

412099; U64198; Hs.73165; inlerleukin 12 receptor, beta ; leuk, mete; mAb 

412104; AW205197; Hs.240951; Homo sapiens, Similar to RIKEN; pane, fibro; diag 

4121 15; AK001763; Hs.73239; hypotheBcat protein FU10901; lung, Wad; CTL^^n, 

41 21 16; AW4021 66; Hs.784; EpsteevBarr virus induced gen; pane; mAb 

412133; U83460; Hs.380728; solute carrier family 31 (copp; pros; mAb 

41 2228; AW503785; Hs.73792; complement component (3d/Epste; mela; mAb 

412247; AF022375; Hs.73793; vascular endothefial growth fa; renal, gBo, Wad, colon; diag 

412265; AA101325; Hs.86154; hypothetical protein FU 12457; test CTL^m 

412326; R07566; Hs.73817; small inducible cytokine A3 (h; pros, leuk; diag 

412351; AL135860; Hs.73828; T-cefl acute lymphocytic teuke; angio; CTL-^jtl 

412420; AUJ35668; Hs.73853; bone morphogenefic protein 2; Wad, gEo, lung, stom, angio; diag 

412448; L12964; Hs.73895; tumor necrosis factor receptor, leuk; mAb 

412471; MS3193; Hs.73946; endothelial cell growth factor; cerv, mela, esoph; diag 

412490; AW803564; Hs.288850; Homo sapiens cDNA: RJ22528 ft mete; diag 

41251 9; AA196241 ; Hs.73980; troponin T1, skeletal, stow, sarc; diag 

412530; AA766268; Hs.266273; hypothetical protein FU 13346; Wad, lung; diag 

412564; XB3703; Hs.355934; cardiac ankyrin repeat protein; angio; diag 

412580; AA113262; Hs.17901; similar to CABLES [Homo sapien; mela; (flag 

412610; X90908; Ks.74126; fatty acid binding protein 6, ; Wad; diag 

412661; N3286Q; Hs^4611; ESTs, Weakly similar to 154374; Wad; CTUsjtl 

41Z715; NM.000947; Hs.74519; prtmase, polypeptide 2A (58kD); pros; sjtl 

412723; AA648459; Hs.335951; hypoihefca) protein AF301222; lung, blad, headnk, colon, stom, uter; diag 

412755; BE144306; Hs.179891; ESTs, Weakly similar to P4HA_H; angio; s.m. 

412811; H06382; Hs.349705; ESTs; lung; diag 

412817; AL037159; Hs.74619; proteasome (prosome, Discrepant; rung; sjtl 

412843; AF007555; Hs.74624; protein tyrosine phosphatase, ; pros; mAb 

412856; BE386745; Hs.74631; baslgjn (OK blood group); mela; mAb 

412926; AI879076; Hs.75061; macrophage rnyristoylated alani; mela; CTL+s.m 

412939; AW411491; Hs.75069; eukaryotic transtallon elongat mela, renal; diag 

412970; AB026436; Hs.177534; dual srjecrficily phosphatase 1; breast mela; sjtl 

412986; X81 1 20; Hs J51 10; cannabinoid receptor 1 (brain); gBo; mAb 

413004; T3S901; Hs.75117; Interteukfo enhancer binding t lung; diag 

413011; AW068115; Hs.821; Wgrycan; rung; CTL^jtl 

413049; NM_002151; Hs.823; hepsin (transmembrane protease; pros; mAb 

41 3095; AA494359; Hs.3071 5; potassium voltage-gated channe; pane, stom, renal, colon; mAb+sm 

413125; BE244589; Hs.75207; gtyoxalase I; pros; s.m. 

413126; AW419203; Hs.174174; ESTs; angto; diag 

413129; AF292100: Hs. 1046 13; RP42 homotog; lung; diag 

413132; NMJJ06823; Hs.75209; protein kinase (cAMP-dependent angio; CTb^m 

413142; M81740; Hs.75212; omllhine decarboxylase 1; lung; sjr 

413163; Y00815; Hs.75216; protein tyrosine phosphatase, ; pros; mAb 

413171; AA318325; Hs.75219; tyrosinase-retated protein 1; mela; mAb 

413190; AA151802; Hs.40368; adaptor-related protein comple; mela; diag 

413219; AA878200; Hs.1 18727; Homo sapiens cDNA FU 13692 fe; esoph. cerv; diag 

413223; AI732182; Hs.191866; ESTs; lung; diag 

413268; AL039079; Hs.75256; regulator of G-protein signalt headnk; CTl+sjn 

413281; AA861271; Hs.222024; transcription factor BMAL2; lung, Wad, headnk, pane, angio; diag 

413313; NMJJ02047; Hs.2938B5; glycyMRNA synthetase; test s.m. 

413328; Y15723; Hs.75295; guanylate cyclase 1, soluble, ; pros; sjtl 

413335; A1613318; Hs.48442; ESTs; ovar; diag 

413364; BE536218; Hs.137516; fidgeting 1; lung; diag 

413372; H55532; Hs.349595; tubulin, alpha 2; test diag 

413435; X51405; Hs.75360; carboxypepfidase E; pros, gib, pane, sarc; diag 

413436; Af 238083; Hs.68061;sphingosine kinase 1; sarc; sm 

413472: BE242870; Hs.75379; solute carrier femfly 1 (gBat gflo; mAb 

413566; AW604451; rte.381 1 53; sprouty (DrosophHa) homotog 4; sarc; CTL^m. 
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413573: AI733859; Hs.1 49089; EST* lung; cfiag 

413582; AW295647; Hs.71331; hypothec proiein MGC5350; lung; diag 

413597; AW302885; Hs.117183; ESTs; pros; cfiag 

413823; AA825721; Hs.246973; intron of Bicaudal D homotog 1; ovar, pros; diag 

413691; ABQ23173; Hs.75478; ATPase, Class VI, type 1 1B; lung; mAb 

41371 1; AW291765; Hs.75486; heal shock transcription facto; renal; diag 

413753; U17760; Hs.75517; laminin, beta 3 (rocetn (125kD; lung, Wad, headnk, pane, cerv, esoph, colon; (flag 

41 3762; AW41 1479; Hs.848; FK50S*inding protein 4 (59kD); test (flag 

413778; AA090235; Hs.75535; myosin, fight polypeptide 2, r; sarc; diag 

413794; AF234532; Hs.61638; myosin * mela; diag 

413804; T64682; ; gfcyc48b02j1 Sfratagene Even blad; diag 

413808; J00287; Hs.350038; Homo sapiens mRNA for caldesmo; esoph; diag 

413813; M96958; Hs.75561; teratocaranorria^erived growth; colon; diag 

413833; 215005; Hs.75573; centromere protein E (312kD); lung; CTL-^.m. 

413842; M29383; Hs.856; interferon, gamma; leuk; diag 

413869; NM_000878; Hs.75595; interieukin 2 receptor, beta; fibre, renal; mAb 

41 3880; A1660842; Hs.1 1091 5; interieukin 22 receptor, pane, colon; mAb*sjn. 

413924; AL119964; Hs.75616; seladin-1; pros, breast, ovar; diag 

413943; AW294416; Hs.1 44687; Homo sapiens cONA FU12981 fis; Wad, lung; CTL-^m 

413985; AI018666; Hs.75657; synaptophysin; g!k>. sarc; mAb 

414004; AA737033; Hs,7155; ESTs, Moderately similar to 21; pane, mela; cfiag 

414020; NMJ02984; Hs.75703; Ca4 Chemokine (£C motif) Eg; pros; diag 

414034; U89277; Hs.305985; early development regulator 1 ; test; CTL*s.m. 

414035; Y00630; Hs.75716; serine (or cysteine) proteinas; hing, cerv, headnk, blad; sjn. 

414053; BE391635; Hs.75725; transgeEn 2; blad; cfiag 

414061; NM_000699; Hs.300280; amylase, alpha 2A; pancreatic; ovar; diag 

414065; AW515373; Hs.271249; Homo sapiens cONA FU 13580 fis; pros; diag 

414085; AA1 14016; Hs.75746; aldehyde dehydrogenase 1 rami; pros, pane, sarc; s.m 

414142; AW368397; Hs.334485; hemicentin {fibufin 6); fibre, pane, sarc; cfiag 

414161; AA136106; Hs.184852; WAA1 553 protein; test; (Sag 

414166; AW888941; Hs.75789; N-myc downstream regulated; pros, renal; diag 

414217; AI309298; Hs^79898; Homo sapiens cDNA: FU231 65 fi; g^o; diag 

414219; W20010; Hs.75823; ALL 1 -fused gene from chrornosom; sarc; diag 

414221; AW450979; ; gb:Ul-H-Bl3-ala-a-12-0-Ul.s1 N; blad; diag 

414251; AL042306; Hs.97689; VASA protein; test CTb*sjn. 

414259; W44633; Hs.301296; integrtn, beta-Eke 1 (with EG; pane, diag 

414334; AA824298; Hs.21331; hypothefical protein FU10036; test (Sag 

414359; M62194; Ks.75929; cadherin 11, type 2, OB-cadher, breast, ovar, uter, pros, colon, pane, sarc; mAb 
414368; W70171; Hs.75939; uridine monophosphate kinase; lung; sja 
414386; X00442; Hs.75990; haptoglobin; ovar; diag 

414416; AW409985; HS.760B4; hypothetical protein M6C2721; blad, tung; CTL-Kun. 

414420; AA043424; Hs.76095; immediate early response 3; pane, colon; cfiag 

414430; AI346201; Hs.76118; ubicpiitin carboxyl-terminal es; lung; sm 

414443; AU077268; Hs;76144; plaice [-derived growth factor; sarc, pane, headnk; mAb 

414476; AA301867; Hs.76224; EGF-containing fibufin-fike ex; angio; diag 

414477; U41635; Hs.76228; ampfified in osteosarcoma; sarc; cfiag 

414509; AW16131 1; Hs.76294; CD63 antigen (melanoma 1 anfig; mela; mAb 

414521; D28124; Hs.76307; neuroblastoma, suppression of ; breast ovar, uter, pros, blad, pane, colon, stom, fibr; diag 

414565; AA502972; Hs.1 83390; hypothetical protein FU 13590; pros; cfiag 

414569; AF1 09298; Hs.1 18258; prostate cancer associated pro; pros, EWS; diag 

414575; H1 1257; Hs.375743; Homo sapiens clone 1MAGE:45193; renal; diag 

414595; AA641726; Hs.239015; hypothefical protein MQC4171; blad; diag 

414602; AW630088; Hs.76550; Homo sapiens mRNA; cDNA DKFZp5; pros; mAb 

414683; S78296; Hs.76888; hypothetical protein MGC12702; blad, lung, test diag 

414732; AW410976; Hs.771 52; mirachrornosome maintenance def; test blad; diag 

414761; AU077228; Hs.77256; enhancer of zeste (DrosophBa); hjng, blad, test CTL+sm 

414776; AA155598; Hs.212839; hypothefcal protein FU14195s angio; diag 

41 4786; AI246482; Hs.24301 0; Homo sapiens cDNA FU 14372 fis; angio; diag 

414799; AI752416; Hs.77326; insutirvGke growth factor birr, renat cfiag 

414806; D14694; Hs.77329; prwsphatidylserine synthase 1; lung; mAb 

414807; AI738616; Hs.77348; hydroxyprostaglandln dehydroge; Wad; sm 

414809; A1434699; Hs.77356; transferrin receptor (p90, C07; lung; mAtHSJn. 

414825; X06370; Hs.77432; epidermal growth factor recept (jib, lung, renal, esoph, pane, headnk, teuk ; mAb+sjn. 

414915; Nty_002462; Hs.76391; myxovirus {Influenza) reskten; esopfr, cfiag 

414918; AJ219207; Hs.72222; hypothefical protein FU13459; blad; CTL 

414921; BE390551; Hs.77628; steroidogenic acute regulatory; breast cfiag 

414945; BE076358; Hs.77667; r/mphocyte anGgen 6 complex, ; mela; mAb 

414987; AA524394; Hs.294022; hypothefical protein FLU 4950; Wad, pane, esoph; diag 

414998; NM_002543; Hs.77729; oxidised low density Bpoprote; fihro. ovar, pane, ooton; mAb 

415003; M11437; Hs.77741; kininogen; pane; (flag 

415025; AW207091; Hs.72307; ESTs; blad; cfiag 

415091; AL044872; Hs.77910; 34rydraxy^^thylgJutaryK^ lung, headnk; s.m. 

415178; D80503; Hs.46692; ESTs; blad; cfiag 

415214; AI445236; Hs.125124; EphB2; colon, stom; mAb 

415314; N88802; Hs.5422; glycoprotein M6B; mela; mAb 

415457; AW081710; Hs.7369; Homo sapiens testes specie A; fibre, ovar, uter, CTL*s.m 

415511; A1732617; Hs.182362; ESTs; blad, ovar, renat diag 

41 5542; R1 3474; Hs.290263; ESTs, Weakly similar to 138022; bted; cfiag 

415724; KM_003580; Hs.78687; neutral spHng/jmyeSnase (N-SM; test CTL+sm 

415752; BE314524; HsJ8776; putative trarisrnerrfaane protein; endo, uter, breast, stom, Wad, mela; mAb 

415786; AW419196; HsJ57924; hypothefical protein FU13782; breast pros, blad; cfiag 

415787; H01463; Hs.93534; ESTs; pros; cfiag 

415819; AU077330; Hs.360791; transcription elongation facto; test CTL+sjn. 
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415829; AW450198; Hs.163742; ESTs; test; (flag 

415857; AA866115; Hs.127797; Homo sapiens cONA FU11381 Gs; lung, test diag 

415910; U20350; Hs.78913; ctiemoKne (OX3£) receptor 1; gtio; mAb 

415947; U04045; Hs.78934; rmrtS (E. coG) homolog 2 (colo; test; diag 

415989; AI267700; Hs.351201; ESTs; pros,ovar, Wad. lung, headnk, pane, colon, sarc; diag 

415992; C05837; Hs.145807; hypothetical protein RJ1 3593; pros, fibre* mAb 

415999; AA172179; Hs.294029; ESTs; pros, uter ; diag 

416018; AW138239; Hs.78977; proprotein convertase suMBs; colon, pane, lung; diag 

415030; H15261; Hs.21948; ESTs; breast fibre; diag 

416065; BE267931; Hs.78996; proliferating ceil nuclear ant; Wad, lung, headnk, mela; CTL+sjtl 

4161 1 1; AAQ33813; Hs.79018; chromatin assembly factor 1, s; lung, stem; CTL«s.m. 

416188; BE157260; Hs.79070; v-myc avian myebcytomatosis v; pros; diag 

416201; AA467752; Hs.195161; ESTs; test diag 

41 6208; AW291 168; Hs.41295; ESTs, Weakly similar to MUC2.K; lung; (Sag 

416224; NM_0029Q2; Hs.79088; reficdocatoin 2, EF-hand caic; ovar, diag 

416225; AA577730; Hs.188684; ESTs, WeaWy simflar to PC4259; pros, Wad; diag 

416350; AF 188625; Hs.189507; phosphoBpase A2, group HO, test mela, fibre; diag 

416370; N90470; Hs.203697; CD38 artGgen (p45); pros, gfio; mAb+CTL 

416373; AA195845; Hs.73680; ESTs, WeaWy similar to S12658; sarc; diag 

416402; NMJJ00715; Hs.101 2; complement component 4-bindlng; fibre; diag 

416448; L13210; Hs.79339; lectin, galactoside-binding, s; ovar, coJon, stonx diag 

416498; U33532; Hs.79351; potassium channel, subfamily K; pane, stom, breast ovar, colon; mAb 

416539; Y079Q9; Hs.79368; epithelial membrane protein 1; pros, headnk; dag 

416602; NMJJ06159; Hs, 367895; Protein kinase C-binding prole; breast; diag 

416640; BE262478; Hs. 13406; neuron-specrfic protein; mela; diag 

416661; AA634543; Hs.79440; IGF-tl mRNA^inding protein 3; blad, lung, headnk, cerv, pane, angio; diag 

416773; AK00Q340; Hs.79828; hypothetical protein FU20333; test CTL+sm 

416815; U41514; Hs.80120; U DP-N-acctyt-aipha-D-gaiactosa; angio; s.ra 

416819; U77735; Hs.80205; pmv2 oncogene; lung, test; diag 

416881; N32520; Hs.141358; ESTs; mela; diag 

416929; N20535; Hs.43265; melastaBn 1; mela; (fag 

416975; NMJXM131; Hs.1051; granzyme B (granzyme 2, cytoto; mela; sjtl 

417003; ALQ3B170; Hs.80756; rjetaine^iomocysteme methyl Ira; blad; sjtl 

417070; Z19077; Hs.172004; fJfin; sarc; diag 

417105; X60992; Hs.B1226; CDS antigen; fibre; mAb 

417115; AW952792; Hs.334612; small nuclear ribonucteoprotei; test CU+sm 

417124; BE122762; Hs.25338; ESTs; angio; diag 

417148; AA359896; Hs^74554; hypothetical protein FU14902; pane; diag 

417151; AA194055; Hs.293858; ESTs; Wad; diag 

417153; X57010; Hs.81343; collagen, type II, alpha 1 (pr, pros, sarc; diag 

417218; AAQ05247; Hs385754; met proto-oncogene (hepatocyte; lung; mAb+s.m. 

417237; H86385; Hs.81737; palmitoyiprotein thtoesterase; mela; sjtl 

417259; AW903838; Hs.81800; chondroifin sulfate proteogtyc; pane, breast diag 

417275; X63578; Hs.295449; parvalburrcn; blad; diag 

417295; AVV993524; Hs.43148; epithelial membrane protein 1; pros; diag 

417308; H6O720; Hs.81892; K1AA0101 gene product lung, headnk, blad, cerv, angio. mela, sarc; diag 

417312; AW888411; Hs.25081 1; teukemia-associated phosphopro; Wad; CTL^m 

417333; AL157545; Hs.173179; bromodomah and PHD finger con; breast dag 

417355; D13168; Hs.82002; endothefin receptor type B; gfio, mela; mAb 

417365; D50683; Hs.82028; transforming growth factor, be; fibio, angio; mAb 

417366; BE 185289; Ks.1076; small proflne-nch protein 1B ; lung, Wad, headnk, pane, esoph, mela; diag 

417370; T28651 ; Hs.374466; tryptopharr/URNA synthetase; fibre, mela; diag 

417391; AW291 946; Hs.82065; interteukin 6 signal transduce; breast mAb*sm 

417400; AA663486; Hs. 123072; RAB3B. member RAS oncogene fam; pros; dag 

417407; AA923278; Hs.290905; ESTs, WeaWy similar to protea; test pros; sm 

417409; BE272505; Hs.82109; syndecan 1; blad; diag 

417412; X16896; Hs.82112; interteukin 1 receptor, type I; fibre, pros, pane; mAb 

417426; NM_002291; Hs.82124; laminin, beta 1; angio; diag 

417437; U52682; Hs.82132; interferon regulatory factor 4; mela; CTUsm 

41751 2; X76534; Hs.82226; glycoprotein (transmembrane) n; lung, mela, headnk. pane, breast mAb 

417515; L24203; Hs.82237; ataxia-telangiectasia group D-; lung, headnk, blad; diag 

417542; J 04129; Hs.82269; progestag en-associated endomet lung, mela; diag 

417592; AA204664; Hs.182437; ESTs, Weakly simflar to 154383; test diag 

417599; AA204688; Hs.62954; ESTs; Wad, esoph; diag 

417621; AV654694; Hs.82316; interferon-mduced, hepatitis ; esoph; diag 

417696; BE241624; Hs.82401; C069 antigen {p60, early T-cei; pros; mAb 

417705; AW134952; Hs,175220; hypothefical protein FU14541; test mAb 

417715; AW969587; Hs.86366; ESTs; blad, lung, headnk; diag 

417720; AA205625; Hs3Q8067; ESTs; Wad, lung, esoph, headnk; diag 

417750; AI267720; Hs.260523; synovial sarcoma translocated; sarc; diag 

417777; AI823763; Hs.7055; ESTs, WeaWy similar to 178885; test s.m. 

417791; AW965339; Hs.44269; ESTs; ovar, Wad, lung, headnk; CTL+s.m. 

417801; AA417383; Hs.82582; integral, beta-Eke 1 {with EG; pane, fibre; diag 

417805; U38545; Hs.82587; phosphofipase D1, phophatMyte; angio; sm 

417831; H16423; Hs.82685; C047 antigen (Rh-reteted anfig; ovar, mAb 

417843; W07351; Hs.22545; Homo sapiens cONA FU1 2935 fc; pros; diag 

417847; AI521558; Hs.7331; hypothefical protein FU22316; ovar. diag 

417849; AW291587; Hs.82733; nidogen 2; angio, headnk; diag 

417874; BE616160; Hs.82829; protein tyrosine phos ph atase, ; parte; mAb+sm 

417880; BE241595; Hs.82848; selecfin L lymphocyte adhesioc mete; mAb 

417886; AA214584; ; ESTs; test ovar, diag 

417900; BE250127; Hs.82906; CDC20 (ceD division cyela 20,; lung, stom, test Wad, headnk, cerv, esoph; CTUsjn. 
41791 1; AA333387; Hs.82916; chaperonin containing TCP1 , su; test diag 
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17944; AU077198; Hs.82985; collagen, type V, alpha 2; sard diag 
17975; AA64 1836; Hs.30085; hypothetical protein FU23186; colon, stom, lung; mAb 
17976; BE565892; Hs.83077; interleukin 18 (Interferon-gam; colon, stem, fibros; diag 
18004; U37519; Hs.87539; aldehyde dehydrogenase 3 fam3; rung, treadnk, esoph; s.m. 
18035; 237976; Hs.83337; latent transforming growth fee; angio; diag 
18054; NM.002318; Hs. 83354; lysyt coddase-Dke t, rung, angio, test, sarc; diag 
18067; A1127958; Hs.83393; cystalin £/M; headnk. pane, Mad; (Sag 
18068; AW971 155; Hs.293902; ESTs, Weakly similar to 1SHUSS; blad; sm 

18113; A1272141; Hs.83484; SRY (sex determining region Y); Wad, breast uter, colon, lung, ovar, gfo, test sarc; CTL+sm 
18134; AA397769; Hs.86617; ESTs; test diag 

18140; BE613836; Hs.83551; mk^ofibrillar-associaled prot lung, headnk, esoph, ovar, sarc; diag 

18156; W17056; Hs.83623; nuclear receptor subfamay 1, ; fibro; mAl>*sm 

18203; X54942; Hs.83758; COC28 protein kinase 2; rung, blad, test, mela, stom; sjtl 

8216; AA662240; Hs.283099; AF15q 14 protein; headnk. lung, Wad; diag 

8245; AA088767; Hs.83883; transmembrane, prostate androg; pane; mAb+sm 

18283; S79895; Hs.83942; cathepsin K (pyenodysostosis); breast, cerv, ovar, uter, pros, headnk, lung, pane, colon, stom; diag 
18318; U47732; Hs.84072; transmembrane 4 superf amity me; pane, pros, colon, stom, omuc; mAb 
18322; AA2841 66; Hs.841 1 3; cycfiiHiependent kinase inhiW; headnk, rung. Wad; sm 
18338; NM_002522; Hs.84154; neuronal pentraxin I; sarc; diag 
18339; AA639902; Hs. 10421 5j ESTs, Moderately similar to SP; pros; dag 
18345; AJ001696; Hs.241407; serine (or cysteine) proteinas; cerv, lung; sm 
18371; M13560; Hs.84298; C074 anfigen (invariant polype; renal; mAb 
18379; AA218940; Hs.137516; fidgetin-fike 1; tung; (Bag 
118394; AF132818; Hs.84728; KruppeWike factor 5 (mtesfr, pane; CTUsm 
118396; A1765805; Hs.26691; SLC2A12 Solute carrier family ; pros; mAb 
18397; NM.001269; Hs.84746; chromosome condensation 1; lung; (flag 
18399; AF131781; Hs.84753; hypomeDca! protein FU12442; test blad, sarc; (Bag 
18406; X73501; RsX4905; cytokerafin 20; Wad, colon; diag 
18432; M14156; ta.85112; tosuM© growth factor 1 {; pros, fibro; diag 
18460; M26315; Hs.85258; C08 antigen, alpha polypeptide; fibro; mAb 
18462; BE001596; Hs.85266; integrin, beta 4; rung, Wad, cerv, headnk, ovar; mAb 
1B543; NM_005329; Hs.85962; hyaluronan synthase 3; Wad. lung; mAb 
1 8576; AW96815S Hs.302740; Epithelial catoium channel 2. ; pros; mAb*sm 
18610; AW245993; Hs.32417; hypothetical protein MGC2742; pros; diag 
18641; BE243136; Hs.86947; a disintegrin and metalloprote; cerv, lung, pane, blad, headnk, stom; mAb 
18655; AA226354; Hs.111240; ESTs; pros; dag ' 
18661; NMJKJ1949; Hs.1189; E2F transcripfion factor 3; ovar, lung, mete; CTL+s.m. 
'8663; AK001 1 00; Hs.41690; desmocotSn 3; lung, Wad. headnk. cerv, esoph; mAb 
18683; U90908; Hs.87241; hypothetical protein from clon; angio; CTL-^sm 
18686; Z36830; Hs.87268; annexin A8; blad, rung; diag 
18693; AI750878; Hs.87409; thrombospondin 1; angio, pane; drag 
18696; AW959433; Hs.326290; hypothetical protein FU12581; test diag 
18739; AA310964; Hs.88012; SHP2 mteracfing transmembrane; mela; diag 
18756; AA252254; Hs.226949; ESTs; test ; diag 
8825; AA228881; Hs.22394; hypofoefical protein FU10893; angio; diag 
18829; AA51 6531; Hs.55999; NK homeobox (Drosophfla), rami; pros; diag 
18882; NM_004996; Hs.89433; ATWitoding cassette, suWami; ovar, pros, breast lung; diag 
18883; BE387036; Hs.1211; acid phosphatase 5, tartrate n fibro; sm 
18888; AU076801; Hs.89436; cadherin 17, U cadherin (five; colon, stom, ovar, uter, pane; mAb+sm 
18918; X07871; Hs.89476; CD2 anSgen (p50), sheep red b; mela, fibro; mAb 
18932; L34059; Hs.89484; cadherin 4, type 1, R«adherin; gBo; mAb 
18941; AA452970; Hs.239527; El&^a-essccfated protein 5; angio, blad; diag 
18968; NM_000078; Hs.89538; ctiolestery) ester transfer pro; mela; diag 
18994; AA296520; Hs.89546; selecfin E (endothelial adhesi; pros, angio; mAb 
19038; AW134924; Hs.58290; ESTs; pros; diag 

19073; AW372170; Hs, 1839 18; transmembrane receptor Unc5H2 ; ovar, renal, Wad, tung; mAb 

19078; M931 19; Hs.89584; Insufiroma-asscciated 1; brad, rung. pane, sarc; diag 

19079; AW014836; Hs. 18844; ESTs; esoph, lung, stom. colon; diag 

19086; NM_000216; Hs.89591; Kallmann syndrome 1 sequence; fibro; diag 

19092; J05581; Hs.89603; mucin 1, transmembrane; breast pane, tung, Wad, fibro; mAb 

19222; AD001528; Hs.89718; spermine synthase; pros; s.m. 

19223; X601 11; Hs.1244; C09 anfigen (p24); breast pros, ovar; mAb 

19231; AL046294; Hs. 136245; ESTs, Weakly similar to T17227; fibro; diag 

19261; X07876; Hs.B9791; wingless-type MMTV Integration; pane; diag 

1 9264; AA877104; Hs.293672; ESTs, Weakly similar to AUBJt pros; diag 

1 9290; AI1 28114; Hs.1 12885; spinal cortWerived growth fac; pane; drag 

19356; A! 656165; Hs.7331; hyrwthefjca) protein RJ22316; uter, ovar. (flag 

1 9359; ALO43202; Hs.90073; chromosome segregation 1 (yeas; lung, Wad, test; <fiag 

19440; ABG20689; Hs.90419; KIAA08S2 protein; breast; diag 

H 9485; AA489023; Hs.99807; ESTs, Weakly similar to unname; mela; diag 

19490; NMJJ06144; Hs.90708; granzyme A (grarrzyme 1, cytoto; fibro; sm 

19519; A1198719; Hs.176376; ESTs; mela; dag 

19551; AW582256; Ks.9101 1; anterior gradient 2 (Xenepus fc pane, pros, breast (Sag 
119559; Y07828; Hs.91096; ring finger protein; Wad. colon, stom; CTl+sm 
19568; AB0261 16; Hs.283078; hOAT4; renal; mAb 
1 9569; AI971651; Hs.91 143; jagged 1 (AlagiQe syndrome); headnk, lung; diag 
19628; H67546; Hs.49768; ESTs; mela. sarc; (flag 

19657; AU077005; Hs.92208; a disintegrin and metafioprote; breast cerv, angio; mAb 
'19693; AA1 33749; HsJ01350; FXYD doiiiain-contairang Ion tra; pros, breast ovar. pane, lung; mAb 
19721; NM.O0165O; Hs.315359; aquaporin 4; gQo, tung, fibro; mAb 
19743; AW408762; Hs.5957; Homo sapiens clone 24416 mRNA ; blad, headnk; diag 
19749; X736C8; HsS3029; sparc/osteonecfin, ewev and ka; pros, pane, tung; diag 
9752; AA249573; Hs.1 526 18; ESTs. Moderatery simflar toZN; hmg; diag 
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419839; U24577; Hs.93304; phosphoTipase A2. group VII (p; pros, lung; dag 

419870; AW403911; Hs.266175; phosphoprotein associated with; mela; dlag 

41 9875; AA853410; Hs.93557; proenkephaDn; sarc; diag 
- 419948; AB041035; Hs.93847; NMJ)16931:Homo sapiens NADPH o; angio; mAb 
«> 419956; AL137939; Hs.40096; cadherin 19, type Z mela; mAb 

419968; X0443O; Hs.93913; Interteukin 6 (interferon, bet lung, pane, esoph; diag 

419981; AAB97581; Hs.126773; ESTs; angio; (Sag 

420005; AW271 106; Hs.133294; ESTs; lung, test, Uad, colon; diag 

420062; AW41 1 096; Hs.94785; TGF(bela)-induced tianscriptio; test CTl>s.m. 
1 U 420067; T52431 ; Hs.94795; Homo sapiens mRNA; cONA DKFZpS; saic; diag 

420137; AA306478; Hs.95327; C030 anBgen, delta polypeptid; libra; mAb 

420154; AI093155; Hs.95420; G antigen fam3y C 1 protein {; pros, leio; CTL+s.m. 

420174; A1824144; Hs.199749; ESTs; angio; CTL+sjil 

4202Q8; BE276055; Hs.95972; sliver (mouse homotog) like; mela, sarc; mAb 
1 J 420209; AA256444; Hs.125485; hypothetical protein FU1 20)4: angfo; diag 

420218; AW958037; Hs.381105; ribosomal protein L4; mela, pros; (flag 

420255; NMJM7289; Ks.1238; membrane metailc-endopepOdase; pros; mAb 

420256; U84722; Hs.76206; cadherin 5. type 2, VE-cadheri; angio, fibro; mAb 

420267; N37030; Hs.173337; ESTs; mela. sarc; diag 
ZU 420281; AI623693; Hs.323494; Predicted cation efflux pump; lung, blad, ovar, pane; mAb 

420301; AA767526; Hs.22030; paired box gene 5 (B-ceD Cne; mela; diag 

420338; AA825595; Hs.88269; Homo sapiens, clone MGG17339,; mela; mAb 

420340; NM_00O734; Hs.97087; C03Z anfigen, zeta polypeptide; fibro; mAb 
O * 420344; BE463721; Hs.97101; putafive G protein-coupled rec; colon, pros, blad, headnk, pane, stom, ovar; mAb 
ZD 420347; AL033539; Hs.971 24; Human DNA sequence from done ; test; diag 

420360; U83171; Hs.97203; small inducible cytokine subfa; leuk; diag 

420367; AA259090; Hs.257028; ESTs; test diag 

420376; AL137471; Hs.97266; protocadherin 18; sarc; mAb+sm 

420378; NM.014143; Hs57269; B7-H1 protein; leuk; mAb 
J U 420380; M640891; Hs.102406; ESTs; lung; diag 

420424; AB033036; Hs.97594; KIAA1210 protein; pros; diag 

420462; AF050147; Hs.97932; crrondnnrodufin I precursor; lung, EWS, sarc; mAb 

420474; L09753; Hs.1313; tumor necrosis factor (Rgand); leuk; mAb 

420544; AA677577; Hs.380213; Homo sapiens Ovomosorne 1 6 BAC; pros; (Bag 
JO 420576; AA297634; Hs.M925; KIAA1 858 protein; sarc, diag 

420596; NMJW2692; rk99185; polyrnerase (DNA directed), eps; test CTL-^.m. 

420633; NMJH4581; HiZ74480; odorantbinding protein 2B (08; breast endo; diag 

420656; AA279098; Hs.187636; ESTs; fibro; diag , 
A 420710; NM_007C09; r&99875; zona peHurida binding protein; test (Sag 
40 420729; AW964897; Hs.290825; ESTs; pros; dag 

420757; X78592; Hs.99915; androgen receptor (dirrydrotest pros; mAlnsjn. 

420759; T1 1832; Hs. 127797; Homo sapiens cDNA FU11381 fis; test diag 

420783; AI659838; Hs.99923; tecBn, gatoctoside^nnding. s; lung, Wad, headnk; diag 

420789; AI670057; Hs.199882; ESTs; renal,; diag 
4D 420859; AW468397; Ha.100000; S100 ralclurn-binding protein A; sarc; diag 

420908; AUI49974; Hs.100261; Homo sapiens mRNA; cDNA DKFZpS; pane; dlag 

420923; AF097021; rte^73321; differentially expressed tn he; blad. colon; diag 

420931 ; AF0441 97; Hs. 100431; smaD induefcte cytokine B sub? breast rung, mete; diag 
- 420981; L40904; Hs. 100724; peroxisome profiferafive acfiv; colon; mAb*s.m. 
JV 421016; AA504583; Hs.101047; transcription factor 3 (E2A Im; test CTL+sjtl 

421044; AF061871; Hs.101302; Human DNA sequence from clone ; pane; diag 

421059; AI654133; Hs.356247; thyroid receptor Interacting p; pros; mAb+sm 

421064; AI245432; Hs.101382; tumor necrosis factor, alpha* Wad, titer; diag 

421070; AA283185; Hs.19327; ESTs; Uad; (fog 

421100; AW351839;Hs.124660; Homo sapiens cDNA: FU21763 ft Wad; diag 

421133; AA814971; H&26410; ESTs; lung; dlag 

421 154; AA284333; Hs^87631; Homo sapiens cDNA FU14269 fis; BPH; diag 

421155; H87879; Hs.102267; rysyl oxidase; headnk, pane, renal, sarc; diag 
^ 421218; NM.000499; Hs.72912; cytochrome P450, subfamily I (; Wad, angio; diag 
OU 421233; AA2D9534; Hi284243; tetraspan KET-6 protein; pros, breast ovar; mAb 

421241; X91817; Hs.102866; transketobselfte 1; test sjtl 

421302; T34462; Hs.103291; neuriOn; uter, endo ; dlag 

421305; BE397354; Hs.324830; diptherla toxin resistance pro; ovar; diag 
<■ c 421307; BE539976; Hs.103305; Homo sapiens mRNA; cDNA DKFZp4; breast fung, angio, test, sarc; drag 
CO 421341; AJ243212; Hs.27961 1; deleted in malignant brain turn; pane, lung; dag 

421350; AW301608; Hs.278188; ESTs. Moderately similar to 15; lest (flag 

421373; AA808229; Hs^22088; ESTs; Wad; diag 

421433; AI829192; Hs.22380; ESTs; pros; diag 
„ 421451; AA291377; Hs.50831; ESTs; ovar, blad, lung; diag 
/U 421458; NM.003654; Hs.10457ft cartjorrydrate (ker^ 

421478; AI683243; Hs.97258; ESTs, Moderately sknBar to S2; ovar, Wad, renal, tiler; diag 

421481; AW391972; Hs.104696; WAA1324 protein; pros; diag 

421502; AF1 11856; Hs. 105039; sdute carrier family 34 (sodi; ovar. friro; mAb 

421506; BE3027^Hs.1fJ5097;thyrrcoTnelte 
/O 421508; NMJXM833; Hs.1051 15; absentia melanoma 2; Wad, esoph, lung mela; CTL+sm 

421535; AB002359; Hs.105478; r^phonTjosylrorn^rycmarrad; test sjtl 

421537; BE383488; Hs. 105547; neural proTiferaGon, differen; pros; dbg 

421566; NMJJ0O399; Hs.1395; early growth response 2 (Krox-; pros; CTL^sjn. 
OA 421579; NM_002975; Hs.105927; stem ceS growth factor, lymph; saic; mAb 
oU 421633; AF 121 860; Hs.106260; sorting nexin 10; mera; diag 

421650; AA7B1795; Hs.343800; ESTs; mela; diag 

421666; AL035250; Hs.1408; endolhefin 3; mela; diag 

421727; Y13153; Hs.107318; kynurerine 3wT»ncoxygenase (ky; breast sjti. 
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421773; W69233; Hs.1 12457; ESTs; mela, esoph, sarc; diag 

421777; BE5S2088; Hs.108196; HSPC037 protein; esoph, cerv. lung; (flag 

421779; AI879159; Hs.108219; wingless-type MMTV integration; colon, ovar; (Sag 
c 421798; OT4880; HsJ55452; N-acyfer)h^^ 
-> 421814; L12350; Hs.108623; thrombospondin 2; pane; diag 

421831; AA298835; Hs.22026; ESTs; similar to TRANSMEMBRAN; angio; mAlHS.m. 

421887; AW161450; Hs.109201; CGW6 protein; pros; mAb 

421896; N62293; Hs.45107; ESTs; pros; (Sag 

421917; AB028943; Hs.109445; WAA1020 protein; test; diag 
1 0 421920; BE551245; Hs.1438; gamma-aminobutyfic acid (GABA); sarc; mAb 

421924; BE514514; Hs.109606; coronin, acMinding protein; fibro; diag 

421948; L42583; Hs.334309; keratin 6A; lung, headnk, biad. esoph, cerv, mela; diag 

421952; AA300900; Hs.98849; dynein Bght chain 2B (DNLC2B); frbro; diag 

421991;NM_014918;Hs.110488;KlAA0990prote*OT;par^a^ 
1 5 421996; AW583807; Hs.1460; glucagon; pane; diag 

422002; X70070; Hs.1 10642; neurotensin receptor 1 (high a; colon; mAb 

422027; AL043100; Hs.288828; tatty acid amide hydrolase; pros; s,m. 

422033; AW245805; Hs.110903; daudfo 5 {transmembrane prote; gBo; mAb 

422087; X58968;Hs.1 11 301; matrix metaJtoproteinase 2 (ge; sarc; (flag 
2U 422089; AA523172; Hs.103135; ESTs. Weakly similar to SFR4_H; pros; (Sag 

422094; AFt 29535; Hs.272027; F-boxonty protein 5; Wad. lung; CTL+sm 

422095; AIB68B72; Hs.282804; hypothetical protein FU22704; lung, pane, ovar, breast CTL+s.m. 

422099; AA156022; Hs.111518; hypothetical protein; angio; CTl*s.m. 

422100; A1095988; Hs.1 11554; ADP-ribosytation factor-like 7; rung, esoph; CTl+sjti. 
ZD 422110; AI376736; Hs.121555; secreted protein, acidic cyst pane; (Sag 

422119; Al277829;Hs.111862; WAA0590 gene product Wad; (Bag 

422134; AW179019; Hs.112110; mitoctondnal ribosomai proter; lung; diag 

422152; M909249; Hs.112282; solute carrier family 30 {zinc; Wad; rnAb+sm 

422163; AF027208; Hs.112360; prominln (mouseHike 1; colon, breast, Mora; mAb 
-5U 422164; NMJJ14312; Hs.1 12377; corfic at thymocyte receptor (; brad; mAb+sm 

422168; AA586894; Hs.1 12408; SlOOcatdumteialng protein A; lung, biad. headnk, breast, mela, esoph, sarc, cerv; CTL-sjti 

422170; AI791949; Hs.1 12432; anfi-Muflerian hormone; uter, Wad; diag 

422173; BE385B28; Hs.250619; phorboErvGke protein MDS019 ; meta; diag 

422247; U18244; Hs. 11 3602; sorute carrier family 1 (high ; btad; mAb 
J J 422278; AF072873; Hs.1 14218; frizzled (Drosophila) hornotog ; ovar, headnk, biad, cerv, lung, pane, stom; mAb 

422309; U79745; Hs.1 14924; solute carrier family 16 (mono; mela; rnAb+sjn. 

422311; AF073515; Hs,114948; cytokine receptor-like factor ; lung, tlbro; diag 

422355; AW403724; Hs.300697; coagulation factor VII (serum ; fibre; (Sag 
A n 422363; T55979; Hs.1 15474; repficafion factor C (acfivato; mela, colon; diag 
4U 422398; A1476149; Hs.334489; hypothetical protein FU21992; fibro; CTL^.m. 

422406; AF025441; Hs.1 16206; Opa-interacling protein 5; biad, lung; diag 

422420; U03398; Hs.1524; tumor necrosis factor (Dgand); colon, pane, stem, teuk; mAb 

422423; AF283777; Hs.1 16481; CD72 antigen; spleen, teuk; mAb 

422440; NMJJ04812; Hs.116724; etdoteto reductase family 1, ; lung, headnk; sm 
43 422487; AJ010901; Hs.198267; mucin 4. tracheobronchial; lung, headnk, pane, sarc; diag 

422532; AUW8726; Hs.1 1 81 26; protective protein for beta-ga; renal, mela; sjtl 

422565; BE259035; Hs.1 18400; singed (DrosophflaHrke (sea ; pane, test mela; diag 

422573; AW297985; Hs^95726; integrin. alpha V (vitronecfj; pane; mAtnsjn. 

422596; AF063611; Hs.1 18633; 2 , -5 , -oGgoaderryiate synthetas; esoph, mete; sjtl 
DU 422603; BE242587; Hs.1 18651; hematopoietically expressed ho; angio; CTL-*sm 

422633; X56832; Hs.1 18804; enotese 3. (beta, muscle): sarc; sm 

422658; AF231 981; Hs.250175; homobg of yeast long chain po; pros; diag 

422689; AW856665; Hs.299797; gb:RC3^TQ297-29010(W)13KJ03 Q test diag 

422726; U1 1 690; Hs.1 572; fadogenital dysplasia (Aarsko; test dag 
J O 422728; AW937826; Hs.1 03262; MAD {mothers against decapenta; pros; diag 

422789; AK001113; Hs.1 20842; hypothefical protein RJ10251; test CTL+s.ra 

422835; BE218705; Hs.1 21 378; metaflothtcnein-Jike 5, testis; breast diag 

422871; AL031228; Hs.121509; coflagen. type XI, alpha 2; sarc; diag 
^ 422887; AI751848; Hs.49215; ESTs; sarc; CTL*sm 
OU 422938; NMJJQ18Q9; Hs.1594; cerfromere protein A (17kD); lung, test CTL^sjn. 

422963; M79141; Hs.1 3234; ESTs; tung, pane; diag 

422997; BE01B212; Hs.122908; DNA repficafion factor; test CTUs.m. 

423017; AW1 78761; Hs.227948; serine (or cysteine) protein as; biad, headnk, mete; mAtwCag 
~ _ 423052; M28214; Hs.1 23072; RAB3B, member RAS oncogene fam; pros; diag 
03 423189; M59371; Hs.171596; EphA2; colon, ovar; mAb 

423196; AK001866; Hs.1 251 39; hypothetical protein FU 11004; fibro; CTl+s.m. 

423198; M31933; Hs.1 634; ceil dhnston cyde 25A; test CTL^.ra 

423201; NMJW0163; Hs.125180; growth hormone receptor; pros; mAb 

423217; NMJM0094; Hs.1640; collagen, type VII, alpha 1 (a; lung, esoph; diag 
7U 423271; W47225; Hs.126256; interteukin 1, beta; biad, stom, esoph; diag 

423309; BE006775; Hs.126782; sushi-repeat protein; lung, coton; drag 

423354; AB011130; Hs.127436; calcium channel, vottage-depen; test fibro; mAb 

423387; AJ012074; Hs.348500; vasoactive intestinal peptide ; pros; mAb 

423397; NM.001 838; Hs.1652; chemokine (OC motif) receptor; biad, mela; mAb 
/*> 423412; AF109300; Hs.351615; prostate cancer associated pro; pros; diag 

423422; AC005175; Hs.128425; NY-REN-24 antigen; gBo; mAb+CTL 

423445; NR.014324; Hs.1 28749; a!pha-memytacyl-CoA racemase; pros; sjtl 

423453; AW450737; Hs.1 28791; CGW9 protein; tung; CTu^m. 

423458; AJ204212; Hs.351113; ESTs; test CTL+s.m. 
oU 423511; AF036329; Hs.1 297 15; gonadotror^n-reteasing hormone; rung; diag 

423515; AA327017; Hs.176594; ESTs; ovar; diag 

423541; AA296922; Hs.1 29778; serine protease Inhibitor, Kaz; colon, pane; drag 

423575; CI 8863; Hs.1 63443; tntron of periostm (OSF-2os); headnk. breast pane, lung, fibro, esoph; diag 
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423605; AF047826; Hs.1 23887; cadherin 19, type 2; mete; mAb 

423642; AW452650; Hs.157148; hypothetical protein MGC13204; rung; diag 

423662; AK001035; Hs.130881; B-cell CLlflymphoma 1 1A (zinc ; lung; diag 

423685; BE350494; Hs.49753; uveal autoantigen with coiled ; pane, uter, colon: CTL+sm 
J 423725; AJ4O3108; Hs.132127; hypolhefical protein LOC57822; lung, headnk. Wad; diag 

423739; AA398155; Hs.97600; ESTs; breast, ovar, pane; diag 

423761; NM-006194; Hs.132576; paired box gene 9; headnk; CTL+sm 

423765; R23858; Hs.143375; Homo sapiens, clone IMAGE3840; test diag 

423778; Y09267; Hs.1 32821; flavin containing monooxygenas; fibro; sm 
1 U 423779; AW071B37; Hs.57971 ; TRANSCRIPTION FACTOR HES-5; gfio; diag 

423787; AJ295745; Hs.236204; nuclear pore complex protein; test, esoph; diag 

423798; AF047033; Hs. 132904; solute carrier family 4, sodiu; angio; mAb 

423799; AW026300; Hs.132906; 19A24 protein; mela; mAb 

423849; All 57425; Hs.133315; Homo sapiens mRNA; cDNA DKFZp7; lung; diag 
1 J 423887; AL080207; Hs. 134585; DKFZP434G232 protein; headnk, lung; diag 

423899; NMJXM27; Hs.134989; engrafled homolog 2; mela; CTL+sm 

423905; AW579960; Hs. 135150; lung type-l ceB membrane-asso; test mAb 

423909; AJ223183; Hs.135194; immunoglobulin superfamfly, me; test diag 

423934; U89995; Hs.159234; forkhead box E1 (thyroid trans; lung; CTL+sm 
/U 424001; W67883; Hs.137476; paternally expressed 10; breast, ovar; diag 

42401 2; AW358377; Hs.137569; tumor protein 63 kDa with stro; rung, blad, headnk, esoph; diag 

424036; AA770688; Hs.348495; H2A histone family, member L pane, ovar; CTL+sm 

424054; AA33451 1; Hs.26638; membrane-spanning 4-domains. s; pros, fibro; mAb 

424078; AB006625; Hs.139033; paternally expressed 3; ovar, uter; CTL+sm 
ZD 424081; NM.006413; Hs.139120; ribonuctease P (30kD); test s.m. 

424098; AF077374; Hs.139322; small rjroflne-fich protein 3; rung, Wad, headnk, esoph, cerv; diag 

424125; M31669; Hs.1735; inhibin. beta B (acOvin AB be; ovar, pros; diag 

424144; AA454033; Hs.41644; AKAP-assodated sperm protein; fibro; diag 

424153; AA451737; Hs.141496; MAGE-like 2; mela; CTL+s.m. 
JU 424165; AW582904; Hs. 142255; islet amyloid polypeptide; pane; mAb 

424212; NMJM5814; Hs.143131; glycoprotein A33 (transmembran; colon, stom, ovar; mAb 

424218; AF031824; Hs.143212; cyslatin F (teukocystafin); mala, fibro; diag 

424244; AV647184; Hs.143601; hypothetical protein hCLA-Jso; Wad; diag 

424252; AK000520; Hs. 14381 1; hypothetical protein RJ20513; colon, stem; diag 
JD 424264; D80400; Hs^3938B; Human DMA sequence from done ; Wad; mAb 

424308; AW975531; Hs.154443; rrurachrornosome maintenance def; Wad, lung, test diag 

424310; AA338648; Hs.50334; testes developmenkelated NYD; fibro; <fiag 

424332; AA338919; Hs.101615; ESTs; pros; diag 
A A 424339; BE257148; Hs.145416; endoglycan; pros, lung; diag 
4U 424343; AW956360; Hs.4748; adenylate cyclase activating p; gfio. ovar, uter; mAb 

424364; AW3&3226; Hs.163834; ESTs. WeaWy similar to G01 763; lung, blad, headnk. cerv; dag 

424399; A1905687; Hs.34841 9; AI905687:IL^T095-1 90199-019 B; breast uter, headnk; diag 

424420; BE614743; Hs.146688; prostaglandin E synthase; lung, blad; sm 

424440; AA340743; Hs. 133208; ESTs; sarc; (flag 

424441; X14850; Hs.147097; H2A histone famBy. member X; lung; diag 

424450; AL1 37526; Hs. 147472; dynein tntermediate chain 2; fibro; dag 

424522; AL134847; Hs, 149957; ribosomal protein S6 kinase, 9; breast cerv, ovar, uter, blad, colon, stom; s.m 

424527; AW138558; Hs.334873; ESTs. Weakly similar to 154374; fibro; diag 

424578; AK001973; Hs. 150890; hypothetical proteirr. test CTL+sm 
->U 424581; M62062; Hs.150917; caterdn (cadtertn-assodated p; gib, ovar, uter; mAb+sm 

424586; NMJM3401; Hs. 150930; X-ray repair cornptementing def; pane; CTL+sm. 

424629; M90656; Hs.151393; giutamatfrcysleine Rgase, cat lung; CTL+sm 

424635; AA420687; Hs.1 15455; Homo sapiens cDNA FU 1 4259 fis; gfio; diag 

424676; Y08565; Hs.1 51 678; UDP-N-acefy^rjr.a-D^actosa; breast sjtl 
D D 424704; AI263293; Hs.152096; cytochrome P450, suWarnBy OJ; renat sm 

424711; NM_006795; Hs.152175; cakrtonfo receptor-like; angio; mAb 

424717; H03754; Hs.1 5221 3; wingless-type MMTV integra8on; Wad, lung, headnk; diag 

424800; AL035588; Hs.153203; MyoO family inhibitor; test pros; diag 

424806; AA382523; Hs.1 05689; MSTP031 protein; angio; mAb 
OU 424834; AK001432; Hs.153408; Homo sapiens cDNA FU10570 fis; lung, Wad, ovar. headnk, esoph, cerv, uter dlaq 

424846; AU077324; Hs.1 832; neuropepfideY; pros; diag 

424897; D53216; Hs.1 53584; frizzletkelated protein; pane. EWS, stom, renal; diag 

424902; NMJJ03866; Hs.1 53687; Inositol poryphosphate-4-phosp; pane. leuk. mete; CTL+sm 
^ 424954; NMJQ0546; Hs.1 846; tumor protein p53 (UFraument meta. colon; CTL+sm 
CO 424971; AA479005; Hs.154036; tumor suppressing subtransfera; pane, mela; CTL+sm 

424998; U58515; Hs.154138; chlfinase 3^ike 2; gfio; diag 

425023; AW956889; Hs.1 54210; EDG-1 (endothenal different); angio; mAb 

425048; H05468; Hs.164502; ESTs; lung, Wad; diag 

425057; AA826434; Hs.1 61 9; achaetB-scute complex (Drosoph; gSo, lung; CTL+sm 
/U 425088; AA663372; Hs.169395; hypothefical protein FU12015; gCo, mela; diag 

425154; NMJXJ1851; Hs.154850; collagen, type IX, alpha 1; sarc; diag 

425159; NM.004341; Hs.154868; carbannoyl-phosphate synthetase; lung, test sm 

425200; BE255203.comp; Hs.1 551 01; ATP synthase, H trans porSng, ; pane; sm 

425206; NMJJ02153; Hs.1 55 109; hydroxysteroid (17-beta) dehyd; btadt mAb 
/ J 42521 1; Ml 8667; Hs.1867; progastricsin (pepsinogen Q; fibro, esoph, pros; diag 

425234; A W1 52225; Hs.1 65909; ESTs, Weakly similar to I38022; lung, angio. Wad, mela; diag 

425235; AA3531 13; Hs.105468; Homo sapiens cDNA: FU22743 fi; angio; diag 

425237; U07695; Hs.155227; EphB4; test mAb 

425245; AI751768; Hs.155314; WAA0095 gene product lung; diag 
OU 425259; AL049280; Hs.1 45010; Homo sapiens mRNA; cDNA DKFZp5; pros; diag 

425262; 087119; Hs.1 554 IB; GS3955 protein; mete, renal; CTL-»sm 

425266; J00077; Hs.1 55421; alfjriMetoprotein; lung; diag 

425274; BE281 191; Hs.155462; niinichromoscme maintenance det test diag 
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425289; AW139342; Hs.155530; Interferon, gamma-inducibte pr, mela; CTL+sm 
425308; M97639; Hs. 155535; receptor tyrosine kinase-Eke ; pros, sarc; mAb 
425367; BE271188; Hs.1 55975; protein tyrosine phosphatase, ; Gbro; diag 
425371; D49441; Hs.155981; mesofhelin; over, rung, fibre; mAb 

425397; J 04088; Hs. 155346; topoiscmerase (DNA) tl alpha (; lung, Wad, pane, angio, test mela, esoph; CTL*sjil 

425427; A1652662; Hs.317432; branched chain aminotransferas; test s.ra 

425428; AL110261; Hs.157211; DKFZP586B0621 protein; pane; diag 

425465; L18964; Hs.1904; protein kinase C. lota; ovar, pros, colon; sjtu 

425525; AA358B83; Hs.23871; ESTs; sarc; diag 

425545; N98529; Hs.158295; Homo sapiens, clone MGC12401,; sarc; diag 

425555; AA359291 ; Hs.130767; Homo sapiens cONA: FU23553 fr, fibro; CTL*s.m. 

425572; AB01 1076; Hs.1 58307; undifferentiated embryonic cet test; CTL+s.ra 

425601; AW629485; Hs.140720; GSK-3 binding protein FRAT2; test CTL+s.m. 

425606; U521 12; Hs.158331; renin-Wnding protein; mela; (Sag 

425628; NM.004476; Hs.1915; folate hydrolase (prostate-spe; pros; sjtl 

425638; NM_012337; Hs.158450; nasopharyngeal epithelium spec; fibro; CTL+sjtl 

425679; X05997; Hs.159177; lipase, gastric; esoph; sjtl 

425692; D90041; Hs.155956; riacetyttransferase 1 (arytamfc breast s.ra 

425695; NM_005401; Hs.159238; protein tyrosine phosphatase, ; lung; mAb*sjn. 

425709; AA383076; Hs.159274; outer dense fibre of sperm tai; test diag 

42571 0; AF030880; Hs.1 59275; solute carrier family, member ; pros; mAb 

425722; AJ559076; Hs.97031; hypothetical protein MGC13047; mela; diag 

425726; AF085808; Hs.1 59 330; uroplakin 3; pros, Wad; diag 

425769; U72513; Hs.1 59486; Human RPL13-2 pseudogene mRNA,; test diag 

42581 1; AL039104; Hs.159557; karyopherin alpha 2 (RAGcohor; test diag 

425649; AJ000512; Hs^9S323; senjnVglucocorticojd regulated; lung, headnk; sjtl 

425921; NMJXJ7231; Hs.162211; solute carrier family 6 (neuro; stom, pane; mAb 

425976; C75094; Hs.334514; KG22 protein; pros, ovar; mAb 

426027; NM_002608; Hs.1976; pJateteWerived growth factor; sarc; diag 

426050; AF017307; Hs.166096; E74-Gke factor 3 (ets domain ; ovar, Mad, stom; CTL«s.m. 

426059; BE292842; Hs.1 651 20; interferon regulatory factor 7; esoph, cerv; CTL+s.m. 

426067; AW664691; Hs.97053; ESTs; lung; diag 

426088; AF038007; Hs.1 65196; ATPase, Class I, type 8B. memb; Wad, lung; mAb 
426094; AF03461 1; Hs. 166206; cubifin fmtrinsic factor-coba; renal; diag 
4261 16; AA868729; Hs.144694; ESTs; fibro; diag 

426125; X87241; Hs.166994; FAT tumor suppressor (Drosophi; colon, stom, pane, pros, renal, fibro, cerv; mAb 
426156; BE244537; Hs.167382; natriuretic peptide receptor A; ovar, mAb 

426158; NMJJ01932; Hs. 199067; v-erb-b2 avian erythroblastic ; breast ovar, uter, pros, Mad, pane, colon, fibro, mela; diag 
426172; AA371307; Hs.125056; ESTs; pros; diag 

426174; AA547959; Hs.1 15838; Homo sapiens simflar to Echino; breast pros, fibro; diag 

42621 2; S71824; Hs.167988; neural cell adhesion molecule ; gTto; mAb 

426271; AF026547; Hs.1 69047; chendroitin sulfate proteogryc; gUo; diag 

426274; D38122; Hs.2007; tumor necrosis factor (Egand); fibro, mela; mAb 

426300; U15979; Hs.169228; delta-lite homotog (Drosophaa; ovar, sarc; mAb 

426310; NM_000909; Hs.169266; neuropeptide Y receptor Y1; breast; mAb 

42631 Z AF026939; Hs.1 81874; rhterreroivtnduced protein wit esoph, mela; diag 

426320; W47595; Hs.1 69300; transforming growth factor, be; ovar, pros, Wad. pane; diag 

426350; NMJXJ3245; Ks.2022; transglutaminase 3 (E potypept cerv; sjtl 

426363; M58524; Hs.2025; toansfbrming growth factor, be; pros; (flag 

426370; R98288; HsJ>81706; sortflin 1; sarc; diag 

426416; AW612744; Hs.169824; killer cefl tectin-Cke recept fibro; mAb 

426440; BE382756; Hs.169902; solute carrier family 2 (facO; rung. pane, ovar, Wad, headnk, esoph; mAb 
426462; U591 1 1 ; Hs.169993; dermatan sulphate proteoglycan; sarc; diag 
426470; AA528794; Hs.1 28644; ESTs; mela; diag 

426471; M22440; Hs.1 70009; transforming growth factor, al; headnk, renal, pane; diag 

426490; NM.001621; Hs. 170087; aryl hydrocarbon receptor; pane; mAb+sm 

426501; AW043782; Hs^93616; ESTs; pros, breast gfo, rung, mela; mAb 

426502; Y07759; Hs.170157; rrryosin VA (heavy polypeptide 1; mela; diag 

426534; U5809S; Hs.2051; tesQs specific protein, Y-firr, test CTUsjtl 

426535; AU077012; Hs.170279; ESTs, WeaWy shnflar to ubiqui; angfo; diag 

426555; NMJXJ0372; Hs.2053; tyrosinase (oculocutaneous alb; mela, sarc; mAb 

426559; AB001914; Hs.1 70414; paired baste ammo add cteavt hepC. breast ovar, renal; diag 

426575; M74826; Hs.1 70808; glutamate decarboxylase 2 (pan; pane; sjtl 

426627; AF0 12359; Hs.1 95685; ESTs; test diag 

426635; BE395109; Hs.1 29327; rrypofoefcai protein MSC13057; ovar; CTUsjn. 

426682; AV660038; Hs.2055; UDP glycosyttransferase 1 famt blad, lung; sjtl 

426691; NM_0C6201; Hs.171834; PCTAIRE protein kinase 1; ovar, CTUs.m. 

426696; AW363332; Hs, 17 1844; Homo sapiens cONA FU22296 fi; angio; mAb 

426721; AA383588; Hs^88545; ESTs, WeaWy similar to T2901 2. fibro; diag 

426726; AA488915; Hs.171955; tropWnm associated protein (; test diag 

426747; AA535210; Hs.171995; kaUikrein 3, (prostate specif; pros; diag 

426752; X69490; Hs.172004; tifin; sarc; (Bag 

426759; AI590401; Hs^1213; ESTs; mela; diag 

426793; X89887; Hs.172350; HIR (histone ceH cycte regula; pros; CTL^sjil 

426828; NM_000020; Hs. 172670; acfivin A receptor type IHk; angio; mAb 

426866; U02330; Hs. 17281 6; neureguBn 1; esoph; CTUs.m. 

426897; AW975570; Hs.97387; ESTs; lung; diag 

426900; AW163564; Hs.1 42375; ESTs; blad. pros; mAb 

426935; NM_000088; Hs.1 7 2928; collagen, type I, alpha 1; test sarc; CTI-sjil 

4269S6; AI493134; Hs.349204; scterosfin; lung; diag 

426968; U0761 6; Hs.173034; amphiphysin (Stiff-Mann syndro; blad; mAb+CR 

426991; AK001535; Hs^14410; Homo sapiens cDNA FU10674 fis; ovar, sarc; (flag 

427080; AW068287; Hs.301 175; ras-related C3 botufinum toxin; mela; diag 
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427099; AB032953; Hs.173560; odd OzAawn homotog 2 (Drosop; headnk, esoph; diag 

427122; AW057736; Hs.323910; HER2 receptor tyrosine kinase ; breast mAb 

427244; AA402400; Hs.178045; ESTs; esoph; diag 
r 427260; AA663848; ; gb:ae70h06.s1 Stralagene schiz; lung; diag 

427274; NNL.0O521 1; Hs. 174142; colony stimulating factor 1 re; pros, sarc; mAb 

427298; AA400495; ; ESTs; test diag 

427318; AF18S081; Hs.175783; zinc transporter; pros; mAb 

427333; AF067797; Hs. 176658; aquaportn 8; pane, colon; mAb 

427344; NMJHM869; Hs.2142; 5-hydroxytryptairdne (serotonin; ovar; mAb 
I U 427356; AW023482; Hs.97849; ESTs; ovar, breast pros, Mad, lung; diag 

427398; AW390020; Hs.20415; chromosome 21 open reading na; pros; diag 

427427; AF077345; Hs. 177 936; lectin, superfemBy membeT 1 (; breast (flag 

427441; AA4 12605; Hs.293265; SPANX family, member C; lung, esoph; CTL^nt 

427461; AA531527; Hs.332040; hypolhefical protein MGC13010; pros; mAb 
1 J 427474; U13192; Hs.21 59; aggrecan 1 (chondroiSn sulfat sarc; diag 

427486; AA974433; Hs.362432; fibroblast growth factor 4 {he; test <fiag 

427510; Z47542; Hs.179312; small nuclear RNA activating c; lung; CTVsjil 

427515; T79526; Hs.179516; integral type I protein; pros; diag 

427521; AW973352;; ESTs; test dag 
ZU 427528; AU077143; Hs. 179565; rntaenromosome maintenance det mela; CTLts.m. 

427535; R29543; Hs.2164; pro-pialeiet basic protein On; fibro; diag 

427546; AA405280; Hs.36793; hypothetical protein FU231B8; lung; diag 

427550; BE242818; Hs.31 1609; nuclear RNA heficase, DECO var. mela; CTL+sm 
0 427557; NM.002659; Hs.179657; plasminogen activator, urokina; pane, cdon, stom, ovar, cerv, btad, lung, headnk, esoph; mAb 
ZD 427578; AI591305; Hs.169084; ESTs, Highly similar to TUL3Jt test (Bag 

427583; M82962; Hs.179704; meprin A, alpha (PABA peptide ; colon; mAb 

427584; BE410293; Hs. 1797 18; v-myb avian myeloblastosis vin test CTUsm 

427585; 031 152; Hs. 179729; cofiagen, type X, alpha 1 (Sch; breast lung, headnk. pancstom, colon, ovar, cerv, sarc; diag 

427615; BE410107; Hs.179817; CGI-82 protein, PSDR1; pros; dag 
JU 427634; AI399745; Hs. 18449; rrypothefcal protein MGC10820; mela, sarc; diag 

427647; W19744; Hs.180059; Homo sapiens cDNA FU20653 6s; sarc; diag 

427666; AI791495; Hs.180142; calrnoduRn-iike skin protein 0 breast cerv, blad, lung, headnk, esoph; diag 

427667; AK001279; Hs.180171 ; Homo sapiens cDNA RJ 1041 7 fis; test diag 

427568; AA298760; Hs.180191; hypothetical protein FU 14904; lung, test diag 
5 D 427681; AB018263; Hs.284232; tumor necrosis factor receptor; ovar; mAb*sjn. 

427698; AW972594; Hs.335499; ESTs; fibro; CTI^sm 

427701; AA411101; Hs.243886; nuclear autoantlgenic sperm pn lung; mAb+CTl 

427715; BE245274; Hs.180428; KIAA1181 protein; pros; diag 
Ar . 427719; A1393122; Hs.134726; ESTs; test Nad;diag 
40 427730; AW250549; Hs.180577; granuDn; mela; (fiag 

427786; BE407863; Hs.256871; ESTs; esoph, bbd; diag 

427809; M26380; Hs. 180878; lipoprotein lipase; ovar, mAb 

427811; M81057; Hs.180884; carboxypepOdase B1 (Bssue); breast sm 

427897;.NM_017413; Hs.303084; apeUm pepfide Rgand for APJ; angjo, renal, pros; diag 
4D 427912;AL022310;Hs.181097; tumor ra^^ 

427958; AA418000; Hs.376771; potassium bterrradiateismafl c; pros, gSo; mAb 

427961; AW293165; rte.143134; ESTs; lung, sarc; diag 

428001 ; H97428; HsJ19907; ESTs, Moderately similar to Tn mela; diag 

428004; AA449563; Hs. 151 393; ghjtamatecystelne Bgase, cat lung; sm 
-> U 428023; AL038843; Hs.374530; Homo sapiens cDNA: FU23602 ft lung; diag 

428046; AW81 2795; Hs.337534; ESTs, Moderately similar to 13; hmg, colon ; diag 

428062; AA420683; Hs.98321; hypothetical protein FU14103; angio; diag 

428087; AA 100573; Hs. 182421; troponin C2. fast sarc; CTUsjh 
. . 428141; D50402; Hs. 182611; solute carrier family 11 (prot gfio; mAb 
OD 428153; AW513143; Hs.98367; SRY (sex determining region YJjovar; diag 

428169; AI928984; Hs.1 82793; golgi phosphoprotein 2; pros; (flag 

428182; BE386042; Hs.293317; ESTs, WeaHy similar to GGCIJt Wad. headnk, hmg, ovar, sarc; CTUsjn. 

428183; AW969726; Hs.98381; ESTs, Weakly sknilar to serine; EWS; diag 
^ A 428205; AB020643; Hs. 183006; K1AA0836 protein; angio; mAb 
OU 428221; U96781; Hs.183075; ATPase, Ca transporting, cardl; sarc; s.m. 

428227; AA321 649; Hs.2248; small inducible cytokine subfa; breast lung, bbd, ovar, headnk. fibro, colon, stom, cerv, leuk. renal, test mela, esoph, hepC; esq 

428248; AI126772; Hs.40479; ESTs; sarc; drag Y 

428293; BE250944; Hs. 183556; solute carrier famiry 1 (neutr; pros; mAb 
c 428305; AA446S28; Hs.2799; cartilage Unking protein 1 ; sarc; diag 
OD 428329; AA426091; Hs.98453; ESTs, Moderately stmBar to R2; test (fiag 

428336; AA5031 15; Hs.183752; rracrcserrdrroprc&in, beta-; pros; diag 

428355; BE256452; Hs.2257; vitronectin (serum spreading t colon; diag 

428398; AI249388; Hs.98558; ESTs; pros, breast ; diag 
_ n 428405; Y00762; Hs.2266; cholinergic receptor, rircofini; esoph, sarc; mAb 
/ U 428423; AU076517; Hs.1B4Z76; solute earner family 9 (soditr, ovar; CTL+sjn. 

428434; AW363590; Hs.65551; Homo sapiens, Similar to DMA s; lung, fibro; diag 

428467; AK002121; Hs.1 84465; hypothetical protein FLI1 1259; fibro; mAb 

428471; X57348; Hs.184510; strafifin; lung, headnk, colon, pane; diag 

428645; AA431400; Hs.98729; ESTs. WeaHy similar to 201720; lung; sm 
/J 428651; AF 196478; Hs.1 88401; annexin A10; blad, stom, pane; diag 

428667; AI375550; Hs.346868; nudedar protein p40; hornolog; fibro. uter; diag 

428722; U76456; Hs.1 90787; tissue Inhibitor of metaliopro; gib; dag 

428728; NMJJ16625; Hs. 191 381; hypothetical protein; ovar. lung. BPH; CTLfsm 
0 428771; AB028992; Hs.193143; KIAA1069 protein; hmg; CTL«sm 
oU 428784; Y12851; Hs.1 93470; purinergic receptor P2X, Bgan; gBo, mela; mAb 

428800; M57627; Hs.193717; Interteuxin 10; fibro; diag 

428801; AW277121; Hs^254881; ESTs; pros; diag 

428804; AK000713; Hs.1 93735; rrypothe&al protein FU2O706; mete; diag 
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428810; AF068236; Hs.1 93788; nitric oxide synDiase 2A (indu; lung; sm 
428819; AL135623; Hs.193914; WAA0575 gene product pros; CTL+sm 
428824; W23624; Hs.173059; ESTs; pane; diag 

428832; AA578229; Hs.324239; ESTs, Moderately similar to ZN; pane, uter, diag 

428841; AI418430; Hs.104935; ESTs; renal; diag 

428848; NMJJ00230; Hs.194236; tepfin (murine obesity homotog; sarc; diag 

428862; NM_000346; Hs.231 6; SRY (sex determining region Y); pros, sarc; CTUsm 

428927; AA441837; Hs.90250; Homo sapiens hypothetical prot fibro; mAb+dtag 

428928; BE409838; Hs.194657; cadherin 1. type 1, E-cadherin; pros, breast, stom, btad; mAb 

428949; AA442153; Hs.104744; hypolhefcat protein DKFZp434J; sarc; diag 

428957; NM_003881; Hs.194679; WNT1 inducthJe signaling pathw; cerv. cfiag 

428959; AF100779; Hs. 194680; WNT1 inducible signaling paJhw; sarc; diag 

428977; AK001404; Hs. 194698; eyefin B2; test; CTL+s.m. 

428981; BE313077; Hs.93135; ESTs, Weakly similar to ALU2Jt sarc; diag 

429002; AW248439; Hs.2340;junc6on plakoglobin; Had; CTL+sm 

429010; Y18198; Hs.194725; one cut domain, tarnfly member ; pane; diag 

429038; AL023513; Hs.194766; seizure related gene 6 (mouse); lung; mAb 

429058; AF138863; Hs.35254; hypothetical protein FLB6421; esoph; mag 

429065; A1753247; Hs.29643; Homo sapiens cDNA FU13103 fis; lung; diag 

429083; Y09397; Hs.227817; BCL2-rel3ted protein A1; mete; cfiag 

4291 13; D28235; Hs. 196384; prostaglartdin-endopercaide syrc angio, Uad, stem; sm 

429120; AK001673; Hs.196530; hypothetical protein FU10811; test diag 

429150; AF1 20103; Hs.1 97366; smoothened (Drosophita) homoto; ovar; mAb 

429163; AA884766; ; gtr.am20a10.s1 Soares_NFL_T_GBC; pros; diag 

429170; NMJJ01394; Hs.2359; dual specificity phosphatase 4; breast, panc^tom, lung, mela; sm 

429201; X03178; Hs.1 98246; group-specific component (vita; pane; diag 

429220; AW207206; Hs.356952; ESTs; breast pros, BPH; (fag 

429228; A1553633; Hs.356828; ESTs; lung, fibro. headnk. esoph; diag 

429259; AA420450; Hs.380088; Plakophifin; lung, headnk; diag 

429290; AF203032; Hs.198760; neurofilament, heavy porypepti; pros; CTL^sm 

429299; AI620463; Hs.347408; hypothetical protein MGC13102; pros, cerv; diag 

429329; AA456140; Hs.99235; Homo sapiens pannexin 3 (PANX3; sarc; mAb 

429345; R1 1 141; Hs.199695; hypothetical protein; Uad; cfiag 

429359; W00482; Hs.2399; matrix metafloproteinase 14 (m; headnk, breast cerv. ovar, blad, lung, esoph, mela, sarc; mAb 

429413; NM.014058; Hs.201877; DESC1 protein; rung, btad; diag 

429415; NMJXJ2593; Hs.202097; procollagen C^endopeptidase err; sarc, diag 

429423; AI016712; Hs^80983; integrin. beta 1 (libTonecfin ; mAb 

429432; Al 678059; Hs. 202676; synaptonemal complex protein 2; breast cerv, diag 

429441; AJ 2241 72; Hs.204096; Rpophilm B (uteroglobin tami; breast pros, ovar; diag 

429466; M85835; Hs.12827; ESTs; gfio, uter. CTbuun. 

429469; M64590; Hs.380791; glycine dehydrogenase (decarbo; test sm 

429486; AF1 55827; Hs.203963; hypothefical protein FU 10339; blad, lung, headnk, test mag 

429500; X78565; Hs.2891 14; hexabrachion (tenascin C, cyto; lung, gfio, headnk, mela, sarc; diag 

429504; X99133; Hs.204238; Bpocafin 2 (oncogene 24p3) (N; ovar, lung,- War* diag 

429505; AW820035; Hs.278679; a disintegrin and metafloprote; colon, leuk; mAb 

429538; BE1 82592; Hs.139322; small proGne-rfch protein 2A; lung, esoph; diag 

429563; BE619413; Hs.2437; eukaryotic transraSon inffiat lung; cfiag 

429586; T73510; Hs209153; angwpoetin-like 3; hepd CTL+sm 

429597; NM_003816; Hs.2442; a disintegrin and metalloprotB; pane, colon, stom, tung; mAb 

429609; AF002246; Hs^1 0863; ceO adhesion molecule with ho; ovar, mela; diag 

429612; AF062649; Hs.252587; pQurtary tunwtostorming 1; lung, blad,' headnk; diag 

429655; U48959; Hs.21 1 58% myosin, light polypeptide kina; pros; sm 

429663; M68874; Hs.21 1587; phospholipase A2, group IVA (c; angio, lung; sm 

429664; 120433; Hs.21 1588; POU domain, class 4, transcrip; sarc; CTI+sm 

429736; AF1 25304; Hs.21 2680; tumor necrosis factor receptor; lung; mAb 

429747; M87507; Hs.2490; caspase 1, apoptosis-related c; colon, stom, fibro; sjtl 

429764; BE245076; Hs.21 6958; KIAA0194 protein; pros; mAb 

429769; NM.004917; Hs.21 8366; kalEkretn 4 (prostase, enamel; pros; sm 

429784; M89796; Hs.30; membrane-spanning 4-domains, s; fibro; mAb 

429823; AA459443; Hs.181400; ESTs; sarc; cfiag 

429859; NM_00705O, Hs.225952; protein tyrosine phosphatase, ; breast rnAb+sm 
429918; AW873986; Hs.1 19383; ESTs; pros, gfio; cfiag 
429921; AA526911; Hs.82772; collagen, type Xt alpha 1; headnk, pane, sarc; CTL 
429983; W92620; Hs.260855; ESTs; blad; diag 

429986; AF092047; Hs. 22727 7; sine ocufe homeobox (Drosopht lung; CTl«sm 

430014; H59354; Hs.374303; acfinin, alpha 4; renal; diag 

43001 6; NM_004736; Hs 227655; xenotroplc and potytropic retr; ovar; mAb 

430044; AA464510; Hs.1 5281 2; ESTs; breast lung, pane, headnk, ovar, stom, esoph; diag 

430056; X97548; Hs.228059; KRAB-associated protein 1; test CTL*sm 

430129; BE301708; Hs.233955; hypothetical protein FU20401; angio; cfiag 

430130; AL137311; Hs^34074; Homo sapiens mRNA; cDNA DKFZp7; pros; mAb 

430144; AJ732722; Ks.98927; ERGL protein; ERGJC-53-Gke pr, pros; diag 

430152; AB001325; Hs J234642; aquaporin 3; Uad. fibro; mAb 

430154; AW583058; Hs234726; serine (or cysteine) prateinas; pros; diag 

430157; BE348706; Hs.278543; ESTs; blad; diag 

430168; AW968343; Hs.145582; DKFZP43411735 protein; Wad; diag 

430223; NM.002514; Hs. 235 935; nephroblastoma overexpressed g; mela; cfiag 

430226; BE245562; Hs.2551; adrenergic, beta-2-, receptor.; pros; mAb 

430228; AW950939; Hs.6382; ESTs. Highly sirnfiar to T00391; gfio; cfiag 

430252; A! 638774; Hs.1 05328; testes develorjrnentrelated NYD; test CTL+sm 

430253; AK001514; Hs.236844; rrypolhefical protein FU 10652; test; CTL+sm 

430255; AK00O703; Hs.323822; Homo sapiens mRNA tor WAA1551; test CTL+sm 

430259; BE550182; Hs. 3751 42; Ral(SF-Gke protein 3, mouse h; ovar; CH+sm 



113 



WO 03/042661 



430280; AA35125B; Hs.237B58; interleuJdn 7 receptor; mela, lung, pane, stom, esoph, headnk, fibro; mAb+sm 

430287; AW182459; Hs. 125759; ESTs, Weakly shnHar to LEU5Jt test diag 

430294; A1538226; Hs.3^76; guanine nucleotide binding pro; pros; (flag 

430337; M36707; Hs.239600; catmodufovlike 3; lung; drag 

430354; AA954810; Ks.239784; human homotog of Orosophaa Sc; war, diag 

430378; Z29572; Hs.2556; tumor necrosis factor receptor; lung.fibro, breast headnk, blad, breast, colon, stom; diag 

430393; BE185030; Hs.241 305; estrogerwesponsrve B box prat lung; diag 

430396; D49742; Hs.241 353; hyaluronarvbinding protein 2; pane; diag 

430407; H23551; Hs.30974; ESTs; pane; (flag 

430439; AL133561; Hs380155; DKFZP434B061 protein; lung, test <fiag 

430451; AA836472; Hs.297939; cathepsin B; ovar, lung, headnk, pane, stom; diag 

430454; AW46901 1; Hs.105635; ESTs; lung; diag 

430476; AA447465; Hs.2563; tachykinin, precursor 1 (subst sarc; dag 

430487; D87742; Hs.241552; KIAA0268 protein; pros; diag 

430491; AL109791; Hs.241 559; Homo sapiens mRNA Ml length ; ovar; diag 

430498; XQ2910; Hs^41 570; tumor necrosis factor (TNF sup; leuk; diag 

430508; AI01 5435; Hs.104637; ESTs; lung; mAb*s.m. 

430521; NM_01 6383; Hs.242183; HOM-TES-85 tumor antigen; test CTL+sm 

430540; AW245422; Hs.106357; Homo sapiens cDNA: RJ22105fi; meta; mAb 

430563; AA481269; Hs.348628; ATP-btndtng cassette, sub-fami; lung; diag 

430594; AK000790; Hs.246885; hypothetical protein FU2D783; mela; diag 

430634; AI860651; Hs.26685; calcyphosine; ovar, diag 

430637; BE160081; Hs.256290; S100 calcium-btntfing protein A; meta; diag 

430647; AC003682; Hs.127988; ESTs, Weakly similar to Z21 1_H; test diag 

430676; AF084866; Hs.372585; gb:Homo sapiens envelope prote; test diag 

430677; Z26317; Hs.359784; desmoglein t, lung, colon; mAb 

430678; AI458174; Hs.192855; ESTs; lung; (Bag 

430686; NNL001942; Hs.2633; desmoglein 1; lung, headnk, mete; mAb 

430691; C14187; Hs.157208; aristaless-related homeobox pn EWS, ovar, pane; diag 

430704; AW813091; Hs.335799; ESTs; stom; rfiag 

430770; AA765694; Hs.123296; ESTs; meta; diag 

430832; AI073913; Hs. 100686; ESTs, Weakly similar to JE0350; breast colon, ovar, uter, tung, stom. fibro; diag 

430838; N46664; Hs.169395: hypothetical protein RJ12015; mela; CTL+sm 

430890; X54232; Ks.2699; gtypican 1; glio, lung, cerv, blad, esoph; mAb 

430985; AA490232; Hs.27323; ESTs, Weakly similar to 178885; lung: mAb 

431009; BE149762; Hs.48956; gap junction protein, beta 6 (; lung, Wad, headnk, esoph; mAb 

431053; S40369; K&249141; Gtutamate receptor sub unit gGb; mAb 

431070; AW408164; Hs.249184; tnmscripfion factor 19 (SC1); blad; (Sag 

431089; BE041395; Hs.374629; ESTs, Weakly similar to unknow; blad, lung, pros, angio, fibro; diag 

431099; Y13367; Hs.249235; phosprtdrwsitide-3-kinase. da; pros; CTUsjn. 

431103; M57399; Hs.44; pleiouophin (heparin binding ; sarc, mela; olag 

431124; AF284221; Hs.59506; doublesex and mab-3 related tr; lung; CTL*s.m. 

431151; BE207083; Hs.366053; gb:ba10d10.y1 NIHJtfGC_7 Homos; pros; mAb 

431164; AA493650; Hs.94367; thyroid transcription factor 1; fibro; CTL^m. 

431183; NM.006855; Hs.250695; KOEl (Lys-Asp-Gtu-Leu) endopla; mela, pros, pane, colon, stom; mAb 

43121 1; M86849; Hs.323733; gap Juncfion protein, beta 2, ; colon, blad, tung, pane headnk, esoph; mAb 

431217; NM.013427; Ks.250830; Rho GTPase activating protein ; pros; CTUs.m, 

431221; AA449015; Hs.286145; SRB7 (suppressor of RNA potyme; lung; CTUs.m. 

431222; X56777; Hs 273790; zona peltuctda glycoprotein 3A; pros; diag 

431250; BE264649; Hs.251377; taxd resistance associated ge; esoph; diag 

431322; AW970622; Hs 376626; gb:EST382704 MAGE resequences,; Wad, ovar, uter; (flag 

431347; AI1 33461; rk251664; insulhvlike growth factor 2 fc blad; mAtwfiag 

431354; BE046956; Hs. 25 1673; DNA (cvtosine-5-j-methyltransf; test CTL+sm 

431360; NMJW0427; Hs.251680; loricrin; mda, sarc; diag 

431362; A1874223; Hs.293560; ESTs; angio; diag 

431369; BE184455; Hs.251754; secretory leukocyte protease t ovar, Wad; diag 

431384; BE158000; Hs J34372; gb:MR2-HT0377-1 50200-202-e03 H; king; diag 

431385; BE178536; Hs.11090; membrane-spanning 4-domains, % pane; diag 

431441; U81961; Hs.2794; sodium channel, nonvottage-gat ovar, pros, blad; mAb 

431448; AL1 37517; Hs.306201; hypothetical protein DKFZp5640; Wad; mAb 

431457; NM.012211; Hs.256297; integitn, alpha 11; headnk; mAb 

431474; AL133990; Hs.190642; CEGP1 protein; breast pros, Wad; diag 

431494; AA991355; Hs.29S312; hypothetical protein DKFZp434A; lung; diag 

43151 X BE270734; Hs.2795; lactate dehydrogenase A; pane; sjtl 

431548; Al 834273; Hs.9711; novel protein; lung, angio, pros; diag 

431553; X78075; Hs.2799; cartilage Unking protein 1; sarc; diag 

431 579; AW971 082; Hs.222886; ESTs, WeaWy similar to TRHY H; pros; diag 

431616; AA508552; Hs.222874; ESTs, Weakly similar to 138022; pros, pane, colon ; mAb 

431674; AA098901; Hs.301642; G-protein coupled receptor; ovar; mAb+sja 

431723; AW058350; Hs^78956; Homo sapiens mRNA; cDNA DKFZpS; fibro; olag 

431728; KM_007351; Hs.268107; mutfimerin; angio; diag 

431808; M30703; Hs.270833; amphiregulin (schwannoma-denv; breast, headnk, pane, colon; diag 
431836; AF 178532; Hs77141 1; beta-site APP-cleaving enzyme ; meta; mAb 
431870; AW449902; Hs.105500; ESTs; renal; diag 

431890; X17033; Hs^71985; integrin. alpha 2 (CD49B, atph; Wad, headnk, lung, pane, cerv, stom; mAb 

431938; AA938471; Hs. 54431; specific granule protein {28 k; pane; diag 

431939; AW008061; Hs.231994; ESTs; renal, colon; diag 

431941; AK000106; Hs.272227; Homo sapiens cONA FU20099 fis; cerv, gDo; diag 

431989; AW972870; Hs.291069; ESTs; ovar, diag 

431992; NM 002742; Hs>2891; protein kinase C, mu; pros, gtto; sm 

432004; BE018302; Hs.2894; placental growth factor, vascu; renat diag 

432015; AL157504; Ks.1 591 1 5; Homo sapiens mRNA; cDNA DXFZp5; Wad; diag 

432023; AW273128; Hs.30t)268; EST; lung; diag 
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432097; X51730; Hs.2905; progesterone receptor; blad; mAb«sm 
432117; ALD36195; Hs.2909; prolamine 1; test; CTL+sm 
432128; AA127221; Hs.66; ESTs; angio; diag 

432141; BE410964; Hs^72735; nuclear receptor binding prate; test mAb*s.m. 
4321B9;AA527941; ;gb:rth30c04.s1 NCJ_CGAP Pr3 Horn; pros; diag 
432199; AI593815; Hs.127179; crypfc gene; pane; (flag 

432210; A1567421; Hs.273330; Homo sapiens, done IMAG&3544; ovar, lung, blad; (fiag 
432222; AI204995; ; gb:an03c03.x1 Stratagene schiz; angio, blad. frbro; diag 
432231 ; AA339977; Hs^74127; CLST 1 1240 protein; fibre; (flag 

432239; X81334; Hs.2936; matrix rnetaHoproteinase 13 (c; blad, lung, headnk. esoph, sarc; sjtl 

432240; AI694767; Hs.129179; Homo sapiens cDNA FU13581 fis; pros; diag 

432305; MS2402; Hs.274313; insulin-like growth factor bin; cenr, diag 

432374; W68815; Hs.301885; Homo sapiens cDNA FU11346 fis; cerv, lung, fibro, pros; diag 

432407;AA221036;;gb:zr03nZr1 Stratagene NT2n; lung, testcolon; (fiag 

43241 5; T1 6971 ; ; ESTs. Weakly similar to A43932; ovar. pros; (fiag 

432432; AA541323; Hs.115831; ESTs; uter, pros; diag 

432435; BE218886; Hs. 282070; ESTs; pros, uter, colon, stem, fibro; diag 

432441; AW292425; Hs.1634S4; mtron of hepatocyte nuclear f; Wad. ffrro, pros; diag 

432473; AI202703; Hs.152414; ESTs; pros; diag 

432481; AW451645; Hs.151504; intrcn of collagen, type XI, a; sarc; diag 

432512; NMJJ03284; Hs.3017; transiOon protein 1 (during h; test; CTL-»sm 

432519; AI221311; Hs.130704; ESTs, Weakly similar to BCHU1A; fibro, ovar, uter; CTl^jn. 

432527; AW975028; Hs.102754; ESTs; pros, uter, ovar. cerv ; diag 

432542; AW083920; Hs. 16098; ctaudin 2; coton, pane; (fiag 

432583; AW023624; Hs. 16228 2; potassium channel TASK-4; pota; lung; mAb 

432615; AA557191;Hs.55028; ESTs, Weakly similar to 154374; pros; diag 

432621; AI298501; Hs.21192; ESTs, Weakty srrn3ar to T46428; pros; mAb 

432629; AW860548; Hs.280558; ESTs; ovar; (Sag 

432653; N62096; Hs.293185; ESTs, Weakly similar to JC7328; pros. King ; mAb+sm 

432666; AW204069; Hs.351118; ESTs. Weakly similar to unname; test diag 

432706; NMJH323Q; Hs.286124; CD24 antigen (smaHcefl lung ; colon, ovar, pros; mAb+CTL 

432730; A1066520; Hs.131358; ESTs; test; (fog 

432731; R31 178; Hs.287820; fibronecfin 1; pane, fibro; diag 

4327B8; AA521091; Hs.178499; Homo sapiens cONA: RJ23117 fi; lung, ovar, CTt+sm 

432600; BE391046; Hs.278962; AIM-1 protein: mela, pros; mAb 

432842; AW674093; Hs.334822; rrypofhefcal protein MGC4485; Wad, lung, headnk; CTL+sja" 

432850; X87723; Hs.3110; angiotensin receptor 2 (AT2); tekx mAb 

432855; AF017988; Hs.279565; secreted frizzted^elated prot pane; diag 

432867; AW016936; Hs^33364; ESTs; stem, colon; diag 

432878; BE386490; Hs.279663; Rrin: mela; CTL»sm 

432887; AI926047; Hs.1 62859; AK056805: Homo sapiens cDNA FU pros; (fiag 

432938; T27013; Hs.3132; steroidogenic acute regulatory; ovar; diag 

432966; AA650114; Hs^2519B; ESTs; pros; diag 

433012; UMJ304045; rte.279910; ATX1 {antioxidant protein 1, y; mela; diag 

4330135 AI697890; Hs.1 27337; axin 2 (conductin, axO); coton; CTL+sm 

43304% W57554; Hs.1 25019; lymphoid nuclear protein (LAF-; pros, breast; (fiag 

433068; NM_006455; Hs-288215; siaryltransferase; breast ovar, mela; sm 

433076; AW015188; Hs.1 21 575; Homo sapiens cDNA RJ 12231 fis; Wad; diag 

433091; Y12542; Hs.3185; lymphocyte antigen 6 complex, ; blad, lung, headnk, cerv; mAb 

4331 47; AF091434; Hs.43080; platelet derived growth factor; ovar, pane, fibro; diag 

4331 59; AB035898; Hs.1 50587; WnesirMike protein 2; ovar, uter, colon, bbd; (flag 

433170; AB037816; Hs.8982; WAA1395; angio; diag 

4331 83; AF231 338; Ks.222024; transcription factor BMAL2; lung; (flag 

433228; F28212; Hs.14953; WAA1491 protein; test; CTL«sm 

433258; AI806626; H&207300; ESTs, Weakty similar to ALUB H; lung; diag 

433285; AW975944; Hs.237396; ESTs; breast pros ; diag 

433293; AF007835; Hs.32417; hypothetical protein MGC2742; fibro. pros, stum, pane; CTL+sm 

433323; AA805132; Hs.159142; ESTs; pros; diag 

433334; Al 927208; Hs. 231958; matrix metaiioproteinase 28; pane; sm 

433336; AF017986; Hs.31386; secreted frizzleoVeteted prot ovar, fibro, headnk, lung, pane, blad; diag 

433364; AI075407; Hs.296083; ESTs. Moderatery similar to 15; mela; diag 

433365; AF026944; Hs.293797; ESTs; Uad; (fiag 

433376; A1249361; Hs.741 22; caspase 4, apoptosis-reJated c; angio; sm 

433388; AM32672; Hs.288539; hypoflieScal protein FU22191 ; ovar; CTUsm 

433404; T32982; Hs352670; Homo sapiens cDNA FU32064 fis; pros; (flag 

433437; U20536; Hs.3280; caspase 6, apoptosis-related c; fibro, breast cerv, lung, blad, pane, glio, coton; 

433444; AW975324; Hs. 12)81 6; ESTs; pros; (fiag 

433466; AA508353; Hs.105314; retaxm 1 (HI); pros; (fiag 

433485; AI493076; Hs.308098; atdoteto reductase famBy 1. ; lung; sm 

433495; AW373784; Hs.71; aipha-2^rycoprotein 1, zinc; breast pros; diag 

433576; BE080715; Hs.161091; ESTs; mela? diag 

433662; W07162; Hs.1 50326; RAB25 RAB25, member RAS oncoge; coton; diag 

433871; AW138797; Hs.132906; 19A24 protein; fibro; mAb 

433701; AW445023; Hs.15155; ESTs; test drag 

433724; AI8Z7749; Hs.1 44924; serine/threonine protein Wnas; test CTL*sm 

433764; AW753676; Hs.39982; zinc finger protein RNZF {NMj pros, ovar; diag 

433800; A! 034381; Hs.1 35 150; tiing typVlcefl merribrarte-a^o; gQo. lung, test mAb 

433914; AF1 08138; Hs.1 121 60; Homo sapiens DNA heficase homo; test sm 

43401 1; AW953437; Hs.5486; clone FLB5214; pros; (fiag 

434105; AW952124; Hs.1 3094; presenflins associated rhomboi; lung; (Sag 

434217; AW014795; Hs.23349; ESTs; angto; diag 

434262; AF1 21858; Hs.1 21 69; sorting nexin 8; meta; CTl«sm 

434274; AA628539; Hs.57783; ESTs, Moderately sunter to AL; test diag 
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434334; AA912476; Hs.116750; Homo sapiens cONA FU13221 lis; test diag 
434340; AI193043; Hs.353146; ESTs, WeaMy similar to T17226; tung; diag 
434350; AW01 541 5; Hs.1 27780; ESTs; lung; diag ^ 
- 434370; AF130988; Hs.58346; ectodysplasin 1. anhidroGc re; colon, stom; diag 
434377; AW137148; Hs.306593; intron of peiMn (OSF-2os): headnk; diag 
434398; AA 121 098; Hs.3838; senjm-mduciWe kinase (SNK); angio. breast CTL+s.m. 
43441 1; AA632649; Hs.201372; ESTs; stom, leuk; diag 
434414; AI798376; ; gb*34b07jt1 NCI CGAP Ov23 Ho; lung, test, colon; diag 

1 A 434423; NrVL0Q6769; Hs.3844; UM domain only 4; pane; diag 

1 U 434449; AW953484; Hs.3849; hypothe&ca) protein FU22041 ; sarc; (Sag 

434487; AF 143867; Hs.337588; ESTs, Moderately similar to S6; Wad; mAb+s.m. 
434596; T59538; ; gfcyb55g12.s1 Stratagene ovary; angio; sm 
434608; AA805443; Hs. 179909; hypolhefical protein FU22995; test CTUs.m, 
434609; R76593; ; gbryi60c1 1.r1 Soares placenta ; pros; diag 

1 J 434636; AA083764; Hs.349208; hypothetical protein MGC3178; angio; diag 
434649; AA738254; Hs.165390; ESTs, Highly similar to A40350; test <*ag 
434665; AA642125; Hs.74502; gb:nr60c0U1 NQ_CGAP_Lyrn3 Ho; pane; diag 
434666; AF151 103; Hs.1 12259; T ceil receptor gamma locus; pros; mAb+s.m. 

n n 434699; AA643687; Hs.149425; Homo sapiens cONA FU11980 lis; pane; diag 
434826; Af 155661; Hs.22265; pyruvate dehydrogenase phospha; mela; sjn. 
434846; AW295389; Hs.1 19768; ESTs; angio; diag 
434876; AF 160477; Hs.61460; Ig sirperfamay receptor LMIR; lung, blad; mAb 
434927; H4661 2; Hs^93815; Homo sapiens HSPC285 mRNA, pan angio; diag 

„ 434973; AW4492B5; Hs.313636; EST; pros; diag 

ID 435045; BE297155; Hs.143698; ESTs; test diag 

435047; AA454985; Hs.54973; cadheriivfike protein VR20; pros; mAb 
435066; BE261750; Hs.4747; dyskeratosis congenita 1, dysk; colon: CTb*m 
435080; A183176Q; Hs.155111; hypotheikat protein FU14428; renat mAb 

^ 435094; AI560129; Hs^89008; EST; ovar, cerv,<fiag 

3 U 435099: AC004770; Hs.4756; flap structure-specific endonu; Wad, test mete; CTI+sjtl 
435140; AA668123; Hs.134170; ESTs; fibro; diag 
435159; AA668879; Hs.116649; ESTs; lung; diag 
435206; A1432364; Hs.160594; ESTs; test diag 

- 435243; AW292886; Hs.348932; hypothetical protein dJ434014.; cerv, headnk; diag 
i J 435292; N20514; Hs.172965; ESTs; mela; diag 

435299; AI745458; Hs^43026; ESTs, Weakly similar to T20593; fibro; diag 

435479; AF197137; Hs.1 551 01; ATP synthase, H transporting, ; pros; s.m. 

435496; AW840171; Hs.265398; PAR-6 beta; breast pane, ovar; diag 
An 435563; AF210317; Hs.95497; solute carrier family 2 (facil; Wad; mAb+s.m. 
W 435575; AF213457; Hs.44234; triggering receptor expressed ; fibro; mAb+sm 

435602; AF217515; Hs.283532; uncharacterized bone marrow pr, test diag 

435615; Y15065; Hs.4975; potassium voltage-gated channe; gfio; mAb 

435652; N32388; Hs^34370; uncharacterized hypothalamus p; pane; (Sag 
A c 435793; AB037734; Hs.4993; K1AA1313 protstn; ovar, lung, uter, drag 
40 435849; BE305242; Hs.16098; cfaudin 2; colon, pane; diag 

435876; AW612586; Hs.160271; 6 protein-ccupted receptor 48; pros; mAb 

435897; AF269223; Hs.1 28322; t-comp!ex 11 (a murine top horn; test diag 

435904; AF261655; Hs.8910; 1,2-alphasnannosldase IC; Wad; sjr 
c/\ 43591 $ AF263538; Hs.86232; growth differentiation factor ; test diag 
U 435974; U29690; Hs.37744; Homo sapiens beta-1 adrenergic; pros, EWS; mAb^jn. 

436032; M1 50797; Hs.1 09276; lafexfn protein; pane, angio; diag 

436063; AK000028; Hs. 3561 CO; rfbosomal protein S24; pros; diag 

436120; AI248193; Hs.119860; ESTs; fibro; (Bag 

- - 435199; R38946; Hs.127951; hypothefcal protein FU 14503; renal; (flag 
JJ 436246; AW450963; Hs.1 19991; ESTs; Wad; diag 

436251; BE515065; Hs.296585; nucleolar protein (KKE/D repea; colon, test Had; CTL+sjn. 

436278; BE396290; Hs.5097; synaptogyrfn 2; pros; mAb 

436291; BE568452; Hs.344037; protein regulator of cytokines; lung, Wad, headnk; diag 

436293; A1601 188; Hs.306201; ESTs; Uad; (flag 
OU 435302; AL355841 ; H«l99330; hypothetica} protein FU23588; long; diag 

436315; BE390513; Hs.27935; hypofhefical protein MGC4837; meta; diag 

436396; A1683487; Hs.152213; wingless-type MMTVintegrafjon; lung, headnk, pros, pane; diag 

436420; AA443966; Hs.31595; ESTs; angio; mAb 
^ 436476: AA326108; Hs.33829; bHLH protein DEC2; pane; diag 
OS 43651 1; M721252; Hs.291 502; ESTs; tung; diag 

436553; AW407157; Hs.181 125; Immunoglobulin lambda tocus; lung; diag 

436569; BE439539; Hs.301961; glutathione S*ansferase M2 (; Wad; sm 

436614; AW104388; Hs.149091; ESTs; mela; CTL+s.m. 
7n 436700; AI693690; Hs^01406; hypothetical protein PP3501; mebc mAb 

/ V 4367a; BE621807; Hs.35131 6; transmembrane 4 superfamfly me; pane. cobn. stom. ovar, rung, Wad' mAb 
436772;AW975688;Hs.348918;rneta™^ ' 
436775; AA7311 11; Hs.372225; ESTs; uter. ovar; dbg 
436839; AA767346; Hs.372277; ESTs; lung; diag 

nc 436856;AI469355;Hs.127310; ESTs; mela; diag 

/J 436954; AA740151; Hs.1 30425; ESTs; flbro, uter, ovar; diag 
436972; AA284679; Hs.25640; ctaudin 3; ovar, lung, pros; mAb 
437052; AA861697; Hs.120591; ESTs; pros; (flag 
437099; N77793; Hs.48559; ESTs, Highly similar to S 14458; test diag 

OA 437100; AI761073; Hs.14535; Homo sapiens cDNA: FU22314 fi; pane, renat diaq 

OU 437119; AI379921;rfc177043;XPJ71387sim^ 

437145; AF007216; Hs.5462; solute carrier family 4, sodiu; pane, pros, stom; mAb 

4371 56; AJ916600; Hs.1 21 194; Homo sapiens cOMA: RJ 21 569 fi; stom. renal colon; dag 

437181; A1306615; Hs.1 25343; ESTs. Weakly sinflar to WAA07; Wad; mAb^iT^ 
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437204; AL110216; Hs.355961; ESTs, Weakly similar to 155214; hing; CTb*s.m. 

43721 X AF755021; Hs.210775; ESTs; renal uter, ovar; (flag 

437224; All 17628; Hs.97808; ESTs; test dag 
_ 437259; A077755; Hs.120895; ESTs; lung; diag 
0 437267; AW511443; Hs.25811ft ESTs; BPH; diag 

437269; AA334384; Hs.14942ft ESTs; angio; diag 

437330; AL353944; Hs.50115; Homo sapiens mRNA; cDNA DKFZp7; sarc; diag 

437381; NMJJ03684; Hs.5591; MAP kinase-interacting serine/; glio; CTL^m, 

437390; AI125859; Hs.112607; ESTs; king; diag 
I U 437412; BE069286; Hs.34744; Homo sapiens mRNA; cDMA DKFZpS; lung; diag 

437435; AA249439; Hs.27027; hypothetical protein DKFZp762H; lung; diag 

437437; AA226869; Hs.351623; hypothetical protein DKFZp762U test CTl^.ra 

437478; AL330172; Hs.317432; branched chain aminotransferas; angio; s.m. 

437553; AI829935; Hs.130497; ESTs, Weakly similar to MAT8_H; Wad; mAb 
1 5 437571; AA760894; Hs.125350; ESTs; pros; diag 

437623; D63880; Hs.5719; chromosome condensatioiHelate; test diag 

437740; AA810265; Hs- 1229 15; ESTs; mela; diag 

437802; AM75995; Hs.12291ft ESTs; pane; diag 

437862; AW97B107; Hs.5884; Homo sapiens mRNA; cONA DKFZpS; meia; CTL+s.m. 
ZU 437908; A1082424; Hs.351043; ESTs; test diag 

437915; AI637993; Hs. 2023 12; Homo sapiens clone N1 1 NTera2D; lung, headnk. ovar. Wad. uter <fiag 
437931; AI249468; Hs.124434; ESTs; Mad; diag 

437935; AW939591 ; Hs.594ft mucin 13. epithelial transmemb; colon, stom, uter, pane; mAb+s.ra 
437938; AI950087; Hs.359628; gbrwq05c02x1 NOCGAPKid12 H; renal, ovar, uter, cerv. Wad; diag 
Z5 437939; AW298600; Hs.64313; ESTs, Weakly similar to S59501; angio; mAb4S.m. 
437950; AI669586; Hs.369312; ESTs; uter, ovar; diag 

438167; R28363; Hs. 24286; chemokine binding protein 2 (Q ovar. breast uter; mAb 

438199; AW016531; Hs.122147; hypothetical protein FU13189 ; breast diag 

438209; AL120659; Hs.61 11; aryWiydrocarbon receptor nud; mela; mAb+s.m. 
30 438233; W52448; Hs.56147; ESTs; pros, cerv ; diag 

438274; AI918906; Hs.55080; ESTs; headnk; diag 

438403; AA806607; Hs.292206; ESTs; rung; mAb 

438438; AA257992; Hs.50651; Janus kinase 1 (a protein tyro; EWS; s.m. 
_ _ 438450; A1050866; Hs.65B53; nodal, mouse, homotag; test diag 
35 438456; AA913381; Hs.279763; ESTs; test diag 

438552; AJ245820; Hs,6314; type I transmembrane receptor ; pros, ovar; diag 

438670; AI275803; Hs. 123428; ESTs; fibro; CTl^sm 

438702; AIB79064; Hs.7164; ESTs; lung; diag 

438707; L08239; Hs.5326; amino add system N transports; ovar; mAb 
4U 438746; A1B85815; Hs.184727; Human melanoma-associated anfi; pane, Wad, mela, ovar; mAb+CTL 

438817; A1023799; Hs. 163242; ESTs; ovar. titer, Wad. renal; diag 

438859; A1559626; Hs.93522; Homo sapiens mRNA for K0AA1647; renal; diag 

438866; U44385; Hs.6441; tissue inhibitor of mstaHopro; mela; diag 
A 438873; AI302471; Hs.124292; Homo sapiens cDNA: FLJ23123 fi; fibro; diag 

45 438898; A1819863; Hs.1 06243; ESTs; king; diag 

438915; AA280174; Hs.355711; W3fiams-8euren syndrome chrom; lung, test mela; diag 

438929; AW195515; l-teJ253177; ESTs; renat diag 

438956; W00847; Hs.135056; Human ONA sequence from done ; lung; diag 

438966; AW979074; ; gb:EST391 184 MAGE resequences.; renat dag 
J U 438983; AF085884; HsJ0029; proacrosin binding protein sp3; lest CTUsm 

438993; AA828995; ; gb:od77b06Vs1 NCI_CGAP_Ov2 Horn; ovar; mAb*s jn. 

439053; BE2445B8; Hs.6456; chaperonin containing TCP1. su; test diag 

439092; AA830149; ; gkoc44K)8.s1 NCLCGAPJ3C81 Ho; pros; diag 

439176; AI446444; Hs.190394; ESTs, WeaWy similar to B28096; pros; diag 
J J 43918ft A1393742; Hs.199067; v-erb-b2 avian erythroblastic ; breast ovar, uter, pros, Wad, pane, colon, fibro, mela; mAb 

439221; AA737106; Hs.32250; ESTs, Moderately similar to 17; EWS; sm 

439237; AW4C8158; Hs31 8893; ESTs, Weakly similar to A47582; meia, fibro; diag 

439239; AI031540; Hs.235331; ESTs; Wad; diag 
^ 439285; AL1 33916; Hs.47650; hypothetical protein FU20093; lung, breast diag 
OU 43931ft AF086120; Hs.102793; ESTs; mela; diag 

43931 8; AWB37046; Hs.6527; G pmlenvcoupled receptor 56; colon, breast ovar, uter, cerv, pros, hmg, headnk, Mad, mete; mAb^m. 

439335; AA742697; Hs.62492; NM _052863:Homo sapiens secreto; fioro, uter; diag 

439365; AF 100143; Hs.6540; fibroblast growth factor 13; pros; CTL-sjn. 
. 439382; BE247684; Hs,10307ft ESTs; angio; diag 
05 439394; AA149250; Hs£6105; ESTs; king; diag 

43941ft AA632012; Hs.188746; ESTs; angio; diag 

439453; BE264974; Hs.6566; thyroid hormone receptor Inter, hmg, esoph, ovar; mAb*s.m. 

439496; BE616501; Ks.32343; Homo sapiens, Similar to RIKEN; meia, esoph; dag 
_ n 439659; AW970780; Hs.59483; teucine-rich repeakanlaining; ovar, stom, mela, coton; mAb 
/U 439668; AHJ91277; Hs.302634; frizzled (DrosophHa) homolog ; ovar, ute^ mAb 

439870; AF088076; Hs.59507; ESTs, Weakly similar to AC0048; lung, headnk, cerv; diag 

439702; AW085525; Hs.55964; ESTs; mela; diag 

439706; AW872527; Hs. 59761 ; ESTs, Weakly similar to OAP1 H; ovar. lung, headnk; diag 
439735; A1635386; Hs.142846; hypoiheBcal protein; pros; diag 
/5 439737; AI751438; Hs.41271; Homo sapiens mRNA fuD length ; pane; diag 

439750; AL359053; Hs.57664; Homo sapiens mRNA fid length ; pane, fibro, breast diag 
439755; AW748482; Hs.77873; B7 homolog 3; sarc; mAb 

439759; AL359055; Hs.67709; Homo sapiens mRNA ful length ; colon, stom, pane, leuk, rung; diag 
439778; AL1 09729; Hs£9364; putative transmembrane protein; pros; mAb+sm 
oU 43978ft AL109688; ; gtxHomo sapiens mRNA full tang; Wad, esoph; diag 

43982ft AL350204; Hs^83853; Homo sapiens mRNA fuD length ; ovar, uter. cerv, breast pros ; diag 
439864; AJ720078; Hs.291997; ESTs, Weakly simOar to A47582; test diag 
439867; AA847510; Hs.1 61292; ESTs; pane; diag 
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433920; H05430; Hs.288433; neurotrimin; pane; mAWiag 

439925; AW014875; Hs.137007; ESTs; Wad, esoph, lung.cerv; diag 

439963; AW247529; Hs.6793; platelet-acGvafing factor ace; breast lung, Wad; s.m. 

- 440042;A!073387;Hs.133898;ESTs;ovar;CTl^ J n. 

3 440086; NMJM5402; Hs.6906; v-ral simian leukemia viral on; angio; diag 
440099; AL080058; Hs.6909; DKF2P564G202 protein; pane; diag 
4401 19; AAB65455; Hs.125331; ESTs, Moderately similar to un; test; diag 
440138; AB033023; Hs.318127; hypotheSca! protein FU 10201; lung; CTL+sm 

- n 440151; AA868167; ; gb:ak38e07.s1 Soaresjesfis NH; sarc; diag 
10 440207; A1371978; Hs. 128326; ESTs; test diag 

440209; H05049; Hs.247837; neurexin 3; fibre; dlag 

440210; AW674562; Hs.122128; ESTs; glio; diag 

440225; BE295782; Hs.159; tumor necrosis factor receptor gfio; mAb 

440238; AW451970; Hs.155644; paired box gene 2; ovar; diag 
I J 440260; AI972867; Hs.7130; copine IV; pros; dag 

440273; A] 805392; Hs.325335; Homo sapiens cDNA: FU23523 fi; lung, fibro- diag 

440274; R24595; Hs.71 22; scrapie responsive protein 1; sarc; diag 

440311; AI733079; Hs.125407; ESTs, Moderately similar to AU renal; diag 
on 440325; MUW3812; Hs.7164; a distntegrin and rnetaBoprote; lung; mAb 
L\) 440333; AI378424; Hs.288761; hypothefical protein FU21749; pros; CTL+sm 

440449; AA885430; Hs.201925; Homo sapiens cONA FU 13446 fis; breast; (flag 

440452; AI925136; Hs.55150; ESTs, Weakly similar to CAYP H; Gbro; diag 

440457; BE387593; Hs.21321; Homo sapiens done OB9213PRO; mela; diag 

- 440484; BE328156; Hs. 150356; ESTs; pane; diag 

ZD 440529; AW207640; Hs.16478; Homo sapiens cDNA: FU21718 fi; pros; diag 

440659; AF134160; Hs.7327; daudin 1; lung; mAb 

440704; M69241; Hs.162; routin-Cke growth factor bin; lung, cfto, ovar; diag 

440773; AA352702; Hs.37747; Homo sapiens, Simiiar to RIKEN; test diag 
- A 440801; AA906366; Hs.370038; ESTs; pros; diag 

440819; A1809444; Hs.202108; ESTs; pros; diag 

440901; AA909358; Hs.128812; ESTs; ovar, pros; (flag 

440943; AW082298; Hs.146161; hypothefical protein MGC2408; tung; diag 

440983; M20681; Hs.7594; solute carrier femSy 2 (facit test mAb 

- - 441020; W79283; Hs^5962; ESTs; lung, pane; diag 

illffi »}}f!Sf"'' Hs7645; B pcrypeptide; lung, pane, colon; CTL+sm 

441085; AW136551; Hs.181245; Homo sapiens cDNA FU12532 fis; pane, ovar. stom. uter, lung; diag 

441134; W29092;rte.346950; cellule ' ^ ^ 

441247; AW1 18581; Hs.128051; Homo sapiens Orymfc stromal ry; pros; diag 
An 441321; H17182; Hs.7771; B-ceO associated protein; test diag 

441345; AW068579; Hs.7780; Homo sapiens mRNA; cDNA DKFZpS; pros; diag 

441350; AB020690; Hs.7782; paraneoplasfo antigen MA2; pane; mAb+CTl 

441377; BE218239; Hs^Q2656; ESTs; uter, endo. lung; diag 

441384; AA447849; Hs.288560; refinofc acid Induced 3; ovar; mAb+sm 
A - 441392; AW451831 ;Hs. 2221 19; ESTs, Weakly similar to S30433; renal; diag 
45 441457; AW996651; Hs.43838; ESTs; angio; diag 

441495; AW294603; Hs.127039; ESTs; Wad; diag 

441525; AW241887; Hs.127728; ESTs; lung; diag 

441553; AA281219; Hs.121296; ESTs; lung, test, ovar; CTL+s.m. 

50 SaSS^K^^^^-^*^^ 1 

441801; AW242799; Hs.85366; ESTs; Wad; diag 

441835; AB036432; Hs.184; advanced gtycosylatjon end pro; fibro; mAb 

441859; AW194364; Hs.380444; WerleuWrv4 induced gene-1 p- ovar, mela, fibro; mAb 

441878; A1801 869; Hs. 127982; ESTs; test diag 

AW975183 » Hs.372210; ESTs, Weakly shnflar to S72482; fibro, angio; CTL+sm 

442082; R41823; Hs.7413; calsyntenin-2; breast pros, ovar; diag 

442104; L20971; Hs.188; phosphodiesterase 4B, cAMP-spe; angio; CTL+sjn. 

442108;AW452649;te^43259;ESTs;lung;dI^ 
^ n 442242; AV647908; Hs.90424; Homo sapiens cDNA: RJ23285 fi; BPH; diaa 
OU 442323; AW0 16669; Hsl291 90; ESTs; breast diag 

442333; AI650877; Hs.129302; ESTs; test <fiag 

¥m£ t1 3 ^I 78: nypofoebcal protein FU23468; bbd. lung, pane, esoph, mela; CTUsjn. 

442438; AA995998; Hs.370007; gb»s26b0is1 NCI_CGAP Kid5 Ho; uter, ovar, renal; diag 
~ 442441; AI820662; Hs. 129598; ESTs; breast diag . , .ren^uiag 

OD 442503; AF147078; Hs.375031; pSS^esponsive gene 5; mela; diag 

442506; BE566411; Hs.41726; ESTs; angio; (Sag 

442573; H93366; Hs.7567; branched chain arrinotransfieras; ovar, parte, angio, test sm 

442577; AA292998; Hs.163800; ESTs; Had, pane, colon, stom. ovar; diag 
_ n 442580; A1733682; Hs.1 30239; ESTs; breast ; dlag 
/U 442609; AL02Q99S; Hs£518; selenoprotein N; mete; (flag 

442613; AI004002; Hs.1 30522; Kvchannel-interac&ig protein; oftr diag 

442622; KMJXW35; Hs.8546; Notch (Orosophfla) homotog 3; ovar; mAb 

44271 1; AF151073; Hs.8645; hypothefical protein; angio, mela, sarc; diag 
_ - 442739; NM.007274; Hs.8679; cytosoDc acyl coenzyme A thto; mela; sjtl 
/J 442757; AI739528; Hs.28345; ESTs; mela; diag 

442818; AK001741; Hs.8739; hypotheScal protein FU 10879; breast; (flag 

442821; BE391929; Hs.8752; transmembrane protein 4; ovan diag 

442832; AW206560; Hs.253569; ESTs; pros, fibro; diag 
on 442896; R37725; Hs.283093; ESTs; pane; (Sag 
OU 442994; AI026718; Hs.16954; ESTs; Wad. fibro; diag 

443054; Al 745 185; Hs.84520; yes-associated protein 65 kDa; Wad; dog 

443162; T49951; HsJ029; OKFZP434G032 protein; Wad. lung; CTUsjil 

443171; BE281128; Hs.9030; TONDU; Wad, ovar; dag 
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443184; AI638728; Hs.135159; ESTs; sarc; diag 

443211; AI128388; Hs.143655; ESTs; Wad. ovar. lung, headnk. stom, colon; (flag 

443216; W8M87; Hs.324521; hypothetical protein DC50; test; (flag 
c 443257; A1334040; Hs.1 1614; HSPC065 protein; fibro; CTL+s.m 
J 443400; R28424; Hs.250648; ESTs; rung; dag 

443523; AK001575; Hs.9536; hypothetical protein FU1Q713; test; CTL*s.n\ 

443537; D13305; Hs.2Q3; cholecystokinin fi receptor; test mAb 

443648; AI0B5377; Hs.143610; ESTs; lung, headnk; diag 
1n 443709; AI0B2692; Hs.134662; ESTs; fibro; diag 
1 U 443715; AI583187; Hs.9700; cycfin E1; lung, stom, ovar, coton; CTi^ra 

443785; AW449952; Hs.190125; oasic-henx4oop^elix-PAS pro; gBo, uter, ovar; CTL+s.m. 

443802; AW504924; Hs.9805; K1M1291 protein; sarc; diag 

443883; AA1 14212; Hs.9930; serine (or cysteine) protelnas; sarc; sja 

443885; H91806; Hs.15284; ESTs; mela; diag 
1 J 443892; AI889572; Hs.246875; ESTs; tung; diag 

443950; NM_001425; Hs.9999; epilhelial membrane protein 3; mela; mAb 

443968; AA287702; Hs.10031; K1AAD955 protein; angto; diag 

443983; H04482; Hs.163724; ESTs; mete; mAb 
_ A 443991; NM_002250; Hs. 10082; potassium tntermafiale/small c; pros, colon, uter; mAb 
Z\J 444009; A1380792; Hs.135104; ESTs; angio; diag 

444151; AW972917; Hs.128749; alpha-methylacyt-CoA racemase; pros; mAb 

444159; AF1 16846; Hs.1 0431; dead ringer (Droscf hHaHtke ; test; CU+sm 

444163; AI126098; ; FGENESH predicted RNaseH domai; blad; s.ra 

444301; AK000136; Hs.10760t asporin (LRR dass 1); pane; diag 
ZD 444325; AW152618; Hs.16757; ESTs; esoph; diag 

444330; AI597655; Hs.49265; ESTs; angio; cfiag 

444342; NM.014398; Hs.10887; similar to rysoscme-asscdated; bepC, lung, fibro, blad, esoph; diag 

444378; R41339. Hs.47850; neurotrophic tyrosine kinase, ; lung, gBo; mAb+sm 
_ A 444409; AI792140; Hs.49265; ESTs; angio; cfiag 
JU 444444; AI149332; Hs.14855; ESTs; blad; diag 

444471; AB020684; Hs.11217; K1AA0877 protein; gBo, tung. colon ; mAb 

444476; AF020038; Hs.1 1223; isocflrate denydrogenase 1 (NA; Had; s,m. 

444484; AK002126; Hs.1 1260; hypothetical protein FU 11264; pros; diag 

444633; AF1 1 1713; Hs.1 2284; junctional adhesion molecule 1 ; war, uter, breast cerv, Wad, headnk; mAb 
5 J 444649;AW207523;Hs.371001;ESTs;bt3d;diag 

444670; H58373; Hs,332938; hypothetical protein MGC5370; sarc; (Sag 

444754; T83911; Hs.1 1881; transmembrane 4 superfamfly me; pane omuc, stom, tung, colon; mAb+s.m. 
444809; BE207568; Hs.208219, ocutaspanin; mela; mAb 

- A 444823; BE262989; Hs.12045; putative protein; test diag 

4U 444863; AW384082; Hs.104879; serine (or cysteine) proteinas; mela; s.m. 

444895; AI674383; Hs.22891; solute earner famay 7 (catio; ova* mAb*s.m. 

444995; AJ272265; Hs.12230; secreted phosphoprotein 2, 24k; hepC, pane; diag 

445019; AI205540; Hs.281295; ESTs; headnk, tung, colon; diag 
. _ 445070; NAA_000677; Hs.258; adenosine A3 receptor; gfto. renal; mAb 
4D 445076; AI206888; Hs.154131; ESTs; test diag 

445084; H38914; Hs.250848; hypothetical protein RJ14761; sanr. mAb 

445093; AI207197; Hs.1 56905; ESTs; test (flag 

445109; AF039916; Hs.1 2330; ectonucteoside triphosphate di; pros; s.m. 

4451 19; AF035121; Hs.1 2337; kinase insert domain receptor ; angio; mAb 
DU 445160; AJ299144; Hs.1 01 937; sme ocuCs homeobox (DrosopW; sarc; CTUsjn. 

445182; AW189787; Hs.361778; ESTs; blad; (Gag 

445247; AW274290; Hs.153997; ESTs; mela; diag 

445279; R4190Q; Hs.22245; ESTs; angio; diag 

445363; NM.005993; Hs.12570; tubufirKpecffic chaperons d; test tflag 
03 445413; AA151342; Hs.12677; CGM47 protein; pros, colon, uter, ovar, tung. pane ; diag 

44541 8; AW139377: Hs.127179; crypfic gene; pane; diag 

445424; AB028945; Hs.12696; cortactin SH3 domain-binding p; pros ; diag 

445443; AV653838; Hs.295131; ESTs; lung; diag 

- 445654; X91247; Hs.13046; thioredoxin reductase 1; tung; sm 
OU 445684; AK001696; Hs.13109; Ran binding protein 11; angio; diag 

445701; AF055581; Hs.13131; lymphocyte adaptor protein; angio; CTL+sjn. 

445784; AI253155; Hs.146065; ESTs; mela; CTUsm 

445885; AI734009; Hs.127699, WAA1603 protein; pros, fibro; diag 

- 445900; AF070526; Hs.1 25038; Homo sapiens clone 24787 mRNA ; renal, leuk; mAb 
CO 445911; AI985987; Hs.145645; ESTs, Moderately simaar toAL; Wad; diag 

445982; BE410233; Hs. 13501; pescadillo (zebrafish) homotog; mela; diag 

448057; AI420227; Hs.366053t Trp-p8 transient receptor pole; pros; mAb 

446082; AI274139; Hs.156452; ESTs; Wad; diag 
_ A 446098; AW072215; Hs.208470; ESTs; angto; diag 
/U 446100; AW967109; Hs.1 3804; hypothefica! protein dJ462023 M - pros; diag 

446102; AW168067; Hs.317694; ESTs; lung; diag 

446113; AW967553; Hs.323518; Homo sapiens mRNA for FU00083; test mAb 

446269; AW263155; Hs.1 4559; hypothetical protein FU 10540; tung, headnk; CTL+sm 

446291; BE397753; Hs. 14623; interferon, garnma-inducibte pr; mela; diag 
/-> 446292; AF081497; Hs^79682; Rh type C glycoprotein; lung, cerv; mAb 

446293; Al 42021 3; Hs.1 49722; UM domain transcription facto; ovar, test diag 

446320; AF126245; Hs.1 4791; acyt-Coenzyme A dehydrogenase ; pros; sun. 

446332; AK001635; Hs.14838; hypotheGcal protein FU 10773; breast (flag 
on 446342; BE298655; Hs.1 4846; solute carrier family 7 (caSo; uter. coton, pros, meia; mAb 
oU 446428; AW082270; Hs.12496; ESTs, WeaMy similar to ALU4 H* fibro* diag 

446529; AU076640; Hs.15243; nucleolar protein 1 (120WJ); lung, test diag 

446608: N75217; Hs. 175622; ESTs; uter, fibro; diag 

446626; AW292180; Hs.156142; ESTs; pros; diag 
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446635; AC002563; Hs.15767; titan (mwnteracCng. serin; lung; CTl+sjn. 

446644; NMJJ03272; Hs.21 065; transmembrane 7 superfamOy me; mela; mAb 

446673; NM.01 6361; Hs.15871 ; LPAP for (ysopnosphatidic acid; blad; diag 
c 446727; AB01 1095; Hs.16032; WAA0523 protein; angio; CTL^un. 

446733; AA863360; Hs.26040; ESTs, Weakly similar to fatty ; breast sm 

446755; AW451473; Hs.16134; serine/threonine kinase 10; mela; CTL*s.m. 

446791; A1632278; Hs.195922; ESTs; test (flag 

446839; BE091926; Hs.16244; mitotic spindle coiled-coil re; test diag 

446856; AI814373; Hs.164175; ESTs; lung; diag 
1 U 446868; AV660737; Hs.348297; ESTs; pane; diag 

446872; X97058; Hs. 16362; pyrimidinergic receptor P2Y, G; lung; mAb 

446932; AA961459; Hs.125644; ESTs; fibro; diag 

446967; AI699629; Hs.156781; ESTs; fibro; diag 

446979; AI654443; Hs.197683; ESTs; test diag 
1 5 446984; ABQ20722; Hs.16714; Rho guanine exchange factor (G; angio; CTL+SJa 

446989; AK001S98; Hs.16740; hypothelicai protein FU1 1036; lung, headnk; diag 

446998; N99013; Hs^78966; Homo sapiens mRNA; cONA DKFZp5; pane, fibro; diag 

446999; AA151520; Hs.351416; hypothetical protein MGC4485; headnk; diag 

447004; AW296968; Hs.157539; FGENESH predicted secreted pro; gRo; diag 
20 447078; AW885727; Hs.9914; ESTs; hing; diag 

447126; AW150632; Hs.170307; Ral guanine nudeofide exchang; angio; diag 

447164; AF026941; Hs.17518; vipirin; similar to inflammat coton, lung, breast, stem, hepC esoph, mela; diag 
447178; AW594641; Hs.1 92417; ESTs; mela; diag 
447188; H65423; Hs.17631; hypothetical protein DKFZp434E; test diag 
/ J 447210; AF035269; Hs.17752; phosphafidylserine-spectfc ph; pros, mela; sm 

447289; AW247017; Hs.36978; melanoma antigen, family A, 3; lung, mela; mAb+CTL 
447334; AA515032; Hs.91 109; ESTs; blad; diag 

447343; AA256641; Hs^36894; ESTs, Highly similar to S02392; lung, Wad, pane, headnk, mela; mAb+sm 

447350; AI375572; Hs.1 72634; v-erb-a avian erythroblasfic t breast, ovar, uter; diag 
3U 447377; X77343; Hs.334334; transcription factor AP-2 alph; hreast, lung, mela; CTUsm 

447395; AI418412; Hs.184793; Homo sapiens cDNA: FU21880ft pane; diag 

447437; U07225; Hs.339; purinergic receptor P2Y r G-pro; blad; mAb 

447499; AW262580; Hs.147674; protocadherin beta 16; pros, gBo, ovar ; mAtHsm 
. _ 447532; AK000614; Hs.1 8791; hypothetical protein FU 20507; lung, Had; CTL-s.m. 
3D 447534; AW953935; Hs.288655; ESTs; lung, test diag 

447578; AA912347; Hs.136585; ESTs, WeaJdy similar to JC5314; ovar; s.m. 

447595; AW379130; Hs, 18953; phosphodiesterase 9A; pros; CTL+fun. 

447604; AW089933; Hs.301342; hypomefical protein MGC4342; mela; diag 
A 447636; Y10043; Hs.19114; high-mobility group (nonhiston; rung; CTL^sm 
4U 447733; AF157482; Hs.1 9400; MAD2 (mitotic arrest deficient test diag 

447749; T53260; Hs*297; ESTs; renat diag 

447761; AF061573; Hs.19492; protocadherin 8; EWS, gGo; mAb 

447768; X86400; Hs.1 9520; FXYD domaJn-containlng ton tra; renat mAb 

447818; W79940; Hs.355279; Homo sapiens done 24670 mRNA ; renat diag 
43 447835; AW591623; Hs.164129; ESTs, WeaJdy similar to I38022; renat ovar. uter; diag 

447881; 8E620886; Hs.355279; GCN1 (general control of amino; renat diag 

447937; AL109716; Hs^0034; Homo sapiens mRNA fuD length ; mela; mAb 

447993; AW139525; Hs.170362; ESTs; colon, blad, lung, ovar, pane, headnk; rnAb+diag+sm 

448030; N30714; Hs.325960; membrane-spanning 4-domalns, s; pane, teuk, renal, stem lung; mAb 
D\) 448045; AJ 297436; Hs.20166; prostate stem ceD antigen; blad, pane, pros; mAb 

448105; AW591433; Hs.298241; TransiTtembrane protease, serine; breast, pane, colon, lung, ovar, stom; rnAb-Kfiag+sjn. 

448133;AA723157; Hs.73769; folate receptor 1 (adrfQ; ovar. fibro; mAb 

448140; AF146761; Hs.20450; BCM4ike membrane protein pree; fibro, mela leuk; mAb 

448153; Y108Q5; Hs .20521; HMT1 (hnRMP methyltransferase^ test CTUsm 
J J 4481B1; AF272833; Hs.279763; hypothetical protein FU10504; test (Sag 

448204; AI475124;Hs.170561; ESTs; sarc; drag 

448231; A170191 6; Hs^02509; ESTs; angio; diag 

448258; BE386983; Hs.343214; hypothetical protein FU20396; mela. ovar, mAb 
£ A 448262; AW880830; Hs.186273; ESTs; blad; diag 
OU 448275; BE514434; Hs.20830; kmesin-Cte 2; ovar, esoph, mela; diag 

448278; W07369; Hs.1 1 782; ESTs; lung; diag 

448290; AK0021 07; Hs.20843; Homo sapiens cDNA FU11245 fis; pros; diag 

448321; NMJW5883; Hs.20912; adenomatous polyposis coD Kq gfio; CTL+sm 
rc 448357; N20169; Hs.108923; RAB38, member RAS oncogene fam; hmg, mela; diag 
OD 448410; AK000227; Hs.21 126; rrypotheficaJ protein FU 20220; mela; cfiag 

448437; AW470125; Hs.220529; gb:xw60c04.x1 NCLCGAP_Psn1 Ho; pane, colon; (fiag 

448499; BE613280; Hs.77550; p53-regutated DDA3; gflo; diag 

448569; BE382657; Hs.21486; signal transducer and acfivato; pane, headnk, fibro, cerv, mela, renat CTbKun. 
nr . 448588; AI970276; Hs.1 56905; K1AA1676; test CTL-s.m. 
/ U 448595; AB014544; Hs.21 572; WAA0644 gene product breast fluo; mAb 

448664; AI879317; Hs.334691; spEdng factor 3a, subunit 1,; mela; CTL^m 

448674; W31178; Hs.154140; ovary^peeffic adtfic protein; angb; diag 

448692; AW013907; Hs.1 67531; metrrykaotonoyWieenzy^ pros, pros; sjr 
_ _ 448706; AW291095; Hs.21814; tnterleukin 20 receptor, alpha; pros, uter, blad, colon; mAb 
/ J 448719; AA033627; Hs^1858; trinudeofide repeat contain; mela, sarc; CTWiag 

448775; AB025237; Hs^88; nudix (nudecside diphesphate ; test diag 

44881 1; AI590371; Hs.199460; ESTs; esoph, pane; mAb 

448939; BE267795; Hs. 22595; hypotheScal protein FU1Q537; test CTL+s.m 
on 448966; AW372914; Hs.86149; phosphoinositot 3iJhosphate-bt mela; CTL^sjn. 
OU 448981; AI96871 9; Hs.1 95387; ESTs; test (flag 

448988; Y09763; lte^2785; o^rnrna-aminobutyric add (GABA); pros, cerv, coton. hmg, stem, blad, headnk, ovar, breast mAb 

448993; A1471 630; Hs.355952; WAA0144 gene [jroduct rung, Wad; diag 

448999; AF 179274; Hs.22791; transinernbrane protein with EGF; pros, gfio ; mAb 
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449003; X76342; Hs.389; alcohol dehydrogenase 7 (class; lung, headnk; s.ra 

449019; AI949095; Hs.67776; ESTs, Weakry sircar to T22341; Mad, lung; (flag 

449027; AJ271216; Hs.22880; dipepfidylpepfidase III; Wad, colon, ovar, sjtl 
c 449040; NKL012191; Hs.22919; putafive tumor suppressor, lung; CTL+sm 
5 449078; AK001256; 1*^22975; WAA1576 protein; mete; diag 

449101; AA205847; Hs.23016; G protenw»upted receptor; lung, headnk; mAb 

449109; AW270992; Hs.120949; ESTs. Weakly similar to ALU7_H;sarc; (fiag 

449156; AF 103907; Hs.171353; prostate cancer anfigen 3, non; pros; mAb+CTL 

449207; AL044222; Hs.23255; nucleoporin 155kD; rung; diag 
1 O 449228; AJ403107; Hs.148590; protein related with psoriasis; lung; (flag 

449230: BE613348; Hs.356392; melanoma eel] adhesion motecuf; rung, cerv, headnk. Wad, ovar, colon; mAb 

449317; AW293413; Hs.132906; 19A24 protein; mela; mAb 

449318; AW236021; Hs.78531; Homo sapiens. Similar to RIKEN; headnk. lung, angio; CTL^m. 
1 449322; AI538616; Hs.196566; ESTs; test; diag 

1 5 449338; H73444; Hs.394; adrenomeduffin; renal; diag 

449394; AA004368; Hs.18160; Homo sapiens cDMA FU11550 fis; angio; mAb 

449437; AI702038; Hs. 100057; Homo sapiens cONA: FU22902 fi; test; diag 

449448; D60730; rte.57471; ESTs; blad, lung, headnk, breast; diag 
_ 449457; AW205006; Hs.197042; ESTs; Jung; (flag 
20 449494; AW237014; Hs.315369; aquaporin 4; fibro; (Bag 

449569; A1656634; Hs.195389; ESTs; test; (flag 

449592; AI655494; Hs.195718; ESTs; pane; diag 

449618; AI076459; Hs.15978; K1AA1272 protein; angio; diag 

449625; NM.014253; Hs.349094; odz (odd Oz/terwn, Drosophila); pros; diag 
2.5 449650; AF055575; Hs.23838; calcium channel, vdtage-depen; pros; mAb 

449680; AI033821; Hs.12160; ESTs; renat diag 

449961; AW265634; Hs.133100; ESTs; gBo. esoph, lung, blad ; diag 

449976; H06350; Hs. 135056; Human DNA sequence from clone ; rung; diag 

450096; Al 582088; Hs.79375; single-minded (Drosophila) horn; pros; CTL 
JO 450098; W27249; Hs.8109; hypothetical protein FU21080; breast lung, stom, uter; diag 

450149; AW969781; Hs. 132863; Be ramfly member 2 (odd-paire; sarc; CTL+sjn. 

4501 52; AI138635; Hs.22968; intron cfVEGFR; renal; diag 

450377; AB033091; Hs.355925; K1AA1265 protein; ovar, colon; (fiag 
_ _ 450382; AA397658; Hs.60257; Homo sapiens cDMA RJ 13598 fis; pros; dbg 
35 450400; AI694722; Hs.279744; ESTs; pane; (fiag 

450431; AW1 36797; Hs.266041; ESTs; test diag 

450451;AW591528; Hs.202072; ESTs; uter, endo; diag 

450506; NMJXM460; Hs.418; fibroblast activalton protein,; pane, esoph; diag 

450534; AI570189; Hs.25132; K1M0470 gene product; angio; CTVs.m. 
40 450581; AF081513; Hs.25195; TGF-beta 4; uter, cerv, test; diag 

450635; AW403954; Hs.25237; mesenchyma) stem ceil protein ; Wad; mAb 

450642; R39773; Hs.7130; copine IV; pros; diag 

450656; AA010539; Hs.18912; unnamed protein product; fibro, uter; CTL+sm 
. _ 450663; H43540; Hs.25292; ribonuclease HI, large suburct; mete; s.m 
45 450676; AI147155; Hs.279727; ESTs; sarc; diag 

450684; AA872505; Hs.25333; interieukin 1 receptor, type r; blad, lung, headnk; mAb 

450690; AA296696; Hs.333418; FXYD domaiiH»ntaining Ion tra; mela; (Sag 

450693; AW450461; Hs.203965; ESTs; pros, uter diag 

450719; AI096837; Hs.21349; ESTs, Weakly similar to RB8B_H; test; diag 
5 O 450737; AW007152; Hs.63325; transmerabrane protease, serine; colon, blad, lung, ovar, pane, headnk; mAb+dlag+sjn. 

450785; AA852713; Hs.108885; Homo sapiens, alpha-1 (VI) cor, sarc; CTL+sm 

450832; AW970602; Hs.105421 ; ESTs; lung; diag 

451027; AW519204; Hs.40808; Homo sapiens, SimBar to RIKEN; pros, uter, gfio; (Sag 
. _ 451035; AU076785; Hs.430; plasfin 1 (I isoform); pane; diag 
55 451050; AW937420; Hs.351869; ESTs; mela; diag 

451099; R52795; Hs^5954; interieukin 13 receptor, alpha; gBo, ajro, mete; mAb 

451106; BE382701; Hs.25960; N-MYC oncogene; test, ovar, CTL+sjtl 

451110; A1955040; Hs^65398; PAR-6beta (parGBonlng def; breast, ovar, lung, colon; CTUs.m. 

4511B1; AI796330; Hs.207461; ESTs; pane; diag 
60 451253; H48299; Hs.26126; daudin 10; lung, ovar, pane; mAb 

451291; R39288; Hs.6702; ESTs; lung; (fiag 

451295; AI557212; Hs.17132; ESTs. Moderately similar to 15; pane; diag 

451320; AW1 18072; Hs^50251; (fiacylglycerol kinase, zeta (1 ; lung; sm 

451346; NM.006338; Hs.2631 2; glioma ampGSed on criromosome; ovar; mAb 
OS 451386; AB029006; Hs^6334; spasfc paraplegia 4 (autosoma; rung; diag 

451398; AJ793124; Hs. 144479; ESTs; breast, ovar, (fiag 

451411; AA017492; Hs.135655; EST; pros; diag 

451497; H83294; Hs.284122; Wnt Inhibitory factor- 1; uter, fibro, pros, colon, sarc; (fiag 

451541; BE279383; Hs.26557; piakoph3In 3; lung, triad, ovar; diag 
70 451592; AI805416; Hs.213897; ESTs; lung, headnk; diag 

451635; AA01 8899; Hs. 127179; crypto gene; pane; (fiag 

451663; AI872360; Hs.209293; ESTs; pros; (flag 

451720; AW970985; Hs.290853; ESTs; pros; (fiag 
_ _ 451743; AW074266; Hs.336428; ESTs; tung; diag 
75 451820; AW058357; Hs.199248; ESTs; pane; mAb 

451844; T61430; ; gtxycC6a03^1 Stratagems lung ; Wad; diag 

451982; F13036; Hs^7373; Homo sapiens mRNA; cONA DKFZpS; pros. Wad; mAb 

451999; AW176401; Hs.380623; DEADAt (Asp^Aia-Aspmis) b; test; CTL*sm 

452046; AB018345; Hs.27657; K1AA0802 protein; tung, uter, CTl-Kun. 
oU 452208; AA024792; Hs.31895; hypoihefcal protein MGC4093; renal; (flag 

452240; AI591147; Hs.61232; ESTs; bbd, rung, headnk. pane, cerv, dag 

452243; AL355715; Ks.28555; programmed ceS dealh 9 (PDC09; breast; diag 

452244; N33530; Hs. 176674; ESTs; mela; diag 

121 



WO 03/042661 



452291; AF015592; Hs.28853; C0C7 (cefl division cycle 7, S; test CTVs.m. 
452295; BE379936; Hs.28866; programmed cell death 1 0; tung; diag 
452298; A1039243; Hs.278585; ESTs; angjo; cfiag 

452304; AA025386; Hs.6131 1; ESTs, Weakly similar to S10590; tung, pane. Mad, stom, esoph, fibro.coJon; sm 

452316; AA298484; Hs.61265; ESTs, Moderately similar to G7; Had; cfiag 

452340; NMJM2202; Hs.505; 1SL1 transcription factor, UM; pane, pros; CTL-s.m. 

452353; CI 8825; Hs.29191; epilhefiat membrane protein 2; pros, breast mAb 

452355; N54926; Hs.29202; G protein-coupled receptor 34; gBo, Ebro, pane; mAb 

452367; U71207; Hs^9279; eyes absent (Drosophila) homot lung, pros, ovar, liter, CTL+sm 

452416; AA026115; Hs.114777; ESTs; fibre; diag 

452461; M78223; Hs.108105; transcripSon factor; blad, rung, headnk, ovar, gBo, stem, coton, cerv; CTL^m 
452571; W31518; Hs.34665; ESTs; stom. tung, pane, coton. fibro; diag 
452594; AU076405; Hs.29981; solute carrier family 26 (suit; ovar; mAb 
452613; AA461599; Hs.23459; ESTs; lung; diag 

452679; Z42387; Hs.83883; transmembrane, prostate androg; pros, colon, pane, pros; mAb 

452705; H49805; Hs.246005; ESTs; pane; diag 

452717; AW160399; Hs.30376; hypothetical protein; pros; cfiag 

452721; AJ269529; Hs.30 1 871; solute carrier family 37 (gryc; pros; mAb 

452732; BE300078; Hs.80449; Homo sapiens, clone IMAGE3535; blad; diag 

452744; A1267652; Ks.246107; Homo sapiens mRNA; cONA DKFZp4; mela; diag 

452792; AB037765; Hs.30652; K1AA1344 protein; pros, uter, breast ; cfiag 

452795; AW392555; Hs.18878; hypothetical protein FLJ21620; renal, headnk, colon, lung, pane; CTL 

452796; AB01 1 100; Hs.30656; K1AA0528 gene product; test; diag 

452833; BE559681; Hs.30736; WAA0124 protein; lung, mela; CR-»sm 

452865; AI924046; Hs.1 19567; ESTs, Weakly similar to A47582; lung; cfiag 

452899; M96739; Hs. 30956; nescient helix loop helix 1; sarc; CTL+sm 

452924; AW580939; Hs.97199; complement component Clq recep; angio; diag 

452933; AW391423; Hs.288555; Homo sapiens cDNA: FU22425 ft angjo; CTUs.m. 

452934; AA5B1322; Hs.4213; hypothetical protein MGC16207; lung, blad; diag 

452955; AW390282; Hs.31 1 30; transmembrane 7 superfamffy me; pros; mAb+s.ra 

453005; AI362575; Hs.303171; ESTs; pros; cfiag 

453028; AB006532; Hs.31 442; RecQ protein-Cke 4; blad. tung, test; CTl*s.m. 

453085; AW954243; Hs.351573; K1AA0251 protein; angio; (Sag 

453096; AW294631; Hs.351270, ESTs; pros; diag 

453102; NM-007197; Hs.31664; frizzled (Drosophaa) homolog ; lung, headnk. colon; mAb 

453107; NM.016113; Hs.279746; vaniBoid receptor-tike protei; mela; mAb 

453134; AA032211; Hs.118493; ESTs; blad; diag 

453142; AA033648; Hs.7473; Homo sapiens gap junction prot fibro; mAb 

453160; AI263307; Hs.356901; H2B histone farrfly, member U hmg. pane, pros; diag 

453210; AL133161 ; Hs.32360; hypothetical protein FU10867; lung; CTL^m. 

453216; AL137566; Hs32405; progesterone receptor (PR); blad; mAb+sm 

453256; A15655B7; Hs.32556; WAA0379 protein; mela; diag 

45331 0; X70697; Hs.553; solute carrier family 6 (neuro; fibro; mAb 

453321; AI984381; Hs:232521; ESTs; blad; cfiag 

453323; AF034102; Hs.32951; solute carrier famOy 29 (nut* ovar; CTL+s.m. 

453331; AI240665; Hs^52537; ESTs; breast, tung. pane, esoph; mAb^diag+s.m. 

453344; BE349075; Hs.44571; ESTs; mela; cfiag 

453348; BE272318; Hs.8595; hypothetical protein FU12438; lest; CTL+sm 

453365; AA03521 1; Hs. 17404; SOX7 SRY (sex determining regi; angjo, blad; CTb*m 

453370; AI470523; Hs.1 39336; ATP-Wnding cassette, sub-fami; pros; mAb 

453389; BE273648; Hs.32963; cadherin 6, type 2, K-cadherin; renal, ovar, blad; mAb+s.m. 

453392; U23752; Hs.32964; SRY (sex determining region Y); ovar, lung, gfio, sarc; CTL-^m 

453459; BE047032; Hs.257789; ESTs; ovar, cerv, Wad, titer, pane, angio, tung; diag 

453464; A188491 1; Hs. 32989; receptor (calcitonin) activity; pros; mAb 

453633; AA357001; Hs.34045; hypothetical protein FU20764; lung, esoph, test diag 

453637; NM.002589; Hs. 34073; BH-protocadherin (brain-heart); headnk; mAb 

453642; AI370936; Hs.34074; cTpeptidylpeptidase VI; gfio; mAb 

453779; N35187; Hs.43388; 28kD interferon responsive pro; mela; cfiag K 
453789; AA6285 17; Hs.1 18502; ESTs; angio; drag 

453857; AL080235; H&35861 ; Ras-induced senescence 1 (R1S1; gEo, hmg, uter, headnk, cerv, parte, pros, sarc; mAb 

453883; A) 638516; Hs.347524; cefaclor required for Sp1 tran; blad, lung; diag 

453884; AA355925; Hs.36232; KIAA0186 gene product lung, ovar, test esoph; cfiag 

453912; AL121031; H&356843; SWVSNF related, matrix assocr, mela; diag 

453922; AF053306; Hs.36708; budding tmmhibued by benzimt; coton, stom, hmg, test CTL+s.m. 

453935; AI633770; Hs.42572; ESTs; pane; diag 

453941; U39817; Hs.36820; Bloom syndrome; lung, cerv, headnk; CTU&ra 

453954; A1961486; Hs^49136; ESTs; lung; diag 

453966; BE 148734; Hs.63325; transmembrane protease, serine; colon. Wad, lung, ovar. pane, headnk; mAb+diag+sjn. 
453985; N44545; Hs.251865; ESTs; test diag 

454034; NM_000691; Hs.575; aldehyde dehydrogenase 3 famir, rung, headnk; s.ra 

454042; H22570; Hs.47860; hypothetical protein FU20093; hmg; diag 

454066; X00356; H&37058; caldtDrfr^caldtomrwefated ; hmg; cfiag 

454071; AI041793; Hs.42502; ESTs; breast ; cfiag 

454077; AC005952; Hs.37062; insufin4ike3(Leydig cell); test diag 

454098; W27953; Hs^17493; HakopMh; rung; diag 

454117; BE410100; Hs.40368; adaptor-related protein compte; meb; CTl^m. 

454360; L78207; Hs.54470; ATP-Wrufing cassette, suWamt gfio; mAb ' 

454429; BE273437; Hs.301406; hypothefical protein PP3501; mela; mAb 

454439; AW819152; Hs.1 54320; DKFZP56601646 protein; tung; cfiag 

454478; AW805749; Hs. 37 2783; superoxide cfismutase 2, mtoch; mela; sm 

455601; A1388680; Hs.816; SRY (sex determining region Yf, tung, cerv, esoph; ssn. 

456034; AW450979; ; gb:UHWI3aIa^12^tJU1 N; Wad, fibro; cfiag 

456062; A1886286; Hs.71962; ESTs, Weakly simitar to B36298; fibro. ovar, titer; cfiag 
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456177; NM.012391; Rs.79414; prostate epitheRurn-Gpecific E; breast, pros; diag 

456266; L29073; Hs.19B726; cdd shock domain protein A; pane; CTL+s.m. 

456321; NM.001327; Hs.87225;cancerftestis antigen; tung; CTL 

456553; AA721325; Hs.189058; ESTs, Highly similar to Smite; pane; diag 

456723; Z43902; Hs.4748; adenylate cyclase acfivafing p; gfio; mAb*sm 

456736; AW248217; Hs.1619; achaet*scute complex {Drosoph; lung; diag 

456759; BE259150; Hs.127792; delta (Drosophila)-fike 3; gOo, lung; mAb 

456847; AI360456; Hs.86088; ESTs; test; diag 

455938; X52509; Hs.161640; tyrosine aminotransferase: breast; s.m. 

456977; AK000252; Hs.169758; hypomefica! protein FU20245; angio; diag 

457200: U33749; Hs. 197764; thyroid transcription factor 1; fibre; CTL+s.m. 

45721 1 ; AW972565; Hs.32399; ESTs, Weakly similar to S51797; meta, pros; CTL-^m. 

457292; AJ921270; Hs.281462; hypothetica! protein FU14251; Nad; mAb 

457313; AF047002; Hs.241520; trarscnptional coactrvator; test CTUsm 

45741 1; AW085961; Hs.130093; iroquds-dass homeobox prater; breast, fibro; diag 

457465; AW301344; Hs. 122908; DNA repfcaBon factor; test meta; diag 

457498; AI732230; Hs.191737; ESTs; pros; diag 

457561; AA331517; Hs.286055; cNmerin (diimaerin) 2; gfio; mAb 

457590; AI612809; Hs.5378; hypolhefcal protein MGC10724; ovar; diag 

457869; AU077186; Hs.108885; Homo sapiens, atpha-1 (VI) col; sarc; CTL^m. 

458092; W67353; Hs.350558; WAA0251 protein; lung; diag 

458124; AW005548; Hs.124590; ESTs; fibro; diag 

458435; AI418718; Hs.1441 21; ESTs, Weakly simflar to T46916; gfo; diag 

458471; AV648609; Hs.194240; ESTs; renal, pane, hepC; c5ag 

458933; AJ 638429; Hs.24763; RAN binding protein 1; rung, test; diag 

459373; BE408266; Hs.301406; hypothetical protein PP3501 ; mela; mAb 

459578; AW612538; Hs.304491; EST; meta; diag 

459702; AI204995; ; gb:an03cO3jc1 Stratagene schiz; btad, fibro; diag 

459705; BE082764; Ks.270252; ESTs, Weakly similar to androg; fibro; mAb+s.m. 



TABLE 3B 



Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Gen bank accession numbers 



Pkey CAT Number Accession 



103739 
108282 
113230 
118417 



121335 
126872 
322521 
322975 
323332 
323817 
324261 
406685 
409051 

409123 
409745 



411880 
413804 
414221 
417886 
427260 
427298 
427521 

429163 
432189 
432222 
432407 



432415 



434414 



49403 2 
108971J 
2327174 1 
35983.1 



1369289J 
685586.1 
14637.1 
1784158.1 
245301J 
887879J 
.1 



0_0 

107934J 

108378J 
MH1944.5 



1139083.1 

1556661J 

6B55B6J 

1031334J 

11272.50 

115241.1 

513212J 

123B297J 
112710.1 
539529_1 
MH1429J2 



11371J 



35978.1 



AA1 15173 AA075709 AA076354 AA033101 AA076396 AA085391 AA070684 AA083368 AA075779 AA075221 AA076395 AA650486 AA083500 

AA065143AA065142 

AJ82D546 A1821336 T61430 

AF080229 AF080232 U87593 U87592 U87591 U8759Q A1636743 A1633818 AW206802 AI583718 AF080231 AF080234 AF080233 AL535594 
AI818326 AF080230 S46404 AI970376 AA463992 AW665466 BF512210 U87595 U87589 BE550633 AI672574 BE467547 A1680833 AW614951 
N29936 N25635H69001U87596BE673974AI797496^ 

AI206344AA574397 BF593413BG231271 BF773517 U87594BF062180BE466420A1887798BF674385 AA204735AW496808AA204833 

AA207155 BI004756 AA206262 AI365204 H77608 AW590511 

AA404418AJ217248 

AA136653 AA136S56 AW450979 AA984358 AA809054 AW238038 AA492073 BE168945 
AF147347 T55503T55426 
C16391 C16413 

AJ829520 AT791832 AI791823 AA229315 AA228414 AA229211 
AA41 0943 BF3S6582 AA334202 AA332882 BF371899 AW948953 
AL044891 AI908240 AA3930B0 AW748403 BE069341 BF330573 
M18728 

AA075419 AA082953 AA080912 AA062835 AA071252 AA08492S AA078992 AA1 1 3913 AA081 881 AA070343 AA083821 AA062836 AA1 13892 
AA07531 8 AA076594 AA078900 AA134801 AA063293 AA083403 AW974305 
AA070050 AA070823 AA083403 

BI030997 AA921874 AW1 88822 BI027B62 AJ34761 B A1361453 AI088754 AW207491 AA077391 BG01 2775 BG997382 AA28S833 AA1 50722 
BI007625 B1027864 B1009100 BI006275 BI006270 BI031000 B1029854 BI006277 B1007627 B1006266 BI006991 B1006990 B1007763 B1007762 
BQ997377 AA150780 B1033518 BI027818 BG015789 BI033807 AA341445 
BE088101 T05990 AW872477 
BE1 68256 BE1 681 90 T646B2 

AA136653 AA1 36656 AW450979 AA984358 AA809054 AW238038 AA492073 BE1 68945 

AA210987 D57294 AA214584 AA207006 056572 

AA401424 AA400100 AA663848 

AA933717 BF061897 AW628327 AA641788 AA400495 

AW973352 BF222929 AW0 16853 BFO59130 AI651829 BE551767 AA558414 AI339359 BF059601 AI961 162 AI341422 AT206248 AI206165 
AA548736 AA768578 A1539081 AW025957 AA736837 M79575 AW594357 AA480892 
AW974271 AA592975AA447312 AA884766 
AA527941 AA635266 AI81 0608 A1620190 

BG207209 BE166299 AI204995 BG199355 AW969908 AA528756 AW440776 BI044354 

BG036675 BF772005 BF771866 BG960386 BG960381 NM_005712 AF110315 BE074534 BE182776 BE158000 BE157999 BE714315 AW818104 
AW847519 AA099426 AW817981 AW856396 BG961122 AA224498 AA308542 AWB21B33 BF902155 A1732411 BG778834 BG283541 BE748279 
BE748870 BG319540 BE7488S4 BF739224 BG986155 AK057283 BI861466 AA663341 AA457591 BG949294 AW392886AA071122 AA227849 
AA5B4918 BG959570 BF773486 AUM1698 BF959013 R87170 C16859 BF770411 BF771298 A1075321 L13823 AA2167C0 BF771864 AW861859 
BE537068 C18935 AA155719 BF771172 BF769107 BFB04984 AW818172 AW818143 AW392930 AW817057 AW858044 BF746211 AA179928 
AW861687 AW821826 B1055726 BF242643 AA207189 BF770412 BF771157 BG430030 AA055592 

BG166382 AW161086 N42363 BE935013 BE934998 BG291451 AV700520 BG152773 AI224956 AJ079535 AW054706 AA843979 AI744193 F04060 
T23457 RK044 AA723859 AA977643 AA283764 AI123609 N21561 BF055052 BE856661 AI804220 AA843394 AW72045 AJ740490 AA578830 
H09495 AJ283334 AA609495 AI122773 AW162643 AW1 61 798 BF940077 AJ808825 AI380856 AI1 23189 R40236 R20726 AW975899 BE764052 
N31709 N31708 AI031947 AW194138 

AF1341 64 BF8094O7 AA218567 BF842863 AI267168 BF876178 BG999253 AW861851 AW858362 AI817548 BF771300 AA1 13928 AA223422 
AA055556 BF773400 BF998869 BE081333 BE073424 BE142245 H59571 H59570 BF871558 BF871064 BE001132 BF826831 AW754298 
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AA223267 BG997895 BG997897 AW991957 AA534354 BG319501 BF736309 AI694265 AA045564 BGBi 


i0256 AI829309 BG937850 BE093175 






BF854337 




434596 


14701J 


AF147374 T59538 T59589 T59598 T59542 




434609 


14739 1 


AF147390 R76593R76594 




438966 


1242593 1 


AW979074AA834841 AA828650 




438993 


2580163.1 


A1926361AA834879AA828995 




439092 


919640 1 


AW978407 AA830149 M359B3 AW503637 BF352096 




439780 


49082 1 


AL109688 R23665R26578 




440151 


1879911 1 


AA868167 F21558 F31418 F35624 




444163 


682245 1 


BG403189 A1148521 AI184746 AJ126098 R05933 BI057330 




451844 


2327174.1 


AI820545 AI821 336 T61430 




456034 


685585J 


AA136653 AA135656 AW450979 AA984358 AA809054AW23B038AA492073 BE168945 




459702 


539529.1 


BG207209 BE166299 AI204995 BG1 99355 AW969908 AA528756 AW440776 BI044354 





TABLE 3C 



Pkey: Unique number corresponding to an Eos piobeset 

Ref: Sequence source. The 7 digit numbers In this column are Genbank Identifier (GI) numbers. "Dunham I. et at" refers to the publication entitled The DNA 

sequence of human chromosome 22" Dunham I. et at, Nature (1999) 402:469-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposiBon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposttion 


325372 


5866920 


Minus 


1117061-1117304 


325544 


6682452 


Plus 


17l 228-171 Zoo 


327036 


6531965 


Plus 


319951-320040 


327075 


6531965 


Pius 


4041318-4041431 


327414 


5867750 


Plus 


102461-102586 


328700 


58S8264 


Plus 


764089-764203 


330211 


6013592 


Phis 


59158-59215 


4<yr7no 

332798 


Dunham, 1. etaL 


Minus Z32147-z3ly74 


333769 


Dunham, 1. ( 


Jlal. 


Plus 7696625-7696707 


333904 


Dunham, L etaL 


Minus 8217374-8217261 


334223 


Dunham, 1. elal. 


Minus 12734365-12734269 


334447 


' Dunham, 1. eLaL 


Plus 14308764-14308824 


335115 


Dunham, L etaL 


Minus 21388250-21388146 


335809 


Dunham, l.< 


2taL 


Plus 2631 0772-263 1 0909 


335824 


Dunham, L etaL 


Plus 26376860-26376942 


335825 


Dunham, 1. elal. 


Plus 26378175-26378268 


335936 


Dunham, L etat. 


Minus 27360474-27350400 


336034 


Dunham, 1. etaL 


Plus 29014404-29014590 


336152 


Dunham,!.! 


Bid. 


Minus 30156053-30155870 


336536 


Dunham, Lets! 


Plus 988418-969185 


339)08 


Dunham, I. eta!. 


Plus 7697068-7697236 


338033 


Dunham, 1. elal. 


Rus 8092128-8092271 


338158 


Dunham, L etaL 


tews 11794465-11794343 


338255 


Dunham, 1. etaL 


Minus 15242294-15242231 


400494 


9714719 


Plus 


169845-170272 


400517 


9796686 


Minus 


49996-50346 


400651 


8117978 


Minus 


81488-81646 


400665 


8118496 


Plus 


16879-17023 


400773 


8131629 


Minus 


4411644238,4820848321 


400844 


9168605 


Rus 


24746-24872^5035-25204 


400846 


9188605 


Plus 


3931049474 


400881 


2842777 


Minus 


91446-91603,92123-92265 


401093 


8516137 


Minus 


22335-23166 


401234 


9929642 


Plus 


120173-120337 


401424 


8176894 


Plus 


24223-24428 


401486 


7341763 


Plus 


3256^OT55,36t81-36540.4079140933.4401 


401704 


3097841 


Pius 


24712-25374 


401732 


1200312 


Plus 


19346-19525,19625-19708,19897-19973,2006 


401747 


9789672 


Minus 


118596-118816,119119-119244,119609-11976 


401760 


9929699 


Plus 


83126-83250,85320-85540,94719-95287 


401780 


7249190 


Minus 


28397-28617,2892Q-29045.29135-2929&2941 


401781 


7249190 


Minus 


83215-83435^3531-83656,83740*3901.8423 


401785 


7249190 


Minus 


165776-165996,166189-166314,166408-16656 


401797 


6730720 


Rus 


6973-7118 


401994 


4153858 


Minus 


4290443124,4321 143336.4460744763,4519 


402145 


8018280 


Rus 


113086-114800 


402199 


8576116 


Minus 


B4187-84744 


402230 


9966312 


Minus 


29782-29932 


402239 


7690131 


Rus 


38175-38304,4213342266 


402260 


3399665 


Minus 


113765-1 13910,1 15653-1 15765.1 16808-11694 


402265 


3287673 


Rus 


21059-21168 


402305 


7328724 


Rus 


4083241362 


402420 


9796339 


Rus 


129750-129919 


402424 


9796344 


Minus 


64925^5073 


402447 


9796640 


Rus 


4760547729,51698-51 821 ,5207O$2257,5330 


402474 


7547175 


Minus 


53526-53528,55755-55920,57530-57757 


402550 


7652009 


Minus 


8041340673 


402604 


9909420 


Rus 


20393-20767 


402605 


9909420 


Minus 


4768047973 
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402606 


9909429 


Minus 


81747-82094 


402680 


8113438 


Plus 


1 37634-1 37768,1 39702-1 39893, 140475-1 4059 


402777 


958B235 


Plus 


126786-126948 


402860 


9588237 


Minus 


76423-76560 


402888 


9930892 


fifinus 


54727-54901 


402992 


7767907 


Minus 


42137-42515 


402994 


2996643 


Minus 


4727-4969 


403046 


3540153 


Minus 


55707-55859,56359-565 1 1 


403047 


3540153 


Minus 


59793-59968' 


403071 


8954241 


Plus 


136688-137096 


403088 


8954241 


Pius 


169894-170193 170504-170806 

i usus*r 1 I v I jo, i f wwt 1 1 vuvu 


403171 


9838164 




74cno.747frt 

f HoUC /Hi UO 


403328 


8469086 


Minus 


ttUHiO- 1 tUf Uo 


403329 




Phis 


90*KH>* 9039 O 


403381 


» 9HJ010S 


Mimic 

minus 


£DUU9-£01 fO 


403409 


QA3ACQO 
9H30390 


Plus 


eoen 7Ar/ 19C7 7.17771 


401433 




Minus 


7900C79J07 






nus 


1 iDHOO-l 1D3M 


401715 




Plus 


OC19AOC9Q7 


403740 






occfl* 07557 


40177R 


7770A1 1 
If ( UOI 1 


Minus 


11 3 13, 30 


dfLVjni 
woauo 


77MR71 


Minus 


1U1 l03-iUt39f 


404029 


7671252 


Phis 


Mfi71fi-111119 
iuo/ lo-nim 


404049 


3KRR074 

oOOOUf H 


Minus 


1 Of OJ-/O IJJ 


404210 


5006246 


Plus 


169928-1701 21 


404240 


5002624 




1 16132-1 1 6407 1 16653-1 1 692? 


404253 


9367202 


Minus 


55675-56055 


404286 


2326514 




5.1 088.51 301 

J 1 vOsrJ low 1 


404298 




Minus 


73591-77773 

Iw3 I f Of to 


404403 


7272157 


Minus 


72053-72238 


404440 


7526051 


Plus 


R043OJl15fl1 


404866 


9366919 




11743-11929 . 


404877 


1519284 


Plus 


1095.7107 


404927 


7342002 


Plus 


88590-69583 


404996 




Phis 


370QQ-7A145 3flfi59-3R9QR 19797JSQR79 4fl55 

O f 999^00 1 HO ,OOU 01-00990,0 9 f £ / -O 90 f £,Hv33 


405001 


6015406 


Minus 


104646-104819 


405025 


7107727 


Plus 


10^87.1(15343 1001R4_infi7Q4 10fi3fl7 10fi53 

luoiO/- I UOOHo, IUO 1 OH- IU0i9H, lUOoOf-IUOoO 


405121 


8102330 


Minus 


1581 6*3KflflA 355R7-3RfiRA 

OOO lO-OvUW4>oOoO* -OQ03H 


405238 


7249119 


Minus 


5i79flj;iR3fi 

3 1 (£0-31000 


405239 


7249119 


Plus 


14434*i-144464 144590.144835 151 750-1 51 RR 

1 ^TO*tO^ IHHHUH, IHHv9V- IHHOOW, tol / Jlr 1 0 IOO 


405451 


7622517 




145949-146277 


405545 


1054740 


Phis 


118677-118807 119091.1 1Q7Qfi 171575,171117 


405546 


1054740 


Plus 


17401 0-1 741 R3 

1 e. HU 1 0 1 - 1 ZH 1 03 


405547 


1054740 


Plus 


1743R1 17*1570 17401 Ai1 35050 


405646 


4914350 


Ptus 


741 OfiQ 
/ H 1-909 


405704 




Plus 


I oOOHt- 1 39U31 


405770 


2735037 


Plus 


fi1fl c T7-fi907 c i 

O Iv3l -QAUf 3 


405849 


7651817 


Minus 


17705-18267 


405932 


7767812 


Minus 


123525-123713 


408031 


9123861 


Minus 


38115-38691 


406137 


9166422 


Minus 


30487-31058 


406173 


7230224 


Ptus 


12925-13213 


406348 


9255985 


Minus 


71754-71944 


40S360 


9256107 


Minus 


7513-7673 


406399 


9256288 


Minus 


63448-63554 


406434 


9256651 


Minus 


17803-17931 


406467 


9795551 


Phis 


182212-182958 


406506 


7711374 


Minus 


6843-8077 


406547 


7711513 


Minus 


172780-174358 



Table 4A lists about 425 genes up-regulated in breast cancer compared to normal adult tissues and to non-malignant breast tissues. These genes were selected from a starting 
coliecfion of about 59680 probesets on the Affyrnetrix/Eos-Hu03 GeneChip® array. The 'average' breast cancer level was set to the 90th percanfile vatue amongst breast cancer 
specimens. The 'average' normal adult tissue level was set to the 75th percentile value amongst norwnafignant adult tissues. Certain predicted protein domains are noted. 

Table 5A lists about 231 genes up-regulated In breast cancer compared to normal adult fissues and to non-malignant breast tissues mat are Rely to encode proteins amenable to 
modulation by small molecules, peofldes, or antibodies. These were selected similarly as for Table 1. The 'average' breast cancer level was set to me 90th percenfile value amongst 
breast cancer specimens. The "average" normal adult tissue level was set to the 50th percenfile vatue amongst notwnaEgrtant adult fissues. The protein products of these genes often 
contain one or more domains indicative of have oncogenic function or of transducing Intracellular signals, or of being modulatable by smaS molecules, peptides, or antibodies (e.g. 
pkmase, death-domain, 7tm, phosphatase, or ir^transporter). Certain predicted protein domains are noted. 

TABLE 4A: ABOUT 425 GENES UP-REGULATED IN BREAST CANCER COMPARED TO NORMAL ADULT TISSUES 

Pkey: Unique Eos probeset identifier number 

ExAccrt Exemplar accession number, GenBank accession number 

IWGenelD: Unigene number 

Pred.ProtDomains: Certain predicted protein domains. Abbreviafinrts used: TM, transmembrane domain; SS, signal sequence; =Y, very Skery to contain; =M. 

likely to contain; =N. less Dkery to contain. AD olher protein domain abbreviations are from PFAM (Nucleic Acids Research. 2002, 30:276-280). 

UniGeneTtue: Unigene gene GOe 

R1: Ratio o( SOlh percentite of tumor to 75th percentile of normal body tissue 

Pkey ExAccn UrriGeneiD Predict Domains UniGeneTiae R1 
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5 
10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



419551 


AW582256 


HsS1011 


426174 


AA547959 


Hs.115838 


409340 


BE174629 


Hs.321130 


428471 


X57348 


Hs.184510 


417931 


W95642 


Hs.82961 


447966 


AA340605 


Hs.105887 


406387 






421814 


L12350 


Hs.108623 


406867 


M157857 


Hs.182265 


426104 


AT204418 


Hs.1 90080 


421481 


AW391972 


Hs.104696 


422511 


AU076442 


Hs.1 17938 


426539 


AB011155 


HS.17029D 


419693 


AA133749 


Hs.301350 


419329 


AY007220 


Hs.288993 


418344 


AA216387 




407116 


AA130986 


Hs.271627 


417389 


BE260964 


Hs.82045 


419452 


U33635 


Hs.90572 


421552 


AF026692 


Hs.1 05700 


409453 


AI885516 


Hs.95612 


409632 


W74001 


Hs.55279 


417515 


124203 


Hs.82237 


411573 


AB029000 


Hs.70823 


418751 


BE389014 


Hs.372548 


422087 


X5B968 


Hs.1 11301 


421143 


AB024538 


Hs.102171 


408491 


AI088063 


Hs.7882 


417944 


AU077196 


Hs.82985 


4090S2 


AL157488 


Hs.50150 


422281 


M36803 


Hs.346935 


425308 


M97S39 


Hs.155585 


408349 


BE546947 


Hs.44276 


449019 


AI949095 


Hs.67776 


435561 


AA351978 


Hs.4943 


410687 


U24389 


Hs.65436 


429455 


AI472111 


Hs.278694 


414407 


AA147026 


Hs.76704 


419390 


AI701162 


Hs.331904 


453902 


BE502341 


Hs.3402 


411089 


AM56454 


Hs.355702 


450172 


NM_005864 


Hs.24587 


449717 


AB040935 


Hs.23954 


451529 


AI917901 


Hs.208641 


435370 


A19S4074 


Hs.225838 


411761 


AI733848 


Hs.71935 


424223 


AJ243706 


Hs.143323 


426935 


NNL000088 


Hs.172928 


408796 


AA68B292 


Hs.170345 


407230 


AA157857 


Hs.182265 


422830 


AC007954 


Hs.121371 


447528 


AI612027 


Hs.76277 


430168 


AW968343 


Hs.1 45582 


423225 


AA852604 


Hs.1 25359 


414822 


M156542 


Hs.72127 


452683 


AB89575 


Hs.374574 


444784 


D12485 


Hs.11951 


453857 


AL080235 


Hs.35861 


413859 


AW992356 


Hs.8364 


440369 


AW176150 


Hs.132449 


418140 


BE613838 


Hs.83551 


441384 


AA447849 


Hs.288660 


424464 


R68537 


Hs.17962 


423582 


BE0Q0831 


Hs.23837 


432562 


BE531048 


Hs.278422 


433320 


D60647 


Hs.250879 


429165 


AW00988S 


Hs.118258 


416984 


K38765 


Hs.80706 


448913 


AA194422 


Hs.22564 


430154 


AW58305B 


Hs.234726 


400496 






442599 


AF078037 


Hs.324051 
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^ft 
O.U 


452887 


AT702223 


Hs.107253 




hvnnlhpfiral nmfpfa FWP7n7R1P9A1 


o ft 
O.U 


451678 


AA374181 


Hs^6799 




DKFZP564D0764 oroteh 


10 


445457 


AF168793 


Hs.12743 


Cam acyitransf,TM=M;SS=N 


carnffino 0~octanoy1transferase 


^ ft 

O.U 


407597 


AA04392S 


Hs.339352 






■^ft 

O.U 


431629 


AU077025 


Hs.265827 


TM=M;SS=Y 




10 


432302 


AA345857 


Hs.274307 


T1G:TM=M;SS=N 


KIAA1442 protein 


10 


442549 


AI751601 


Hs.8375 


MATH,zf-TRAF,zf-C3HC4;TM= 




^ft 

O.U 


437959 


AJ472068 


Hs.375604 


elF5 - .eIF2B,W2;TM=M:SS=N 


KLAA1856 protein 


3.0 


447400 


AK000322 


Hs.18457 


zJ-C3HC4;TM=Y;SS=M 


hypothetical protein FU20315 


10 


411734 


AW374954 


Hs.71779 




Homo RsntAivt DNA fmm rhnvnosomfl 1Q 


O.U 


443547 


AW271273 


Hs.356487 






^ n 

0.U 


417000 


BE277919 


Hs.306019 


TM=Y;SS=M 


ESTs. Weakly smuTar to AUU7 J1UMAN 


10 


416987 


D86957 


Hs.80712 


GTP CDQTM=N,SS=M 


K1AAD90? protein 

IWVW4W4 |MVlCUI 


10 


424494 


U78575 


Hs.149255 


PtP5K:TM=N;SS=M 


phosptisbdyCnosflo^'^^ptio^ph ste S~ 


10 


414496 


W73853 


Hs.355424 


pkinase,F5_F8Jlyp6 C,adh_ 


ESTs 


O.U 


413336 


AI569936 


Hs.296178 


Occtuojn;TM=M;SS=N 


hvnnthfl final nmtpin PI I99(vT7 


O.U 


434314 


BE392921 


Hs.3797 


ras,artTM=M;SS=N 


RAB26, member RAS oncogene family 


10 


401038 


AA088767 




TM=M;SS=N 


C1t000425^q4507721|reqNP_003310. 


10 


418245 


Hs.83883 


TM=Y;SS=M 


transmembrane, prostate androgen In * 


10 


407688 


W25317 


Hs.37616 




HumanD9spficevariantBmRNA.com 


10 


456906 


AF117646 


Hs.156637 


zfC3HC4,Cb)_N,Cb! N2,CU 


Cas-Br-M (murine) edroptc retrovir 
M-phase phospho protein 6 


10 


424744 


AW175781 


Hs. 152720 


TM=M;SS=N 


10 


452195 


AA994712 


Hs.116878 




ESTs 


10 


415988 


BE407713 


Hs.78S43 


PepLC1-Gte;TM=N:SS=M 


bleomycin hydrolase 
hypothetical protein FU 12442 


10 


418399 


AF131781 


Hs.84753 


TM=N;SS=N 


10 


420568 


F09247 


Hs.247735 


cadhermXtpocaTin;TM=M;S 


protocadherin alpha 10 


10 


404661 






TM=M;SS=N 


C90003O6*xji}1 2737280^efp(P_005682 


10 


414152 


NM.003248 Hs.75774 


EGF.TSPN,bp_3:TM=M:SS=M 


(hi oi flbospomfin 4 


10 


421307 


BE539976 


Hs.103305 


chromo 


Homo sapiens rnRNA; cDNA DKFZp434BQ4 


10 


444868 


BE560471 


Hs.12101 


TM=N;SS=M 


hypothetical protein 


10 



130 



WO 03/042661 



PCT7US02/36810 



450214 

452654 

422105 

422278 

434067 

412676 

426801 

421983 

429299 

408912 i 

438746 



BE439763 

AA398859 

AI929700 

AF072873 

H18913 

NM 000165 

AA486846 

AI252640 

AI620463 

AB011084 

A18B5815 



Hs.227571 

Hs.18397 

Hs.1 11680 

Hs. 114218 

Hs.124023 

Hs.74471 

Hs.271795 

Hs.110364 

Hs.347408 

Hs.48924 

Hs.184727 



RGS;TM=M;SS=N 

TM=M;SS=M 

TM=M;SS=N 

Fz,Frizzfed,7bn^;TM=Y;SS 

connexi'n,Connexin43;TM=Y; 

projsomerase.nane 
TM=Y;SS=N 

ArmadiBo_seg;TM=M;SS=M 
trans ferrin.Gu an ytale_kin 



regulator of G-protein stgnaffing 4 3.0 

rtypolheGcal protein FU 23221 3.0 

endosulfine alpha 3.0 

frizzled (DrosophQa) homolog 6 3.0 

Homo sapiens cDNA FU 1 421 8 fe, do 10 

gap junction protein, alpha 1 , 43kD 3.0 

ESTs. Weakly similar to 138022 hypo 3.0 

peptidylprofyi feomerase C (cydopn 10 

hypothetical protein MGC13102 3.0 

KIAA0512 gene product ALEX2 3.0 

Human melanoma-associated antigen p 3.0 



TABLE 4B 



Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

418344 
412703 
434241 
422940 
456034 
434433 

TABLE 4C 



CAT Number Accession 



245371J AA216387 T63548AA228676 

1243670J AW984759AW984744 

63414J AF119913 AI207698 R57074 

58443.1 BC012771 BG397 1 53 BF3B61 95 AA337Z77 AA31 9285 AW843252 

685586.1 AA136653 AA1 38656 AW450979 AA984358 AA809054 AW238038 AA492073 BE1 68945 

1 1 1338.1 AA633408 AW749955 AW629759 A1651005 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. Dunham I. et aL" refers to the rjublicafion entitled The DMA 

sequence of human chromosome 22/ Dunham I. et aL, Nature (199?) 402:489495. 
Strand: Indicates DNA strand from which axons were predicted. 
NLposition: Indicates nucleotide positions of predicted exerts. 



Pkey 


Ref 


Strand 


NLpostQon 


406387 


9256180 


Ftus 


116229-116371,117512-117651 


400496 


9743564 


Ptus 


4151541695 


402496 


9797769 


Minus 


8615-9103 


403439 


9719679 


Plus 


91463-91632 


401038 


7232177 


Minus 


4277-4469 


404661 


9797073 


Plus 


33374-33675,33769-34008 



TABLE 5A: ABOUT 231 GENES UP-REGULATED IN BREAST CANCER COMPARED TO NORMAL ADULT TISSUES THAT MAY ENCODE EITHER ENZYMES OR 
PROTEINS AMENABLE TO MODULATION BY SMALL MOLECULES, PEPTIDES, OR ANTIBODIES 



Pkey: 
ExAocrr 
UrdGenelD: 
Pred. Pro L Domains: 

UraGene Title: 
R1: 



Unique Eos probeset WenCfier number 

Exemplar accession number, GenBank accession number 

UrriGene number 

Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very Gkery to contain; =M, 
Bkery to contain; =N, less Dkety to contain. AD other protein domain abbrevafions are from PFAM (Nucleic Adds Research, 2002, 3O.27&-280). 
UniGene gene fife 

RafJo of 90th percenffle tumor to 50th percentile of normal body tissue 

UniGeneTitla Rl 

meianophain (MLPH), mRNA 20.5 

WAA1324 protein 16.3 

FXYD domain-cortt^ning Ion transpor 13.7 

mkJkme (neurite growth-promoting f 1 3.7 

neuroblastoma, suppression of tumor (DAN) 13.7 

nuclear receptor subfamily 1, group 13.4 

olscokfin domain receptor family, m 13.2 

v-orb-b2 avian erythroblastic tsuke 13.2 

sodium channel, nonvdtage-gated 1 12.5 

adipose specific 2 124 

protein tyrosine phosphatase, recep 12.1 

retinoic add induced 3 11.9 

CD9 anfigen (p24) 11.7 

Homo sapiens pyruvate dehydrogenase 1 1 .5 

fysyl oxidase-fite 1 11.2 

ems1 sequence (mammary tumor and sq 10.1 

PTK7 protein tyrosine kinase 7 9.9 

meianoma antigen, family D, 1 9.9 

ectonu deo Cde pyrophosphatase/phos 9.9 

ciaudin 3 9.7 

macrophage mynstoylated alanine-ri 9.5 

phosphoend pyruvate carboxykinase 1 9.5 

daudin7 9.4 

flavin containing monooxygenase 2 9.4 

amine oxidase, copper containing 3 9.4 

WAA0790 protein 9.0 

131 



Pkey 


ExAccn 


UniGenelD 


PreAProL Domains 


409340 


BE174629 


Hs.321130 


aaj)ermeases,pyridax8Lde 


421481 


AW391972 


Hs.104696 


TM=M;SS=M 


419693 


AA133749 


Hs.301350 


ATP1G1.PUiMAT8;TW=Y;SS=M 


417389 


BE260964 


Hs.82045 


PTN.MK;TM=M;SS=Y 


414521 


D28124 


Hs.76307 


DAN;TM=M;SS=M 


438091 


AW373062 


Hs.351546 


hormone_rec^f-C4,none 


413815 


AL046341 


Hs.75562 


pkiirae,F5_F8_type.C;TM=Y 


439180 


AB93742 


Hs.199067 


FunMxe,pkinase,Recep 


431441 


U81961 


Hs£794 


ASC;TM=Y;SS=N 


452547 


AA335295 


Hs.74120 


LEA;TM=M;SS=N 


452239 


AW379378 


Hs356289 




441384 


AA447849 


H5L2B8660 


7tm.3,riQnB 


419223 


X60111 


Hs.1244 


transmembrane4;TM=Y;SS=M 


413859 


AW992356 


HsJ364 


SAM_PNT,none 


410687 


U24389 


Hs.65436 


LysyLoxtdase;TM=N;SS=M 


422699 


BE410590 


Hs.1 19257 


SH3,HS1jap;TM=M;SS=N 


419452 


U33635 


Hs.90572 


ig,pkinase;TM=Y;SS=M 


427378 


BE515037 


Hs.1 77556 


MAGE;TM=M;SS=N 


444784 


D12465 


Hs.11951 


Somatomedin Jl,Eixlonucteas 


436972 


AA284679 


Hs.25S40 


PMP22J3auojrr;TM=Y;SS=M 


412926 


AI879076 


Hs.75061 


MARCKS;TM=N;SS=M 


425280 


U31519 


Hs.1872 


PEPCK;TM=M£S=N 


432636 


AA340864 


Hs.278562 


PMP22^0audin;TM=Y;SS=M 


423778 


Y09267 


Hs.132821 


FMa£kB^yr_redox;TM=Y;S 


424208 


NMJJ03734 


Hs.198241 


Oj_amine_o»d,Cu_ainine_ox 


444797 


AB018333 


Hs.12002 


SH3,SAM;TM=M;SS=N 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



402559 


AF043329 


Hs.173717 


PAP2;TM=Y;SS=M 


PPAP2B PftosphaCdic acid phosphattype 2B 
tensb) 


ao 


443932 


AW888222 


Hs£973 


SK2,WW,PlD,none 


a9 


421143 


AB024536 


Hs.102171 


lg.LRR,LRR^,LRRCT;TM=M;S 


immunoglobulin superfamfty containi 


B.8 


433592 


NM.004642 


Hs.3436 


TM=M;SS=N 


deteted in oral cancer (mouse, homo 




410668 


BE379794 


Hs.159651 


dealh,TNFK.c6;TM=Y;SS=M 


hypolhsucal protein 


a7 


433662 
421853 


W07162 


Hs.150826 


ras ARC ban arf TM=M:SS= 


RAB25 RAB25, member RAS oncogene fa 


&6 


ALU 7472 


Hs.108924 


SH3\Soro;TM=M;SS=N 


SH3-domaIn protein 5 (ponsin) 


&6 


425335 


BE394327 


Hs^96267 




folfistatuvfilce 1 


8.5 


400290 


H16836 


HsuH608 


Cysjtnot 


hypothetical protein FU2004 1 


8.5 


438089 


W05391 


Hs. 351546 


honnonB rec r zf-C4 p non8 


nuclsar receptor sirofamily 1 B Qroup 


8.4 


426158 


NMJJ01982 


Hs 199067 


Ftirin-lrkp nkin?KP Rocpn 


v-prfvh? avian PrvlhrnHa^fir IpiikA 
r^iirvL. avion a jfuuuutiuuif icuivo 


8.3 


447191 


NMJJ14521 


Hs.17667 


SH3rTM=M-SS=M 




8.2 


439941 


A) 392640 


Hs.18272 


Aa tRns>TM=Y*Q<i=N 


stninn nriH trsncnnrtpr wrlem A1 


8.2 


439318 


AW837046 


Hs.6527 


7fm 9 Pvir flsmRP^'TM=Y ,c > 


fi nmloin-iYiimlekrl mcontnr Rf\ 


8.1 


442213 


N38110 


Hs 305971 


simar h-TMsY-^&M 

t>uljcU_U. 1 Wt— 1 ,Ow^0m 


cnlttfo rarrior famHu 0 ffarHtifato 
oLUUio i#cuiici laiiuij e. liauullalc 


R 1 
0. 1 


412649 


NM 002205 


Hs.74369 




infonrin a?nha 7 
Ulujyilll, alalia f 


8.1 


448913 


AA194422 


Hs 22564 


■ tin t4 D»nn DP nMfiwa PPT 


myosin VI 




420166 


AW732276 


Hs. 95583 


tran^mpmhranftA'TUfcY-^J&AA 
u n wn id i uMoi\OH t i m- 1 ,oo iyj 


tmnsmembrsne 4 sups family msmbsr 


8.0 


407102 


AA007629 


HsIdftfiOl 


traiKnnrt nml CWTR A CP 


wlnwofra O r.K^^ n.V* r^ln HolwH mnart ago 

yiywiurv-piiu5{NiduB Ucjiyuiuyciiooc 


7 Q 


452516 






1 IYr~l>i 1 00 IVI 


RMA PDt YMFRARF 1 AMD TPAMRHRIPT PPI 


7 Q 

/.y 


413076 


U10564 


Hs.75188 






7.9 


443604 


C03577 


Hs.9615 


wlltGJIU. 1 Isf IVI|OO^Il 


mvncln rafititaVuv Itntil rhain 9 cm 
iiijfuoui inyuicULn j uyiii uioui £,0111 


7.7 


429002 


AW248439 


Hs 2340 


Armrvlflln QPoTMrM-CC^W 


tiinHton nlaVn/ilfiMn 


7.6 


432562 


BE531048 


Hs 278422 




tWF7P^\Ck\\T) nmtpin 
ur\r at joto 1 1££ ptumii 


7.6 


426359 


AA3764Q9 


Hs 10KB? 


dHpnvlatpVinaeo nnno 


Homo sapiens cDNA: FU 23313 fis, d 


7 1 


417733 


ALQ48678 


Hs 82503 


NA,*NA 


H sarvpfK mRMA frv 71 ITR rrf iinlrnnum 


7 •» 


451541 


BE279383 


Hs.26557 


AnnadH!o_seg;TM=M;SS=N 


plakophiDn 3 


7.4 


443951 


F13272 


Hs.356835 


PMP22 w CJaudin,none 


fomfin Hahi rwlvnwittrip 


7.4 


409960 


BE261944 


Hs.355264 






7.3 


423184 


NM_004428 


Hs.1624 


EohrinTM=I^SS=M 

tpi)Ui| 1 IfT^lfl^W V~H»i 


pnhrin_A1 
wpiu urn i 


7.3 


405121 


X04385 


Hs.110802 


Cvs knotTO : -beta.vwa.vwc 


von W3(phr?nd f?rinr fVWn mRNA 


7.1 


438974 


AF089816 


Hs.6454 


POZ;TM=N;SS=M 


chipmosorna 19 nnpn rearfina framp 3 


7.1 


417771 


AA804698 


Ks.82547 




feOnotc actd receptor respond or (1 


7.0 


424118 


BE269041 


Hs.140452 


DeriBoin'TM=N:SS=M 


canjo selection protetn {mannose 6 


7.0 


402705 


X67951 


Hs.180909 


AhpC-TSA;TM=M;SS=M 


peroxiredaxin 1 (PRDX1 ) 


7.0 


417115 


AW952792 


Hs.334612 


Sm,pkinase;TM=N;SS=N 


small nuclear ribonucteoprotein po) 


7.0 


442572 


AI001922 


Hs 135121 


HSP70 


n7SMTR-flss«yatpd »fl Hpalh PYPnrt 


fi Q 


447216 


R75812 


Hs. 169248 




6.9 


422278 


AF072873 


Hs.114218 


F2,Fri2zled,7lin_2;TM=Y;SS 


frizzled (DrosophOa) homolog 6 


6.9 


414657 


AA424074 


Hs.76780 


TM=M;SS=N 


nmJpJn ohnsnhalasfl 1 rpnirtainrv f 


6.9 


447528 


AI612027 


Hs.76277 


TB2 DPI HVA22:TM=Y*SS=M 


Homosaoiens dona MGC-Q3R1 mRMA 


6.9 


436729 


BE621807 


Hs.351316 




trsnstnsrnbrsnfi 4 supsrfsmSy rnsntbcr 


6.9 


428013 


AF151020 


Hs.181444 




hvnnfhpfifsfl! nmfpin 

llJUwUaCUwOI LnwUTUI 


RQ 


444143 


AW747936 


Hs 160999 


Rri-9 nnnft 


P^Ts MnHprntoW sffnaar Jn AAR1Q4 
Cw ■ Oj nouuei austj ou i ntcu tu /wo i 


C Q 

o.o 


414443 


AU077268 


Hs.76144 




nfatpfpU/fprivpH mmwth fwtnr nw 


6.7 


418751 


BE389014 


Hs-372548 


cuo rmnA 


nhncnhnlnftefffrfn-3_lrfnaea noniflofn 


6.7 


448479 


H96115 


Hs.21293 




1 FnP-lsLapf&wfnltM^AeamtrMS mtmrJhn&niwt 

uur -rt-atAcy lyiuiA^dJiUi ic pyropnospfiu 


fi fi 

O.0 


410552 


X66S45 


Hs.748 


in i4rinneo OHO QtW PH 


Tuxuotdai yiuwui kJlalm icccpior i 


fifi 

0.0 


414883 


AA9269S0 


RsldflfifiQ 

OO.iJ"tOUU? 




PTV > 9fi nrr»lo?ri VirMco 1 

uuuo piuimn Nnasc i 


fi fi 

D.O 


417426 


NM 00990.1 


Ue R9194 


tamfaln FAFhminin Mbmi 


iamtnin, beta 1 


fi R 
0.0 


428179 


AI127772 


97QRQfi 


piUi k£>a,r A, pfM UtStJ^O, 1 tn=n 


ssnim/gJucocorfjcoid remjlated kina 


fi fi 
0.0 


443195 


B£ 148235 


ns. i jocdo 


M4_irans,norie 


nuiito sapiens cunm ruii i ns, oo 


O.0 


424512 


X53002 




Ulicyi m_D,C\Jr, | WFT ,o>5— M 


intEgrin, beta 5 


0.0 


421733 






ig.pwnase, i wft.oo-m 


fibroblast growth factor receptor 3 


0.3 


428950 


BE311879 


Hs 10,467^ 


nFF>TW=M < vC=W 
ucu, i ivi— fyijOO^it 


pnuapiiopiuKsii enncnco in ooirucyi 


fifi 
0.0 


450172 


mm Q05864 


Hs.24587 


cuo hormfmPLtTPJbM^^W 
orUfiiuiniwioJii iw—wijOO— n 


signal transduction protein (SH3 co 


fi fi 
0.0 


416078 


ALD34349 


Hs 79005 




nmlaln tvmctno wtwwe nhflt aen wen 


fi fi 

0.0 


408912 


AOv 1 IUU4 




nlI<KUUK)_df^), 1 rVHrvi f \>o--(Yl 


K1AAAM9 npno nrrvlirrf Al FY9 


fi A 


428373 


nil O f lUHJ 




ly, l m— i ,00— M 


pofiovims rece ptor -related 2 {herp 


fi A 
0.4 


449029 


N28989 


Hs.22891 


ski npfniMRP^'TlfcY'RftsM 


cnhrfp t^snA^r faivHu 7 fpoRnni^ a 
OmutP WCU 1 icUIUIj / ^UaUUM< a 


fiA 


406621 


X57809 


Hs.181125 


*m HSP70 Pm^nfiArTM^M-SS 


Imfnitnrwrtnhirltn lamhrfa Irvtre 

BlUlttJllUytUUUlUI lallUUCI KAJUJ 


fi A 


431629 


Al 1077095 






itrforferftn fllwHg lft>fcifjK1a nm4p2n 

uticj itauii, apndnaouCiOio piuisin 


fi A 
OA 


428169 


AJ928984 


Hs. 182793 


DhotoRCUPFO1 1 8:TM=YS&=N 


gojgj phosphoprotein 2 


6.4 


443337 


Y07604 


Hs.9235 


NDK;TM=N;SS=N 


nfliv-niptasfatlp rfdls 4 nmfpin pyt> 


6.4 


451292 


AB037716 


Hs^6204 


SH3!TM=M-SS=N 




fi A 


425976 


C75094 


Hs.334514 


vdtxB CLC*TM=Y'SS=M 

i u* lOPj v^^*« V) 1 Wr* 1 1 w>J ill 


N622 protein 




426539 


AB011155 


Hs 170290 

I To. 1 1 U£vV 




uowi kuyc ^uiuoujjiuid/ i im i miuy 9 


fi ^ 


417208 


S67773 


RsfllfiSS 
i io.u iuuj 




■1 bit II 3 r>4tf -7i >/^Vpfm an A fatino eaf ^ 

t*iui rku u y-£juuwa 1 1 usii h ictura oarc 


fi ^ 
O.J 


438278 


BE409248 


Hs.57388 


TFIISRMA POL M 15KDUPFQ 


hvnrtfhoRr*s1 nmfoln FI I99^V»7 dmil 
UJpOUloUlSil pJULeUl rtt)C£jOQI oUIBl 


fi ^ 
0.0 


429455 


AJ472111 


Ha278694 




PnOflQ anfinm 
\Me\TS cJlUycJI 


fi 1 

O.J 


431685 


AW296135 


Hs.267659 


^^6_PE4)ind.PH.Rho(^F, 


vav 3 oncogene 


6.3 


445033 


AV652402 


Hs.72901 


anJqTM=N:SS=N 


cycTm-dependent kinase Inhibitor 2 


a3 


411756 


BE294350 


Hs.71891 


pWnase,F5_F8_1yp8_C;TM=Y 


cliscoidin domain receptor fantily , m 


6.3 


453902 


BE502341 


Hs^402 




ESTs 


6.3 


418005 


A1186220 


Hs.83164 


CoBagen,TSPN:TM=M;SS=M 


collagen, type XV, alpha 1 


6.2 


449924 


W30681 


Hs.146233 


^3,none 


Homo sapiens cDNA FU22130 fis, d 


a2 


426520 


BE5456B4 


Ks343566 


agjjennsases^yridoxal^de 


WAA0251 protein 


6.2 


453064 


R40334 


Hs.89463 




potassium large conductance catctum 


6V2 


448520 


AB002367 


Hs_21355 


pHnase.DCX;TI*=M;SS=N 


doublecorfin and CaM kinasa-Oke 1 


&2 


452683 
402575 


AJ0S9575 


Hs.374574 


homeobox^none 


progesterone membrane binding prote 


a2 


ARW3329 


Hs.173717 


PAP2;TM=Y^S=M 


PPAP2B Phospha&iic acid phosphaL type 2B 


a2 


444672 


Z95636 


Hs.11669 


larmin_EGF f femh!n_G,EC3 : 


taminin, alpha 5 


a2 


450440 


AB024334 


Hs.25001 


14-3^TM=M,-SS=N 


tyrosine 3-monoo^enase/tryptophan 


6^ 
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432314 


AA533447 


Hs^85173 


XCnlcnone 


ESTs 


6.1 


438564 


AA381553 


Hs.198253 


ig,MHCJI_a!pha,none 


major histocompatibility complex, c 


6.1 


444252 


R21135 


Hs549B5 




ESTs 


6.1 


4251B4 


BE278288 


Hs.155048 


tg;TM=Y;SS=M 


Lutheran blood group (Auberger b an 


6.1 


431B90 


X17033 


Hs.271986 


vwajntegrin_A,F&GAP:TM= 


integrin, alpha 2 (CD49B, alpha 2 s 


6.1 


449475 


AJ348027 


Hs.129826 


transmembrane4;TM=Y;SS=M 


hypothetical protein PP1057 


6.1 


449538 


AJ559444 


Hs.104679 


TM=M;SS=M 


ESTs 


6.0 


414496 


W73853 


Hs.355424 


pkmase,F5_F8jyp8_C,adh_ 


ESTs 


6.0 


414217 


AI309298 


Hs.279898 


NA;NA 


Homo sapiens cDNAiFU 231 55 fis.cl 


6.0 


445333 


BE537641 


Hs.44278 


ras.aif,TK;TM=N;SS=M 


hypothetical protein FU 12538 simil 


5.9 


431183 


NM_006855 


Hs750696 


ERJumen_receptTM=M;SS=M 


KDEL (lys-Asp-Gtu-Leu) endoplasmic 


5.9 


409645 


AI142265 


Ks.55498 


potyprerryl_synL;TM=M;SS=N 


gerarrylgeranyl diphosphate synthase 


5.9 


412276 


BE262621 


Hs.73798 


MlF.su gar tr.none 


macrophage migration inhibitory fac 


5.9 


416137 


BE279513 


Hs.278607 


ptose, UBA,ThiF;TM=M;S S= 


ubiquitin activating enzyme E1-fike 


5.9 


412969 


AI373162 


Hs.75103 


14-3-3;TM=N;SS=M 


tyrosine 3-monooxygenase/tryptophan 


5.9 


414504 


AW069181 


Hs.115175 


pkinase,SAM;TM=M;SS=N 


sterile-alpha motif and leucine zip 


5.9 


433573 


AF234887 


Hs.57652 


7tm_2,EGF,caQTierin,lamlni 


cadherin, EGF LAG seven-pass G-type 
proliferation-associated 2G4, 38k D 


5.9 


436415 


BE265254 


Hs.343258 


Peptidase Jfl24,Furin-likB, 


5.9 


413900 


AW409747 


Hs.75612 


TPR,POZ,WW,Guanyfa!e kin; 


stress-induced- phosphoprotein 1 (Hs 


5.9 


441455 


AJ271671 


Hs.7854 


ZipjTM^YjSS^M 


zinc/iron regulated transporter-fik 


5.9 


444006 


BE395085 


Hs.334762 


WUBcepLa.PKD.MHC l;TM 


type I transmembrane protein Fn14 


5.8 


408269 


AW888219 


Hs.44077 


CH;TM=M;SS=N 


parvm, alpha 


5.8 


411372 


A1147861 


Hs^132B9 


QycoJransM 1 ,EGF,(dLr 


low density lipoprotein receptor (f 


5.8 


450825 


AC005954 


Hs.25527 


PDZ,Guanylate kin;TM=N;SS 


tight junction protein 3 (zona occi 


5.8 


456534 


X91195 


Hs.100623 


UM 1 P02,p)dnase;TM=N;SS=M 


phosphoEpase C, beta 3, neighbor p 


57 


451558 


NMJKI1089 


Hs^6630 


ABCjran,SRP54;TM=Y;$S=M 


ATP-Unding cassette, sub-family A 


5.7 


446812 


AL042279 


Hs.16205 


pkinase 


uncharacterized hypothalamus protei 


5.7 


424307 


AW293399 


Hs.356377 




nuclear receptor co-repressor 1 


57 


4054B4 


XMJJ93451 




TM=N;SS=M 


C3002124^^12737280|reflXP - 0066B2 


57 


425367 


BE271188 


Hs.155975 


TM=M;SS=Y 


protein tyrosine phosphatase, reoep 


5.7 


444607 


AW405635 


Hs.293687 


PI-PLC-X,PH,PI-PLC-Y 


ESTs 


57 


421456 


AW579842 


Hs.104557 


zW3H2.0UF18,efhand,C2,P 


hypothetical protein FU 10597 


5.6 


412810 


M21574 


Hs.74615 


ig,p)dnase,DUF1 1;TM=M;SS= 


platelet-derived growth factor rece 


5.6 


450334 


AF035959 


Hs.24879 


PAP2;TM=Y;SS=M 


phosphaWic acid phosphatase type 


5.6 


453880 


Al 803166 


Hs.135121 


HSP70,none 


ESTs, Weakly similar to 138022 hypo 


56 


439578 


AW263124 


Hs.350547 


VVD40;TM=M;SS=N 


nuclear receptor co-repressar/HDAC3 


5,6 


450954 


AI904740 


Hs.25691 


TM=Y;SS=M 


receptor (calcitonin) activity modi 


5.6 


414555 


N98569 


Hs.76422 


phosRp;TM=M;SS=Y 


phosphoOpase A2, group IIA (ptatst 


5.6 


409963 


AA133590 


Hs377830 


MBOAT^one 


caldum/catmodunrKJependent protei 


5.6 


450463 


AW952018 


Hs201398 


C1q,CoIlagen;TM=M;SS=Y 


G protein coupled receptor Interact 


5.6 


425177 


AF127577 


Hs.155017 


TM=N;SS=M 


nuclear receptor interacting protei 


5.5 


445496 


AB007860 


Hs.1 2802 


SH3,ank,PH,ArfGap;TM=M;SS 


development and differentiation enh 


5.5 


428981 


BE313077 


Hs.93135 




ESTs, WeaWy similar to ALU2_HUMAN 


5.5 


424441 


X14850 


Hs.147097 


Sston8,CBFD_NFYBJiMFiTM= 


H2A histone family; member X 


5.5 


415662 


AW972481 


Hs.170610 


pkinase,none 


ESTs, Highly similar to G018B7 MEK 


5.5 


422105 


Al 929700 


Hs.1 11680 


TM=M;SS=N 


endosutfine alpha 


5.5 


429556 


AW139399 


Hs.314807 


TM=M;S$=N 


ESTs 


5.5 


408056 
425205 


AA312329 


Hs.42331 


Ephrin;TM=M;SS=M 


ephruWV4 


5.5 


NM_005854 


Hs. 1551 06 


TM=Y;SS=N 


receptor (calcitonin) activity modi 


5.5 


444633 


AF1 11713 


Hs.1 2284 


ig;TM=Y;SS=M 


junctional adhesion molecule 1 


5.5 


431565 


AF161470 


Hs.260622 


TM=Y;SS=N 


butyrate-tnduced transcript 1 


5.5 


429S55 


U48959 


Hs211582 


p)jn3S 6|fn 3|Iq fiiono 


myosin, Dght polypeptide kinase 


5.5 


431886 


177964 


Hs.271980 


pkinase;TM=M;SS=N 


mi tog en-activated protein kinase 6 


5.5 


453143 


AA382234 


Hs.356289 


serpJmTM=N;SS=M 


protein tyrosine phosphatase, recep 


5^4 


451863 


AL120634 


Hs.331803 


cpn60_TCP1,E1-E^ATPase,C 


ATPase, Ca transporting, plasma mum 


5.4 


422293 


X94453 


Hs.1 14366 


aJded^3akinase;TM=M;SS=N 


pytn^^tSrS^arbojcyfate synthetase 


5.4 


432179 


X75208 


Hs.2913 


EPHJbd,fn3,p(dnase,SAM;T 


EohB3 


5.4 


408048 


NM.007203 


Hs.42322 


Paratemmto;TM=M;SS=N 


A kinase (PRKA) anchor protein 2 


5.4 


448153 


Y10805 


Hs20521 


KusG;TM=N;SS=M 


HMT1 (hnRNP rneffryttransferasa, S. c 


5.4 


421251 


Z28913 


Hs.1 02948 


UM,PDZ;TM=N;SS=M 


enigma (UM domain protein) 


SA 


439039 


A1656707 


Hs.48713 


ptonase^ncne 


ESTs 


5.4 


409882 


AJ243191 


Hs.56874 


HSP20;TM=N;SS=M 


heat shock 27kD protein family, mem 


5.4 


451295 


AI557212 


Hs.17132 


pkfnase.DAG _PE-blnd,pkrna 


ESTs, Moderately similar to 154374 


5.4 


442549 


AI751601 


Hs.8375 


MATH t rf-TRAF r zf-C3HC4;TM= 


TNF rsoeptor*a55fld3tpd fsctor 4 


5.4 


445930 


AF055009 


Hs.1 3456 


DAGKc,DAGKa.anKWD40,bZ]P 


Homo sapiens clone 24747 mRNA seque 


5.4 


453082 


H16835 


Ks.31608 


ionJrans;TM=Y;SS=M 


hypothetical protein FU20041 


5.4 


426432 


AF001601 


Hs.1 69857 


Arytesterase;TM=M;SS=N 


paraoxonase 2 


5.4 


415753 


U52819 


Hs.78781 


PDGF;TM=M;SS=M 


vascular endotheBal growth factor 


5.4 


450778 


U81375 


Ks.25450 


Nudeoside_tran;TM=Y;SSsM 


solute carrier family 29 (nudeosid 


5.4 


414739 


U83867 


Hs.77196 


dhand,SH3,spectrin;TM=N; 


spectrin, alpha, non-erythrocyfc 1 


5,3 


421233 


AA209534 


Hs.284243 


transmembrane4JM=Y;SS=M 


tetraspan NET-6 protein 


5.3 


414774 


X02419 


Hs.77274 


knngJe,trypsfo,ptanUhl 


plasminogen activator, urokinase 


5.3 


414368 


W70171 


Hs75939 


PRK,CoaE;TM=N#S=N 


uridine monophosphate kinase 


5.3 


446051 


BEO48061 


Hs.37054 


EphrinAdeamm,dsmu-a] 


ephrtn-A3 


5.3 


423619 


T48691 


Hs.249159 


7lnu1,71nu2;TM=Y;SS=M 


adrenergic, atpha-2A-, receptor 


5.3 


440188 


AK001812 


Hs.7036 


ROK;TM=M;SS=N 


N-Acetylglucosarnine kinase 


5.3 


414135 


NM_004419 


Hs.2128 


Rhodanese,DSPc,Y_phosphal 


dual specificity phosphatase 5 


5.3 


444838 


AV551680 


Hs^08558 


integrinJ^FG-GAP.none 


ESTs 


5.3 


447918 


AM 29320 


Hs.115175 


pkinase, SAM^orte 


ESTs, Highly sim2ar to JC5818 gamm 


5.3 


405517 


AF000974 


Hs.1 19498 


UM;TM=M;SS=N 


thyroid hormone receptor tnteractor 6 


5.3 


413588 


AA971014 


Hs.75432 


IMP0H_C,CBS,1MPDH_N;TM=M; 


IMP (tnostne monophosphate) dehydro 


5.2 


411089 


AA456454 


Hs.355702 




cell division cycle 2-fike 1 (PTTSL 


5.2 


416157 


NMJM3243 


Hs342874 


zona_peDucida;TM=Y;SS=M 


transforming growth factor, beta re 


5^ 
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407744 


AB 020629 


Hs.38095 


ABCJran.PRK;TM=Y;SS=M 


ATP-birafing cassette, sub-family A 


5.2 


446108 


AL035598 


Hs.42322 


PsrsiterTiminiTf^^MjSS^N 


A kinase (PRKA) anchor protein 2 


5.2 


422034 


AC006486 


Hs.333069 


Ets;TM=M;SS=N 


Ets2 repressor factor 


5.2 


417098 


AB0173S5 


Hs.173859 


Frizzled,Fz t 7tm 2,todn_2 


frizzled (DrosophOa) homolog 7 


5.2 


430526 


AF181862 


HsJ42407 


7tm_3;TM=Y;SS=M 


G protein-coupled receptor, family 


5.2 


414176 


BE140838 


Hs.75794 


71m J ,CRCB;TM=Y:SS=N 


EDG-2 (endothelial differerrfiation 


5.2 


416710 


A1268325 


Hs.54890 


Pteotidasa M49 EGF ia Neur 


hypothetical protein FU23590 


5.2 


417896 


AA379770 


Hs. 82890 




dpfenriAT anainsl rpfl Hoafh 1 
vgiohjh ouaum sami ucoui ■ 


5.2 


413244 


AW955951 


Hs. 159265 


BTB,Pep M12B _propep,Repro 


kruppeWelated zinc finger protein 


5.2 


421837 


AF135168 


Hs. 108802 


AAAlcdc48_N,cdc48_2 J NB-AR 


N-ethylmaleirnide-sensiBve factor 


5.2 


429379 


NM_014840 


Hs.200598 


DJdnase_Rl01 -TM=M:SS=N 


KIAA0537 cenfl nmduet 


5.2 


429619 


AL1 20751 


Hs.211568 




eukaryotic transtalion initiation f 


5.2 


437275 


AW976035 


Hs.292396 


rTIZZICCl,rZ 


ESTs, Weakly similar to A47582 B-ce 


5.1 


421071 


A1311238 


Hs 10447fi 




CCTc Wpaldv <drmtar tn (V?Hll1Fcnn 

COI 9| f (COAIj OUiUUU Ml IL iami 


5.1 


448581 


mm OQ2709 


Hs.21537 






5.1 


452568 


AA805634 


U<; 3(10870 


pi*l dm khuKp-TfufeM-^^M 




5.1 


452069 


AB028949 


Hs. 183994 


MptannnhnrTM=M- e iR=M 


K1AA109R nrntptn 


5.1 


437175 


AW9G8078 


HsB7773 

no. Of f 1 sj 


nlrlnacp nlHfKKO P nnno 


nmlotn Irtnaeo fAMP-HorvsnHpnl f»ai 

JJIUlCUl WlkJiC, V^WtT-UCjJClRJClll, M3I 


5,1 


437056 


Al 147061 




o|jcuu ii i ,orw, r n ,wn 


rrh-nk'Wfll 1 <1 <taarp<: N*?F PR 9W fiT P 


5.1 


450998 


BE387614 


55797 


mil, i m 1 1 


cnlirinn farhv ci ihi mil A 

OfJilUlllJ lalrUM wU| MiUUlIll H| *I9W 


5.1 


444441 


AW613841 


He ?niiod 


IIV\, 1 m~ i (OO—I* 


hvnrrfhptiml rrmfpJn MRniOl 

iiypUUICUMM plUlCUl RIuVm iui 


5.1 


448528 


BE613248 


Hs 172084 


PHD-TM=MrRS=N 




5.1 


452345 


AA293279 


HOQ173 




hvnnf hoRral nrnfotn PI ITORI R 


5.1 


443412 


W84893 






an rrint prKrn rprpnlfrr-ltkft 1 


5.1 


412853 


M34175 


Hs.74626 


Aftanlin N AInhfl hftanlrnn? 


aiantfir-fplatpri ran Inn mmnlft* 9 

<xjci^>im icioicu piuidii vvli l|HoA ^ t 


5.1 


439866 


AA280717 


Hs.6727 


mn,NTF2;TM=M;SS=N 




51 


439975 


AW328081 


Hs.6817 


Ham1pJB^TM=M;SS=N 


tnosine triphosphatase (nucleoside 


5.1 


435523 


T62849 


Hs. 11090 


TM=Y;SS=M 


rnen^brane-spanning 4-domairts, suWam 


5.1 


433423 


BE407127 


Hs.8997 


HSP70jg,Ppx-GppA;TM=M;SS 


heat shock 70XD protein 1 A 


5.1 


412641 


M16660 


Hs.74335 


HSP90HATPase_c;TM=M:SS=N 


heat shock 90kD protein 1, beta 


ai 


431236 


AV656B40 


Hs.285115 


fn3;TM=Y;SS=M 


tnterieukm 13 receptor, alpha 1 


5.1 


438552 


AJ245820 


Hs.6314 




type 1 transmembrane receptor (seiz 


5.0 


422765 


AW409701 


Hs.1578 


B1R;TM=M;SS=N 


baculovira) 1AP repeat-containing 5 


5.0 


427502 


AI8118S5 


Hs.7133 


TM=M;SS=N 


Homo sapiens, done IMAGE:3161564, 


5.0 


414166 


AW888941 


Hs.75789 


DEAD.heEcase.Cmn.Ndr.C 


N-myc downstream regulated 


5.0 


424954 


NM_000546 


Hs.1846 


P53,WD40,IRK:TM=M:SS=N 


tumor protein p53 (li-Fraumeni synd 


5.0 


422)89 


AA523172 


Hs.103135 


REJ.PLAT.PKD.WSC.LRR 


ESTs, Weakly similar to SFR4_HUMAN 


5.0 


426636 


BE242634 


Hs.2055 


ThiF l UBACT;TM=M;SS=N 


tdjxcnjifin-ac&vating enzyme El (A1S 


5.0 


410793 


AW581906 


Hs .66392 


SH3.elhand,C2,PH,RhoGEF 1 M 


intersecfjn 1 (SH3 domain protein) 


5.0 


TABLE 5B 











PKey: Unique Eos probeset IdenSfier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey CAT Number Accession 



437056 428504.3 AW976398 AJ147061 AA765223 AA743380 AJ803927 



TABLE 5C 



Pkey. Unique number corresponding to an Eos probeset 

Ret: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham I. et al." refers to the publication entitled "The DNA 

sequence of human chromosome 22." Dunham I. et a)., Nature (1999) 402:489-495. 

Strand: tndfcates DNA strand from which exons were predicted. 

NLposifion: Indicates nucleotide posJCons of predicted exons. 

Pkey Ret Strand Nlposi&m 

405484 5922025 . Plus 199214-199579,199672-199920.200262-20049 



TABLE 6A: 777 GENES UP-REGULATED IN COLON CANCER COMPARED TO NORMAL ADULT TISSUES 

Table 6A 5sts777 genes ufKegulated in colon cancer compared to normal adult tissues. These were selected from 59680 probeseis on the Affymetrix/Eos Hu03 GeneChip array such 
foal the rafod "average" colon cancer to 'average" normal adult tissues was greater lhan or equal to 3.0. The 'average" coton cancer level was set to the 90 s1 percentile amongst 95 
colon cancers. The "average" normal adult tissue level was set to the 90* percentile amongst 209 non-malignant tissues. In order to remove gene-specific background levels of non- 
specific hybridization, the 15* percentile value amongst the 209 nco-rnaSqnant tissues was subtracted from both the numerator and the denominator before the rafio wa s evaluated. 

Pkey: Unique Eos probeset identifier number 

ExAccru Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene fJtte 

R1: Ratio of tumor to normal body tissue 
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Ptey ExAocn UnfaenelD Unigene Title R1 

447033 AI357412 Hs.157601 ESTs 31.35 

409041 AB033025 Hs.50081 WAA1 199 protein 29.00 

5 418007 M13509 Hs.83169 matrix melafloprolesnase 1 (interstitial 26.41 

422330 D30783 Hs.115263 eptreguiin 24.38 

428187 A1687303 Hs.285529 G protein-ccupled receptor 49 24.00 

428368 BE440042 Hs.83326 matrix melaltaproteinase 3 (stromefysin 23.55 

422956 BE545072 Hs.122579 hypothetical protein FU 10461 22.70 

10 416209 AA235776 HsJ9078 MAD2 (mitotic arrest deficient, yeast, h 21.60 

444783 AK001468 Hs.62180 anillln (Drosophfc Scraps hcmolog), act 21.15 

415989 AI267700 Hs3175B4 ESTs " 2055 

427585 D31152 Hs.179729 collagen, type X, alpha 1 (Schmid metaph 19.35 

441031 A1110684 Hs.7645 fibrinogen, B beta porypepSde ia68 

15 421470 R27496 Hs.1378 annexmA3 ia05 

439759 AL359055 Hs.67709 Homo sapiens mRNA full length insert cDN 1730 

449032 AA045573 Hs.22900 nuclear factor (eryttrafckterived 2}-fik 17.15 

450531 AW301032 Hs^03800 ESTs 16.60 

432867 AW016936 Hs.233354 ESTs 1635 

20 443211 AH28388 Hs.1 43655 ESTs 1530 

450221 AA328102 Hs.24641 cytoskeJeton associated protein 2 15.10 

406964 M21305 gb:Human alpha satellite and sateDite 3 15.00 

410355 S58544 Hs.1 53057 sperm associated antigen 1 14.70 

441377 BE218239 Hs.202656 ESTs 14.45 

25 413318 AU076607 Hs.75285 inter-alpha (globulin) mhibitor, H2 pol 14.35 

442409 BE208843 Hs.129544 hypotheBcal protein MGC1543B 14.35 

440304 BE159984 Hs.125395 ESTs 14.25 

426427 M86699 Hs.169840 TTK protein kinase 13.60 

451561 N52812 Hs.177403 ESTs 12.80 

30 434032 AW009951 Hs.206892 ESTs 1Z75 

428365 AA295331 Hs.183861 Homo sapiens cDNA FU20042 fts. done CO 1Z65 

422420 U03398 Hs.1524 tumor necrosis factor (ligand) superfaml 1255 

428664 AK001666 Hs. 189095 similar to SALL1 (sal (Drosophfla)-Iike 1240 

446232 AJ281848 Hs. 194691 refinoic acid induced 3 1125 

35 424252 AK000520 Hs.143811 hypothetical protein FU2051 3 1118 

450149 AW969781 Hs.132863 2c family member 2 (aid-paired Drosophi 1135 

419752 AA249573 Hs.152618 ESTs, Moderately similar to ZN91_HUMAN Z 11.80 

422011 U30246 Hs. 110736 solute carrier family 12 (srjdiurn/potassi 11.65 

452461 N78223 Hs.108106 transaipBon factor 11.42 

40 431808 M30703 Hs^70833 amphireguHn (schwannomaderived growlh 11.35 

400534 " 11.00 

448706 AW291095 Hs.21814 interteukfo 20 receptor, alpha 10.75 

453688 AW381270 Hs.194110 hypothefical protein PRO2730 10.75 

426890 AA393167 Hs.41294 ESTs 10.60 

45 408950 AA707814 Hs. 14945 long fatty acyt-CoA synthetase 2 gene 10.55 

423020 AA383092 Hs.1608 repTtcaSon protein A3 (14kO) 10.50 

453922 AF053306 Hs.36708 budding uninhibited by benzhrudazotes 1 1030 

447505 AL049266 Hs.18724 Homo sapiens mRNA; cONA DKFZp564F093 (fr 10.40 

425761 AW664214 Hs. 196729 ESTs 10.25 

50 404567 10.15 

428536 A1143139 Hs.2288 visinitvCke 1 10.10 

414972 BE263782 Hs.77695 WAA0008 gene product 10.05 

459504 BE514127 gb:601315974F1 N1H_MGC_8 Homo sapfens cD 9.95 

_ _ 438018 AK001160 Hs3999 hypothetical protein FU 10298 9.90 

55 447863 AL047611 Hs388885 Homo sapiens CONAFU14246 lis, ctoneOV 9.85 

442353 BE379594 Hs.49138 ESTs, Moderately similar to ALU7.HUMAN A 9.85 

424905 NMJXJ2497 Hs.153704 N1MA (never tn mitosis gene abated k 9.78 

451917 AW391351 Hs30820 Homo sapiens unknown mRNA a73 

^ 420900 AL045633 Hs.44269 ESTs 9.68 

60 438639 AI278360 Hs.31409 ESTs 9.55 

439521 AI808955 Hs.58248 ' ESTs 935 

445676 AI247763 Hs.16928 ESTs 930 

408489 AI082437 Hs^6690 ESTs 9.50 

418733 AW388633 Hs.6682 solute carrier family 7, (caSonic ammo 937 

65 446311 AW007294 Hs.149795 ESTs, Moderately similar to ALU1.HUMAN A a00 

423349 AP010258 Hs.127428 homeoboxA9 a96 

400195 NA MA 830 

411765 H43346 gb:yp09a04.r1 Soares breast 3NbHBst Homo 8.90 

418895 AA894638 Hs. 14600 ESTs 8.85 

70 424653 AW977534 Hs.1 51469 caJcnjmA^modirrir^ serine prot 8.80 

448776 BE302464 Hs.30057 MRS2 (S. cerevisiae}-Eke, magnesium horn &75 

417218 AA0O5247 Hs.285754 met protr>oncogene (hepalocytegrowftfa 8.65 

414559 AV656184 Hs.76452 C-reacuve protein, pentraxtrwelated a64 

445436 AI224105 Hs.1 51408 ESTs 8.50 

75 403776 &50 

433447 U29195 Hs.3281 neuronal pen tiaxin H a50 

407168 R45175 Hs.117183 ESTs 831 

419335 AW960146 Hs^84137 hypothefical protein FU 12888 a30 

422505 AL120862 Hs.124165 ESTs a25 

oU 458242 BE299588 Hs.28465 Homo sapiens cONA: FU21 869 hs, done H a20 

452943 BE247449 Hs31082 hypothefical protein FU 10525 ai5 

446155 AI553695 Hs.1 59422 Homo sapfens cDNAFUl 3997 fis. clone Y7 aiO 

409687 T5112S Hs.8493 ESTs a05 
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415561 AA634543 Hs.79440 IGF4I mRNMrindmg protein 3 8.00 

443614 AV655386 Hs.7645 fibrinogen, B beta polypeptide 7.93 

406360 NA NA 7.80 

_ 443450 N66Q45 Hs.1 33529 ESTs 7.75 

5 414422 AA147224 Hs.337232 ESTs 7.75 

442611 8E077155 Hs.177537 hypothetical protein DKFZp761B1 51 4 7.70 

438604 AAB11896 Hs.44604 ESTs 7.60 

447254 NM_004153 Hs. 17908 origin recognition complex, subunit 1 {y 7.55 

ir . 400250 NA NA , 7.53 

10 420759 T11832 Hs.127797 Homo sapiens cDNAFU 11 381 fis, done HE 7.50 

404996 7.50 

450459 A1697193 Hs.299254 Homo sapiens cONA: FLJ23597 fis, done L 7.45 

445019 AI205540 Hs.281295 ESTs 7.30 

„ 409269 AA576953 Hs.22972 hypolheBcaJ protein FU 13352 7.25 

IS 44B816 AB033052 Hs.22151 K1AA1 226 protein 7.25 

444361 W76027 Hs^3920 hypothetical protein FU1 1105 7.25 

449370 AK002114 Hs.23495 hypothetical protein FU 1 1 252 7.20 

433859 AW896758 Hs.273789 ESTs 7.20 

416143 AI955650 Hs.79033 glutamlnytyepfide cydotransferase (gtu 7.20 

20 456120 AA535244 Hs.78305 RAB2, member RAS oncogene family 7.20 

419751 AW195581 Hs.93121 KIAA0761 protein 7.16 

417830 AW504785 Hs.122579 hypothetical protein FU 10461 7.15 

456553 AA721325 Hs.1 89058 ESTs, Highly similar to Simitar to a de 7.15 

„ 421373 AA808229 Hs.167771 ESTs 7.10 

25 418763 AK000219 Hs.88367 hypothetical protein FU2021 2 7.00 

423248 AA380177 Hs.1 25845 nl)Litase-5^phosr^ate-3^pirnerase 6.96 

444798 BE242144 Hs.12013 ATP-oitKfing cassette, sub-family E (OABP 6.95 

429486 AF155827 Hs.203963 hypothetical protein FU 10339 6.95 

_ 413573 AI733859 Hs.1490B9 ESTs 6.95 

30 442660 AW138174 Hs.130651 ESTs 6.93 

427878 C05766 Hs.181022 CGI-07 protein 6.90 

438394 BE379623 Hs^7693 peptidyiprolyl isomerase {cydc#HinH 5.85 

422711 D60641 Hs.21739 Homo sapiens mRNA; cONA DKFZp586l1518 (f 6.82 

457030 AI301740 Hs.173381 dihydropyrMnase-fike 2 6.80 

35 417168 AL133117 Hs.81376 Hc)mosapierisn^W;cmDKFZp586L1121 (f 6.80 

442973 BE567665 Hs.288550 Homo sapiens cONA: FU23156 fis, done L 6.80 

453102 NMJW7197 Hs.31664 frizzled (Drosophib) homotog 10 6.75 

416018 AW138239 Hs.78977 proprotein ccmvertase subffiisinAexin t 6.75 

424051 AL110203 Hs.138411 Homo sapiens mRNA; cONA DKFZp586J 1922 {f 6.71 

40 401644 6.70 

450434 AA166950 Hs.195870 hypofliefical protein FU14991 6.70 

428479 Y00272 Hs.184572 cendMsfoncyde2,G1.toSandG2to 6.69 

406747 AI925153 Hs^17493 annexinA2 6.65 

445191 AF048666 Hs.12393 oTDP-tVglucose dehydratase 6.60 

45 424295 AI631874 Hs.155140 casein kinase 2, alpha 1 polypeptide 6.60 

428392 H10233 Hs.2265 secretory granule, neuroendocrine protei 6£5 

427072 H38046 Hs.303193 ESTs 6.55 

4525B8 AA889120 Hs.110637 homeoboxA10 a53 

439809 R41396 Hs.1 01 774 hypothetical protein FU23045 6.50 

50 423123 NM.012247 Hs.124027 SELENOPHOSPHATE SYNTHETASE ; Human selen 6.50 

418454 AA315308 Hs.1 95870 hypothetical protein FU 14991 6.50 

423685 BE350494 Hs.49753 uveal autoantigen wiBi coiled co3 domai 6.50 
447342 Al 199268 Hs.1 9322 Homo sapiens, Similar to RIKEN cDNA 2010 6.50 
410908 AA121686 Hs.10592 ESTs 6.47 
55 406671 AA129547 Hs^85754 met proto-oncogene (hepatocyte growth fa 6.47 
450638 AK001826 Hs^5245 hypothetical protein FU 11 269 6.45 
452838 U65011 Hs.30743 preferentially expressed antigen in meta 6.42 
451389 N73222 Hs.279009 matrix Gla protein 6.40 
„ 438202 AW169287 Hs.22588 ESTs 6.40 
60 452198 AKJ97550 Hs.61210 ESTs, WeaJOy slrrriiar to C38022 nypotheti 6.40 
425860 L29339 Hs.1 964 solute carrier family 5 (sodium/glucose 6.37 
435538 AB011540 Hs.4930 low density lipoprotein receptor-related 6.36 
436539 AI005457 Hs.275048 ESTs 6.35 
rr 417404 NfA.007350 Hs.82101 pteckstrin rtcmdogy-Rke domain, family 6.34 
65 430388 AA356923 Hs.240770 nuctear cap binding protein subunit 2, 2 6.32 
425905 AB032959 Hs.318584 novel C3HC4 type Zinc finger (ring finge 6.31 
407237 AA169872 Hs.6216 Homo sapiens hepatoceflutar rarcmoma-as 6.30 
413597 AW302885 Hs.117183 ESTs 6.30 
429529 AA454190 Hs^4283 ESTs, Moderately similar to reduced expr 6.30 
70 409916 BE313625 Hs57435 solute carrier family 11 (poton^oupted 6.25 
407746 AK001962 Hs.38114 hypothetical protein FU 11 100 6.20 
426921 AA037145 Hs.1 72865 deavsge stimutefion factor, 3" pre-RNA, &20 
438050 BE262B16 Hs.6061 protein kinase. AMP-activated. beta 1 no 6.20 
416857 AA188775 HsJ292453 ESTs 6l20 
75 409683 U33317 Hs.711 defensin, alpha 6, Paneih ceUperific 6.18 
452291 AF015592 Hs.28853 CDC7 (cell division cyde 7, a cerevisi &15 
420096 AA775910 Hs.95011 syrrtrophin, beta 1 (oVstjopWn-asscciate 6.15 
448893 AW004854 Hs328320 hypomefica! protein FU23537 6.15 
oex 433393 AF038564 HsJ8074 itchy (mouse homotog) E3 ubtquifin prate 6.11 
80 424745 AA214618 Hs.1 52759 activator of S phase teiase 6.10 
408771 AW732573 Hs.47584 potassium voltage-gated channel delayed 6.10 
454438 AA224053 Hs.1 72405 ceB division cycle 27 6.08 
407771 AL1 38272 Hs.62713 ESTs 6.08 
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416057 


AI927382 


Hs.29857 


ESTs 


6.05 


442917 


AA314907 


Hs.85950 


ESTs 


6.00 


451813 


NM_016117 Hs.27182 


phosphofipase A2-actjvafing protein 


6.00 


453700 




Hs.560 


apofipo protein B mRNA editing enzyme, ca 


5.96 


412246 


A1160873 


Hs.69233 


zinc finger protein 


5.96 


430899 


BE018217 


Hs.183528 


hypothetical protein FU 14906 


5.95 


418668 


AW407987 


Hs.173518 


M-phase phosphoprotein horootog 


5.95 


416421 


AA134006 


Hs.79306 


eukaryoSc translation initiation (actor 


5.95 


455800 


R22479 


Hs.167073 


Homo sapiens cDNA FU13047 fis, clone NT 


5.90 


409913 


BE243842 


Hs.283077 


centrosomal P4.1 -associated protein; unc 


5.90 


429201 


X03178 


Hs.198246 


group-specific component (vitamin D bind 


587 


408908 


BE296227 


Hs^50822 


serine/threonine kinase 15 


586 


413585 


A1133452 


Hs.75431 


fibrinogen, gamma polypeptide 


5.66 


432298 


AL118812 


HsJ274293 


Homo sapiens mRNA; cDNA DKFZp761G1 1 1 1 (f 


5.85 


424345 


AK001380 


Hs.145479 


Homo sapiens cDNA FU 1051 8 fis, clone NT 


585 


441645 


A1222279 


Hs.201555 


ESTs Wealdv simitar to T23406 hvm'hefi 


5.85 


409187 


AF154830 


Hs.50966 


carbamoy^pftosphato synthetase 1 , inilocn 


585 


408687 


M31126 


Hs.272620 


pregnancy specific beta-1-gtycoprotein 9 


585 


452281 


T93500 


Hs.28792 


Homo santens cDNA FU11041 fis. done PL 


5.82 


429945 


NMJ)06729 Hs.226483 


ffianhflnrnw fDnvtrmhtla hnmnfml 9 


5.80 


459309 


AA040620 


Hs.5672 


hypothetical protein AF 140225 


5.80 


410050 


NMJJ01448 Hs.58367 




5.79 


423806 


AA331247 


Hs.86617 


ESTs 


5.77 


454036 


AA374756 


Hs.93560 


Homo sapiens mRNA for K1AA1771 protein, 


575 


430345 


AK000282 


Hs.239681 


hvoothfitlcat nrotein FU 20775 

lljpwuiwuvai piVwUI 1 UI4V4IV 


5.75 


411096 


U80034 


Hs.68583 


mitochondria) bitsmediate peptidase 


5.75 


429125 


AA446854 


Hs.271004 


ESTs, WeaMy similar to 138022 hypotheti 


5.75 


442957 


AI949952 


Hs.49397 


ESTs 


5.75 


426642 


AW068223 


Hs.171581 


ubtquitin C-terrninal hydrolase UCH37 


570 


426518 


Z43039 


Hs.170198 


WAA0009 gene product 


570 


441894 


AA134329 


Hs^4170 


Homo sapiens, clone IMAG&3685398, mRNA, 


570 


415385 


R17798 


Hs.7535 


COBW-fike protein 


5.70 


409757 


NM_001898 Hs.123114 


cystafinSN 


5.69 


433687 


M743991 




gb:ny57g01.s1 Nd_CGAP_Pr18 Homo sapiens 


568 


424492 


AI133482 




gb:HA2093 Human fetal fiver cDNA library 


560 


452606 


N45202 


Hs.90012 


hypotheScal protein FU23441 


5.60 


438777 


AA825487 


Kb.U2179 


ESTs 


560 


417235 


AA810278 


Hs.24250 


ESTs 


5.60 


451177 


AI969716 


Hs.13034 


ESTs 


5.60 


415227 


AW821113 


Hs.72402 


ESTs 


5.58 


436217 


T53925 


Hs.107 


fibrirtogen-fike 1 


5.56 


452881 


AW1 35220 


Hs.241921 


ESTs 


555 


426010 


AA136553 


Hs.1975 


hypothetical protein FU21007 


5.55 


426235 


A1631964 


Hs.34447 


ESTs 


5.55 


445640 


AW969526 


Hs.31704 


ESTs, Weakly similar to K1AA0227 [Rsapi 


5.53 


444743 


AA045648 


Hs.301957 


nudix (nucieostde diphosphate finked md 


552 


442980 


AA857025 


HsJ878 


Idnfisfavfiks 1 

niitcwurviw i 


5.50 


418882 


NM.004996 Hs^9433 


ATP-binding cassette, sub-family C (CFTR 


550 


453884 


AA355925 


Hs.36232 


KIAAffiflfi nprtp nmlnrl 
rwvw i uu ycuc jjj uuuui 


547 


444478 


W07318 


HsJ240 




5.47 


419502 


AU076704 


Hs.90765 


fibrinogen, A alpha polypeptide 


547 


420218 


AW958037 


Hs.286 


ribosoma) protein L4 


545 


421155 


H87879 


Hs.102267 


IJOJfl UA1LKJOD 


5.45 


441421 


AA356792 


Hs.334824 


hypothetical protein FU 14825 


5.45 


456435 


A1880384 


Hs.270747 


ESTs, Weakly similar to ALU2_HUMAN ALU S 


545 


428046 


AW812795 


Hs.155381 


ESTs. Moderatetv similar to 138022 hvnot 


5.44 


446372 


AB020644 


Hs.14945 


tom faffv acvL£oA svnfheiasa 2 amp 


5.42 


421477 


AI904743 


Hs.104650 




i 5.41 


409564 


AA045857 


Hs.54943 


fracture c^^^s 1 (rat) homotog 


5.41 


453080 


A1423056 


Hs^3921 


hvnothefical orotetn DKFZo547A023 


5.35 


430217 


N47863 


Hs336901 


rifaosonrf protein S24 


5.33 


417372 


T99755 


HsJ534728 


ESTs 


530 


415139 


AW975942 


Hs.48524 


ESTs 


530 


412140 


AA219691 


Hs.73625 


RAB6 interacting, kinesin-GKe (rabkines 


5.29 


424086 


AJ351010 


Hs.102267 


tysyt oxidase 


5.27 


409327 


L41162 


Hs.53563 


collagen, type IX, alpha 3 


5.27 


417576 


AA339449 


Ks.822S5 


phosphonbo5y1glyctn?Trfff? formyttransfer 


5.26 


452131 


AJ860677 


Hs.72325 


Human DMA sentience from cfann RP1-1R7 111 

i lujiioii uim ov^uhr^ ii will vwtlv r\i • lot v 1 l 


5.25 


436016 


AA805465 


Hs.121536 


Human DMA fieauenm fmm drmp PP1 1.A79P; 


5.25 


449347 


AV649748 


Hs.295901 


KIAA0493 orateln 


5.25 


445038 


A1635444 


Hs.143917 


(U467N111 protein 


5^25 


453921 


A1824009 


Hs.44577 


ESTs 


5.25 


413582 


AW295647 


Hs.71331 


hypothetical protein MGC5350 


5.25 


421076 


AW007988 


Hs.233299 


ESTs. WeaWy similar to 138022 hypotheti 


5.25 


407884 


BE075316 


HsJ5011 


syntrophin, beta 1 (oVsbxjphin-asscctate 


5.24 


433384 


A1021992 


Hs.124244 


ESTs 


5^3 


422026 


U80736 


Hs.110826 


trinucteoOde repeat containing 9 


5.21 


447020 


T27308 


Hs.16986 


hypothetical protein FU1 1046 


5.20 


441795 


N58115 


Hs^1137 


AD024pmtein 


5^0 


449416 


A1651016 


Hs.246311 


ESTs 


5.20 


418379 


AA218940 


Hs.137516 


fidgeBn-Cke 1 


5.20 


426753 


T89832 


Hs.170278 


ESTs 


118 


422109 


S73265 


Hs.1473 


gastnweJeasing peptide 


5.17 
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424035 

416806 

424717 

427728 

447713 

425739 

420170 

407244 

441139 

451121 

435202 

431699 

418384 

422805 

411750 

435496 

434539 

413293 

445236 

415091 

441675 

449802 

401480 

408562 

426269 

414718 

419139 

430789 

425420 

408758 

439741 

418612 

433927 

450568 

455777 

428743 

421126 

411835 

418396 

430510 

408430 

406414 

430178 

411901 

404025 

451807 

436662 

414140 

410044 

431041 

417860 

410558 

425895 



436397 
439225 
423197 
413374 
412723 
425745 
452795 
430704 



433326 
437958 
410565 
423343 
416467 



419423 
414132 
423948 
425746 
451009 
431064 
432725 
400298 
410486 
428532 
429782 
408380 



434294 



NM_002914 
NM.000283 
H03754 
AJ245600 
AI420733 
T19016 
U43374 
M10014 
AW449009 
AW973795 
AI971313 
NM.001173 
AW149266 
AA436989 
BE562298 
AW840171 
AW748078 
AL047483 
AK0O1676 
AL044872 
AJ914329 
AW901804 
NA 

AI436323 
H15302 
H95348 
AI123517 
AA632577 
BE536911 
NMJJ03686 
BE379646 
AB037788 
AI557019 
AL050078 
AA524285. 
AL080060 
M74587 
U29343 
A1765605 
AW162916 
S79876 

AW449512 
AA165730 
NA 

W52B54 

AJ582393 

AA281279 

BE566742 

AA490967 

AW408557 

AW105231 

AI269484 

AA988176 

M715013 

AA192669 

T91418 . 

NMJM1034 

AA648459 

U44060 

AW392555 

AW813091 

NM_006306 

A1379486 

BE139550 

AA373210 

AA324643 

H57585 

AA437199 

D26488 

A1801235 

AW392342 

NMJW1701 

AA013140 

AI903735 

AL137498 

AA032279 

AW235094 

AF157326 

NM_005754 

AF123050 

U77629 

AJ271379 



Hs.139226 
Ks.79993 
Hs.152213 
Hs.180545 
Hs.207083 
Hs.159410 
Hs.95631 
Hs.75431 
Hs.126647 
Hs.128927 
Hs.170204 
Hs^67831 
Hs.25130 
Hs.121017 
Hs.71827 
Hs.265398 
Hs.214410 
Hs.302498 
Hs.12457 
Hs.77910 
Hs5461 
Hs.23984 

Hs.31141 
Hs.168950 
Hs.107987 
HsJ269940 
Hs510235 
Hs^34545 
Hs.47504 



Hs224961 

Hs.1 16467 

Hs.25159 

Hs.154172 

Hs.301549 

Hs.102122 

Hs.72550 

Hs.26691 

Hs.241576 

Hs.44926 

Hs.152475 
Hs.6966 

Hs^7Q99 

Hs.126695 

Hs^3317 

Hs58169 

Hs.197955 

Hs^35498 

Hs.192035 

Hs.161427 

Hs.1 21553 

Hs.1 69335 

Hs.45032 

Hs.125156 

Hs.75319 

Hs.335951 

Hs.14427 

Hs.18878 

Hs.335799 

Hs.211602 

Hs.1 53430 

Hs.121668 

Hs.43047 

Hs.246106 

Hs37467 



replication facto C (activator 1) 2 (40 
p eradsonri Mogenesfe factor 7 
wingless-type MMTV integration site fami 
Homo sapiens mRNA tor hypothetical prote 
ESTs 

morybdopterin synthase sulfurylase 
Human normal kerafinocyte mRNA 
fibrinogen, gamma polypeptide 
ESTs 

Homo sapiens cDNAFU 13903 fis, done TH 

K1AA0551 protein 

Rho GTPase activating protein 5 

Homo sapiens cDNA FU 14923 fis, clone PL 

H2A htstone rarnBy, member A 

WAA01 1 2 protein; homolog of yeast ribos 

ESTs, WeaMy similar to transformation-* 

ESTs, Weakly similar to MUC2.HUMAN MUCIN 

GTP-binding protein homologous to Saccha 

hypothetical protein FU10314 

3^droxy-3-methylg!utaryl-CoercvrnQ Asy 

ESTs 

hypothetical protein RJ20147 
NA 

Homo sapiens mRNA for K1AA1568 protein, 
Homo sapiens mRNA; cDNA DKFZp556A1046 (f 
ESTs 
ESTs 

ESTs, Weakly similar to I7B885 serine/th 
hypothetical protein NUF2R 
exonudease 1 

Homo sapiens mRNA full length insert cDN 
cleavage and pdyadenytabon specific fa 
smal nuclear protein PRAC 
Homo sapiens cDNA FU1 0784 6s, clone NT 
ESTs, Moderately similar to BCGF_HUMAN B 
Homo sapiens mRNA cDNA DKFZp564H172 (fr 
insufin-like growth factor binding prote 
hyaruronan-mediated motility receptor (R 
ESTs 

hypothetical protein PR02577 
djpepSdyrpepSdase IV (C3D26, adenosine 



Hs.90315 
Hs.48480 
Hs. 283077 
Hs.159440 
Hs.1 15707 

Hs.9001 

Hs.61635 

Hs.69233 

Hs.184788 

Hs .220689 

Hs.44532 

Hs.135639 

Hs.76194 



ESTs 

Human DMA sequence from done RP1-187J11 
NA 

hypothetical protein RJ23293 similar to 
ESTs 

hypotheBcal protein FU14681 

highly expressed in cancer, rich in leuc 

WAA0704 protein 

rrypotheffcal protein FU 14075 

ESTs 

zinc finger protein 215 
hypothetical protein FU20641 
ESTs 
ESTs 

transcriptional adaptor 2 (ADA2, yeast, 

ribonucleotide reductase M2 polypeptide 

hypothetical protein AF301222 

Homo sapiens cDNA: FU21800 fis, done H 

hypothetical protein FU21 520 

ESTs 

SMC1 (structural maintenance of chromoso 
ESTs 

ESTs, Moderately similar to PC4259 fern 
Horno sapiens cONAFU 13585 fis, clone PL 
ESTs 
ESTs 

cell (fiviston cycte 25C 
WAA0007 protein 
ESTs 

cerdrosoma) P4.1 -associated protein; unc 
b3e add Coenzyme A: amino add N-acyit 
ESTs 

gb:MR-8T035-2001 99-031 BT035 Homosapien 
ESTs 

six transmernbrane epithelial antigen of 
zinc finger protein 
TBP-interactjng protein 
Ras-GTPase-activafing protein SH3-domain 
duibtquSin 

achaete-scute oompiex (Drosophila) homd 
1 protein S5 
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450 

450 

450 

450 

450 

449 

447 

4.47 



138 



WO 03/042661 



PCI7US02/36810 



5 
10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



442875 
447102 
410142 
434894 
420092 
400115 
430957 
438078 
412359 
429774 
426214 
419790 
450480 
421211 
4192S1 
434414 
448305 
410568 
459574 
448243 
438089 
446152 
439580 
436211 
452401 
422835 
418845 
439619 
458076 
450192 
443232 
413881 
434217 
409723 
417956 



447400 
424583 
429436 
424625 
448912 
442671 
411893 
456281 
421106 
451401 
404516 
414968 
421308 
419229 
412104 
453911 
433159 
419247 
432491 
422093 
428692 
446999 
414538 
453931 
427718 
453863 
440209 
435148 
409732 
448692 
428301 
444188 
457059 
407162 
406117 
434370 
427651 
448666 
450375 
410467 
456030 
434082 
443646 
434265 
418524 
432619 



BE623003 
BE167434 
AA081924 
AW977850 
AA814043 
NA 

H16791 

AI016377 

AW837985 

AI522215 

H59846 

U79250 

X82125 

AA284966 

X07876 

AI798376 

AA625207 

AW162948 

AI741122 

AW369771 

N80701 

A1292036 

AF086401 

AK001581 

NM.007115 

BE218705 

AA852985 

AW975998 

R80061 

AA263143 

AF161521 

L00190 

AW014795 

AW885757 

AA210704 

AL135352 

AL137163 

AKD00322 

AF017445 

AA452934 

AW904466 

083781 

AI005668 

R82845 

AA284166 

AAB77124 

AI793153 

NA 

C16096 

AA687322 

AI827237 

AW205197 

AW503857 

AB035898 

S65791 

AA662910 

AF151852 

AI372822 

AA151520 

AW612228 

AL121278 

A1798680 

X02544 

H05O49 

AI918049 

NM-016122 

AW013907 

AW628666 

AI393165 

BE561665 



Hs.23625 

Hs.98471 

Hs.124918 

Hs.23356 

Hs.88045 

Hs.31445 
Hs.131693 

Hs.50883 

Hs.128355 

Hs.93201 

Hs.25040 

Hs.266308 

Hs.89791 

Hs.264915 

Hs.64542 

Hs.101810 

Hs.52620 

Hs.33790 

Hs.150028 

Hs.293847 

Hs.334828 

Hs.29352 

Hs.121378 

Hs.89232 

Hs.58595 

Hs.164478 

Hs.24596 

Hs.9081 

Hs.75599 

Hs.23349 

Hs.257862 

Hs.190465 

Hs.255883 

Hs.57549 

Hs.18457 

Hs.150926 

HSJ279813 

Hs.321197 

Hs.22559 

Hs.134779 

Hs.273789 

Hs.84113 

Hs.172844 



Hs.22826 

Hs.192843 

Hs.282884 

Hs.240951 

Hs.4007 

Hs.150587 

Hs.89764 

Hs.42635 

Hs.111449 

Hs.110103 

HsJ34822 

Hs,1079B7 

Hs.25144 

Hs.25933 

Hs.572 

Hjl22269 

Hs.124981 

Hs£6148 

Hs.167531 



AF130988 

AW405731 

NM 014953 

AA009647 

AF102546 

AA136106 

AI373481 

AI085198 

AA846811 

AA300576 

AW291722 



Hs.699 

Hs.177677 

Hs.142634 

Hs.58346 

Hs.18498 

Hs.323346 

Hs.8850 

Hs.63931 

Hs.184852 

Hs.131715 

Hs.164226 

Hs. 130554 

Hs.85769 

HsJ27852S 



Homo sapiens dona TCCCTA00142 mRNA sequ 


4.46 


ESTs, Weakly similar to T1 8712 hypothefi 


4.45 


K1AA1795 protein 


4.45 


hypothetical proleinMGC5297 


4.45 


ESTs 


4.45 


NA 


4.45 


ESTs 


4.41 


ESTs 


4.41 


gb:QV3-LT0048-14020&083e05 LT0048 Homo 


4.40 


KIAA1804 protein 


4.40 


ESTs, Moderately sftnaar to ALU7.HUMAN A 


4.40 


glycerophosphate dehydrogenase 2 {mi 


4.40 


zinc finger protein 239 


4.40 


mosaic serine protease 


4.40 


wingless-type MMTV integrafion site rami 


4.40 


gb:tr34b07jt1 NCLCGAP_Ov23 Homo sapiens 


4.37 


Homo sapiens cDNA FU 12908 fis, done NT 


4.35 


cleavage and poJyadenytafion specific fa 


4.35 


Homo sapiens cDNA FU 14232 fis, done NT 


4.35 


Integrin, beta 8 


4.35 


ESTs 


4.35 


ESTs 


4.34 


ESTs, Moderately similar to S65657 alpha 


4.32 


hypothetical protein FU10719; WAA1794 


4.30 


tumor necrosis factor, alpha-induced pro 


4.30 


rnetaHolhionein-fite 5, tesfis-specffic 


4.30 


chromobw homotog 5 (Drosophila HP1 atph 


4.30 


ESTs. Weakly similar to 138022 hypothefi 


4.30 


hypothetical protein FU21939 similar to 


4.30 


RAD51-interacfing protein 


4.29 


pherjylatairyMRNA synthetase bete-subuni 


4.28 


serine (or cysteine) proteinase inhibito 


4.26 


ESTs 


4.26 


ESTs 


4.25 


ESTs 


4.25 


ESTs. Weakly similar to 138022 hypothefi 


4.25 


hypothetical protem dJ473B4 


4.24 


hypothetical protein FU20315 


4.22 


fucose-1 -phosphate guanytyttransferase 


4.20 


hypothetical protein 


4.20 


PDZ domain protein (Drosophila inaWke 


4.20 


WAA0197 protein 


4.20 


EST 


4.20 


ESTs. 


4.20 


cycSn-dependent kinase inhtbfor 3 (CDK 


4.20 


ESTs 


4.20 


gb:on52g03.y5 NCLCGAP_Co8 Homo sapiens 


4.20 


NA 


4.20 


tropomodulin 3 (ubiquitous) 


4.20 


leucine zipper protein FKSG14 


420 


ESTs 


418 


Homo sapiens, Similar to RIKEN cDNA 2210 


4.16 


SarcoternmaJ-assodated protein 


4.16 


Wnesin-like protein 2 


415 


fragile X mental retardafion 1 


415 


hypothefical protein OKFZp434K2435 


4.15 


CQ-94 protein 


415 


RNA polymerase I transcription factor RR 


415 


hypothetical protein M6C4485 


415 


ESTs 


4.14 


ESTs 


412 


ESTs 


411 


orosornucoid 1 


410 


neurexinS 


410 


ESTs 


410 


NY-REN-58an6gen 


410 


melhyfe^tonoyl-Coenzyme A carboxylase 2 


410 


ESTs, WeaMy similar to 138022 hypothefi 


410 


pep&dytprolyi isomerase B (cyctophHin 


410 


exosome component Rrp40 


410 


zinc finger protein 


410 




410 


ectodysplasin 1, anhidrofic receptor 


409 


Homo sapiens cDNA FU12277 fis, done MA 


408 


K1AA1008 protein 


407 


a dis integral and metatioprotemase doma 


407 


dachshund (Drosophila) homdog 


407 


KIAA1553 protein 


4.05 


hypotheficai protein PR0 1777 


405 


ESTs 


405 


Homo sapiens cDNA FU23089 fis, done L 


405 


actdc 82 kDa protein mRNA 


405 


related to the N terminus of tre 
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447207 AA442233 Hs. 17731 hypolhetical protein FU12B92 4.05 

423673 BE003054 Hs.1695 matrix metalloprotEinasa 12 (macrophage 4.04 

414853 U31116 Hs.77501 sarogiycan, beta (43kD dystrophin-assx 4.04 

424176 AL137273 Hs. 142307 hypothetical protein 4.04 

5 452259 AA317439 Hs.28707 signal sequence receptor, gamma {transto 4.04 

418203 X54942 Hs.83758 CDC28 protein kinase 2 4.03 

435420 AI928513 Hs.59203 ESTs 4.03 

406666 V00495 Hs.184411 albumin 4.02 

m 417655 M780791 Hs.14014 hypothefcai protein RJ 1481 3 4.00 

10 449448 D60730 Hs.57471 ESTs 4.00 

421037 AI6B4808 Hs.197653 ESTs 4.00 

448310 A1480316 gb*n26h09jc1 Soares_NFlJLGBC_S1 Homo s 4.00 

408155 AB014528 Hs.43133 K1M0628 gene product 4.00 

413841 M34276 Hs.75576 plasminogen 3.98 

15 400110 NA NA 3.98 

400289 X07820 Hs^258 matrix metafloproteinase 10 (stromelysin 3.97 

443715 AJ583187 Hs.9700 cycfinEI 197 

408296 AL1 17452 Hs.44155 DKFZP585G1517 protein 3.97 

o _ 450164 A1239923 Hs.30098 ESTs 3.97 

20 451592 AJ805416 Hs.213897 ESTs 3.95 

402373 AL1 35225 Hs.301865 ctopachrome rautornerase (dopachrorrte delta 195 

426199 AA371865 Hs.97090 ESTs 3.95 

414148 BE084049 gb:PMO-8T0651-27040(W)03402BT0551 Homo 3.95 

417005 AW673606 Hs.80758 aspartyURNA synthetase 3.94 

25 449532 W74653 Hs.271593 ESTs, Moderalely similar to A475B2 &cel 3.93 

- 434551 BE387162 Hs.280858 ESTs, Highly similar to A35661 DNA excts 3.93 

436291 BE568452 Hs.5101 protein regulator of cytokinesis 1 3.92 

423337 NM.004655 Hs.127337 axin 2 (conducfin, ax3) 3.91 

416185 AW975861 Hs.47367 KIAA1785 protein 3.91 

30 443054 AI745185 Hs.8939 yes-associated protein 65 kDa 3.90 

432596 AJ224741 Hs.278461 matriRn3 ' 190 

451229 AW967707 Hs.48473 ESTs 190 

413583 AL120806 Hs.5888 ESTs 190 

__ 432702 AW973953 Hs.293744 ESTs 190 

35 ' 437207 T27503 Hs.15929 hypotheBcal protein FU12910 190 

434699 AA643687 Hs.149425 Homo sapiens cDNA FU11980 fis, done HE 190 

423697 BE088697 Hs. 131 834 Homo sapiens mRNA; cONA DKFZp434B0328 (f 190 

428822 W28418 Hs.3Q715 potassium voltage-gated channel, Isk-ceJ 190 

432289 AI860145 Hs.55118 ESTs 189 

40 413384 NM_000401 Hs.75334 exostoses (muiOpIe) 2 188 

414136 AA812434 Hs.119023 SMC2 (structural maintenance ot chromoso 188 

433042 AW193534 Hs^81895 Homo sapiens cDNARJ 11 660 fis, done HE 168 

410094 BE147897 Hs£8593 general transcripfcn factor H F, polype 188 

. _ 441826 AW503603' Hs.129915 phosphotriesterase related 187 

45 444059 R69743 Hs. 116774 integrin, alpha 1 186 

426262 AT792141 Hs. 196270 folate transporter/barrier 165 

452641 AWS52893 Hs.237825 signal recognition particle 72kD 185 

454403 BE065985 gb:RC3^T0319-12(GO(H)14-a09BT0319Horno 1B5 

_ 448315 AW290912 Hs.20797 ESTs, Weakly similar to ALU1JWMAN ALU S 185 

50 411343 U77949 Hs.69553 (»C6((^ldhision(7de6,acerevisl 185 

409734 BE161664 Hs.56155 hypothefca! protein 185 

454014 AW016670 Hs.233275 ESTs 184 

453116 AI276680 Hs.146086 ESTs 183 

449508 AK0O1566 Hs^3618 hypothefcal protein FU10704 182 

55 426227 AA321649 Hs.2248 small inducible cytokine subfamily B (Cy 182 

435040 AI932350 Hs.152825 ESTs 3.81 

426249 F05422 Hs.16B352 rtucieoporM® protein 1 351 

451110 AI955040 H&265398 ESTs, Weakfy similar to trartstormafiorH 3.81 

431716 D89053 Hs.268012 fatty^d-Coenzyme A Ogase. tong^cham 181 

60 437631 AA764749 Hs.267245 hypome&al protein FU14803 180 

429118 H20669 Hs.35406 ESTs, Highly similar to unnamed protein 180 

405769 180 

438295 A1394151 Hs.37932 ESTs 180 

rr 453628 AW243307 Hs.83937 hypothetical protein 3.80 

65 450098 A1682088 Hs.79375 riotocarboxylase synthetase (biotin-{prop 180 

449318 AW236021 Hs.78531 Homo sapiens, Simflar to R1KEN cDNA 5730 176 

423881 AK001720 Hs. 134403 hypothetical protein FU 10858 175 

408728 AL137379 Hs.47125 hypothetical protein FU13912 3.75 

„ 422219 AW978073 Hs.1010 regulator of mitotic spindle assembly 1 175 

70 418661 NMJXH949 Hs.1189 E2F transcription factor 3 174 

420726 KD2402 Hs. 1 330 coagulation factor DC (plasma trtrombopta 174 

418413 R95735 Hs.117753 ESTs, Weakly similar to A48666 ceD prd 3.73 

443354 AW970672 Hs.9247 protein kinase, AMP-acfivated, aipha 1 c • 173 

__ 406667 M12523 Hs.184411 albumin 172 

75 436411 AW674352 gb:b363c07.y1 NlhLMGC J 2 Homo sapiens cD 172 

417246 AI760098 Hs.21411 ESTs 3.72 

410664 NNL006033 Hs.65370 fipase, endoiheEal 3.71 

432686 BE223007 Hs. 152460 Homo sapiens cDNA FU 12909 fis, done NT 170 

n _ 442881 AI023175 Hs. 167022 ESTs 3.70 

80 432356 AA831032 Hs.111670 ESTs, rfighly similar to J C2257 prolyl ol 170 

450218 R02018 Hs. 168640 ankylosis, progressive (mouse) hcmotog 170 

405460 NA NA 170 

452824 W27643 Hs.73965 spScmg factor, arginine/serine-nch 2 170 
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445873 AA250970 Hs.251946 poly{AHindmg protein, cytoplasmic U 3.70 

425282 AW163518 Hs.155485 minGngtin interacting protein 2 3.69 

439857 AA847194 Hs.232002 ESTs 3.69 

_ 430403 AF039390 Hs.241382 tumor necrosis factor (Cgand) superfami 169 

-> 444471 AB020684 Hs.11217 K1AAD877 protein 169 

419559 Y07828 Hs.91096 ring finger protein 169 

437641 AA811452 Hs.291911 ESTs 168 

455364 H72176 Hs.4273 hypothefcaJ protein FU13159 167 

„ 417791 AW965339 Hs.111471 ESTs 166 

10 414271 AK000275 Hs.75871 protein kinase C binding protein 1 165 

432023 AW273128 Hs.330144 EST 166 

430294 AI538226 Hs.32976 guanine nucleotide binding protein 4 165 

450600 BE079478 Hs.24880 ESTs ~ 3.65 

420595 AA278865 Hs.88523 ESTs 165 

15 404477 NA MA 165 

457003 S78234 Hs.172405 cell division cycle 27 165 

443055 AV653742 Hs.15536 hypothec protein DKFZp761J1 39 3.65 

452220 BE158006 Hs.212296 ESTs 165 

414463 T69078 Hs.76177 dpha-1^croglobuHnMunin precursor 165 

20 457465 AW301344 Hs.122908 DNArepBcafion factor 164 

436149 AI754308 Hs.159452 ESTs 163 

433790 BE298215 Hs .288968 RAB22A, member RAS oncogene family 163 

427920 Z11502 Hs.181107 annexinA13 163 

424641 AB001106 Hs.151413 glia maturation factor, beta 163 

25 426514 BE616633 Hs.170195 bone morphogenetic protein 7 (osteogenic 162 

411975 A1916058 HS.1445B3 ESTs 3.61 

409239 AA740875 Hs.44307 ESTs, Moderately similar to 138022 hy pot 161 

429628 H09804 Hs.1 3268 ESTs 161 

449722 BE280074 Hs.23960 cydinBI 160 

30 4283B9 AW135714 Hs.283127 ESTs, Weakly similar to T19201 hypothec 160 

419945 AW290975 Hs.1 18923 ESTs 160 

410365 AI287518 Hs.62669 Homo sapiens mRNA; cDNA DKFZp586D0923 (f 160 

420585 AW505139 Hs.9460 Homo sapiens mRNA; cONA DKFZp547C244 (fr 160 

407809 AW082279 Hs.244105 ESTs 160 

35 457708 AA805443 Hs. 179309 hypotheScai protein FU22995 160 

427943 AW959075 Hs.238797 ESTs, Moderately similar to 138022 hypct 160 

428771 AB028992 Hs.193143 KIAA1 069 protein 160 

446638 AL133063 Hs. 15783 Homo sapiens mRNA; cDNA DKFZp434P1 115 (f 159 

418688 T85017 Hs.1192 WAA0074 protein 159 

40 436961 AW375974 Hs.156704 ESTs 158 

430514 AA318501 Hs^41587 megakaryoc^te-enhanced gene transcript 1 158 

415245 N59650 Hs.27252 ESTs 157 

452823 AB012124 Hs.30696 transcription factor-like 5 (basic helix 155 

423503 AW6Q4297 Hs. 129711 hapaSSs A vims cellular receptor 1 155 

45 401165 NA NA 155 

415382 AI743539 Hs.72465 ESTs, Weakly similar to non-tens beta ga 155 

433968 AL157518 Hs.90421 PR02463 protein 155 

421528 AB037837 Hs. 105461 hypothetical protein FU20357 155 

443325 BE398006 Hs.90462 Homo sapiens, done IMAGE41 32043, mRNA 155 

50 444355 BE383686 Hs.191621 ESTs, Moderately similar to ALU6_HUMAN A 155 

450715 AI266484 Hs.31570 ESTs, Weakly similar to KIAA1324 protein 155 

427510 Z47542 Hs.179312 small nuclear RNA activafetg complex, po 155 

455630 AV655701 Hs.75183 cytochrome P450, subfamily HE (ethanoV 155 

441085 AW136551 Hs.181245 Homo sapiens cDNA FU12532 fc, done NT 154 

55 434206 AW136973 Hs588516 ESTs, Weakly similar to S69890 mitogen i 154 

446619 AU076643 Hs.313 secreted phosphoprotetn 1 (osteoponfin, 153 

432542 AW083920 Hs, 16098 ctaudin2 153 

433675 AW977653 Hs.75319 nbonucfeoBde reductase M2 potypep&Je 152 

423441 R68649 Hs.278359 absent h melanoma 1 like 151 

60 452940 AA029722 Hs.2173 fucosyltransferase4(al P ha(1,3) fucosy 151 

440400 AA994364 Hs.125594 ESTs, WeaHy similar to T25472 hypotheti 150 

453439 AI57243B Hs.32976 guanine nucleotide binding protein 4 148 

447247 AW369351 Hs.287955 Homo sapiens cDNA FU13090 fis, done NT 3.48 

449915 NMJ504529 Hs.404 rnyeloid/lyrrphoid or rntxeoMineage leukem 147 

65 427975 AI536065 Hs.122460 ESTs 146 
400297 AI127076 HsJ34473 rrypothefcsi protein DKFZp55401 278 145 
404253 145 
435567 AW504944 Hs.1 62990 Homo sapiens cONA FU14193 fc, done NT 145 
432158 W33165 Hs.22933 UDP^kicose:glycoprotein gJucosyttransfe 145 
70 417315 AI080042 Hs.336901 nTxisorral protein S24 145 
419140 A1982647 Hs^15725 ESTs 3.44 
446901 AI347274 gb:tc05d02a1 NCLCGAP_Co16 Homo sapiens 143 
451806 NM.003729 Hs.27076 RNA SUerminal phosphate cyclase 142 
411571 AA122393 Hs.70811 hypothetical protein FU2051 6 3.42 
75 442717 RB8362 Hs.180591 ESTs,WeaWysiniflartoT23976hypothefJ 141 
443426 AF098158 Hs.9329 cruorncsome 20 open reading frame 1 141 
419131 AA406293 Hs.41167 ESTs 3.41 
430264 AA470519 gbxc71f10s1 NCI_CGAP_Pr1 Homo sapiens 140 
450159 AI702416 Hs.200771 ESTs,MrjderaletysinTaartoAChainA.T 140 
80 453531 AA417940 Hs.271400 ESTs, Weakly similar to JC5795 COEP prot 140 
444826 AI674482 Hs.1 48441 ESTs 3.40 
445354 AV653485 Hs.6390 Homo sapiens done FLB3344 PRO0845 mRNA, 3.40 
444078 BE245919 Hs.10290 U5snRNP^peci5c40kDaprot^(W J r^ 3.40 
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418939 
418134 
430544 
427927 
410304 
410406 
40B494 
452930 
446432 
456653 
425322 
428261 
421039 
407819 
424698 
433361 
435022 
447164 
454018 
439871 
453941 
411560 
435532 
438008 
421246 
451707 
457574 
443613 
415857 
438746 
408660 
427738 



417221 
424770 
417720 
428571 
452862 
414343 
437222 
422665 
414706 
446565 
447829 
427576 
456132 
407305 
419741 
424581 
445592 
453320 
451797 
413930 
410659 
446202 
432193 
439262 
401823 
441264 
424081 
408321 
447432 
404519 



427961 
427660 
411643 



426472 
410389 
439979 
422363 
443162 
431678 
430439 
407201 
437905 
434160 
407995 
412966 
414386 
444381 



AW630803 

AA397769 

AA481066 

AI879165 

U64820 

AI969703 

AA554714 

AW1 95285 

AD77320 

A1807519 

U63630 

AW006855 

NM_003478 

R42185 

AA164366 

AW469373 

AW183385 

AF026941 

AW016892 

R88518 

U39817 

AW851186 

AW291488 

AA775026 

AW582962 

AW051051 

H88717 

AI079356 

AA866115 

A1885815 

AA525775 

NMJW0318 

AW361299 

AW379029 

AA425562 

AA205625 

NMJW5531 

AW378065 

AL036166 

AL117588 

AJ011812 

AW340125 

D13757 

A1433Q29 

BE242611 

BE219771 

AA715284 

NMJXJ7019 

M62062 

AV654382 

AW450240 

AW663858 

M86153 

A1080175 

A1279706 

AA372264 

AA832333 

NA 

AA927170 
NMJM6413 
AW405882 
AW958473 

AI800271 

AW297582 

AW293165 

AI741320 

AI924519 

AW375610 

BE246138 

AW954049 

AW60Q291 

T55979 

T49951 

AW072372 

AL133561 

N31998 

AW363121 

BE551196 

AI094748 

BE243311 

X00442 

BE387335 



Hs.89497 


lamin 81 


3.40 


Hs.86617 


ESTs 


3.40 


Hs.105153 


Homo sapiens, done IMAG&3461987. mRNA, 


3.39 


Hs.2227 


CCAAT/enhartcer binding protein (C/EBP), 


3.39 


Hs.65521 


Mactiado-Joseph disease (spinocerebellar 


3.^ 


Hs.1466 


glycerol kinase 


3.38 


Hs.1 87578 


Homo sapiens cDNA RJ1 1 639 fis, dona HE 


3.38 


Hs.1 94097 


ESTs, Weakly similar to 138022 hypotheQ 


138 


Hs. 150058 


ESTs 


3.36 


Hs.104520 


Homo sapiens cDNA FU 13594 fis, done PL 


3.35 


Hs.1 55637 


protein kinase, DNA-acCvated, catalytic 


3.35 


Hs.1 18392 


ESTs Weaktv similar to LNHUER taE Fc ra 


3.35 


Hs.101299 


cuflinS 


3.35 


Hs.274803 


ESTs 


3.35 


Hs.1 51973 


hypothetical protein FU2351 1 


3.35 


Hs.300141 


ribosoma) protein L39 


3.35 


Hs.54627 


ESTs Weaktv similar to FTDH HUMAN 10-FO 


3.35 


Hs.1 7518 


Hfrrnn canieftR rin5 mRNA rrarftal cp/iikwp 

i HJ4HIS ao^iciig wyj iur\i v% UoJUdJ «K#UUdtUs 


3 35 


Hs.100855 


ESTs 


3.35 


Hs.46736 


hypothetical protein FU23476 


335 




Bloom syndrome 


3.34 


Hs!l79909 


hypothetical protein FU22995 


3.33 


Hs.1 17305 


Homo sapiens, done IMAGE: 38J2908, mRNA 


333 


Hs.203S02 


ESTs 


3.33 


Hs.102897 


CGW7 protein 


133 


Hs.60973 


ESTs 


333 


Hs.27774 


ESTs, Highly similar to AF1 61349 1 HSPC0 


3.31 




gb:oz39b09.s1 Scares NhHMPu SI Homo sapi 


331 


Hs.1 27797 


Homo sapiens cDNA FU 11381 fis done HE 


3.31 


Hs.184727 


ESTs 


3.30 


Hs.292523 


ESTs, Moderately similar to PC4259 ferri 


130 


Hs.1 80612 


peroxisomal membrane protein 3 {35x0, Ze 


3.30 


Hs.107000 


hypotheBcal protein FU1 1294 


3.30 


Hs.1 18338 


ESTs, Weakly similar to unnamed protein 


130 


Hs.1 1065 


Homo sapiens HDCME13P mRNA. partial cds 


3.30 


Hs.208067 


ESTs 


3.29 


Hs.2291 


Probe hTg737 (polycystic kidney disease, 


3.29 


Hs.8687 


ESTs 


3.28 


Hs.323378 


coated vestde membrane protein 


3.28 


Hs.12778 


ESTs 


3.28 


Hs.119018 


transcription factor NRF 


3.28 


Hs,76989 


KIAA0097 gene product 


3.28 


HsJ11 


ftrt Q& ononDosvl nvroonoftOitAfp ^ vr\ tn n rr^?n c i 


3.27 


Hs.1 64104 


ESTs 


3.27 


Hs.2173 


fucosyltransferase 4 (alpha (1,3) fucosy 


3.27 


Hs.237146 


hypothetical protein FU 12752 


3.26 


Hs.93002 


Gb:nv35f03 rl NO CGAP BrS Homo sfmfetrc 


3.26 


ubiquifin carrier protein E2-C 


3.26 


Hs.150917 


catenin (cadrierm*a&sociated protein), a 


•a nc 
O.tD 


Hs.17947 


ESTs,WeaWysim3artoT16534hypothefi 


3.25 


Hs.257274 


ESTs 


125 


Hs.333513 


snail Inrfjm'Hp rvtnlrinn snhfamflv P nv> 




Hs.75618 


RAB1 1 A mpmhpT RAR mrnvrpno famflv 




Ks.68826 


ESTs 




Hs.149474 


ESTs 


3.25 


Hs.273193 


hypothetical protein FU10706 


3 25 


Hs333045 


ESTs 


3^25 




NA 


3 75 


Hs^329Q 


ESTs 


125 


Hs.139120 


ribomrdease P(30kD) 


124 


Hs.44205 


corbstatin 


3.24 


Hs^01957 


nucfix fnudeosirfe dfohasohafp tinted mnl 




Hs.1 29445 


hypotheScal protein FU 12496 


124 
123 


Hs.1 03267 


hypothetical protein FU22548 similar to 


123 


Hs.143134 


ESTs 


3.22 


Hs.1 141 21 


Homo sapiens cONAi FU 23228 fis, done C 


122 


Hs.1 92570 


hypotheScal protein FU 22028 


3.21 


Hs.117102 


hypothetical protein FU 13046 similar to 


121 


Hs.30853 


ESTs 


121 


Hs.8177 


ESTs, Weakly similar to PIHUB6 salivary 


3.21 


Hs.6823 


hypotheScal protein FU 10430 


121 


Hs.115474 


repScafion tactor C (activator 1) 3 (38 


120 


Hs.9029 


DKFZP434G032 protein 


3.20 


Hs^67446 


hypothetical protein FU11184 


3.20 


Hs£41426 


DKFZP434B061 protein 


3.20 


Hs.164256 


hypotheScal protein FU20657 


120 


Hs.175596 


ESTs, Weakty similar to T26935 hypotheQ 


3.20 


Hs.1 14275 


ESTs 


120 


Hs.100134 


hypothetical protein FU12787 


3.20 


Hs*024 


IK cytokine, down-regulator of HlA II 


119 


Hs.75990 


haptoglobin 


119 


Hs.283713 


ESTs. Weakly similar to S64054 hypotheS 


118 
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429597 NM_003816 Hs.2442 a disintegrin ami meiafloproteiriase doma 118 

433764 AW753676 Hs.39982 ESTs 117 

459370 AA889982 Hs.271826 ESTs, Weakly simitar to 138022 hypothefi 117 

c 429616 AI982722 Hs. 120845 ESTs 117 

5 415083 A1632683 Hs.27179 Homo sapiens cDNA FU 12933 fis. done NT 116 

424687 JQ5070 Hs.151738 matrix metaUoproletnase 9 (gdatinase B 116 

428839 A1767756 Hs.82302 Homo sapiens cONA FU14B14 fe, done NT 116 

423629 AW021173 Hs.18612 HorrK>sap^cO^FU21909fe,cbneH 115 

443830 AI142095 Hs.143273 ESTs 115 

10 413516 BE145907 gb.MR04fr020B-221299-20^e12HT0208Homo 115 

433527 AW235613 Hs.133020 ESTs 115 

427986 N45214 Hs.282387 Homo sapiens cDNA: FU21 837 fis, done H 115 

457453 Z70695 Hs.272240 Homo sapiens cDNAFUl 1086 lis, done PL 115 

. 427687 AW003867 Hs.1570 histamine receptor Hi 115 

15 455068 AI807894 Hs.47274 Homo sapiens mRNA; cDNA DKFZp564B176 (fr 115 

441720 AI346487 Hs^8739 ESTs 115 

419569 AI971651 HsJ1143 Jagged 1 (Alagflle syndrome) 115 

445921 AW015211 Hs.146181 ESTs 115 

429957 AW204530 Hs.99500 ESTs 115 

20 403137 114 

425268 AI807883 Hs.180059 Homo sapiens cONA RJ20653 fis, done KA 114 

428645 AA431400 Hs.9B729 ESTs,WeaMysimflarto2017205Adihydro 114 

439635 AA477288 Hs.94891 hypothetical protein FU22729 114 

408806 AW847814 Hs.289005 Homo sapiens cONA: FU21532 fis. done C 114 

25 439277 R80061 Hs.164478 hypothetical protein RJ 21939 similar to 113 

443584 AI807036 Hs.267245 hypothetical protein FU 14803 3.13 

406668 T62745 Hs. 1844 11 albumin 113 

452194 AI694413 Hs.332649 olfactory receptor, family 2, subfamily 113 

„ rt 437594 AA761431 Hs.74335 heat shock 90kD protein 1, beta 113 

30 433759 AA680003 Hs. 109353 Homo sapiens cDNA: RJ 23603 fis, done L 113 

420911 U77413 Hs. 100293 O-Gnked N-acetjrlgtucosamhe (GJcNAc) tr 113 

414080 AA135257 Hs.47783 B aggressive lymphoma gene 111 

450209 AWQ08921 Ks.13138 Homo sapiens, done IMAG&3448343, mRNA, 111 

441790 AW294909 Hs.132208 ESTs 111 

35 439352 BE614347 Hs. 1696 15 hypothefical protein FU20989 110 

449664 R06212 Hs.127733 ESTs 110 

435979 W03698 Hs.83513 ESTs, Weakty simflar to ALU1 HUMAN ALU S 110 

424602 AK002055 Hs. 151 045 hypothefical protein RJ 11 193 110 
402963 110 

40 428967 AW978441 Hs.296100 ESTs 110 

455838 BE145808 gb:MRO-HT0208-101299-103-f11 HT0208 Homo 110 

407502 U52096 gb:Humanzinc ringer protein (kr-znfl)m 110 

426853 U32974 Hs.172777 bacutoviral IAP rerx^ntaining 4 110 

Ar 417845 AL117461 Hs.82719 Homo sapiens mRNA; cONA DKFZp536F1822 (f 110 

45 421056 AI076890 Hs.146B47 TRAF family member-associated NFKB acfiv 110 

420617 AK001652 Hs.99423 ATP-dependent RNA heficase 110 

421841 AA908197 Hs.108850 MAK-related kinase 110 

429534 AW976987 Hs.163327 ESTs, Weakty simHar to 210926QA B ceU 110 

408353 BE439838 Hs.44298 rritochondrial ribosomal protein S17 110 

50 433037 NMJJ14158 Hs^79938 HSPC067 protein 109 

443183 R16258 Hs.6217 Homo sapiens cDNA FU 12521 fis, clone NT 109 

457726 AI217477 Hs.194591 ESTs 109 

415786 AW419196 Hs.257924 hypothefical protein FU 1 3782 108 

_ _ 433013 AI697890 Hs. 127337 axin 2 (conducfin. axfl) 108 

55 417601 NM.014735 Hs.82292 WAAQ21 5 gene product 108 

420276 AA290938 Hs.190561 ESTs, Highry similar to SORlJflJMAN SORT1 107 
443323 BE560621 Hs.9222 estrogen receptor binding site associate 107 
446223 BE3QQQ91 Hs.119699 hypotheficai protein FU12989 107 

425851 NM_001490 Hs.159642 glucosamine (W-acetyf) transferase 1. c 107 
60 436203 BE384982 Hs.5076 Homo sapiens cONA: FU221 28 lis, done H 107 
416402 NMJJ00715 Hs.1012 complement component 4*inding protein, 106 
436554 AJ985810 Hs.301173 ESTs 106 
413801 W62246 HsJ55406 ESTs, Hghty simBar to unnamed protein 106 
416248 H99169 Hs.23450 mitochondrial ribosomat protein S25 106 
65 445413 AA151342 Hs.12677 CGM47 protein 106 
452909 NM.015368 Hs.30985 pannexinl 106 
447048 AW393080 Hs.228320 hypothefical protein FU23537 105 
425942 AU077195 Hs. 164036 glucosamine (h^acetyf^dfatase (Sarrf 105 
406333 105 
70 428454 U55936 Hs.184376 synaptoscmakssodated protein, 23kD 105 
411864 AW948147 gb:RCO-MT0013-28030WX31-e03 MT0013 Homo 105 

458632 AI744445 Hs. 167073 Homo sapiens cDNA FU13047 (is, clone NT 105 
448292 BE281316 Hs.47334 hypothetical protein FU14495 105 
__ 459055 N23235 Hs.30567 ESTs, WeaWy similar to B34087 hypofherj 105 
75 402167 105 
433133 AB027249 Hs.104741 TOZ-binding kinase; T-ceO origin ated pr 105 
437828 AW976806 Hs.73149 parred box gene 8 105 
404232 105 
nrk 418164 AI761820 Hs.41074 ESTs, Weakty similar to B9294 McLeod sy 105 
80 412610 X90908 Hs.74126 fatty acfdrinaTng protein 6, flea) (gas 105 
45Z787 AW294022 Hs.222707 WAA1718 protein 105 
425782 U66468 Hs. 159525 ceU grov,lh regulatory wtft EF-hand doma 105 
410718 AI920783 Hs.191435 ESTs 104 
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419196 


AF110908 


Hs.297660 


TNF receptor-associated factor 3 


3.04 


446861 


AI696519 


Hs.14427 


Homo sapiens cONA: FU21600 fe, done H 


3.03 


425492 


AL021918 


Hs.158174 


zinc finger protein 184 (KruppeHike) 


3.02 


452834 


AI638627 


Hs.105685 


KIM 1668 protein 


3.02 


410102 


AW248508 


Hs.279727 


Homo sapiens cONA FU14035 fe, done HE 


3.02 


416568 


H64844 


Hs.138558 


ESTs 


102 


425834 


NM 001639 


Hs.1957 


amyloid P component serum 


3.02 


426711 


AA383471 


Hs.1 80669 


conserved gene ampEfied in osteosarcoma 


3.01 


412719 


AW016610 


Hs.1 299 11 


ESTs 


3.01 


439586 


AA922936 


Hs.1 10039 


ESTs 


3.01 


422867 


132137 


Hs.1584 


cartilage oGgomenc matrix protein (pse 


101 


429703 


T93154 


Hjl28705 


ESTs 


3.00 


400296 


AA305627 


Hs.139336 


ATP-bindlng cassette, sub-tamDy C (CFTR 


3.00 


415261 


T40928 


Ks.8346 


ESTs 


3.00 


419435 


AJ200540 


Hs.14877 


ESTs, Weakly similar to (define not ava 


100 


4299B5 


NM_015836 Hs.227274 


tryptophanyl tRNA synthetase 2 (rrritochon 


3.00 


423038 


D26528 


Hs.123058 


OEAO/H (Asp-Glu-Ala-Asp/His) box potypep 


100 


407182 


AA312551 


Hs.230157 


ESTs 


3.00 


424202 


BE350295 


Hs.15032 


RAN binding protein 17 


3.00 


444585 


AW170015 


Hs.6594 


ESTs 


3.00 


420552 


AK000492 


Hs.98806 


hypothetical protein 


• 3.00 


451939 


U80456 


Hs.27311 


single-minded (DrosophBa) homobg 2 


3.00 


441928 


AB70188 


Hs.211454 


ESTs 


100 


430888 


BE155293 


Hs.76064 


ribosoma) protein L27a 


100 


417806 


AK67277 


Hs.1 83733 


ESTs 


100 


447175 


AB65208 


Hs.293606 


ESTs 


100 


417177 


N^.004458 Hs.81452 


fatty-achJ- Coenzyme A Egase, long-chain 


100 


435447 


AI872932 




gfcwm72e0lx1 NC1_CGAP_Ut2 Homo sapiens 


100 


405394 








100 


454975 


AW848047 




g£IL3-CT0214-291299452-A12 CT0214 Homo 


100 


441535 


AL135735 


Hs.7885 


phosph alidyfinosito) binding dalhrin as 


100 


428361 


NM.015905 Hs.183858 


transcriptional intermediary factor 1 


3.00 



TABLE 6B 



Pkey: Unique Eos probeset identifier number 

CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT number Accession 



411765 
411864 
412359 
413516 
414148 
424492 
430264 
431064 
433687 
434414 



435447 
436411 
443613 
446901 
448310 
451401 
454403 
454975 



125700.1 
1262055J 
129085.1 
1374595.1 
142133J 
240008 1 
315008.1 
32747*J 
373061J 
"LI 



406400.1 

419334.1 

575391.1 

697809_1 

757918.1 

868474.1 

1170435.1 

1247077.1 

1374605.1 



H43345 AA248302 AA095182 

AW9481 47 BE092318 AW948138 AW948130 AW948148 AW9481 29 AW948136 AW948152 AW948144 AW948137 AW948160 
AW837985 AW837938 AA101955 AW837913 AW837935 

BE145907 BE145796 BE145803 BE145851 BE145923 BE145812 BE145809 BE145852 BE145856 

BE084049 AW292907 AA135984 

AI133482 AI20761 9 AA341626 

AA470519 BE303010 BE302954 BE384120 

AI903735 AA491283 AI694953 AW976903 AA761362 

M743991 AA604852 AW272737 

AI798376 S46400 AW81 1617 AW81 1616 W0O557 BE1 42245 AW858232 AW861851 AW858362 AA232351 AA218567AA055556 AW858231 
AW857541 AW814172 K66214 AWB14398 Af 134 164 AA243093 AA173345 AA199942 AA223384 AA227092 AA227080 T12379 AA092174 T61 139 
AA149776 AA699829 AW8791 88 AW813567 AW813538 A1267168 AA157718 AA1 57719 AA100472 M100774 AA1 30756 AA1 57705 AA 157730 
AA157715 AA053524 AW849581 AW854566 C05254 AW882836 T92637 AW812621 AA206583 AA209204 BE156909 AA226824 AI829309 AW991957 
N66951 AA527374 H66215 AA045564 AI694265 H60808 M149726 AW195520 BE081333 BE073424 AW817662 AW817705 AW817703 AW817659 
BE031531 H59570 

AI872932 AA682306 BE220163 W88695 T81307 H91447 

AW674352 AA715374 Z25205 

A1079358W23287 

AI347274AW844024 

AI480316AW847535 " 

AT793163 AW875182 AW875178 AW875176 

BE065985 BE065944 BE066008 BE066083 BE066093 

AW848047 AW848202 AW848531 AW8481 42 AW84B702 AW8481 21 AW848632AW848140 AW848571 AW848009AW848067AW848069 AW848905 
AW84B214 

BE145808BE145807BE181883 



TABl£6C 



Pkey: Unique number corresponding to an Eos probeset 

Ren Sequence sourca The 7 digit numbers in this column are Genbank IdenSfier (GJ) numbers. "Dunham I. el al* refers to the publication entitled "The DNA 

sequence of human chromosome 22/ Dunham L ei aU Nature (1 999) 402:489-495. 
Strand: Indicates DNA strand from whfch exerts were predicted. 

NLpostfiorr Indicates nucleotide positions of predicted exons. 
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Pkey 


Ref 


Strand 


NLposiSon 


400534 


6981826 


Minus 


278637-279292 


401165 


9438376 


Minus 


168244168423 


401480 


7321503 


Rus 


166120-166347,166451-166557,169651-169832 


401644 


8576138 


Plus 


82655-83959 


401823 


2262095 


Minus 


4257£42697,43189-43287,4583(MS974 


402167 


8571795 


Phis 


109122-110357 


402963 


5419553 


Mnus 


12950-15959 


403137 


9211494 


Minus 


92349-92572,92958-93084,93579-9371^93949-94072.94591-94748,95214-95337 


403776 


7770611 


Minus 


1414-1513,1624-1756 


404025 


7341444 


Rus 


131740-131905 


404232 


8218045 


Minus 


71800-71956 


404253 


9367202 


Minus 


55675-56055 


404477 


8080699 


Plus 


113390-113577 


404516 


8151967 


Rus 


114153-114322 


404519 


8152000 


Rus 


12817-13000 


404567 


7249169 


Minus 


101320-101501 


404996 


6007890 


Phis 


37999^8145,38552-38998,39727-39872.40557-40674,42351-42450 


405394 


6624123 


Minus 


31900-32373 


405460 


7684569 


htinus 


52223-52389 


405769 


3046270 


Minus 


76844-77193 


406117 


9142932 


Rus 


54304^4584 


406333 


9213235 


Rus 


6468^4798 


405360 


9256107 


Minus 


7513-7673 


406414 


9256407 


Plus 


4959349850 



TABLE 7A: 516 GENES UP-REGULATED IN COLON CANCER COMPARED TO NORMAL COLON 

Table 7ADsts 516 genes up-regulated in colon cancer compared to normal colon . Tnese were selected as for Table 6A except for using all CEP and colon sample in the normal body 
fissue list as t he normal samples In determining Pie denominator value and the ratio was equal to or greater than 5.0. 

Ptey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of tumor to normal colon 



Pkey 


ExAccn 


UnigenelD 


441031 


AI110684 


Hs.7645 


406667 


M12523 


Hs.184411 


409041 


AB033025 


Hs.50081 


428330 


122524 


Hs.2256 


421552 


AF026692 


Hs.105700 


429201 


X03178 


Hs.198246 


452281 


T93500 


Hs.28792 


447033 


AI357412 


Hs.157601 


428839 


AI767756 


Hs.82302 


438461 


AW075485 


Hs585049 


413841 


M34276 


Hs.75576 


428187 


A1687303 


Hs.285529 


408806 
K52862 


AW847814 


Hs.289005 


AW378065 


Hs.6687 


415989 


A! 267700 


HsJ17584 


427585 


031152 


Hs.179729 


421470 


R27496 


Hs.1378 


424051 


AL110203 


Hs.138411 


439759 


AL359055 


Hs.67709 


449032 


AA045573 


Hs52900 


421462 


AF016495 


Hs.104624 


424252 


AK000520 


Hs.143811 


452B23 


AB012124 


Hs30696 


432340 


AA534222 




433447 


U29195 


Hs.3281 


414386 


XD0442 


Hs.75990 


425260 


L47726 


Hs.1870 


444754 


T83911 


Hs.11881 


439518 


W76326 




443211 


AI128388 


Hs. 143655 


439608 


AW864696 


Hs.301732 


414559 


AV656184 


Hs.76452 


412719 


AW016610 


Hs.129911 


439451 


AF0B6270 


Hs.278554 


448974 


AL049390 


Hs.22689 



Unigene Title 


R1 


fibrinogen, B beta poJypepfide 


5752 


albumin 


49.94 


KIAA1 199 protein 


49.18 


rriatrixmetalloproteinase 7 (matrilysln, 


4122 


secreted frizzled-related protein 4 


34.64 


group-specific component (vitamin D bind 


33.38 


Homo sapiens cDNA FU1 1041 fis, done PL 


33.10 


ESTs 


3154 


Homo sapiens cDNA RJ14814 fis. clone NT 


2634 


phosphoserine aminotransferase 
plasminogen 


25.40 


G protein-coupled receptor 49 


24.68 
24.00 


Homo sapiens cDNA: RJ21532 fis, done C 


23.18 


ESTs 


21 34 


ESTs 


2052 


collagen, type X. alpha 1 (Schrmd metaph 


1952 


annexln A3 


1752 


Homo sapiens mRNA; cDNA DKFZp586J1922 (f 


1736 


Homo sapiens mRNA fiifl tengfo Insert cDN 


1758 


nuclear factor (erythrokWenVed 2)-Gk 


17.08 


aquaporin 9 


17.02 


hypothe&ai protein RJ20513 


1658 


transcripfion factor-See 5 (basic helix 


16.70 


gbnj21d0ls1 NCI_CGAPJVA1 Homo sapiens 


• 16.64 


neuronal pentraxin ll 


1b\59 


haptoglobin 


16.19 


phenylalanine hydroxylase 


16.08 


transmembrane 4 superfarriy member 4 


15.82 


gbzd60d04j1 Soares_fetaj^hearLNbHH19W 


15.80 


ESTs 


15.78 


hypothetical protein MGC5305 


15.52 


C-reacfive protein, pentraxirwelated 


15.42 


ESTs 


1554 


heterochrornatin-lite protein 1 


15.18 


Homo sapiens mRNA; cDNA DKFZp58601318 (f 


15.03 
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5 

10 

15 

20 

25 

30 

35 

40 

45 
50 
55 
60 
65 
70 
75 
80 



416402 NMJM0715 Hs.1012 

453863 X02S44 Hs572 

441243 AI767056 Hs.193002 ESTs 

413318 AU076607 Hs.75285 hto-dpha 

451917 AW391351 Hs.50820 



ooinjrferoent component 4-binding protein, 
omsomucdd 1 



r.H2poJ 
Homo sapiens unknown mRNA 
433213 AW665130 Hs.137190 ESTs 

428261 AW006855 Hs.118392 ESTs. Weaidy similar to LNHUERIgE Fere 
438578 AA811244 Hs.164168 ESTs 

dual speciftctly phosphatase 4 
aspartyRRNA synthetase 



fibrinogen, gamma polypeptide 



429170 KM.001394 Hs.2359 
417006 AW67360S Hs.80758 

449199 AI990122 Hs.196988 ESTs 

436393 AW022213 Hs.143617 ESTs 
4135B5 AJ133452 Hs.75431 

451561 N52812 Hs.177403 ESTs 

420734 AW972872 Hs.293736 ESTs 

422420 U0339B Hs.1524 tumor necrosis factor (figand) superfami 

441377 BE218239 Hs^02656 ESTs 

435981 H74319 Hs.188620 ESTs 

417296 L36196 Hs.81884 sulfotransferase farnfly, cytosofic, 2A, 

428664 AK001666 Hs.189095 sim2ar to SALL1 (sal {Drosophita)-tike 

459370 AAB89982 Hs.271826 ESTs, Weakly similar to 138022 hypotheti 

430290 AI734110 Hs. 136355 ESTs 

450221 AA328102 Hs.24641 cytosketeton associated protem 2 

450628 AW382884 Hs.204715 ESTs 

446232 A1281848 Hs. 194691 retinoic acid Induced 3 

428223 AA424313 Hs.98402 ESTs 

432582 AK23817 Hs.168457 ESTs 

407884 BE075316 Hs.95011 syntrophin, beta 1 {dystrophin-associate 

Ks.184628 hypothetical protein FU10883 

Hs.109370 ESTs 

Hs.1473 QsstriiweleasinQ peptide 

434699 AA643687 Hs, 149425 Homo sapiens cONAFU 11980 ns, done HE 

447532 AK000614 Hs. 18791 hypothetical protein FU20607 

443162 T49951 Hs£029 DKFZP434G032 protein 

450149 AW969781 Hs.1 32863 3c femBy member 2 (odd-paired Drosophi 

446372 AB020644 Hs.1 4945 long fatty acyLCoA synthetase 2 gene 
453909 AW004045 Hs.2Q3365 ESTs 

416655 AW968613 Hs.79428 BCL2/adenovirus E1B 19kD-interacEng pro 
452903 AI953425 Hs.246911 ESTs, Weakly similar to 138022 hypotheti 
Hs.306044 CGW5 protein 

Hs.1 63443 Homo sapiens cDNA FU11576 fis. clone HE 
455777 AA524285 Hs.154172 ESTs, Moderately s'milar to BCGf .HUMAN B 
425745 U44060 Hs.14427 Homo sapiens cDNA: FU21800 fis, clone H 
Hs.117183 ESTs 

sirnOar to rat HREV107 



428493 AK001745 
407202 N58172 
422109 S73265 



433011 H07960 
423575 C18863 



407168 R45175 

407633 NMJW7069 Hs37189 
400534 

450434 AA166950 Hs.1 95870 hypothefical protein FU 14991 

445873 AA250970 Hs^51946 rjo!y{A)-binding protein, (^toplasmic 1-1 

440526 AI832243 Hs.211471 ESTs 

427544 AI767152 Hs.1 81400 ESTs, Weakly similar to f78B85 serine/th 

447974 R76886 gb^i54b03^1 Scares placenta Nb2HP Homo 

431958 X63629 Hs.2877 cadherfn 3, type 1, P-cadherin (placenta 

453922 AF053306 Hs.36708 budding uninhibited by benzrmidazdes 1 

457065 AI476318 Hs.192480 ESTs 

408950 AA707814 Hs. 14945 long fatty acyi-CoA synthetase 2 gene 

419852 AW503756 Hs.286184 hypothetical protein dJ551DZ5 

414718 H95348 Hs.107987 ESTs 

447505 AL049266 Hs.1 8724 
404567 

428536 AI143139 Hs.2288 



Homo sapiens mRNA; cDNA DKF2p564F093 (fr 



vistnln-Qce 1 

444381 BE387335 Hs.283713 ESTs, Weakly sim3ar to S64054 hypotheti 

437267 AW511443 Hs.258110 ESTs 

420583 H77859 Hs.65450 re&uton4 

407244 M10014 Hs.75431 fibrinogen, gamma polypeptide 

425071 NM-013989 Hs.1 54424 dewdmase. toddrryronine, type n 

449655 AI021987 Hs.59970 ESTs 

459504 BE514127 

434609 R76593 



gb:601315974F1 N1H_MGC_8 Homo sapiens cO 
gbgfi60cH j1 Scares placenta Kb2HP Homo 
412104 AW205197 Hs^40951 Homo sapiens, Similar to RIKEN cDNA 2210 
447863 AL047611 Ks.288885 Homo sapiens cDNA FU 14246 fis, done OV 
448106 AI800470 Hs.171941 ESTs 
439192 AW970536 Hs.1 0541 3 ESTs 

446619 AU076643 Hs.313 secreted pbosphoprotem 1 {osteopontki, 
427535 R29543 Hs.2164 pro-piatetet basic protein (tndudes pia 
440591 AA431599 Hs.132799 hypothetical protein FU23451 
440404 A1015881 Hs324527 niitochondrial rBxajmal protein S5 
4262B3 NMJM3937 Hs.1 69139 kyrrureninase (L-kynurenine hydroiase) 



401742 NA 
416393 N54037 
413339 AI818080 



NA 



Hs.262869 plasmmogen-Gke 

Hs.1 94290 ESTs 

437641 AA811452 Hs.291911 ESTs 

428743 ALO8O06O Hs301549 Homo sapiens mRNA; cDNA DKFZp564H1 72 (fr 

431319 AA873350 Hs302232 ESTs 
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434008 


AA740878 


Hs.1 12982 


ESTs 


9.20 


446311 


AW007294 


Hs.149795 


ESTs, Moderately similar to ALU1_HUMAN A 


9.16 


419968 


X04430 


Hs.93913 


interleuJdn 6 (interferon, beta 2) 


9.16 


413597 


AW302885 


Hs.117183 


ESTs 


9.15 


440527 


AV657117 


Hs.184164 


ESTs. Moderately amHar to S65657 alpha 


9.14 


409327 


L41162 


Hs.53563 


collagen, type IX, alpha 3 


9.14 


444107 


T46839 


Hs.10319 


UDP gtycosyt transferase 2 family, polype 


9.05 


456653 


AI807519 


Ks.104520 


Homo sapiens cDNA FU13694 fis, done PL 


8.98 


450164 


AI239923 


Hs.30098 


ESTs 


8.95 


432867 


AW016935 


Hs.233364 


ESTs 


8.93 


437396 


BE140396 


Hs.21621 


hypothetic.* protein DKFZp762O076 


8.92 


421126 


M74587 


Hs.102122 


insuBn-Gke growth factor binding prole 


8.92 


452712 


AW838S16 




gfcRC5-LT0054-14020O013^01 LT0054 Homo 


8.90 


419131 


AA406293 


Hs.41167 


ESTs . 


8.86 


444783 


AK0O1468 


Hs.62180 


anfflin {Drosophila Scraps homoiog). act 


8.82 


418895 


AA894638 


Hs.14600 


ESTs 


8.82 


422665 


AJ011812 


Hs.1 19018 


transcription factor NRF 


a82 


409757 


NMJJ01898 Hs.123114 


cystafinSN 


a78 


419752 


AA249573 


Hs.1 526 18 


ESTs, Moderately simflar to ZN91_HUMAN Z 


a74 


412446 


AI768015 


Hs.92127 


ESTs 


&71 


433285 


AW975944 


Hs.237396 


ESTs 


a68 


414538 


AW512228 


Hs.1 07987 


ESTs 


a64 


449318 


AW236021 


Hs.78531 


Homo sapiens. Similar to WKEN cDNA5730 


a62 


430835 


AI240006 


Hs.1 92326 


ESTs 


8.60 


445467 


AI239832 


Hs.1 561 7 


ESTs, Weakly similar to ALU4_HUMAN ALU S 


8.59 


445537 


AJ245671 


Hs.1 2844 


EGF-Gke-domain, multiple 6 


8.52 


450375 


AA00S647 


Hs.8850 


a cGsintegrin and melalloproteinase doma 


8.52 


428355 


BE256452 


Hs.2257 


vitronectin (serum spreading factor, som 


8.50 


444478 


W07318 


Hs.240 


M-phase phosphoprotetn 1 


8.47 


439398 


AA284267 


Hs.221504 


ESTs 


8.44 


428368 


6E440042 


Hs.83326 


matrix metaflopr oteinase 3 (stromelysin 


8.43 


403776 








a42 


418973 


AA233056 


Hs.1 91518 


ESTs 


8.42 


445436 


AI224105 


Hs.1 51408 


ESTs 


8.38 


417958 


M767382 


Hs 193417 


ESTs 


8.34 


452838 


U65011 


Hs.30743 


preferentially expressed antigen in mela 


8.34 


425761 


AW664214 


Hs 196729 


ESTs 


8.33 


449419 


R34910 


Hs.119172 


ESTs 


8.29 


407007 


U22961 




gteHuman mRNA clone with similarity to L 


8.28 


420900 


AU045633 


Hs.44269 


ESTs • 


a25 


452503 


AB000509 


Hs .29736 


TNF receptor-associated factor 5 


8.23 


458242 


BE299588 


Hs.28465 


Homo sapiens cDNA: RJ21869 fis, done H 


ais 


420120 


AL049610 


Hs.95243 


transcription elongation factor A (SI I)- 


8.16 


432363 


AA534489 




gtmf76g 11^1 NCt_CGAP_Co3 Homo sapiens 


aie 


418738 


AW388633 


Hs.6682 


solute carrier famOy 7, (cafionic amino 


a.12 


446155 


AI553695 


Hs.159422 


Homo sapiens cDNA FU 13997 lis, done Y7 


aio 


418379 


AA218940 


Hs.137516 


fidgefin-Gke 1 


ao7 


424560 


AA1 58727 


Hs 150555 


protein predicted by done 23733 


ao6 


453116 


AI276680 


Hs 146086 


ESTs 


ao4 


419929 


U90268 


Hs.93810 


cerebral cavernous malformations 1 


ao4 


409687 


T51125 


Hs.8493 


ESTs 


aoo 


407790 


AI027274 


Hs.288941 


Homo sapiens cDNA FU 14856 fis, clone PL 


aoo 


416661 


AA634543 


Hs.79440 


IGR1 mRNA-btndlng protein 3 


aoo 


418036 


237976 


Hs.83337 


latent transforming growth factor beta b 


7.99 


422762 


AL031320 


Hs.119976 


Human DMA sequence from dona RP1-20N2 o 


7.96 


421633 


AF1 21860 


Hs.106260 


sorting nexci 10 


7.92 


432542 


AW083920 


Hs.16098 


daudin 2 


7.86 


414869 


AA157291 


Hs.21479 


ubinucteinl 


7.84 


419502 


AU076704 


Hs.90765 


fibrinogen, A alpha polypeptide 


7.80 


406665 


V00495 


Hs.1 844 11 


albumin 


7.78 


418007 


M13509 


Hs.83169 


matrix metal loprotelnase 1 (interstitial 


7.78 


439616 


BE018635 


Hs.56582 


Homo sapiens cDNA FU 12789 fis, done NT 


7.77 


406360 


NA 




NA 


7.76 


406587 


M31126 


Hs.272620 


pregnancy specific beta-1-gfyccprotein 9 


7.76 


431510 


AA5B0082 


Hs.112264 


ESTs 


7.76 


414312 


AA155694 


Hs.191060 


ESTs 


7.71 


443450 


N66045 


Hs.133529 


ESTs 


7.70 


449870 


AI672487 


Hs.15423 


hypothetical protein HOCMC04P 


7.64 


425681 


AB018297 


Hs.159183 


KZAA0754 protein 


7.63 


408897 


N50204 


Hs.283709 


Opopolysaccharido specific response-? p 


7.62 


443285 


AI301918 


Hs.334264 


ESTs 


7.60 


420807 


AA280527 


Hs.57846 


ESTs 


• 7.60 


424650 


AW576156 


Hs.250824 


Homo sapiens cDNA: FU23435 fis, done H ' 


7.60 


410718 


A1920783 


Hs.191435 


ESTs 


7.60 


430848 


AW021726 




gb:df27e02.y 1 Morton Fetal Cochlea Homo 


7.60 


434294 


AJ271379 


Hs.76194 


ribosomal protein S5 


7.60 


445808 


AV655234 


Hs.298083 


ESTs, Moderately similar to PC4259 fern 


7.56 


438604 


AA811896 


Hs.44604 


ESTs 


7.54 


45B997 


AW937420 


HsX9662 


ESTs 


7.54 


400289 


X07820 


Hs3258 


matrix metaOoproteinase 10 (stromelysin 


7.54 


409187 


AF 154830 


Hs.50966 


carbarnoyl-phosphatB synthetase 1. mitoch 


7.52 


445640 
404996 


AW969626 


Hs.31704 


ESTs, Weakly simlar to K1AA0227 (Usapi 


7.49 
7.48 
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420759 


T11832 


Hs.127797 


Homo sapiens cONA RJ11381 fis, done HE 


7.48 


433B59 


AW896758 


Hs^73769 


ESTs 


7.44 


423952 


AW877787 


Hs.136102 


KAA0853 protein 


7.44 


431193. 


AW749505 


Hs^95770 


WAA171 9 protein 


7.43 


413530 


M130158 


Hs.19977 


ESTs, Moderately similar to ALU8_HUMAN A 


7.40 


417479 


AI057052 


Hs.133554 


ESTs. Weakly simBar to Z195_HUMAN ZINC 


7.40 


424613 


ALO79850 


Hs.151236 


highly charged protein 


7.37 


417720 


AA205625 


Hs.208067 


ESTs 


7.35 


449347 


AV649748 


Hs^95901 


K1AA0493 protein 


7.34 


449444 


AW818436 


Hs. 23590 


sohite carrier family 16 (monocarboxyfc 


7.34 


447499 


AW262580 


Hs.147674 


protocadherin beta 16 


7.32 


426890 


AA393157 


Hs.41294 


ESTs 


7.31 


450568 


AL050078 


Hs.25159 


Homo sapiens cDNA RJ 10784 lis, clone NT 


7.28 


445019 


AJ205540 


Hs.281295 


ESTs 


7.28 


419474 


AW968619 


Hs.155849 


ESTs 


7.24 


417015 


M83772 


Hs.80876 


flavin containing monooxygenase 3 


7.24 


411765 


H43346 




gb:yp09a04 jI Soares breast 3NbHBst Homo 


7.24 


448816 


AB033052 


Hs.22151 


KIAA1 226 protein 


7.18 


416143 


AI955650 


Hs.79033 


giulaminyt-pepfide cydotransferase (g!u 


7.18 


451815 


AW974911 


Hs.184793 


Homo sapiens cDMA; RJ21 880 fis, done H 


7.18 


420777 


AA280223 


Hs.130865 


ESTs 


7.16 


414463 


T69078 


Hs.76177 


alphs-l-microgJobuIin/blkuniri precursor 


7.14 


409269 


AA576953 


Hs^2972 


hypothetical protein FU 13352 


7.14 


443614 


AV655386 


Hs.7645 


fibrinogen, B beta polypeptide 


7.14 


448706 


AW291095 


Hs.21814 


interleukin 20 receptor, alpha 


7.13 


441124 


T97717 


Hs.1 19563 


ESTs 


7.12 


414680 


AA743331 


Hjl272572 


hemoglobin, alpha 2 


7.10 


446432 


AI377320 


Hs.150058 


ESTs 


7.10 


439295 


AW206091 


Hs.253536 


ESTs 


7.08 


436902 


AW247145 


Hs.192729 


ESTs 


7.08 


428679 


AA431765 




gbzw80c03.s1 Soares.tesGs.NHT Homo sap 


7.08 


414865 


AA157155 


Hs.274414 


hypothetical protein FU 14457 


7.08 


421373 


AA808229 


Hs.167771 


ESTs 


7.06 


432435 


BE218886 


Hs.282070 


ESTs 


7.05 


427933 


AW974643 


Hs.190571 


ESTs 


7.04 


436330 


NM_004413 Hs.109 


djpeptidase 1 (renal) 


7.04 


433800 


AI034361 


Hs.135150 


lung type-i cell membrane-associated gry 


7.01 


418763 


AK000219 


Hs.88367 


hypothefcal protein FU2Q212 


6.98 


446322 


N23033 


Hs.155814 


ESTs 


6.98 


442577 


AA292998 


Hs.163900 


ESTs 


6.96 


429486 


AF155827 


Hs^Q3963 


hypothetical protein FU 10339 


&94 


412280 


AW205116 


Hs.272814 


hypothetical protein DKFZp434E1723 


6.92 


436679 


AI127483 


Hs.120451 


ESTs, Weakly similar to unnamed protein 


6.90 


429125 


AA446854 


rfe271Q04 


ESTs, WeaWy similar to 138022 hypotheti 


6.90 


453204 


R10799 


Hs.191990 


ESTs 


6.90 


431576 


M76665 


Hs.275215 


hydroxys terotd (1 1-beta) dehydrogenase 1 


6.68 


427878 


C05766 


HS.1B1022 


CG1-07 protein 


6.88 


454438 


AA224053 


Hs.172405 


cefl division cyde 27 


a 86 


424402 


M63108 


Hs.1769 


uusindrKj nwMHyiSfQTono*Ton3QOu uirtn r 


6.86 


438394 


BE379623 


Hs.27693 


peptidylprolyl isomerase (cyctophiEn}*l 


6.84 


414271 


AK000275 


Hs.75871 


protein kinase C binding protein 1 


6.80 


417168 


AL133117 


Hs.81376 


Homo sapiens mRNA; cDNA DKFZp586U 121 (f 


6.80 


419629 


AB020695 


Hs.91662 


KIAA0888 protein 


6.80 


451686 


AA059246 


Hs.1 10293 


ESTs 


6.80 


430629 


AW451999 


Hs.194024 


ESTs 


&78 


446501 


A1302616 


Hs.150819 


ESTs 


6.78 


442973 


BE567665 


Hs^88550 


Homo sapiens cDNA: FU23156 fis, done L 


6.78 


457030 


AI301740 


Hs.173381 


aTrrydropyrinddinase-fike 2 


6.76 


437773 


U24186 


Hs^83018 


repEcafion protein A complex 34 led subu 


&73 


416018 


AW138239 


Hs.78977 


pro protein convertase subfiBsin/kexin t 


&72 


425478 


AB007953 


H5L268840 


ESTs 


6.70 


411643 


AI924519 


Hs.1 92570 


hypothetical protein FU22028 


6.70 


418555 


AI417215 


Hs.87159 


hypothetical protein FU 12577 


6.67 


453102 


NMJJ07197 Hs.31664 


frizzled (Drosophiia) homolog 10 


6.62 


433615 


AA732982 


Hs.269607 


ESTs, Weakly similar to ALU INHUMAN ALU S 


6.62 


450638 


AK001626 


Hs.25245 


hypothetical protein FU11269 


6.60 


450480 


XB2125 


Hs.25040 


zinc finger protein 239 


6.58 


445191 


AF048686 


Hs.12393 


dTDP-D-glucose 4,6-dehydratasB 


6.56 


414575 


H11257 


Hs.22968 


Homo sapiens clone I MAGE: 451 939, mRNA se 


&54 


432639 


AW973785 




gb:EST385886 MAGE resequences, MAGM Homo 


6.54 


410116 


AW630671 


Hs.58636 


squamous cefl carcinoma antigen recogntz 


6l54 


449894 


AK001578 


Hs^4129 


CLLL7 protein 


6.53 


442914 


AW188551 


Hs.99519 


hypothetical protein FU 14007 


6^3 


424745 


AA214618 


Hs.152759 


activator of S phase kinase 


&52 


441801 


AW242799 


Hs.86366 


ESTs 


6.52 


435542 


AA587376 


Hs^69533 


ESTs 


6.51 


427072 


H38046 


Hs.303193 


ESTs 


6.50 


418051 


AW192535 


Hs.19479 


ESTs 


6.46 


438217 


T53925 


Hs.1 07 


fibrinogen-Dke 1 


6.46 


439809 


R41396 


Hs.101774 


hypothetical protein FU23045 


6.46 


430704 


AW813091 


Hs.335799 


ESTs 


6.44 


410227 


AB009284 


Hs.61152 


exostoses {muifiple)-fike 2 


6.43 


417057 


AJ001417 


Hs.81086 


sohite carrier family 22 (extraneuronal 


6.41 
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428392 H10233 Hs.2255 secretay granule, neuroerriocrine protei 6.40 

452198 AI097560 Hs.61210 ESTs, WeaWy similar to 138022 hypothefi 6.40 

438202 AW169287 Hs.22588 ESTs 6.38 

_ 458311 AF069478 gb^59478 Homo sapiens astrocytoma lib 6.36 

5 451389 K73222 Hs.279009 matrix da protein 6.36 

427899 AA829286 Hs.332053 serum amyloid A1 6.35 

448693 AW0048S4 Hs.228320 hypothetical protein FU23537 &34 

425492 AL021918 Hs.158174 zinc finger protem 184 (KruppeUikfi) a34 

_ 435532 AW291488 Hs. 117305 Homo sapiens, clone IMAGE:3682908, mRNA a32 

10 433908 AW298141 Hs.157975 ESTs 6.32 

430114 AA847744 Hs.99640 ESTs 6.32 

434032 AW009951 Hs.206892 ESTs 6.31 

444656 A1277924 Hs.145199 ESTs 6.30 

4 _ 433607 AA602004 Hs.23260 ESTs 6.26 

15 440659 AF134160 Hs.7327 ctaudinl 6.25 

435663 A1023707 Hs.134273 ESTs 6.24 

409916 BE313625 Hs.57435 solute carrier family 1 1 (protoivcoupled 6.24 

436547 AJ297351 Hs.30824 leucine zipper transcription factor-like 6.24 

447500 A1381900 Hs.159212 ESTs 6^4 

20 407237 AA169872 Hs.6216 Homo sapiens hepatocellular carrimjma-as 6.22 

417715 AW959587 Hs.85366 ESTs 6.22 

423276 AC003034 Hs.126261 Homo sapiens Chromosome 16 BAG done CfT 6.20 

438138 R98299 Hs.177502 ESTs 6.20 

424590 AW966399 Hs.46821 hypothetical prolein FU20086 6.20 

25 416857 AA18877S Hs.292453 ESTs 6.20 

427667 AK001279 Hs. 1801 71 Homo sapiens cDNA FU10417 fis, clone NT 6.18 

429598 AA811257 Hs.269710 ESTs 6.18 

426921 AA037145 Hs. 172865 cleavage stimulation factor, 3T pre-RNA, 6.18 

438940 AF075045 Hs^71609 ESTs 6.18 

30 400195 NA NA 6.15 

430473 AW130690 Hs,59962 ESTs 6.12 

452291 AF015592 Hs.28853 COC7 (cell olvtsfon cycte 7, S. cerevfei 6.10 

420096 AA775910 Hs.95011 syntrophin, beta 1 (dystrophln-assoclate 6.10 

427513 AI476318 Hs.192480 ESTs 6.10 

35 448934 AI598134 Hs.225592 ESTs, Highly similar to T511 46 ring-box 6.10 

410389 AW954049 Hs.8177 ESTs,WeaHysJmHartoPlHUB6sarivary 6.08 

430345 AK000282 Hs^39681 hypothetical protein FU20275 6.08 

424856 AA347746 Hs.9521 ESTs, Weakly shnflar to 2N43.HUMAN ZINC 6.08 

An 409048 H59990 Hs37699 ESTs 6.08 

40 427674 NM_003528 Hs.2178 H2B histone family, member Q 6.08 

452689 F33868 Hs^84176 transferrin 6.06 

453804 AA300204 Hs.35276 KIAA0852 protein 6.06 

442875 BE623003 Hs.23625 Homo sapiens done TCCCTA00142 mRNA sequ 6.05 

408243 Y00787 Hs.624 tnteieu!dn8 &04 

45 420721 AA927802 Hs.159471 ZAP3 protein 6.04 

429393 AA383024 Hs.2016O3 Homo sapiens mRNA; cDNA DKFZp434D0917 (f 6.04 

435420 AI928513 Hs.59203 ESTs 6.04 

428046 AW812795 Hs.155381 ESTs, Moderately simflar to 138022 hypot 6.04 

407746 AK001962 Hs38114 rrypoihefe^ protem FU 11 100 6.02 

50 442116 AB84570 Hs.128813 ESTs 6.00 

423568 NM.005256 Hs. 1298 18 growth arrestspecific 2 6.00 

422011 U30246 Hs.110736 sdutewnterfan^12(sodiuir^)otassi 5,99 

441794 AW197794 Hs353338 ESTs 5.99 

434739 AA804487 Hs.144130 ESTs 5,98 

55 449802 AW901804 Hs.23984 hypotheBcal protein FU20147 5.96 

420218 AW958037 Hs.286 ribosomal protem L4 5.96 

425707 AF115402 Hs.1 171 3 E74-fike factor 5 (ets domain transcript 5.94 

445546 AW468821 Hs, 156054 ESTs 5,94 

439096 AA830185 Hs.269680 ESTs 5,94 

60 452606 N45202 Hs.90012 hypothefical protein FU23441 5.94 

427701 AA411101 Hs^43886 nuclear autogenic sperm protein (his 5.94 

417246 AT76O098 Hs.21411 ESTs 5.94 

433190 M26901 HsJ3210 renin 5.92 

418744 AB87288 Hs. 196379 ESTs, Weakly similar to putative p150 [H 5.92 

65 421477 A1904743 Hs.1 04650 hypothetical protein FU10292 5.92 

434342 AI791138 Hs.116768 ESTs 5.92 

406668 T62745 Hs.184411 albumin 5,92 

418668 AW407987 Hs.173518 M-phase phosphoproteln homotog 5.90 

„ 429984 AL050102 Hs.227209 hypothetical protein FU21 617 5.90 

70 408867 AA437199 Hs.656 ceil division cycle 25C 5.90 

409913 BE243842 Hs.283077 centrosomal P4.1-assocfated protein; line 5.88 
450380 AJ863675 Hs.1 14017 ESTs ■ 5.88 

413026 AAB09485 Hs.1 24219 hypcjtheScal protein FU 12934 5.88 

454653 AW812227 gb:RC2-ST0 173-201 09^011-^09 ST0173 Homo 5.87 

75 457876 AI821940 Hs^64622 ESTs, Moderately similar to ALU8_HUMAN A 5.86 

437222 AL117588 Hs.1 2778 ESTs 5.86 

455530 AV655701 Hs.75183 cytochrome P450, subfamily I1E (ethanot- 5.86 

426269 H15302 Hs.1 68950 Homo sapiens mRNA; cONA DKFZp566A1046 (f 5.64 

409045 AA6350S2 Hs.5C094 Homo sapiens mRNA; cDNA DKFZp434O0515 (f 5X4 

80 441645 AI222279 Hs^01555 ESTs, Weakly similar to T23406 hypolheti 5.84 

401352 5.84 

419088 AI538323 Hs.52820 integral, beta 8 5.84 

431379 AA504264 Hs.1 82937 rx^protyl isomerase A (cydophiDn 5.83 
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439580 AF086401 Ks.293847 ESTs. Moderately similar to S65657 alpha 5.82 

424345 AK001380 Hs.145479 Homo sapiens cDNA FU 10518 fis, dons NT 5.82 

419220 AA811938 Hs.2917S9 ESTs 5.82 

_ 439303 W00805 Hs.102784 ESTs 5.80 

5 415954 AA171850 Hs.42251 ESTs 5.80 

418849 AW474547 Hs.53565 Homo sapiens PIG-MmRNA for manrwjsyllran 5.80 

429945 NMJJ0S729 Hs.225483 diaphanous (Drosophila, homolog) 2 5.80 

439527 AW298119 Hs.202535 ESTs 5.78 

_ 435380 AA679001 Hs.192221 ESTs 5.78 

10 424086 AI351010 Hs. 102267 lysy) oxidase 5.76 

425898 AA365649 Hs.269478 ESTs, WeaWy similar to PC4259 ferrifin 5.76 

428460 AA428865 Hs.98563 ESTs 5.74 

416623 N74925 Hs.38761 Homo sapiens cDNA: FU21564 fis, clone C 5.74 

_ 413982 BE503035 Hs279193 ESTs 5.74 

15 453240 AI969564 Hs.166254 hypothetical protein OKFZp5661 133 5.74 

410505 AW752139 Hs.314323 ESTs 5.72 

447072 D61594 Hs.17279 tyrosytprotein sulfolransferase 1 5.72 

433312 AI241331 Hs.131765 ESTs, Moderately similar to 138937 DNA/R 5.72 

448966 AW372914 Hs.86149 phosphoinositol 3i3hosphatB-binding prat 5.71 

20 433384 AI021992 Hs.124244 ESTs 5.70 

415385 R1779B Hs.7535 COBW-fike protein 5.70 

441894 AA134329 Hs.24170 Homo sapiens, done IMAG£:3685398, mRNA, 5.70 

414696 AF002020 Hs.76918 Ntemann-Pfck disease, type C1 5.68 

448666 NMJJ14953 Hs.323346 WAA1 008 protein 5.68 

25 412246 A1160873 Hs.69233 zinc finger protein 5.68 

426518 243039 Hs.170198 WAA0009 gene product 5.66 

418269 AA806113 Hs.189025 ESTs 5.64 

443316 AI478463 Hs. 18443 aldehyde dehydrogenase B family, member 5.64 
422805 AA436989 Hs.121017 H2A histone family, member A 5.62 
30 442252 AI733395 Hs.129124 ESTs 5.60 
414372 AA143554 gb^o65a02rl Stratagene pancreas {93720 5.60 
435040 A1932350 Hs.152825 ESTs 5.59 
43B777 AA825487 Hs.142179 ESTs 5.58 
433849 BE465884 Hjl280728 ESTs 5.58 
35 438639 AI278360 Hs.31409 ESTs 5.58 
411274 NM.002776 Hs.69423 kaflikrem 10 5.55 
435008 AF150262 Ks.162898 ESTs 5.55 
434194 AF119847 Hs.283940 Homo sapiens PR0 1550 mRNA, partial cds 5.54 
452881 AW135220 Hs.241921 ESTs 5.54 
40 426010 AA136563 Hs.1975 hypothetical protein FU21 007 5^4 
424492 AI133482 gb:HA2093 Human fetal CvercONA library 5.54 
418971 AA360392 Hs.87113 ESTs 5^2 
453716 AA037675 Hs.152675 ESTs 5.52 
408972 M32053 gbtHuman H19 RNA gene, complete cds. 5.51 
45 417543 AA203620 Hs.110153 ESTs 5.51 
419423 D26488 Hs.90315 WAAD007 protein 5.51 
434674 AA831879 Hs.136985 ESTs 5.50 
442980 AA857025 Hs.8878 kinesm-fta 1 5.50 
4188B2 NMJW4996 Hs.89433 ATP-bincflng cassette, subfamily C (CFTR 5.50 
50 404227 NA NA 5.49 
412766 BE544475 Hs.54347 ESTs 5.49 
441708 AI469911 Hs.26498 rrypoftefica! protein FU21 657 5.49 
408432 AW195262 gb:xn67b05jc1 NC1_CGAP_CML1 Homo sapiens 5.48 
437440 AA846804 Hs. 123694 ESTs 5.48 
55 • 410486 AW235094 Hs.69233 zinc finger protein 5.46 
456435 AJ880384 HsJ270747 ESTs, WeaWy sim2ar to ALU2_HUMAN ALU S 5.44 
437378 AI198B23 Hs.160473 ESTs 5.44 
436907 AA737171 Hs.131809 ESTs 5.44 
_ 407300 AA102616 gr*zn43e07.s1 Stratagena HeLa ceD s3 93 5.44 
60 413582 AW295647 Hs.71331 hypothefical protein MGC5350 5.42 
441795 N58115 Hs.21137 AD024 protein 5.42 
452449 AW068858 Hs.20943 ESTs 5.42 
439699 AF086534 Hs. 187561 ESTs, Moderately slmDar to ALU1_HUMAN A 5.40 
431941 AK0001C6 Hs .272227 Homo sapiens cONA FL320099 fis, done CO 5.40 
65 441217 AI922183 Hjl213246 ESTs 5.40 
432383 AK000144 Hs.274449 Homo sapiens cONA FU20137 fis, done CO 5.40 
453891 AB037751 Hs^6353 Homo sapiens mRNA Mi length Insert cDN 5.40 
408690 AWS64542 gb:Pf\W^N0016-12f^0W»3-h02SN0016Homo 5.40 
433759 AA680003 Hs.109363 Homo sapiens cONA: FU23603 fis, clone L 5.39 
70 446142 A1754693 Hs.145968 ESTs 5.38 
408562 A1436323 Hs.31141 Homo sapiens mRNA for K1AA1 568 protein, 5.36 
433929 A1375499 Hs^7379 ESTs 5.36 
421155 H87879 Hs.102267 lysytcodtfase £34 
424853 BE549737 Hs. 132957 Human EST clone 1 22887 manner transpose 5.34 
75 453931 AL121278 Hs.25144 ESTs 5.34 
409091 AW970388 Hs.269423 ESTs 5.33 
416057 A1927382 Hs.29857 ESTs 5.33 
438647 AA813118 Hs.163230 ESTs 5.32 
415091 AL044872 Hs.77910 34rydroxy-3^trry!ntutaTyU^^ A sy 5.32 
80 445038 AI635444 Hs.143917 dJ467N11.1 pnnan 5.30 
408622 AA0560S0 Hs.202577 Homo sapiens cDNA FU12166 fis, done MA 5.30 
403432 5.29 
435820 AA700580 Hs.189000 ESTs 5.28 
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401714 
449508 
413151 
414853 
417372 
443813 
412610 
408943 
415139 
447982 
430789 
453921 
409582 
420911 
422956 
418661 
446271 
435905 
434551 
415245 
436016 
431242 
439818 
424281 
449138 
449416 
430092 
436574 
433377 
440987 
426116 
441928 
432657 
43B011 
437257 
423926 
433393 
415757 
420170 
420493 
425739 
440652 
419706 
427728 
416113- 
446223 
407624 
447197 
452465 
442833 
448952 
408170 
424238 
421072 
424717 
423654 
436862 
436554 
433264 
452387 
412666 
430287 
413293 
418217 
401480 
456179 

TABLE 76 



NA 

AKD01565 
H47969 
U31116 
T99755 
AI079356 
X90908 
NNL007070 
AW975S42 
H22953 
AA632577 
AI824009 
R27430 
U77413 
BE545072 
NH.0O1949 
D82484 
AW997484 
BE387162 
N59650 
AA806465 
AA987742 
AL360137 
AA766243 
AW294215 
AI651016 
AI821399 
AW293527 
AT752713 
AA911705 
AAB68729 
AI3701B8 
AA831815 
BE466173 



X03833 
AF038564 
AA830854 
U43374 
A1635113 
T19016 
AI216751 
C04649 
AJ245600 
AA173525 
BE300091 
AW157431 
R36075 
AA610211 
AA328153 
AI609595 
AW204516 
AA337401 
AB15069 
H03754 
AI674253 
AI821940 
AI985810 
D85782 
A1680772 
AL080116 
AW182459 
AL047483 
AJ910647 
NA 

H75490 



Hs.23618 
Hs.141971 
Hs.77501 
Hs.334728 

Hs.74126 

Hs.49105 

Hs.48524 

Hs.137551 

Hs.310235 

Hs.44577 

Hs.271565 

Hs.100293 

Hs.122579 

Hs.1189 

Hs.330994 

Hs.5003 

Hs.280858 

Hs.27252 

Hs.121538 

Hs.251278 

Hs.19934 

Hs.195531 

Ks.246311 

Hs.16514 

Hs.1 26465 

Hs.43845 

Hs. 130229 

Hs.144694 . 

Hs.211454 

Hs.270940 

Hs.145696 

Hs^90931 

Hs.1722 

Hs.98074 

Hs.187810 

Hs.95631 

Hs.270366 

Hs.1 59410 

Hs. 143977 

Hs.77899 

Hs.1 80545 

Hs.1 18758 

Hs.119699 

Hsl248941 

Hs.34244 

Hs.88201 

Hs.208038 

Hs.31835 

Hs.1 37635 

Hs.89113 

Hs.152213 

Hs.35828 

Hs.264622 

Hs.301173 

Hs.3229 

Hs.306094 

Hs.74420 

Hs.125759 

Hs.302498 

Hs.13442 

Hs.271930 



NA 


5.28 


hypothetical protein FU 10704 


5.28 


Cct- iiL, ,1 1, . • it. , 1 1, bum ui ill ah ai ii r« 

co 1 s, weakly srrraiar to ALUi _HUMAN ALU S 


5.28 


sarcogrycan, beta (43xD dystrophrn-assoc 


5.28 


ESTs 


5.28 


gb:oz39b09.s1 Soares_NhHMPu_S1 Homosapj 


5.28 


fatty and binding protein 6, Heal (gas 


5.27 


FKBP-associated protein 


5.26 


ESTs 


£26 


ESTs 


5.26 


ESTs, Weakly similar to 178885 serineAh 


5.24 


ESTs 


5.24 


ESTs 


S24 


0-Gnked N-acetyig!uco5 amine (GtcNAc) tr 


5.23 


rrypotheficaJ protein FU10461 


5.23 


E2F transaction factor 3 


5.22 


ESTs 


5.22 


WAA0456 protein 


5.21 


ESTs, Highly similar to A35661 DMA exris 


5.21 


ESTs 


5.20 


Human DNA sequence from done RP1 1-472E5 


5.20 


KIAA1201 protein 


5.20 


Homo sapiens mRNA Ml length insert cDN 


5.20 


gb:oa13b1U1 NCLCGAP.GC81 Homo sapiens 


5.20 


ESTs 


5.20 


ESTs 


5.20 


ESTs 


5.20 


ESTs 


5.18 


ESTs 


5.18 


cSTS 


5.18 


ESTs 


5.18 


ESTs 


5.17 


ESTs, Weakly similar to I78885 serine/th 


5l17 


spScing factor (CC1 3} 


5.16 


ESTs, Weakly similar to YFJ7_YEAST HYPOT 


5.16 


mterfeuWn 1, alpha 


5.16 


itchy (mouse homotog) E3 ubiquitin prate 


5.15 


ESTs 


&14 


Human normal keratlnocyte mRNA 


ai4 


ESTs, Weakfy similar to 178885 serine/th 


5.12 


motybdopterin synthase sutfuryiase 


5.12 


ESTs 


5.12 


tropomyosin 1 (alpha} 


5.12 


Homo sapiens mRNA for hypothetical prole 


5.12 


ESTs, Weakfy similar to RLF (RsapiensJ 


5l12 


hypothetical protein FU12959 


5l11 


ESTs 


5.11 


gb:yhB8b01.s1 Soares placenta Nb2HP Homo 


5.11 


ESTs 


110 


ESTs, Weakry similar to A Chain A, Cryst 


5.10 


ESTs 


5.10 


ESTs 


5.08 


ESTs 


5.07 


ESTs 


5.06 


wingless-type MMTV integration site rami 


5.08 


ESTs 


5.06 


ESTs, Moderately similar to ALU8_HUMAN A 


5.06 


ESTs 


5.05 


cysteine dloxygenase, type I 


5.04 


trinucleotide repeat containing 12 


5.04 


origin recogntSon complex, subunit 3 (y 


5.03 


ESTs, WeaWy similar to LEU5JWMAN LEUKE 


5.03 


GTP-binding protein homologous to Saccha 


5.00 


ESTs 


5.00 


NA 


5.00 


ESTs 


&00 



Pkey: Unique Eos probeset IdenGfier number 

CAT number: Gene duster number 
Accession: Genbank accession numbers 



Pkey CAT number Accession 

408432 1058667J AW195262 R27868 AW81 1262 

408690 107490 J AW864542AA056567 AW882724 

411765 1257C0J H43346AA248302AA095182 

414372 143909.1 AA143654 AW753140 AA2 1 3770 AW970855 AA5S9075 AA492132 

424281 237742J AA766243 AA338252 AA338213 
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AOAAQO 


O/trvinn 1 
*4UUUo_l 


AJ133482 A1207619 AA341626 






AA431765 AA432015 


430848 


324621 1 


AIATVMTOC H ft A OTTO A A AOOnQC 

AWU2 1 726 AA4o f/o/. AAAcoOod 


432340 


345248*1 


AA534222 M632632 T81234 


432363 


345469 1 


M534489 AW970240 AW970323 


432639 


351744 1 


AW973785 H60163 AA557608 


434609 


38950 1 


R76593AF147390R76594 


439518 


47334J 


W76326AF086341 W72300 


443613 


575391 1 


AI079356 W23287 


447197 


711623 1 


R36075AJ366546 R36167 


447974 


745643 1 


R76886AI453674R77049 


452712 


928309 1 


AW838616 AW838660 BE144343 AI914520AW888910 BE184854 BE184784 


454653 


1228081 1 


AW81 2227 AW81 2294 AW81 2092 


458311 


543550J 


AF063478 AF069479 AF069480 



TABLE 7C 



Pkey: Unique number corresponding to an Eos probeset 

Ref. Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. Dunham L et a)." refers to the publication entitled The DMA 

sequence of human chromosome 7V Dunham Let al., Nature (1999) 402:48949a 
Strand: Indicates DMA strand from which exons were predicted. 

NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400534 


6981826 


Minus 


278637-279292 


401352 


9931258 


Minus 


26064-26208 


401480 


7321503 


Phis 


166120-166347,166451-166557,169651-169832 


401714 


6715702 


Plus 


96484-96681 


401742 


2911728 


Plus 


64003-64147 


403432 


9719611 


Minus 


68204-68392 


403776 


7770611 


Minus 


1414-1513,1624-1756 


404227 


7838233 


Minus 


93110-93259 


404567 


7249169 


Minus 


101320-101501 


404996 


6007890 


Plus 


3799^8145,38552-38998,39727^39872.40557-40674,42351-42450 


406360 


9256107 


Minus 


7513-7673 



Table 8A shows 538 genes significantly dowrwegiilated hccfcn cancer compared to norma) colon. These were selected as for Table 7A and the rc5o was equal to or less than than 
0.33. 

TABLE 8A: 538 GENES SIGNIFICANTLY DOWN-REGULATED IN COLON CANCER COMPARED TO NORMAL COLON 

Pkey. Unique Eos prabeset Identifier number 

ExAccrc Exemplar Accession number, Genbank accession number 

UnigenelD: Untgene number 

UnigeneTtBe: Unlgene gene title 

R1: Ratio of tumor to normal colon 



Pkey ExAccn UnigenelD Urugene Title R1 

421996 AW583807 Hs.1460 glucagon 0.0233 

429970 AKD00072 Ks^27059 chloride channel, calcium activated, fem 0.0307 

457407 AA505035 Hs.195651 ESTs 0.0416 

423690 AA329648 Hs.23804 ESTs, Weakly similar to PN0099 son3 prot 0.0554 

426651 AU076646 Hs. 171683 nuclear receptor subfamily 1, group H, m 0.0567 

425920 ALD49977 Hs.162209 daudin8 " 0.0601 

431436 AA505035 Hs.195651 ESTs 0.0607 

433084 M18079 Hs.282265 fatty add binding protein X intesfinal 0.0629 

442009 A1733281 Hs. 128320 ESTs 0.0634 

416889 AW250318 Hs.80395 mat. T-cefl diherenuafion protein . a0707 

429050 X81333 Hs. 194777 meprin A, beta 0.0714 

427019 AA001732 Hs. 173233 hypethetJcal protein FU 10970 a0735 

446947 AF146747 Hs.232165 porycvtTBrnia rubra vera 1; cell surface 0.0739 

429657 D13626 Hs.2465 KIAAQ001 gene product; putative G^rotel 0.0769 

443506 H10861 Hs.192124 ESTs, Weakly similar to 138022 hypotheti 0.0838 

415314 N88802 Hs.5422 glycoprotein M6B 00853 

451181 AI796330 rte^07461 ESTs 00873 

429001 AF098951 Hs.194720 ATP-cinding cassette, sub-tardy G (WHIT 0.0888 

426635 BE395109 Hs.129327 hypothetical protein MGC13057 0.0900 

429350 AI754634 Hs.131987 ESTs 0.0927 

432251 AW972983 Hs.232165 polycythemia rubra vera 1;ceDsurface 0.0931 
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411529 AA430348 Hs.317596 Homo sapiens cDNA FU 12927 fis, done NT a0951 

441065 AW205427 Hs.190726 ESTs, Weakly simflar to ALU1_HUMAN ALU S 0.0957 

431252 NM.005478 Hs.251380 irisulin-fike 5 0.0985 

437099 N77793 Hs.48659 ESTs, Highly similar to S 14458 laminto a 0.0987 

5 433546 AI075877 Hs.125461 hypothetical protein FU11539 0.1007 

415154 D63175 gb:HUM501B09BCtonlech human placenta po 0.1032 

409921 AW600239 gb:EST00009 pGEM-T library Homo sapiens 0.1067 

432440 X63597 Hs.2996 sucrase-isomaftase 0.1107 

. _ 430468 NWL004673 Hs.241519 angtopoietirvBke 1 0.1114 

10 427167 AI239607 Hs.99196 hypothetical protein M6C1 1324 0.1147 

441212 AW242447 Hs.146182 cytosotic beta^ucosidase 0.1167 

423605 AF047826 Hs.129887 cadherin 19, type 2 0.1190 

411381 AW841862 Hs.306831 Homo sapiens cDNA: FU22549 fe, clone H 0.1211 

412639 AW961284 Hs.295235 ESTs 0.1239 

15 453399 Z70295 Hs.32966 guanytate cydase activator 28 (uroguany ai240 

403548 0.1248 

421913 AI934355 Hs.109439 osteogtycin (atfecinduc&ve factor, mirna ai274 

457982 AW856093 Hs.183617 ESTs 0.1277 

^ 448835 BE277929 Hs.11081 UBXdomarrwontaining2 0.1277 

20 431292 AA370141 Hs.2281 chromogranm B (secretogranln 1) 0.1291 

441805 AA285136 Hs.301914 neuronal sperifo transcription factor D 0.1309 

407639 AW205369 Hs.312830 ESTs 0.1315 

421741 AK001879 ' Hs.107527 hypothetical protein FU 11 017 0.1325 

„ 454790 AW820852 gb:RC2^T0301-12020(WJ11-f12ST0301 Homo 0.1328 

25 451742 T77609 Hs.1 17970 ankyrin 2, neuronal 0.1335 

425849 AJ000512 Hs.295323 serum/gtucorxrticold regulated kinase 0.1379 

411880 AW872477 gb:rrm30f03.x1 Na_CGAP_Thy4 Homo sapiens ai393 

416585 X54162 Ks.79386 leiomodin 1 (smooth muscle) 0.1395 

435869 AF255910 Hs.54650 junctional adhesion molecule 2 0.1456 

30 407744 AB020629 Hs.38095 ATP-bindlng cassette, sub-family A (ABC1 0.1459 

404767 0.1460 

407266 AJ235664 gbiHomo sapiens mRNA for immunoglobulin 0.1462 

427359 AW02O782 Hs.79881 Homo sapiens cDMA: RJ23006 fis, clone L 0.1463 

452768 AW069459 Hs.61539 ESTs 0.1466 

35 418692 AK000268 Hs.87383 hypothetical protein ai471 

414831 M31158 Hs.77439 protein kinase, cAMP-dependem, regutato 0.1471 

407551 . Y10516 gkRsapiens mRNA for C058 T3 protein. 0.1486 

402076 0.1487 

453500 AI478427 Hs.43125 esophageal cancer related gene 4 protein 0.1500 

40 442080 AW444761 Hs.44565 ESTs 0.1500 

431706 AI616086 Hs^96341 adenytyl cydase-assoa'ated protein 2 0.1513 

4S545 A1B24164 Ks.77667 ryrrrphocyte antigen 6 cornptex, locus E 0.1523 

418390 AF133820 Hs.84665 titin tnWrnogtobutin domain protein (myo 0.1529 

Ajr 435056 AW023337 Hs5422 glycoprotein MSB 0.1532 

45 426034 AI276989 Hs.56123 Homo sapiens cDNA FU13443 fts, done PL 0.1538 

429609 AF002246 Hs*210863 ceil adhesion molecule with homology to 0.1542 

408221 AA912183 Hs.47447 ESTs 0.1552 

425220 AW975317 Hs.162987 ESTs ai558 

445200 AA084460 Hs, 12409 somatostaiin 0.1558 

50 443238 T78886 Hs^84450 ESTs 0.1563 

456064 AA256213 Hs.72010 ESTs 0.1582 

428133 AW167727 Hs.1 1873 ESTs 0.1605 

447261 NM_00S691 Hs.17917 extracellular rink domaiiMontainlng 1 ai615 

437734 AA693951 Hs.1 80284 ESTs a 1637 

55 414290 AI568801 Ks.71721 ESTs 0.1638 

418935 T28499 Hs.89485 carbonic anhydrase IV 0.1656 

411939 AI365585 Hs.146246 ESTs a 1660 

442496 R55073 Hs.124130 ESTs 0.1676 

450693 AW450461 Hs.203965 ESTs 0.1698 

60 420736 A1263022 Hs.82204 ESTs ai718 
405385 0.1745 
404638 0.1751 

427333 AF067797 Hs.176658 aquaportnS 0.1757 
404246 0.1763 

65 433785 BE044593 Hs.1 12704 ESTs 0.1767 

412056 T28160 Hs.778 guanylate cydase activator 1B (retina) 0.1769 

406980 S69265 (NONE) 0.1781 

421685 AL035250 Hs.1408 endotheCn3 . a 1784 

452854 AA437061 Hs.1 4060 prokineocin 1 precursor 0.1795 
70 400514 0.1B05 
454185 BE141030 gb:MR0-HT0067-201099-O02-h11 HT0087Homo 0.1808 

410765 A! 594972 Hs.66180 nudeosome assembly protein 1-Dke 2 • 0.1812 

413724 AA131466 Hs.23767 hypothetical protein FU 12666 0.1812 
412474 AT791451 gb:ni50c09.y5 NCI_CGAP_Ov2 Homo sapiens 0.1812 

75 436008 AI078428 Hs.58785 ESTs 0.1820 
423424 AF150241 Hs, 128433 prostaglandin D2 synthase, hematopoiefic 0.1826 
431728 NMJW7351 Hs^68107 rnuIBmerin 0.1832 
419746 AW867943 Hs.127216 rrypotherjcal protein FU13455 0.1835 
410677 NM_003278 Hs£5424 tetranectin (riasTrriaog^anrfing protein 0.1838 
80 415672 N53097 Hs.1 93579 ESTs ai838 
419050 NM.000036 Hs.89570 adenosine monophosphate deaminase 1 (iso 0.1838 
417342 W40277 Hs.81994 grycophorin C {Gerbich Wood group) 0.1842 
413714 A1550944 Hs.71428 ESTs ai845 
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427061 
405282 
400163 
412295 
447414 
407891 
437140 
431544 
436659 
447164 
453698 
423743 
428412 
420058 
434583 
421865 
452786 
407601 
419758 
437740 
405610 
437145 
416961 
401465 
437425 
416231 
401753 
433430 
432150 
411644 
403957 
435900 
424208 
445500 
419956 
418026 



401381 
426452 
433476 
423405 
442826 
427060 
437354 
447734 
424585 
458016 
423893 
401521 
430130 
401024 
414802 
441083 
417355 
422440 
442930 
431089 
444567 
405654 
415471 
449243 



AB032971 Hs.173392 K1AA1145 proteJn 



AW088826 Hs.117176 poty(AH«ng protein, nuclear 1 

D82343 Hs.1 8551 neuroblastoma (nerve tissue) protein 

M486620 Hs.41135 endornucin-2 

AA312799 Hs.283689 activator of CREM in testis 

AK000770 Hs.299329 Homo sapiens cDNA FU20753 fis, done CO 

AI217900 Hs.144464 ESTs 

AF026941 Hs.17518 Homo sapiens dg5 mRNA, partial sequence 

AA037615 Hs.42746 ESTs 

AB023148 Hs.173373 WAA0931 protein 

M428240 Hs.126083 ESTs 

AKD01423 Hs.94694 Homo sapiens cDNA FU 10561 fis. done NT 

AW298724 Hs.202fi39 ESTs 

AA609911 Hs.109012 MAXdimerizaljon protein 

R61362 Hs.106642 ESTs, WeaHy similar b T09052 hypothec 

AC002300 Hs.371 29 sodium channel, nonvoitage-gated 1 , beta 

U31973 Hs.93173 phosphodiesterase 6C, cGMP-spedfic, con 

AA810265 Hs.122915 ESTs 

solute earner family 4, sodium bicarbon 
ribosomal protein SI 6 

hypotheecal protein DKFZp547M236 
ESTs 

ESTs 

hypothetical protein FU 20217 
Arg/AbJ-interacCng protein ArgBP2 

ESTs 

pancreatic lipase-related protein 2 
ESTs 
ESTs 

fatty add binding protein 4, adipocyte 
ESTs, Moderately similar to 1207289A rev 

AW614271 Hs.121647 ESTs.HjghrysimflartoAC0060148simfl 

AA594394 Hs.152616 ESTs 

NM_014151 Hs.128155 HSPC053 protein 

AKJ18777 Hs.131241 ESTs 

AW378993 Hs.90286 ESTs 

AA749215 Hs.291886 ESTs 

AI421412' Hs.1 63659 ESTs 

AA484840 Hs.1 31987 ESTs 

AW188099 Hs.131813 ESTs 

AL031709 Hs.134846 Human DNA sequence from done 31661 2 on 



AF007216 Hs.5462 

BE391476 Hs.80617 

AW183714 Hs.20981 

H30333 Hs.165062 

AI863735 Hs.18S755 

AK000224 Hs.272789 

H92064 Hs.278626 

AI243036 Hs.16094 

AW583123 Hs.143113 

AW451938 Hs757512 

AL137939 Hs.40096 

BE379727 HsJ3213 

AA722425 Hs.1 82785 



AL13731 1 Hs.234074 Homo sapiens mRNA; cDNA DKFZp761G02121 ( 



434098 
427552 
416439 
459390 



439039 
433575 
416035 
428415 
441899 
437191 
434839 
436731 
400865 
446294 
414193 
411514 
453098 
430378 
432374 
443482 



AI793107 Hs.27018 
BE562611 

D13168 Hs.82002 

NM.004812 Hs.116724 

AW881975 Hs.213923 

BE041395 Hs783S76 

AV654020 Hs.184261 

F09747 Hs768707 

AW295031 Hs.198671 

AA704687 Hs.1 91294 
AA625499 

NM_005771 Hs.179608 

AA180363 Hs.1 18769 



Hs.281935 
Hs.48713 
Hs.39720 

Hs.184222 

Hs.8022 

Hs.331555 

Hs.134736 

Hs.186811 



230300 

AI656707 

AA600175 

H42314 

AA337211 

AI372588 

NM.006846 

AI743069 

AA699581 



AI284935 
BE260069 
AW850178 

225935 Hs.86379 

229572 Hs7556 

W68B15 Hs.301885 

AW188093 Hs750385 



ras 

gb:60133&446F1 N1HJAGCJ4 Homo sapiens c 

endotheOn receptor type B 

akJo-keto reductase family 1 , member B10 

ESTs 

ESTs, WeaHy similar to unknown protein 
ESTs. WeaHy similar to T26686 hypothec 

ESTs 
ESTs 
ESTs 

gb:af69g0S.r1 Soares„NhHMPu_S1 Homosapi 

refJnol dehydrogenase homolog 

ESTs 

gb:601276347F1 NIH_MGC_20 Homo sapiens c 

ESTs 

ESTs 

ESTs 

gb:yo09e0Zs1 Scares adult brain N2b5HB5 
Down syndrome critical region gene 1 
TU3A protein 

serine protease inhibitor, Kazal type, 5 

ESTs 

ESTs 

gb:qk55g09jc1 NCLCGAP_Co8 Homo sapiens 
gb:601150964F1 NIH_MGC_19 Homo sapiens c 
gb:IL3<^0219-27109W)22-H12 CT0219 Homo 
ESTs 

tumor necrosis factor receptor superfami 
Homo sapiens cONA FU11346 fis, dona PL 
ESTs 



0.1847 
0.1848 
0.1855 
0.1863 
0,1876 
0.1895 
0.1901 
0.1904 
0.19(5 
0.1926 
0.1928 
0.1941 
0.1942 
0.1944 
01957 
ai957 
ai969 
ai981 
a2004 
a2016 
0.2017 
0.2025 
0.2041 
O2045 
a2049 
0.2049 
07050 
0.2051 
0.2052 
0.2059 
0.2063 
tt2070 
0.2075 
0.2075 
0.2090 
0.2093 
0.2118 
0.2120 
0.2122 
0.2125 
0.2130 
0.2132 
07137 
0.2137 
0.2144 
07146 
02151 
07151 
07157 
07165 
07171 
07179 
07185 
07186 
07188 
07193 
0.2209 
0.2212 
0.2217 
nom 

0.2229 
02232 
02242 
02243 
07244 
07254 
02257 
02268 
02268 
0.2273 
02283 
02283 
O2290 
02294 
02299 
0.2304 
07305 
0.2309 
07315 
0.2315 
02319 
0.2320 
07326 



154 



WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



432134 


AI816782 


Hs.122583 


hypothetical protein RJ21934 


0.2329 


421539 


AA292747 


Hs.97298 


ESTs 


0.2330 


448520 


AB002367 


Hs21355 


douWecortin and CaM kinase-Eke 1 


0.2344 


408001 


M046458 


Hs.95296 


ESTs 


0.2347 


409331 


M36634 


Hs.53973 


vasoacfive intestinal pepfide 


0.2351 


431094 


AW972276 


Hs.116195 


ESTs 


0.2354 


429575 


AA706Q03 


Hs.99387 


ESTs 


0.2358 


404958 








0.2361 


439731 


AI953135 


Hs.45140 


hypothetical protein FU 14084 


0.2364 


452742 


AW589945 


Hs.97876 


hypothetical protein OKFZp564KD322 


02380 


417511 


AL049176 


Hs.82223 


chordirvtike 


02381 


404927 








0.2387 


430297 


AW243166 


Hs.129806 


ESTs 


0.2412 


447482 


AB033059 


Hs.18705 


WAA1233 protein 


0.2415 


418332 


R34976 


Hs.78293 


ESTs 


0.2416 


454145 


AA046872 


Hs.62798 


ESTs 


0.2421 


422472 


R59096 


Hs.279939 


mitocnonanai earner nomoiog i 


02424 


404070 






0.2427 


421232 


AA989220 


Hs292100 


ESTs 


0.2427 


414539 


BE379046 




gb:601236646F1 NIH MGC 44 Homo sapiens c 


0.2432 


412622 


AW664708 


Hs.171959 


ESTs 


0.2433 


454430 


AI082777 


Hs.61384 


sema domain, seven thrombospondin repeat 


0.2437 


416694 


AW161284 


Hs.79564 


neuronal PAS domain protein 1 


0.2443 


426724 


AA383623 


Hs293616 


ESTs 


0.2444 


405073 








02445 


401236 


H24185 


Hs.92918 


hypothetical protein 


02445 


414203 


BE262170 


Hs.78629 


ATPase, Na+/K+ transporting, beta 1 poty 


0.2451 


401776 








0.2452 


404696 








0.2462 


426666 


AW500131 


Hs.171763 


C022 antigen 


02471 


427078 


A1676062 


Hs.111902 


ESTs 


0.2474 


424682 


AW604804 


Hs.151717 


WAA0437 protein 


0.2478 


440383 


AA884208 


Hs.30484 


ESTs 


0.2481 


419118 


AA234223 


Hs.139204 


ESTs 


0.2494 


443515 


AV657547 


Hs.286014 


Homo sapiens, clone IMAGE3867243, mRNA 


0.2495 


424648 


AA344576 




gb:EST50478 Gall bladder 1 Homo sapiens 


0.2499 


404605 








0.2500 


446066 


A1343931 


Hs.149383 


ESTs 


0.2505 


408345 


R93851 


Hs.63063 


ESTs 


0.2506 


418358 


L02840 


Hs.84244 


potassium voltage-gated channel, Shab-re 


0.2508 


416950 


AL049798 


Hs.80552 


dermatoponSn 


0.2510 


423555 


AW95B201 


Hs.178589 


hepatocellular carcinoma an&jen gene 52 


0.2513 


449833 


R82252 


Hs.106106 


protein kinase (cAMP-dependent cataryQ 


02515 


459275 


AI808913 


Hs^39352 


Homo sapiens brolher of CDO (BOC) mRNA, 


02519 


406897 


M57417 




gb:Hamo sapiens mucin (mucin) mRNA, part 


02523 


422743 


BE304678 


Hs.119598 


ribosomai protein L3 


02526 


459688 


U72671 


Hs.151250 


intercellular adhesion molecute 5, teien 


02532 


450880 


AK002183 


Hs.285885 


Homo sapiens cDNAFUH 321 fts, done PL 


02536 


457330 


AB013818 


Hs.247220 


peroxisome biogenesis factor 10 


02536 


451979 


RJ6972 


Hs.27372 


BMX non-receptor tyrosine kinase 


02549 


440274 


R24595 


Hs.7122 


scrapie responsive protein 1 


02553 


430097 


AI523245 


Hs.127638 


ESTs 


0.2558 


410626 


BE407727 




gb.-601299771F1 MHJUGC..21 Homo sapiens c 


0.2564 


402695 








0.2565 


453992 


AW014995 


Hs281Q80 


ESTs 


0.2569 


453888 


AW450670 


Hs252819 


ESTs 


0.2569 


401371 








0.2574 


456145 


BE299427 


Hs.21446 


WAA1716 protein 


0.2579 


408134 


AK000184 


Hs.42945 


acid sprungomyefinase-fike phosphodieste 


0.2580 


422591 


107648 


Hs.1 18630 


MAX-lnteracfing protein 1 


02582 


452359 


BE167229 


Hs.29206 


hypothetical protein MGC14376 


0.2584 


447569 




He \A1^^A 


nypouieucai protein rLJzoojt 




405880 






025B8 


420321 


D78761 


Hs.96657 


hyotheticai protein 


02595 


454415 


AK000846 


Hs.58679 


solute carrier family 7, (cationic amino 


02602 


437032 


AW867372 


Hs.302063 


tmrnunogiobuiin heavy constant mu 


O2604 


448025 


BE502965 


Hs.170426 


ESTs 


02605 


444304 


AW628433 


Ks.271296 


ESTs, WeaWy similar b 154374 gene NF2 


02605 


424885 


AI333771 


Hs*2204 


ESTs 


0.2608 


425381 


D84371 


Hs.1898 


paraoxonase 1 


02611 


457413 


AA743462 


Hs.165337 


ESTs 


0.2618 


452078 


AA022620 


Hs£2170 


ESTs 


02624 


450785 
401974 


AA852713 


Hs25459 


Homo sapiens, alpha-1 (VI) collagen 


0.2628 
0.2639 


411319 


BE537094 




gb:601063333F1 NIHJAGCJQ Homo sapiens c 


02646 


417761 


R13727 


Hs.21435 


ESTs 


02648 


426132 


AA370501 




gb£ST82261 Prostate gland I Homo sapten 


02653 


455771 


BE084820 


Hs.186711 


hypothefca) protein RJ20070 


02653 


414349 


BE512968 




gbc601172296F1 NIH_MGC_15 Homo sapiens c 


02660 


402182 






0.2660 


402610 








0.2661 


444814 


BE010749 


Hs.255097 


ESTs 


0.2663 


450017 


W56434 


Hs201608 


ESTs 


02663 
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408684 
444209 
415022 
416184 
42209 
412047 
426356 
442238 
402425 
450545 
417118 
419850 
428020 
441493 
413541 
428470 
455597 
447809 
444195 
415160 
421823 
434464 
414376 
430073 
432018 
422954 
416397 
442420 
410950 
427114 
448466 
434445 
457115 
459511 
421321 
433633 
440236 
405691 
405334 
403047 
412506 
441042 
434660 
444453 
457736 
454012 
427448 
419564 
435021 
413344 
447787 
457290 
458244 
437483 
407938 
417332 
428212 
424433 
425195 
404769 
411620 
428746 
431822 
441290 
422033 
421935 
447955 
405364 
422165 
431087 
450610 
445627 
436144 
445152 
430304 
455614 
419683 
411886 
430770 
444459 
444918 
410845 



R61377 Hs.12727 hypotftefical protein FU21 610 

AI753134 H3.146494 ESTs 

X59960 Hs.7781 3 sphingomyelin phosphodiesterase 1 , acid 

R48431 Hs769177 ESTs, Weakly similar to ALU6_HUMAN ALU S 

AA533356 gb:nj67f10.s1 NCI_CGAP_Pr10 Homo sapiens 

AA934589 Hs.49696 ESTs 

BE538836 Hs.98682 hypotheScal protein FKS632 

AW135374 Hs770949 ESTs, Moderately similar to F41925 hypot 

AW135582 Hs701767 ESTs 

U38554 Hs.50477 . RAB27A. member RAS oncogene family 

F06844 gb:HSC1ME091 normalized infant brain cDN 

L19058 Hs.181581 glutamate receptor, bnotropic, kainate 

AW070446 Hs.127037 ESTs 

BE147036 gb:QV4-tfrO222-rai19W)24fl10 HT0222 Homo 

AC0Q2301 Hs.184507 Homo sapiens Chromosome 16 BAG clone CTT 

BE008545 Hs.156110 ImmunogtebuBn kappa constant 

AW207605 Hs.164230 ESTs, Highly similar to JC7266 3 , ,5'-cyc 

AB002351 Hs.10587 WAA0353 protein 

T82802 gb:yd38aQ4.r1 Soaresfetal Rverspleen 

N40850 Hs78625 ESTs 

BE063921 Hs795971 ESTs 

BE393856 Hs.66915 ESTs, Weakly similar to 16JKd protein [ 

U86136 Hs732070 telomerase-associaled protein 1 

AA524447 Hs.152377 ESTs 

AW998605 gb:PMO£NM85-10030<W01-b10 BN0065 Homo 

H53035 Hs.337620 Homo sapiens AFG3L1 isoform 1 mRNA, part 

AI024834 Hs.131729 ESTs 

AW811633 gb:RC2-ST015^091099^)1 W05ST0158 Homo 

AI219896 Hs.97592 ESTs 

AI522109 Hs.171066 ESTs 

A1349306 Hs.11782 ESTs 

AA420712 gb:nc63c07.s1 NO_CGAP_Pr1 Homo sapiens 

AI142379 gb^g64c01 jI Scares JesHs_NHT Homo sap 

NM_005309 Hs.103502 gtutamb-pyruvate transaminase {alanine 

AJ880516 Hs.84630 ESTs, Weakly similar to 2004399A chromos 

AW996722 Hs.125297 ESTs 



AW957159 gb;EST369229 MAGE resequences, MAGD Homo 

AA077736 gtx7B48A07 Ctoomosome 7 Fetal Brain cDNA 

AA764768 Hs.121158 hypothetical protein DKFZp434J01 13 

AW379394 Hs.145126 ESTs - 

AK000390 Hs.4205 hypothefical protein FU20124 

M76424 Hs.37014 carborifcanhydraseVll 

BE246449 Hs.2157 WiskotkUdrich syndrome (eczema-thrcmbo 

U08989 Hs.91139 solute carrier famiiy 1 (neuronat/epilhe 

AA922192 Hs.54709 ESTs 

U46024 Hs.75302 myotubular myopafoy 1 

BE620108 gb:601483015F1 N1H_MGC_69 Homo sapiens c 

AA465293 Hs.105069 ESTs 

AI929453 Hs. 122489 Homo sapiens cDNA FU 13289 fc, done OV 

AL390174 gb:Homo sapiens mRNA; cDNA DKFZp547J184 

AA905097 Hs.85050 phosr^rdamban 

AW972717 Hs788462 rrypothetfcat protein FL121 511 

AW444451 Hs.134812 ESTs 

H04607 Hs,9218 ESTs 

AA352026 Hs.94319 VPS10 domain receptor protein 

AW854536 gb:RC^CT0255-20010f>024^08 CT0255 Homo 

AW503820 Hs.192861 Spi-B transcription factor (SpM/PU.1 r 

AA516049 gb:rrgS5d01.s1 NCLCGAPJJp2 Homo sapiens 

W27501 Hs.89605 cholinergic receptor, nicotinic, alpha p 

AW245805 Hs.1 1 0903 cteudin 5 (transmembrane protein deleted 

AA131632 Hs.109572 Cf^-^uAC^(bela}^3<«r^lgalactosaminide 

BE544271 Hs788390 hypothefical protein FU22795 

AL041199 Hs.1481 hisfidine decarboxylase 

H12723 Hs790791 ESTs 

AA010370 Hs.60386 nuclear RNA export factor 3 

AW818475 Hs.7363 ESTs 

AW881250 Hs.148367 ESTs 

A1214667 Hs783597 ESTs 

AL122071 Hs738927 Homo sapiens mRNA; cDNA DKFZp434H1 235 (f 

AI693369 Hs702274 ESTs 

AA248897 Hs.48784 ESTs 

AL046810 Hs70021 vesicle-associated membrane protein 1 (s 

AA765694 Hs.1 23298 ESTs 

AI680624 Hs.148676 ESTs 

A12022S2 Hs783362 ' ESTs 

AW807182 gb:MR4-ST0062-18020tMK)1-b04 ST0062 Homo 

AA689470 Hs.1 63026 ESTs 



0.2667 
0.2668 
0.2677 
0.2681 
0.2681 
0.2693 
0.2703 
0.2709 
0.2710 
0.2710 
0.2725 
0.2727 
0.2730 
0.2733 
0.2733 
0.2734 
0.2740 
0.2740 
0.2743 
0.2747 
0.2755 
0.2755 
0.2756 
0.2762 
0.2763 
0.2768 
0.2775 
0.2775 
0.2778 
0.2778 
0.2778 
07784 
0.2785 
0.2786 
0.2794 
0.2799 
0.2799 
0.2804 
0.2804 
0.2809 
0.2809 
0.2815 
0.2816 
0.2817 
0.2820 
0.2821 
0.2822 
0.2827 
0.2828 
07837 
0.2840 
0.2841 
0.2841 
0.2842 
0.2845 
0.2846 
0.2853 
07857 
02857 
02863 
02858 
07870 
07872 
02874 
02877 
02878 
07880 
07881 
07882 
07882 
02882 
02883 
02886 
02891 
07891 
02899 
07900 
0.2904 
02913 
02913 
0.2915 
02915 
02921 
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413056 


BE063031 




gb:IWeT0265-23119W)02-e09 BT0265 Homo 


0.2922 


443998 


AI620661 


Hs^96276 


ESTs 


0.2924 


424412 


H15512 


Hs.10043 


hypothetical protein FU 13074 


0.2925 


421204 


AW081587 


Hs.165051 


ESTs 


0.2928 


420931 


AF044197 


Hs.100431 


smaD inducible cytokine B subfamily (Cy 
gb:yt81b07.r1 Soares Infant brain 1MIB H 


0.2938 


440507 


H06994 




0.2943 


445555 


AW974013 


Hs^60809 


ESTs 


0.2945 


438570 


AW888554 


Hs.84298 


CD74 antigen (invariant polypeptide of m 


0.2948 


447195 


T73745 


Hs.279870 


ESTs, Weakly shnSar to A46010 X-0nted 


0.2950 


423267 


AL137416 


Hs.126177 


Homo sapiens mRNA; cONA DKFZp4340192 (fr 


0.2956 


421920 


BE551245 


Hs.1438 


gamma-amtnobutyric acid (GABA) receptor, 


0.2956 


412177 


223091 


Hs.73734 


grycoproteinV (platelet) 


0.2959 


428042 


AA419529 


Hs.76391 


myxovirus (influenza) resistance 1, homo 


0.2959 


433745 


AF075320 


Hs^8380 


hypothetical protein FU14540 


0.2969 


417935 


R53697 


Hs.170044 


ESTs 


0.2970 


420674 


NMJJ00055 Hs.1327 


rxityrylchoBn esterase 


0.2973 


413537 


BE146866 




gb:QV4-HT0222-21 1099414-f06 HT0222 Homo 


0.2973 


445194 


A12 15667 


Hs.175044 


ESTs 


0.2974 


454135 


AW135985 


Hs^46783 


ESTs 


0.2976 


40341B 








0.2986 


457605 


AV657778 


Hs.3314 


selenoprotein P, plasma, 1 


0,2989 


408896 


A1610447 


Hs.48778 


ruban protein 


0.2993 


448542 


BE256176 


Hs^78712 


eukaryotic translation initiation factor 


02994 


417945 


R29072 




gb:F1-101 D 22 week dd human fetal fiver 


0.2994 


412518 


BE047637 


Hs. 173739 


hypothetical protein FU10297 


0.2996 


424566 


M16801 


Hs.1790 


nuclear receptor subfamily 3, group C m 


02997 


430778 


D90337 


HsJ247916 


natriuretic peptide precursor C 


0.3000 


451531 


AA018311 


Hs.1 14762 


ESTs 


0.3003 


444925 


A1202492 


Hs.212933 


ESTs, Weakly similar to CLD4_HUMAN CLAUD 


0.3003 


407365 


AF026942 




gb:Homo sapiens ctg33 mRNA, partial sequ 


0.3012 


459456 


AA486036 


Hs.190124 


ESTs 


0.3012 


417111 


AW016321 


Hs.82306 


destrin (actin deporyrnerizing factor) 


0.3012 


452975 


M85521 


Hs^44482 


Homo sapiens, done IMAGE381 1719, mRNA, 


0.3012 


451959 


AA056203 


Hs.27337 


hypothetical protein FU 20623 


0.3012 


410482 


AW772187 


Hs.191859 


ESTs 


0.3013 


417700 


M36542 


Hs.1101 


POU domain, class 2, transcription facto 


0.3018 


404414 






0.3019 


432247 


AA531287 


Hs.105805 


ESTs 


0.3023 


453471 


AL037887 


Hs.208179 


ESTs 


0.3028 


417481 


AA203281 


Hs^179B 


ESTs 


0.3029 


432306 


Y18207 


Hs.303090 


protein phosphatase 1, regulatory (inhib 


0.3032 


448744 


AL1 35424 


Hs.9469 


pteckstrin homology domain-containing, f 


0.3033 


429223 


BE264152 


Hs.221994 


ESTs 


0.3034 


404501 


AW247252 


Hs.75514 


nucteostde phosphorylase 


0.3037 


406829 


AW419128 


Hs.84298 


CD74 antigen (invariant polypepSde of m 


0.3039 


43B839 


AW297945 


Hs.128490 


ESTs 


0.3039 


431848 


AI378857 


Hs.126758 


ESTs, Highly similar to AF175283 1 zinc 


0.3042 


456373 


BE247706 


Hs 89751 


membrane-spanning 4-domains, subfamily A 


0.3045 


458789 


AL157468 


Hs.325825 


Homo sapiens cDNA FU20848 fis, clone AD 


0.3048 


443294 


AI733825 


Hs.133053 


ESTs 


0.3050 


447023 


AA356764 


Hs.17109 


integral membrane protein 2A 


0.3052 


458583 


AI479646 


Hs.1 57081 


hypothetical protein MGC4170 


0.3056 


414567 


BE2B1057 


Hs.184519 


hypothetical protein FU 12949 


0.3057 


445123 


AI762911 


Hs.1 45369 


ESTs 


0.3064 


412682 


AW383772 




Q b:RC34MX)D2^&04OO-O12-h09 HN0002 Homo 


03065 


434381 


AF129755 


Hs.117772 


ESTs 


03071 


414026 


BE241713 




gb*.TCAAP1 E0472 Pediatric acute myelogeno 


0.3072 


432149 


AW614326 


Hs.157022 


ESTs, Weakly similar to T34549 probable 


0.3073 


408350 


AW183350 


Hs.250127 


ESTs 


0.3074 


401042 








0.3077 


422586 


AA312704 


Hs^9457 


hypotheSca! protein FU22127 


0.3077 


438692 


AB007950 


Hs.6350 


KIAA0481 gene product 


O3077 


447452 


BE618258 


Hs.102480 


Homo sapiens, done IMAG£:3869590, mRNA, 


O3083 


444414 


AW293214 


Hs.8752 


transrnembrane protein 4 


O3085 


422373 


AK0O1843 


Hs.115700 


Homo sapiens cONA: FU2351 5 fe, done L 


0.3088 


430410 


AP099144 


Hs.250700 


tiyptase beta 1 


0.3090 


419299 


A1311085 


Hs.62406 


hypothefical protein FU22573 


0.3091 


400572 






O3094 


444010 


AW976457 


Hs£82887 


ESTs 


0.3095 


451699 


AL118571 


Hs.121557 


ESTs, Weakly simitar to OPIJiUMAN PaYPO 


0.3096 


432471 


BE244667 


Hs^96155 


CGM00 protein 


0.3105 


405277 






0.3106 


456765 


AI497900 


Hs330S7 


ESTs 


03106 


452090 


AA022684 


Hs.1 24673 


Homo sapiens cDNA FU11477 6s, done HE 


0.3106 


426497 


AA379913 




gb£ST92807 Skin tumor 1 Homo sapiens cD 


0.3106 


406592 






03106 


423621 


BE002904 




gb:(N4-BN0090^0400-163<*ff BN0090 Homo 


03107 


417919 


AB28203 


Hs36379 


ESTs 


031 10 


414484 


BE314385 




gb«01154649F1 N1H_MGCJ9 Homo sapiens c 


031 10 


457439 


AW410408 


Hs^71167 


L-ptpecofic acid oxidase 


03116 


426449 


AL134009 


Hs.1 69936 


Homo sapiens mRNA; cDMA DKFZp586N1 91 8 (f 


03116 


419942 


U25138 


Hs.93841 


potassium large conductance caldum-acfj 


03119 


455544 


AI631036 


Hs.196843 


ESTs 


03119 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



447778 
449097 
429338 
451385 
446404 
446616 
409404 
417318 
443980 
459138 
414807 
434704 
414214 
445378 
459233 
428193 
426515 
426597 
459729 
405071 
407457 
409922 
438219 
412944 
431103 



BE620592 
BE271708 
AW170591 
AA017656 
AA019961 



444391 
432168 
411084 
425367 
448812 
411288 
422884 
405535 



455353 
414540 



428106 
411856 
445682 
437568 
448943 
431999 
419279 
405913 
425383 
424729 
440020 
429082 
433663 
400641 
406140 
415280 
447635 
401B87 
400767 
457713 
448758 
444750 
411466 
432749 
408112 
433234 
422831 
403215 
451868 
446901 
430553 
445848 
441143 
405138 
412888 
409662 
425438 
416426 
423512 
436777 
431651 
454117 
426048 
451096 
426942 



BE220053 

AW953937 

AI459140 

AI903291 

AI738616 

AW135276 

D49958 

AI905699 

A! 939966 

NM_004235 

BE394222 

AA382250 

AL037285 

AJ242724 

AW505582 

A1916151 

AA384110 

M57399 

AA879474 

AL137597 

AK000563 

T18987 

BE271188 

H30775 

AW835511 

AWB60975 

AV658444 

W26786 

BE379050 

AC004755 

BE620016 

H67899 

AW378397 

AJ954795 

AI608810 

AL133573 

AA235900 



Hs.71190 
Hs.95110 
Hs.13967 

Hs.26216 

Hs.241559 

Hs.129055 

Hs.12891 

Rs.295037 

Hs.77348 
Hs.192311 
Hs.75819 
Hs.239760 

Hs.7934 
Hs.231444 
Hs.145601 
Hs.289848 



Hs.1 30732 

Hs.257194 

Hs.197143 

Hs.44 

Hs.122710 

Hs.11114 

Hs^72805 

Hs.125472 

Hs.155975 

Hs.22140 

Hs.13256 

Hs-280776 

HsJJ06959 
Hs.184922 
Hs.182470 
Hs.4190 

Hs.156135 
Hs.193288 
Hs.272312 
Hs.87500 



D83407 


Hs.156007 


ARJ63012 


Hs.152531 


AI480204 


Hs.177131 


AL135682 


Hs.22452 


AF083131 


Hs.229535 


R56473 


Hs.268715 


A1669669 


Hs. 195362 


H47495 


Hs.13810 


AB018311 


Hs.21917 


AW242684 


Hs.243623 


AW847669 




NM.014438 Hs,278909 


AW451982 


Hs.248613 


AB040928 


Hs.65366 


R025O4 


Hs.332943 


R85962 


Hs.221926 


AJ347274 




AW392821 




AA774824 


Hs.13377 


AI027604 


Hs.159650 


M86151 




AW452320 


Hs.279726 


T62216 


Hs.270840 


AA180256 


Hsl210473 


AW844694 


Hs.306752 


AA731199 


Hs.293130 


BE250915 


Hs^66914 


BE410100 


Hs.40368 


AI768853 


Hs.134478 


BE383234 


Hs.25925 


AA393551 


Hs57450 



ESTs, Weakly sim2ar to'S16506 hypothefi 
ESTs, Weakfy similar to A55943 1-phxpha 
ESTs, Weakfy similar to PSMHUMAN PROSTA 
gbze39h01 A Soares retina N2MHR Homo 
LOC50627 

ESTs, Weakly similar to ALU8.HUMAN ALU S 

ESTs 

ESTs 

ESTs 

gb:ROBT02^80t99-047 BT029 Homo sapien 
hyoVcwyproslaglandiri dehydrogenase 15-{N 
ESTs 

glycoprotein M6A 
citrate synthase 

gW^RT>CT0015-160799-002-b06 CT0015 Homo 

KruppeUike factor 4 (gut) 

Homo sapiens. Similar to hypothetical or 

ESTs 

EST. Weakly similar to ALU4.HUMAN ALU SU 

gb:Homo sapiens mRNA for partial putativ 

WAA1575 protein 

ESTs 

ESTs 

pteioirophin (heparin binding growth fac 
ESTs 

hypotheticai protein dJ11 81 N3.1 
hypothetical protein FU20556 
ESTs, Moderately similar to WAAQ877 pro 
protein tyrosine phosphatase, receptor t 



gb:QW-LT0015-180200-127-dQ2 LT0015 Homo 
ESTs 

tankyrase, TRFI-lnteracting ankyrin-rela 
gb:15d7 Human retina cONA randomly prime 
Homo sapiens, clone MGC: 10782, mRNA, com 
Homo sapiens chromosome 19, fosmid 37502 
PTD010 protein 

Homo sapiens cDNA: FU23269 fis, done C 
gb:R(3*T022O031299412-g06 HT0220 Homo 
ESTs 
ESTs 

Homo sapiens mRNA; cONA DKFZp434J2235 (f 
ESTs 

Down syndrome critical region gene 1-Ck 
heart and neural crest derivatives expre 
ESTs 

Homo sapiens mRNA tor K1AA1737 protein, ' 
CATX-15 protein 



ESTs 
ESTs 



hypothefcal protein MGC15504 

K1AA0768 protein 

ESTs 

gWUCTO213-2801(KWJ56M510 CT0213 Homo 

interleukinl, eta 

ESTs 

WAA1495 protein 
ESTs 

ESTs, Weakly simHar to 138022 hypothefi 
gb.1c05d02jc1 NCI_CGAP_Co16 Homo sapiens 
gbrCM4-ST0275^2129£fl53-h09 ST0275 Homo 
Homo sapiens done 23649 and 23755 unkno 
ESTs 

gb£ST02679 Hippocampus, Stratagene (cat 

ESTs 

ESTs 

Homo sapiens cONA FU14872 fis, clone PL 
Homo sapiens cDNA: FU21391 fis, clone C 
ESTs 

hypothetical protein FU1 0355 
adaptor-related protein complex 1, sigma 
ESTs 

Homo sapiens, done MGC 15393, mRNA, com 



0.3121 
0.3125 
0.3125 
0.3125 
0.3130 
0.3132 
0.3135 
0.3139 
0.3140 
03142 
0.3143 
0.3143 
03145 
0.3145 
03146 
0.3148 
0.3150 
03153 
03157 
0.3160 
0.3162 
03172 
0.3173 
03175 
0.3178 
0.3178 
03179 
03181 
03183 
0.3185 
0.3188 
0.3189 
O3190 
03195 
0.3195 
03195 
0.3195 
0.3195 
0.3198 
O3202 
0,3205 
0.3205 
0.3205 
0.3207 
0.3208 
0.3209 
03212 
03212 
03213 
0.3215 
03215 
03216 
03216 
0.3217 
0.3217 
0.3217 
0.3221 
03221 
0.3222 
03223 
03226 
03231 
0.3231 
0.3231 
03234 
03236 
03236 
0.3242 
0.3254 
03257 
03257 
0.3262 
0.3262 
03282 
0.3263 
0.3263 
0.3264 
0.3267 
03267 
03268 
03269 
0.3270 
03271 
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AW846590 




413814 


BE169692 






AA4O4290 


Hs.97848 




AW9599Q8 


Hs.1690 




NM.006732 Hs.75678 


4591 R4 


AI863171 




45R477 


NM.000314 Hs.10712 


433197 


AB040889 


Hs.281022 


405701 






437782 


AJ370876 


Hs.79090 


459001 


AI761313 


Hs.204605 


422783 


AA598956 


Hs.120439 


417036 


AF039918 


Hs.B0975 


456041 


BE270795 


Hs.268864 


423310 


AA325225 


Hs.124023 


427530 


AA405093 


Hs.126519 


420172 


AA601122 


Hs.95655 


445610 


A1B31648 


Hs.143993 


411328 


AW8370S3 





gb:QVQ£T018W)11099425<l07 CT0180 Homo 0.3275 

gb:PM1-HT0527-29020(W)06^05 HT0527 Homo 0.3275 

ESTs 0.3277 

heparin-binding growth factor binding pr 0.3278 

FBJ murine osteosarcoma viral oncogene h 0.3278 

gbiz44b02jc1 NCI_CGAP_8m52 Homo sapien 0.3279 

phosphatase and tensin homolog (mutated 0.3279 

K1AA1456 protein 0.3280 

0.3282 

expcrfei 1 (CRM1, yeast homolog) 0.3284 

ESTs 0.3286 

elhanolamins kinase 0.3289 

ectonucleoside triphosphate diphosphohyd 0.3290 

£STs 0.3295 

Homo sapiens cDNA FU14218 fis, clone NT 0.3296 

KTs 0.3296 

secreted and transmembrane 1 0.3297 

ESTs 0.3297 

gb:QV1.LT0037-150200-069^08 LT0037 Homo 0.3300 



IabteBB 



Pkey: Unique Eos probeset identifier number 

CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT number Accession 



409921 
410626 
410845 
410950 
411288 
411319 
411328 
411466 
411514 
411620 
411880 
412474 
412508 
412682 
412888 

413056 
413537 
413541 
413814 
414026 
414193 
414349 
414484 
414539 
415154 
415160 
416035 
417945 
419850 
422909 
422954 
423S21 
424648 
426132 
426497 
430553 
431822 
434098 
437483 
440507 
441042 
441083 
445682 
446294 
446901 
447787 
451385 
452164 
454186 



1159516 
1212621 
1223881. 
1227728 
1237709. 



1238987. 

1246771 

1248638 1 

1252014 

1263110. 

129869 1 

1301336. 

1321572. 

1334784. 

1347545. 

1375441 

1375499. 

1391574 

1411109. 

1424706 - 

1437515.- 

1452830.- 

1460320.1 

1525577. 

1525766. 

1567254.: 

1711126J 

188485.1 

222858.1 

223239.1 

230314.1 

241947.1 

261431.1 

268121.1 

319868.1 



380006.1 
43756 1 
495677.1 
50823.1 
50904.1 
647580J 
670076 1 
697809 1 
73719 1 
86787.1 
902091.1 
1049791 1 



AW600239AW600255AW505332 
BE407727 

AwS 

AW835511 AW835517AW835513 

BE537094 AW835542 

AW837063AW935882AW935957 

AW847669 AW847667 BE 145799 

AW850178AW850233AW850445AW850446 

AW854536 AW854417 AW854495 AW854355 

AW872477 BB088101 T05990 

AI791451 AI791288 BE019234 BE296601 AA111939 

AW957159H09937T75143 

AW983772 AW983730 AW383769 AWS83836 AWS33835 AW983837 

^1BE061884BE061883 BE061898 BE061882 BE061887 BE061891 BE061890 BE061896 BE061893 BE061895 BE061894 BE061885 BE007474 
ofcQU74oi BE007553 

8E063031 BE063OO2 BE063008 BE063024 BEOS3040 BE063006 BE063072 
BE146865 BE146865 BE146867 

BE147036 BE146951 BE146958 BE146966 BE146976BE146955 

BE169692BE169421 

BE241713BE241912 

BE260069 

BE512968 

BE314385 

BE379045BE395459 
D63175D78984D63269 
T82802 078670 R08505 
H42314H43080 H45217H15384 

R29072 R29717 R29699 R29709 R29751 R29609 R29060 R29718 R29057 R29591 R29683 R29575 R28913 R28910 

F06844 F06845Z45488 AW748501 AW748591 AW752021 AW748545 AW853382 AWB53363 AW853427 AA251253 

AA533356 AW468427 R67736 AA779031 AA614088 AI823404 AA318991 AA720986 

AW998605AW993131 BE514709 AA319445 

BE002904H64880AA328679 

AA344576 AA732430 AA344601 

AA370501 AW962784 AA370727 

AA379913 AA379981 AW963523 

AW392821 AW392809 AW843258 AW843049 AW603156 BE165656 AW821728 

AA516049AW004922 

AA625499 AA625269 AA625184 

AL390174AW898817 

H06994BE147898 

AA077736 AA078505 BE562497 Z17859 
BE562611 AA436054 

AW378397 AW378390 AW378358 A1247957 
AJ284935 AW409822 BE4081 82 
AI347274AW844024 

BE62010B BE312062 AW896316 BE262546 
AA01 7656 AA017374 AA019761 
AI863171 BE047919 

wlltS? SliSSS S2i 1 S a4BE,4t7W AWI7re?9 AWf 77S82 AW1775B5 AW177887 AVV807582 AW177SB1 

BE 4 749 5 BEWAS * BEU1751 AW177599 BE14175 ° AW177597 BE141512 BE141460 
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454790 
454947 
455353 
457115 
459138 
459233 



1 234752J AW820852 AW820773 AW821088 

1^953.1 AW846590 AW846615AW846584 AW846592 AW846621 AW846610 
12B4289J W26786 AW998512 AW902272 
286601J AA420712AA469165AA420737 

^903291 AI903455 AI903367 A1903403 A1903447 A! 903405 Al 903364 A1903229 AI903240 A1903346 
944881J AI939966 AI939988A1939951 A1939981 A1939976 AI939959 



Table 8C 



Pkey: 
Ref: 

Strand: 
NLpositlon: 



Unique number corresponding to an Eos probeset 

Sequence source. The 7 digit numbers in this column are Genbank Identifier (GJ) numbers. "Dunham L et al" 

sequence of human chromosome 22/ Dunham L el al. Nature (1999) 402:483495. 
Indicates DMA strand from which exons were predicted. 
Indicates nucleotide positions of predicted exons. 



refers to the pubBcafion entiBed The DNA 



Pkey 


Ref 


Strand 


400514 


9796594 


Minus 


400641 


8117693 


Plus 


400872 


B1 18724 


Minus 


400767 


8131627 


Minus 


400885 


1945037 


Minus 


401024 


8117489 


Plus 


401042 


8117611 


Plus 


401371 


9650602 


Plus 


401381 


8570226 


Minus 


401465 


6682292 


Plus 


401521 


7705251 


Plus 


401753 


9838183 


Minus 


401776 


9965323 


Plus 


401887 


7229981 


Plus 


401974 


3126777 


Plus 


402076 


8117410 


Plus 


402182 


8575917 


Minus 


402425 


9798347 


Wnus 


402610 


9926549 


Minus 


402695 


8569871 


Minus 


403047 


3540153 


Minus 


403215 


7630945 


Minus 


403418 


6862692 


Minus 


403548 


8081591 


Minus 


403957 


8076835 


Minus 


404070 


2996642 


Rus 


404246 


7408725 


Plus 


404414 


7382165 


Pius 


404605 


9212566 


Plus 


404638 


9796751 


Minus 


404696 


9800109 


Minus 


404767 


7882827 


Minus 


404769 


8099713 


Minus 


404927 


7342002 


Plus 


404958 


7407941 


Minus 


405071 


7708797 


Minus 


405073 


7769921 


Plus 


405138 


8576241 


Plus 


405277 


3980473 


Plus 


405282 


3810573 


Minus 


405334 


3135285 


Rus 


405364 


2281075 


Minus 


4053B5 


6552772 


Rus 


405535 


9795658 


Rus 


405610 


5757553 


Minus 


405654 


4895155 


Minus 


405691 


4508112 


Rus 


405701 


4263751 


Plus 


405880 


6758747 


Minus 


405913 


7712139 


Minus 


406140 


9168231 


Minus 


406592 


4567182 


Rus 



NLposition 

7884479025,80850^991,89754-89941,93750-93891 

4785-4992 

148067-148503 

80531-80629,8216^82278 

44482-45526 

60551-60802 

151364-151606 

80901-81283 

118629-119146,119392-119657 

25676-25B00 

9127-9234 

155287-155529,159719-159997 

1 15535-1 15743,1 17746-1 17839, 1 20290-1 20455 

93973-94120 

85330-85683 

128316-128627 

98298-98439 

50224-50395 

22955-23124 

159927-160055 



177270-177971 

176202-176395 

38760-39352 

81649-81754 

7210-7414,10043-10195 

82477-82628,82721-82817,62910^3071,83149-83387 

143127-143398 

125032-125291 

99433-99528,100035-100161 

60037-60144,6267Se3081 

23244-23759 

175801-176823 



2731-4531 

11115-11552 

31419-31774 

90303-90516 

23471-23572 

10482-10689 

139386-139856 

48325^8491,49136-49252 

48332-48454 

63384-63545 

71907-72080 

53624-53759 

171350-171739 

93243-93364 

5567356287 

7484-7678 

49887-50219 

352560352963 



I^J^S ^^^^Tfi^ ^ to ^ aduil fesu85 md to nownafionant tissues thai ere likely to encode proteins amenable to 

^^,tn^L^^^2°!!^^ 1 ^ « 9"* Ban or equal to 2.5. the 'average- colon level was set to the 90th percentile value amongst colon prirrW 

signal or of bang moduIataWe by small molecules, peptides, or antibodies (ag. pWnase, death^lomain. 71m. phosphatase, or lonj^porter). In order to rernoTgene^fc 
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background levels of non-specific hybridiza3on, (he 15lh percentile value amongst the over non-malignant tissues was subtracted from both (he numerator and Ihe denominator before 
tne ratio was evaluated. 



^ TABL ^ ^ 1.234 genes up-regulated in colon cancer compared to normal adult tissues and to non-malignant colon tissues 
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Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank aocession number 

UnigenelD: Unigene number 

Unigene TifteUnigene gene (ills 

R1: 90= percentile ol tumor samples divided by the 70» percentile of nonrcl body tissue samples, where the 15* percenffle of normal body tissues was subtracted from Uie 

numerator end denominator 



Pkey 


ExAccn 


UnigenelD 


436749 


AA584890 


Hs.5302 


406690 


M29540 


Hs.220529 


406667 


M12523 




414386 


XD0442 


Hs,75990 


428934 


AF039401 


Hs. 194659 


416768 


AA363733 


Hs.1032 


446787 


U67167 


Hs.315 


431912 


AI660552 


HsJ356183 


437935 


AW939591 


Hs.5940 


407242 


M18728 




423541 


AA296922 


Hs.129778 


441031 


AI110584 


Hs7645 


405685 


M18728 




422578 


AF239666 


Hs.1545 


432542 


AW083920 


Hs.16098 


4zl341 


AJ243212 


Hs.374281 


453863 


X02544 


Hs.572 


421582 


A1910275 


Hs.350470 


436217 


T53925 


Hs.107 


422260 


AA315993 


Hs.105484 


418888 


AU076801 


Hs.89436 


407243 


AA058357 


Hs.74466 


424212 


NM_005814 


Ks.143131 


414463 


T69078 


Hs.76177 


407007 


U22HS1 


Hs.184411 


413719 


BE439580 


Hs.75498 


450685 


L15533 


Hs.423 


41 8007 


M13509 


Hs.83169 


423673 


BE003054 


Ks.1695 


423371 


AU076819 


Hs.1650 


421364 


X73079 


Hs.288579 


447400 


AK000322 


Hs.18457 


421100 


AW351839 


Hs.124660 


406741 


AA058357 


Hs.74466 


427583 


M82962 


Hs.179704 


422281 


M38803 


Hs.346935 


405687 


M31126 


Hs.352054 


409153 


W03754 


Hs.50813 


424687 


J05070 


Hs.151738 


422664 


AA315933 


Hs.120879 


452304 


AA025386 


Hs.61311 


430569 


AF241254 


Hs.178098 


413881 


L00190 


Hs.75599 


406399 






422424 


AI186431 


H&296638 




AC002301 


Hs.184507 


417931 


W95642 


Hs.82961 


435538 


AB011540 


Hs.4930 


430272 


XD4898 


Hs.237658 


451917 


AW391351 


Hs.50820 


421907 


BE018556 


Hs.109358 


452316 


AA298484 


Hs.61265 


452594 


AUD76405 


Hs.29931 


424326 


NMJJ14479 Hs.145296 


443426 


AF098158 


Hs.9329 


452194 


AI694413 


Hs.373599 


411975 


AI916058 


Hs.144583 


408243 


Y00787 


Hs.624 


422310 


AA316622 


Hs.98370 


431330 


X69532 


Hs.2777 


420344 


BE463721 


Hs.97101 


422330 


D30783 


Hs.115263 


412104 


AW205197 


Hs.240951 


451035 


AU076785 


Hs.430 


428753 


AW939252 


Hs.192927 


430677 


Z26317 


Hs.359784 


422487 


AJ010901 


Hs.198267 


444381 


BE387335 


Hs.283713 


409632 


W74001 


Hs.55279 



Unigene Me 

NM_006149:Homo sapiens lectin, gafactcsi 
(iocusfink)NM_0W363:Horno sapiens carcin 

NM.005143^orno salens haptoglobin (HP). 
NMJH1285:Homo sapiens chloride channel, 
NM_0Q5507:Homo sapiens regenerating isle 
NMJ»2457:Homo sapiens mucin 2, intestin 
HsJ56183:ESTs, WeaHy similar to S3B4.H 
NM.033049:Homo sapiens mucin 13. epithet 
(focusTtnk)NM_002483;Homo sapiens carcin 
NM_01 4471 -.Homo sapiens serine protease i 
NM_005141 :Homo sapiens fibrinogen, B bet 
Gocustink)NM_002483:Homo sapiens carcin 
NMJW1804:Homo sapiens caudal type rrameo 
NMJ)20384:Homo sapiens daudm 2 (CLDN2) 
NMJ07329:Homo sapiens deleted in malign 
Hs^72»rosomucdd 1 
NM_003225:Homo sapiens trefoil factor 1 
NM_004467:Homo sapiens fibnnogen-fike 1 
NM_032044:Homo sapiens regenerating gene 
NM_004O63:Homo sapiens cadherin 17. U c 
Oocusfok)^006890:Horno sapiens carcin 
NM_005814:Homo sapiens glycoprotein A33 
NM_00163aHomo sapiens alpha-1-mfcrogtob 
NM_000477itorno sapiens albumin (ALB), mR 
NM_004591:Homo sapiens small inducible c 
NM_138938:Horno sapiens pancreafifis-asso 
NM_002421itano sapiens matrix rnetaltopio 
NMJX)242&Homo sapiens matrix metatiopro 
NMJJ001 1 1 jHomo sapiens solute carrier fa . 
NMJM2644flcmo sapiens potymerfc irnrnunog 
NM_01 776£Homo sapiens hypothetical prot 
Hs.124660fSTs,^eratelysirn0arto21 
(locusEnk)NM_006B90:Homo sapiens carcin 
NM_005588:Homo sapiens meprin A. alpha ( 
NM-0W)6iaHomo sapiens hemopexm (HPX), 
Hs.352054 pregnancy specific beta-1-gtyc 
NM_01762&HonK) sapiens intetectin (ITLN) 
NMJXM994:Homo sapiens matrix metaUopro 
Hs.1 20879:Homo sapiens, clone MGG32871 
Hs.61311£STs, WeaMy similar to S10590 
NM_021804:Homo sapiens angiotensin I con 
(locusIink)NM_000488:Homo sapiens serine 

Hs^96638tprosta!e differentiation facto 
Hs.184507:Homo sapiens, similar to Homo! 
Hs.82961 :Homo sapiens, clone MGC22588 1 
Hs,493(Mow density Opoprotein receptor 
Hs.237658:apofipoproteni A-fl 
Hs.5082fthvpothefical cardiac/skeletal m 
Ks.109358iATPase, Class V, type 10B 
riM_138805^lcmo sapiens family with seque 
Hs.29981:sofute earner famSy 26 (sulfa 
NM_014479^omo sapiens ADAM-fike, decysi 
(tocusfink)NM_0121 IfcHomo sapiens chromo 
Hs.373599£ST 

Hs.144583:Homo sapiens, clone IMAGE:3462 
NM_000584:Homo sapiens interieukin 8 (IL 
{tocu^ink)NM^03C522:Horno sapiens cytoch 
NM_002215:Homo sapiens inter-alpha (glob 
NM_014373:Homo sapiens putafive G protel 
NM_001432:Homo sapiens erireguSn (EREG) 
(to(^^)NM_033120:Homo sapiens naked 
NM_00267(hHomo sapiens plastin 1 (I isof 
NM_017726:Homo sapiens protein phosphata 
NM.001 943:Homo sapiens desmoglein 2 (DSG 
NMJM8406:Homo sapiens mucin 4, tracheob 
NMJ38455:Homo sapiens collagen triple h 
NM_002639:Homo sapiens serine (orcysta 



R1 

29.34 

25.56 

20.28 

18.84 

17.38 

16.99 

16.61 

16.42 

15.92 

15.84 

15.59 

15.02 

14.54 

13.68 

13.23 

13.21 

13.06 

12.35 

12.11 

11.99 

11.87 

11.81 

11.27 

11.18 

10.82 

10.73 

10.57 

10.39 

10.10 

9.91 

9.68 

a44 

9.38 

9.34 

9.16 

9.06 

9.02 

a89 

8.53 

a23 
aio 

8.05 
7.96 
7.73 
7.71 
7.43 
7.40 
7.29 
7.25 
7.21 
7.19 
7.18 
7.03 
7.00 
6.92 
6.88 
6.76 
&59 
6.55 
6.53 
6.49 
6.33 
R31 
6l30 
6.29 
6.28 
&Z7 
&26 
&23 
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417491 AW376B42 Hs.1085 NM_004963:Homo salens guanylate cyclase 6.23 

413936 AF1 13676 Hs.297681 NM_000295:Homo sapiens serine (or cystei 6.23 

422627 BE336857 Hs.1 18787 Hs.118787irarisforminggrow1h factor, be 6.19 

. 411825 AKD00334 Hs.352415 NM 017767:Homo sapiens sotote carrier fa 6.17 

J 446921 AB012113 Hs.16530 NMJH)298B:Horno sapiens small inducible c 6.17 

415214 AI445236 Hs.125124 NMJKM442:Homo sapiens EphB2 (EPHB2J.tr 6.17 

414816 Y13709 Hs.77399 NM_001265:Hcmo sapiens caudal type homeo 6.16 

422106 D84239 Hs.1 11732 NM 0038S0:Homo sapiens IgG Fc binding pr 6.14 

423803 NWL005709 Hs.132945 (Iocusnnk)NM_005709:Homo sapiens PDZ-73 6.13 

10 452281 T93500 Hs.28792 Ks^8792 Homo sapiens cONARJ 11 041 fis, 6.09 

447342 AI199268 Hs.19322 Hs.19322Homo sapiens, Similar to WHEN 6.02 

443957 AA521049 Hs.353013 Hs.353013:chromosome 20 open reading fra 5.95 

403220 5.90 

408908 BE296227 Hs.250822 0ocusM)NM_003158:Horno sapiens serine 5.88 

15 449722 BE280074 Hs^3960 Hs^396(teyc0n B1 5.87 

425976 C75094 Hs.334514 NMJ)25257:Homo sapiens chromosome 6 open 5.79 

414617 AI339520 Hs.2B8817 OocusRnk}NM_025130:Honx>sapierehy()Oth 5.79 

408983 NM.000492 Hs.663 NM_000492:Homo sapiens cystic fibrosis t 5.77 

nr . 423445 NM.014324 Hs.128749 NM_014324:Homo sapiens afphamelhylacyl. 5.77 

20 421379 Y15221 Hs.103982 NM_005409:Homo sapiens small inducible c 5.76 

431301 AA502384 Hs.151529 Hs.151529:ESTs 5J1 

418318 U47732 Hs.84072 NM_004616:Homo sapiens transrnernbrane4s 5J1 

415992 C05837 Hs.145807 Hs.145807:hypothetical protein FU13593 5.68 

_ _ 436972 AA284679 Hs.25540 Hs^5640xlaudin 3 5.66 

25 414987 AA524394 Hs.294022 NM w 032865:Homo sapiens hypolhebcal prof 5.61 

431657 A1345227 Hs.105448 Hs.1 05448:protein kinase, lysine deficie 5.57 

424273 W4O460 Hs.144442 NM_003561:Homo sapiens phosphoEpase A2, 5.55 

413916 N49813 Hs.75615 NM_000483:Homo sapiens apolipoprotein C- 5.54 

ork 409757 N&L001B98 Hs.123114 NMJ)01898:Homo sapiens cystafin SN (CST1 5.53 

30 430204 AA618335 Hs.356664 Hs.356664:hypothetfcal protein FU32334 5.50 

426227 U6705B Hs.154299 (locusiink}NM_005242:Homo sapiens coagul 5.38 

420542 NM.000505 Hs.1321 NM_000505:Homo sapiens coagulation facto 5.33 

414809 AI434699 Hs.77356 Hs.77356Sransfemn receptor (p90, C071 5.32 

414639 X67055 Hs.76716 NM 00221 7iHomo sapiens pre-aipha (globul 5.32 

35 410418 D31382 Hs.63325 NM_019894:Homo sapiens transmembrane pro S\28 

414590 NMJXKJ5Q6 Hs.76530 NMJKB50S:Horno sapiens coagulation facto .5.28 

444151 AW972917 HS.12B749 Poarsiink)NM^014324:HDmo sapiens alpha- 5.27 

438746 A1885815 Hs.1 84727 Hs.1 84727:ESTs, Weakly simflar to T45738 5.26 

408704 AA056635 Hs5386 NMJ39053:Homo sapiens epidermal growth 5.25 

40 414798 AI286323 Hs.97411 Hs.97411:hypothetlcal protein MGC1 2335 5.25 

436251 BE515065 Hs^96585 (locusTink)N^00S392:Homo sapiens nucteo 5.25 

414753 AF158255 Hs.77225 NMJX)S437:Homo sapiens ADP-ribcsyitransf 5.23 

428970 BE276891 Hs.1 94691 NNL003979^orno sapiens retinae acid ind 5.22 

443991 NM.002250 Hs.1 0082 NMJX)225ftHomo sapiens potassium interme 5.20 

45 432978 AF126743 Hs^79884 NM_01 3238:Homo sapiens DNAJ demain-corrta 5.18 

425834 NM_001639- Hs.1957 Hs.1957:airryioidP component, serum 5.13 

432179 X75208 HsJ2913 NM_004443:Homo sapiens EphB3 (EPHB3), mR 5.12 

408482 NM.000676 Hs.45743 NM_000676:Homo sapiens adenosine A2b rec 5.11 

430135 NM_000035 Hs.234234 NMJM0035:Homo sapiens aldolase B, fruct &08 

50 426174 AA547959 Hs.115838 Hs.115838:ESTs 5.07 

403218 5.07 

411142 NM.014256 Hs.69009 NR.014256:Homo sapiens UDP-GteNtabetaGa 5.00 

449027 AJ271216 Hs.22880 NM_005700:Homo sapiens dipepCdytpepfida 4.98 

433083 AL042759 Hs.1 91 762 Hs.191762*ypothetjcal protein MGC20258 4.96 

55 431779 AW971178 Hs.268571 (tocus^)NM_001645:Homo sapisns apoRp 4.92 

421408 AI688223 Hs.91096 NMJQ5281 6:Homo sapiens tripartite motif- 4.91 

430603 AA148164 Hs.247280 Hs.247280xhromosome 20 open reading fra 4.91 

422867 L32137 Hs.1584 Hs.1584:cart1age oTtgomeric matrix prot 4.90 

422539 AJ009936 Hs.1 18138 NM.03301 3^cmo sapiens nuclear receptor 4^9 

60 424010 AUD80188 Hs.1 37556 NM_03310ftHorno sapiens MT-protocadtierin 486 

428953 AA306610 Hs.348183 NM_003823:Homo sapiens tumor necrosis fa 4.86 

457001 J03258 Hs^062 HsJ2062^ttamin D (1,25- (fityaioxyvitami 4.83 

425983 AKD00226 Hs.1 6561 9 NMJB1265:Homo sapiens mucin and cadheri 4.81 

rr 428289 M26301 Hs^253 Hs.2253xcmplement component 2 4.79 

65 418322 AA284166 Hs.84113 NM_0G5192*lomo sapiens cydin-dependent 4.78 

409889 AW630041 Hs.56937 NM_021978:Homo sapiens suppression of to 4.77 

447472 AW207347 Hs.211101 Hs^11101fSTs 4.74 

423164 AKD00232 Hs.124835 NM_019062:Homo sapiens hypotheficai prot 4.72 

429345 R11141 Hs.1 99695 Hs.1 996950rypothe6ca! protein MAC30 4.72 

70 430680 AW138724 Hs.16B974 Hs.168974:ESTs 4.69 

414998 NM_002543 Hs.77729 NM_002543^cmo sapiens oxidised tow dens 4.69 

417165 R80137 Hs.302738 Hs^02738:Homo sapiens cDNA: FU21425 fi 4.67 

403221 4.65 

__ 415000 AW025529 Hs.239812 Hs^9812^rctogicatly denned breast c 4.65 

75 433437 U20536 Hs.3280 NM_001226:Homo sapiens caspase 6, apepto 4.64 

414052 AW578849 Hs.283552 Hs^83552±ypothefcaJ protein BC016153 4.64 

406673 M34996 Hs.1 9 8253 Hs.1 98253una|or histocompafibi5ry corrrpt 4.64 

418203 X54942 Hs.83758 MM_001827:Homo sapiens COC28 protein kin 4.60 

0rt 422714 AB018335 Hs.1 19387 NM_014698flomo sapiens WAA0792 gene pro 4.60 

oO 410639 BE269047 Hs.65234 (bcustinx)NM_0178^:Hornosapfens DEAOW 4.60 

411393 AW797437 Hs.69771 NMJ»171(fcHomo sapiens Wactor. properd 4.59 

431193 AW749505 Hs.296770 Hs.29677thKlMl71 9 protein 4.57 

428450 NM.014791 Hs.184339 NM_014791:Hcmo sapiens maternal embryora 4.56 
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/*J 037*3 


NMJM3390 Hs.160417 


4£d/0D 


AW409701 


Hs.1578 




AF039916 


Hs.12330 


4Z/DOO 


AA311914 


Hs.154578 




Z46023 


Hs.1 18721 


431 54o 


A1834273 


Hs.9711 


429271 


AF039850 


Hs.198515 


432269 


NMJW2447 Hs.2942 


4UoliJ4 


AA601038 


Hs.191797 


439580 


AF086401 


Hs.293847 


443464 


BE548446 


Hs.321579 


420981 


140904 


Hs.100724 


43237B 


AI493046 


Hs.146133 


431958 


X63629 


Hs.2877 


415099 


AI492170 


Hs.77917 


437009 


AF 127026 


Hs.5394 


422511 


AU076442 


Hs.1 17938 


436459 


AK001455 


Hs.5198 


445417 


AK001058 


Hs.12680 


428024 


Z29067 


Hs.2236 


415474 


NM 014252 


Hs.78457 


441384 


AA447849 


Hs.288860 


428479 


Y00272 


Hs.334562 


407944 


R34008 


Hs.239727 


414108 


AI267592 


Hs.75761 


447320 


A1675419 


Hs.164464 


410850 


AW362867 


Hs.302738 


439453 


BE254974 


Hs.6566 


409231 


AA446644 


Hs.692 


432575 


AA553722 


Hs.194346 


427747 


AW411425 


Hs.1 80655 


439963 


AW247529 


Hs.6793 


418245 


AA0B8767 


Hs.83883 


428407 


NM_003953 Hs.184194 


424825 


AF207059 


Hs.1 53357 


429833 


NM_012079 Hs.288627 


411257 


AA628967 


Hs.1 15274 


413219 


AA876200 


Hs.116727 


408847 


AW290997 


Hs.190153 


422163 


AF027208 


Hs.112360 


425206 


NM.002153 Hs.155109 


441085 


AW136551 


Hs.181245 


439975 


AW328081 


Hs.6817 


414361 


A1086138 


Hjl204044 


417115 


AW952792 


Hs.334612 


415927 


AL120168 


Hs.78919 


409012 


AL117435 


Hs.49725 


420039 


NM.004605 Hs.376147 


446051 


BE048051 


Hs^7054 


421506 


BE302796 


Hs.105097 


407811 


AW190902 


Hs.40098 


418054 


NWL002318 Hs*3354 


409142 


AL136877 


Hs.50758 


419508 


AW997938 


Ks.90786 


426761 


AI015709 


Hs.172089 


408113 


T82427 


Hs.194101 


4S743 


BE396495 


Hs.159428 


453751 


R36762 


Hs.101282 


435327 


BE301871 


Hs.4867 


403219 






407103 


AA424881 


Hs.255301 


411126 


NWL001202 Hs.68879 


424837 


BE276113 


Hs.333034 


409956 


AW103364 


Hs.727 


439659 


AW9707BO 


Ks.59483 


425397 


J04088 


Hs.156346 


413753 


U17760- 


Hs.75517 


428698 


AA852773 


Hs.334833 


427557 


NM_002659 Hs.179657 


441623 


AA315805 


Hs.340710 


417866 


AW067903 


Hs.82772 


44*U1 j 


AA506476 


Hs*375009 


425247 


NM_005940 Hs.1 55324 


428385 


AF 11 221 3 


Hs.1 84062 


412612 


NMJJ00047 


' Hs.74131 


425280 


U31519 


Hs.1872 


411263 


BE297802 


Hs.69350 


452017 


AF109302 


Hs.27495 


452721 


AJ269529 


Hs.301871 


450737 


AW007152 


Hs.63325 


456906 


AF1 17646 


Hs.156637 


412974 


R18978 


Hs75105 


426108 


AA622037 


Hs.166468 



Hs. 1 604 1 7:transmembrane protein 2 
NM_001 168:Homo sapiens bacctoviid IAP r 
NM_001247:Homo sapiens ectonudeosWe Ir 
Hs.154578:Homo sapiens mRNAforFU00256 
NMJW0434:Homo sapiens siaGdase 1 (lyso 
NMJJ1751 5:Homo sapiens novel protein (HS 
NM_005224:Homo sapiens dead ringer-Gke 
Hs^9427naaophage stimulating 1 recepto 
Hs.191797fSTs 
Hs.293847:ESTs 

NM_021095:Homo sapiens solute carrier fa 
NM_005037:Homo sapiens peroxisome profit 
Hs.1 461 33:ESTs 

KM_001793:Homo sapiens cadherin 3, type 
NM_Q06002:Homo sapiens ublquitm carboxy 
NM_005379:Homo sapiens myosin IA (MY01A) 
NM_00Q494:Homo sapiens collagen, type XV 
Hs.5198:Down syndrome critical region ge 
Hs.1 2680: Homo sapiens cONA FU10196 fc, 
Hs.2236:NlMA (never in mitosis gene a)-r 
NM_014252:Homo sapiens sohite carrier fa 
Hs.288660:Homo sapiens cDNA: FU22182 tl 
NM_0Q1786:Homo sapiens ceil division eye 
Nf^_024422:Homo sapiens desmocoCb 2 (OS 
NM_003137:Homo sapiens SFRS protein krna 
Hs.164464:Komo sapiens, clone MGC:23655 
Hs.302738:Homo sapiens cONA: FU21425 fi 
Hs.6565:lhyroJd hormone receptor rnterac 
NMJX)2354:Homo sapiens tumcr-assodated 
Hs.194346:Spir-2 protein 
(bxu5Cnk)NM_004217:Homo sapiens serine 
Hs.6793: platetel-acCYaGng factor acety 
NM_020182:Homo sapiens transmembrane, pr 
NM_003963:Homo sapiens transmembrane 4 s 
NM_001084:Homo sapiens procoliagen-rysin 
NM_012079:Homo sapiens diacyigrycerd O- 
Hs.115274:lndian hedgehog homdog (Droso 
Hs,118727:Homo sapiens cDNAFU33803fis 
Hs.1 90153:Homo sapiens cONA FU33988 fe 
Hs.1 1236Q$romWn-0ke 1 (mouse) 
NM_002153;Homo sapiens hydroxysterdd (1 
Hs.1 81 245*tomo sapiens cONA FU1 2532 fe 
NM_033453:Homo sapiens inosine triphosph 
Hs.204044:ESTs 

NM_003094:Horno sapiens small nuclear rib 
NM_021083:Homo sapiens Kefl blood group 
Hs.49725:DKFZP434l216 protein 
Hs.3761 47:Homo sapiens cDNA FU39099 fis 
Hs.37054:ephriivA3 
Hs.105097:trryrnialne kinase 1. soluble 
Hs.40098:cysteine knot superfarrfly 1 , BM 
NM_002318:Homo sapiens rysyl oxidase-Bk 
Hs,50758:SMC4 structural maintenance of 
NM_003786:Homo sapiens ATP-btodlng casse 
Hs.172089^jro-oricosis receptor inducing 
Hs.194101:Homo sapiens cONA FU 20869 fi 
NM_138761:Homo sapiens BCL2«sodated X 
Ks.101282ttomo sapiens mRNA; cDNA DKFZp4 
Hs.4867unannosyl (a!pha-1»-gtycoprote 

Hs^56301irypofliefical protein MGC13170 
(locusfink)NM_001 202. Homo sapiens bone m 
NM_003491:Homo sapiens ARD1 homotog, N-a 
NM.002192:Homo sapiens InWbin, beta A ( 
Hs.59483deuctoe-nch repeakxintaining 
NMJ01067:Homo sapiens topefeomerase (ON 
NM_000228:Homo sapiens larnimn, beta 3 ( 
Ks.334838:KlAA1BS6 proton 
NM_002659:Homo sapiens plasminogen acfiv 
Hs.34871ChHomo sapiens, done IMAGE: 4242 
Hs.82772xd3agen, type XI, alpha 1 
HsJ75009--Homo sapiens mRNA; cDNA DKFZp6 • 
Hs.1 55324 jrtatrix metafloproteinase 11 (s 
Hs.184062xhromosome 20 open reading fra 
NM_000047:Homo sapiens arylsuhatase E ( 
NM_002591:Homo sapiens phrspfnenolpyniva 
NM_006345:H<mo sapiens kinesin-fike 6 (m 
Hs^7495:prostate cancer associated prot 
Hs^0187l3otutB carrier tamijy 37 (gjyc 
Hsj63325jransmernbnane protease, serine 
NM0121 16^omo sapiens Cas-Br-M (murine) 
NM_006579-.Homo sapiens emopamfl binding 
NM_004703^loTno sapiens programmed cell d 
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416085 BE267931 Hs.78996 NM_002592:Homo sapiens proSteratirtg eel 
403739 

417576 AA339449 Hs.82285 NM_00081 9:Hcmo sapiens phosphcnbcsytgly 
405484 

409162 H25530 Hs.50868 Hs.508683o!ute canter fanuly 22 (organ 

430514 AA318501 Hs.241587 NM_021 246:Homo sapiens lymphocyte antige 

414695 BE439915 Hs.76913 Hs.7691£proteascme (prosome, rracronain) 

411165 NM.000169 Hs.69089 NM_000169:Homo sapiens galactosidase, a! 

421975 AW961017 Hs.6459 (locuslink}NM_024531:Homo sapiens hypolh 

431836 AF178532 Hs.271411 NMJ38992:Homo sapiens beta-site APP-cte 

412133 U83460 Hs.104557 NM_001859:Homo sapiens solute carrier la 

412870 N22788 Hs.82407 NM_022059:Homo sapiens chemokine (C-X-C 

413278 BE563085 Hs.833 Hs.833dnterferon-sCrradated protein, 15 

400130 Hs.155560 NM_0D1746:Horno sapiens cainexin (CANX), 

430696 AA531276 Hs£9509 Hs^9509:ESTs 1 WeaWy similar to simitar 

443802 AW504924 Hs.9805 Hs.9805:exporfin 5 

407777 AA161071 Hs.71465 Hs.71465:squafenB epoxidase 

456629 AW891965 Hs.367942 Hs367942:Homo sapiens, clone IMAGE:4701 

421943 BE616520 Hs.343912 NM_033504:Horno sapiens CAC-1 (CAC-1),mR 

422293 X94453 Hs.114366 rte.114366:pym>Tro$<srr^^ 

419488 AA316241 Hs.90691 NMJ)06993:Horno sapiens nudeopnosmin/rruc 

425123 AW205274 Hs. 154695 NM_C00303:Homo sapiens phosphomannomutas 

447343 AA255641 Hs.236894 Hs-236894:ESTs. H3gWy similar to S02392 

413254 U40272 Hs.75253 NM_004135:Homo sapiens isodirate dehydr 

413950 AA249096 Hs.32793 Hs.32791Homo sapiens cDNAFU31 108ns, 

409453 A1885516 Hs.95612 Hs.95612:ESTs 

452888 AW955454 Hs.30942 NM_004093:Homo sapiens ephrin-82 (EFNBZ) 

421910 NM.014586 Hs.109437 NM_01458S:Homo sapiens hcrmoriairy upregu 

434263 N34895 Hs.79187 Hs.79187:coxsadde virus and adenovirus 

444700 NMJM3645 Hs.11729 NM_003645:Homo sapiens taity-acid-Coenzy 

433662 W07162 Hs,1 50826 NM_020387:Homo sapiens RAB25, member RAS 

418526 BE019020 Hs.85838 NM_004207:Horno sapiens soiute carrier fa 

425998 AU076629 Hs.165950 NM_002011:Homo sapiens fibroblast growth 

422616 BE300330 Hs. 118725 NM pi2248ttonio sapiens setenr^phates 

408056 AA312329 Hs.42331 Hs.42331 :eptain-A4 

407233 X16354 Hs.50964 ( (locusBnk)NM_001 71 2:Homo sapiens carcln 
426514 BE616633 Hs.170195 rte.17M95:bonemorphogene8c protein 7 { 
451541 8E279383 Hs.26557 NM_007183:Homo sapiens piakophEn 3 (PK 
424441 X14850 Hs.147097 Hs.147097:H2AhistoTtefan%.rTorrt)erX 
426378 U80082 Hs.169600 Hs.169600:KIAA0826 protein 
409636 AA305729 Hs.18272 OociJsfjik)NNt030S74:H«TO sapiens solute 
407786 AA687538 Hs.38972 NM_005727:Homo sapiens tetraspan 1 (TSPA 
431945 AW000827 Hs.11962 NM_030766:Homo sapiens apoptose regutat 
414561 AI064813 Hs.195155 rte.195155:sotute<^erfan%38.memb 
405556 

453082 H18835 HsJ1608 (locusnnk)NM_017636:Homo sapiens transi 
400529 

412869 AA290712 Hs.82407 Hs^2407:chemokine (OX-C mofit) Hgand 
427239 BE270447 H&356512 Hs-35S512:ESTs, WeaWy similar to UBCAJ\ 
429638 AI916662 Hs.211577 (lccuslink)NM_004986;Homo sapiens kinect 
445462 AA378776 H&288649 PocusBnk)NM_024051:Homo sapiens hypoth 
415003 M11437 Hs.77741 rfc77741:ldninogen 
443639 BE269042 Hs.9661 Hs.S661:proteasome (prosome, macrcpain) 

400290 H1B836 Hs.31608 (lccusEnk)NM_017635;Homo sapiens transi 
431350 AJ 192528 Hs.164537 Hs,164537:ESTs 
430154 AW583058 Hs.234726 NM_001085iHomo sapiens serine {or cystei 
435099 AC004770 Hs.4758 NM_004111:Homo sapiens flap structure-sp 
418216 AA662240 Hs.283099 Hs^83099AF15q14 protetn 
414907 X90725 Hs.77597 NM_000998:Homo sapiens rfcosomal protein 
413063 AL035737 Hs.75184 Hs,75184xhitinase Mice 1 (carfflageg 
420665 AW469240 Hs%371581 Hs^71581£STs 
452299 AW206330 Hs.355663 Hs355661ESTs 
444664 N26362 Hs.11615 NM^OI 608 6:rtoro sapiens map kinase phosph 
450334 AF035959 Hs.24879 Hs^4B79:phospha5dlc acid phosphatase t 
444006 BE395085 Hs.334762 (tocusfink)NM_032832:HonK> sapiens hypoth 
449437 AI702038 Hs. 100057 Hs.1 00057 serinenhremine kinase 35 
412939 AW411491 Hs.75069 Hs750693erine hydroxymefhytinmsferase 
427490 295152 Hs. 178695 NM_002754:Homo sapiens mitoger>ad)vated 
427333 AF067797 Hs. 176658 NM.001 1 69:Homo sapiens aquaporin 8 (AQP8 
434203 BE262677 Hs.283558 NM_01 B509:Homo sapiens hypothetical prot 
414806 D14694 Hs.77329 {kx^sfink)NfVL014754:Homo sapiens phosph 
456362 AW973003 Hs.179909 (to(^nk)NhL024831:Horno sapiens nudea 
409093 BE243834 Hs£0441 NM.01 5936iHomo sapiens CG-04 protein (L 
437016 AU076916 Hs.5398 Hs.5398:guanine monphosphaie synthetase 
430387 AW372884 Hs£40770 Hs^40770-jnrciear cap binding protein su 
428023 AL038843 Hs.374530 Hs-374530:HoTno sapiens cDNA: RJ23602 6 
432593 AW301003 Hs.51483 Hs*51483:Homo sapiens, Smflar to RtKEN 
413813 M96956 Hs.75561 NM_003212itomo sapiens teiatrxaidnoma-d 
428376 AF119665 Hs.184011 Hs.184011:rjyrophosphatasefrnorgarac) 
431890 X17033 Hs.271986 NM_002203ttomo sapiens integrin, alpha 2 
446696 AF279265 Hs^98476 NM_022911«mwsapierissohrte camerta 
419378 R24922 Hs.90078 Hs.90X)78:nircteotide-sugaf transporter si 
448140 AF 146761 Hs.20450 NM.0201 25.-Homo sapiens B ty^hocyte acti 
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434845 


BE267057 
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(locusnnk}NM_020182:Homo sapiens transm 
NM_001307:Homo sapiens daudin 7 (CLDN7) 
NM_016391:Homo sapiens hypothetical prot 
NM.014481 :Homo sapiens APEX nuclease (ap 
Hs.30715rpotasslum voltage-gated channel 
NM_018144:Homo salens Sec61 alpha form 
Hs.194346:Spir.2 protein 

NM_014799:Homo sapiens hephaesfin (HEPH) 
Hs.67928:ESTs 

Hs. 14845: Homo sapiens mRNA; cDNA DKF2p56 
BR5503$QVO-CT058l181G0O-428-fO7 CT058 
NM_01 6292:Homo sapiens heal shock prctei 
NM^025217:Homo sapiens UL16 binding prot 
Hs^9002:KIAA1706 protein 
NM_030622:Homo sapiens cytochrome P450, 
(locusRnk)NM J44624:Homo sapiens kinase 
Hs.2386ftKIAA1010 protein 
(locusllnk)NM.0D1712Homo sapiens caro'n 
Hs.150275:KIAA0241 protein 
{tocusGnk)NM_006697:Homo sapiens cispia 
Hs.82240csyntaxin 3A 

NM_014298:Homo sapiens quinoEnate phosp 
NM_004366:Homo sapiens chloride channel 
Hs.279704:chrornafin accessibility compie 
NM_Q21258:Homo sapiens intsrieukm 22 re 
NM_017896;Homo sapiens chromosome 20 ope 
CocusDnk)NM_005474:Horno sapiens guanin 
NM_012145:Homo sapiens dea^ymidylate 
KW_052984:Homo sapiens cydlrvdependent 
NM_004300^omo sapiens acid phosphatase 
Hs.73239:hypothelicai protein FU 10901 
NM_0008B4:Homo sapiens IMP ftnos'ne mono 
Hs^795Jactate dehydrogenase A 
MM_032192:Homo sapiens protein phosphata 
Hs.323733^ap junction protein, beta 2, 
NM-005977itomo sapiens ring finger prate 
NM_002416:Homo sapiens monokine induced 
NM_002257:Homo sapiens kaMcein 1, ten 
NM_012129:Homo sapiens ciaudin 12 (CIDN1 
NM_005242:Homo sapiens coagulation facto 
HS.22941WAA1363 protein 
(locuslink)NM_033550:Homo sapiens chromo 
Hs.74335:heat shock 90kO protein 1 t beta 
Oocustink)NM_000883:Homo sapiens IMP (i 
NMJ»5975:Homo sapiens PTK6 protein tyro 
NM_004208:Homo sapiens programmed cell d 
Hs.281434:Homo sapiens cDNA FU31373 lis 
NM_016614:Homo sapiens TRAP and TNF rece 
Hs^71473:ep2heCa! protein up-regutate 
NM_01 333&Homo sapiens AIg5. S. cerevisi 
NM_0031 29:Homo sapiens squaiene epoxidas 
Hs.131810:Homo sapiens cDNA FU35976 fis 
Hs.30135O-JXYD dornatn-containing ion tra 
Hs.62918:COC91 ceD division cycle 91-0 
NM-.002349tHomo sapiens lymphocyte anSge 
Hs^73333:hypotheQcal protein FU 10986 
NM-0201 58:Homo sapiens exosome component 
Hs.5097synaptogyrin 2 
N^003904:Homo sapiens zinc finger prate 
NMJ)03921:Homo sapiens B-ceD CU/lympho 
(lccusDnk}NM_004358:Homo sapfens cefl d 
MM_003681 :Homo sapiens pyridoxaJ (pyrtdo 
Hs^00684xaicitonin gene-retated pepfid 
NM_023930:Komo sapiens hypotheficaJ prot 

(locuslirik)NM_024923:Horno sapiens hypoth 
Hs.378718:Homo sapfens cDNA FU33433fis 
NM_012394:Homo sapiens prefokfin 2 (PFDN 
NM_0032H6:Homo sapiens topoisomerase (ON 
Hs.75323:prohibi&i 
Hs^36522JDKFZP434P106 protein 
NM_080748:Homo sapiens chromosome 20 ope 
NM_014343:Hcmo sapiens ciaudin 15 (CL0N1 
NM_002619:Homo sapiens platelet factor 4 
Hs325321:WD repeat domain 18 
NM_019034*tomo sapiens ras homotog gene 
NH_001895:Homo sapiens casein kinase 2, 
Hs.59461:DKFZP434C245 protein 
NM_000312^cmo sapiens protein C finacti 
NM_01 5966:Homo sapiens serotogteaDy def 
NM_005370^tomo sapiens me) trartstormbig 
Hs.10483Q£STs 
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AF111170 

BE244231 

AW052006 

AI678727 

U85768 

NM.014742 

AA296363 

BE243313 

BE072B81 

U63630 

BE397753 

BE266322 

M81933 

AW977382 

NM.002951 

U95031 

R52557 

AL118990 

U11700 

AI580053 

AA570256 

AW411065 

BE173977 

T47364 

T98226 

AA194952 

AW015211 

AW505308 

A1056776 

X59135 

AA316181 

NMJXM341 

ALU 0291 

L12350 

AU076609 

AF208234 

AL080192 

AI754813 

AB025237 

BE391929 

AW578452 

MS4673 
H59799 
BE314877 
AF213457 
X91195 
BE617695 
W70171 
BE387202 
AA770561 
NM.006855 
AV660976 
AI732374 
D30857 
NMJM54Q2 

AA151647 
AF034102 
W79485 
AI8769Q9 
BE275760 
AI640377 
AL039104 
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Hs.378965 

Hs.183006 

Hs.418 

Hs.75227 

Hs.112378 

Hs267659 
Hs.205126 
Hs.21u567 
HsJ74664 
Hs.151734 
HSJ06165 
Hs.84038 
Hs.374973 

Hs.378970 

Hs.247838 

Hs.79305 

Hs.121520 

Hs.334851 

Hs.155637 

Hs.14623 

Hs.211374 

Hs.1634 

Hs.15898 

Hs.75722 

Hs.102482 

Hs.91579 

Hs.373554 

Hs.84999 

Hs.109007 

Hs.348504 

Hs.274351 

Hs.10098 

Hs.278613 

Hs.171952 

Hs.36093 

Hs.153799 

Hs.75812 

Hs.133397 

Hs.156110 

Hs.61635 

Hs.154868 

Hs.99364 

Hs.108623 

Hs.2934 

Hs.695 

Hs.101282 

Hs.146428 

Hs.388 

Hs.8752 



Hs.1499 
Ks.42644 
Hs.24553 
Hs.44234 
Hs.100623 
Hs.286192 
Hs.75939 
Hs.1 18638 
Hs.146170 
Hs.250695 
Hs.3569 
Hs.339827 
KSJ2353 
Hs.6906 

Hs.68877 
Hs.32951 
Hs.173980 
Hs.17883 
Hs.30928 
Hs.350077 
Hs.159557 



Hs.923singt*stranded DMA binding prole 

HsJ74548so!ute carrier family 16 (mono 
NM_001197:Homo sapiens BCL2-interacting 
Hs.35861 :R2s-induced senescence 1 
HsJ845233erine/lhreoJttne kinase 38 Ek 
Hs^78965:Homo sapiens cDNA FU37658 fis 
Hs.1 830 OSJikely homotog of mouse hepari 
(1ccusM)NNL004460:Homo sapiens torab 
NM_005002:Homo sapiens NADH dehydrcgenas 
(tocusnnk)NM.004987:Homo sapiens UM an 

NMJM61 1 3:Homo sapiens vav 3 oncogene (V 
Hs^05126:Homo sapiens cDNA: FU22667 fi 
fK210667:ESTs 

KM_00553aHomo sapiens Inhibm, beta C { 
Hs.151734aiudear transport factor 2 
Hs.306165:ESTs, Higruy similar to unknow 
NM_015937:Homo sapiens CGH)6 protein (L 
NM^004697:Homo sapiens PRP4 pre-mRNA pro 

Hs.378970:Homo sapiens cONA FU35102 fis 
N^002991:Homo sapiens small inducible c 
HsJ9305:KlAA0255 gene product 
Hs.121520-.Homo sapiens cDNA FU35792fis 
Hs.334851:UM and SK3 protein 1 
BE072881.*RC2-BT0548-20030r>O12-e09 BT054 
NM_006904:Homo sapiens protein kinase. D 
Hs.1462linterferon, gamma^nducibiB pro 
(!ocuslink)NM_1 45051 :Homo sapiens hypoth 
Hs.1 634xefl division cycle 25A 
Hs.15698:2,44ienoy) CoA reductase 2, pe 
NM_002951:Honx> sapiens ribophorin II (RP 
rteJ024823mictn 5, subtype B. tracheobro 
NM_033416:Homo sapiens similar to HYPOTH 
(tocustmk)NM_130786itano sapiens alpha- 
NM_000051Homo sapiens ATPase, Cu+* tran 
H3.109007:Homo sapiens, SimBar to LOC1 6 
Hs.348504:hypothe0caJ protein BC014072 
NVL016032ttomo sapiens zinc finger, DHHC 
NM_019082^omo sapiens putative nudeola 
(locusfink)NM_005532:Homo sapiens interf 
Hs.171952^cctudin 

Hs.36093:rtomo sapiens cDNA RJ 12885 fis. 

Hs.1S3799:Homo sapiens cDNA FU38333 fis 
NM_004563:Hcmo sapiens phosphoenolpyruva 
Hs.133397:ESTs 

Hs.1561 lOdmmunogtobufin kappa constant 
NM_012449*tomo sapiens six transmembrane 
NMJ004341:Homo sapiens carbamoytyhospha 
Hs.99384abhydro1ase domain containing 1 
NM_003247itomo sapiens thrombosponaln 2 
KM_001033:Homo sapiens rtbonudeofide re 
Hs.695:cystafin B (stefin B) 
Hs.101282:Homo sapiens mRNA; cDNA DKFZp4 
Hs.146428xdlagen, type V, alpha 1 
NM_002452-Xonra salens nutflx (nucleoside 
Hs.8752: transmembrane protein 4 
AW57845iRC1-CT0252-0301 00^234)07 CT025 

NM_005526:Homo sapiens heat shock transc 
Hs.42644:thbredoxirvtike 2 
(bcusIInk)NM_022mHomo sapiens hypoth 
NM_01 8965; Homo sapiens triggering recept 
NM_1 38689: Homo sapiens protein phosphata 
NM_032192:Homo sapiens protein phosphata 
NM_012474:Homo sapiens uridine monophosp 
Hs.11B538^oiHnetastaCcce& 1. proteJ 
Hs.146170±ypotheBcaJ protein FU22969 
NM_006855:Homo sapiens KDEL (Lys-Asp43u 
Hs.3569ccr^omosome 20 open reading frame 
HsJ39827fST s. WeaHy similar to protea 
NM_006404:Homo sapiens protein C recepto 
NM_005402rHomo sapiens v-ra! simian leuk 

Hs.68877xytochrcme b-245, alpha pofypep 
NM_001 532: Homo sapiens solute carrier fa 
Hs.1733803iuciear matrix protein KMP200 
NMJW2707itemo sapiens protein phosphata 
NMJW61 14:Homo sapiens translocase of ou 
NMJ)0tB82*tomo sapiens ribosomal protein 
NM_Q02266tfomo sapiens tcaryopherin alpha 
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420531 
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452700 
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414883 
421743 
447698 
424089 
414788 
442315 
449944 
425244 
428484 
418703 
436415 
447151 
418862 
410636 



A1816736 

BE002758 

NM.004182 

AW082266 

AK00039B 

NM_001360 

BE268621 

BE540090 

AK000002 

AA287786 

AW368634 

NMJM5925 

AI272727 

Y10805 

BE281191 

AW972330 

AA360954 

A1741909 

AW451618 

NM000546 

BE561610 

AW630088 

AF141332 

X57522 

AW246428 

A1359575 

AI567839 

AF078865 

BE185030 

AA122237 

AA380731 

U52112 

AF167572 

A1652069 

BE260964 

BE262621 

A1859390 

NMJ>13442 

AA926960 

T35958 

AI420156 

AL036662 

X78342 

AA173992 

AF290512 

AK002127 

AF104032 

NWL014448 

BE265254 

AIQ22813 

BE550964 

AA088177 

AI805664 
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428371 
450690 
413900 
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447321 
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420676 
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412326 
447656 
428109 
421779 
400262 
418803 
449230 
421532 
432026 
433179 
452264 
418641 
421612 
427349 
457670 



AW451034 

AI816209 

AB012193 

AA296696 

AW409747 

X03068 

AK000524 

AW271217 

AI052358 

BE386750 

AH34780 

AID64707 

AL109729 

R07565 

NMJJ03726 

AW732918 

AI679159 

U50079 

BE613348 

AW1 38207 

AA524545 

AW362945 

AU077013 

BE243136 

AF161254 

AA360154 

AF119666 
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Hs287850 

Hs.172791 

Hs.86131 

Hs.11747 

Hs.11806 

Hs.149155 

Hs.7345 

Hs.55879 

Hs.23449 

Hs.154331 

Hs.95697 

Hs.249163 

Hs20521 

Hs.155452 

Hs.283022 
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Hs.44680 

Hs.290216 

Hs.1846 

Hs.5809 

Hs.76550 

Hs.75309 

Hs.200333 

Hs.352018 

Hs.75355 

Hs.23765 

Hs.151714 

Hs.284296 

Hs.241305 

Hs.81874 

Hs.84 

Hs.182018 

Hs.12912 

Hs38614 

Hs.82045 

Hs.73798 

Hs.288940 

Hs.3439 

Hs.348669 

Hs.107614 

Hs.326733 

Hs.144949 

Hs.77313 

Hs.7956 

Hs.58215 

Hs.155313 

Hs.184601 

Hs.87435 

Hs343258 

Hs.92679 

Hs.89399 

Hs.172870 

Hs^1731 

Hs.12126 

Hs326525 

Hs.95867 

Hs.183874 

H&333418 

Hs.75612 

Hs.73931 

HU9850 

HsJ281434 

Hs.131741 

Hs£6978 

Hs.4248 

HU01226 

Hs.99364 

Hs.73817 

Hs.19126 

Hs.182490 

Hs.108219 

Hs.75309 

Hs^8556 

Hs.356392 

Hs.146170 

Hs.224630 

Hs.162459 

Ks.28757 

Hs36947 

Hs.106196 

Hs.177415 

Hs.23449 



Hs.14896zinc finger. DHHC domain cental 
NM_002219:Homo sapiens integral membrane 
NM_004182:Homo sapiens ubiquitousry-expr 
Hs.86131:Fas 0NFRSF6)-associated via de 
(toccsfinkJNM_01 779 B: Homo sapiens chromo 
NM_00138Q*tomo sapiens 7-dehydrochoteste 
(locusfink)NM_003374:Homo sapiens voltag 
Hs.7345:MAD1 mitotic arrest defidenWi 
(locusfink)NM»033450:Homo sapiens muIM 
Hs.23449±isultn receptor tyrosine kinas 
Hs.154331:ESTs 

Hs.95697:fiveKpecific bHLH-Zrp transcr 
NMJE4306:Homo sapiens fatty add hydrox 
NMJH)1536:Hcrno saptens HMT1 hnRNP methyl 
Hs.155462:MCM6 minichromosome maintenanc 
NM_01 8643:Homo sapiens triggering recept 
Hs.27268:Homo sapiens cDNA; FU21933 fis 
Hs.4468ahypothetical protein FU 20979 
Hs.290216:ESTs 

NM_000546:Homo sapiens tumor protein p53 
NH_020470:Homo sapiens putative transmem 
NM_052886:Homo sapiens mal, T-celJ diffe 
NMJW1 961 :Homo sapiens eukaryofc trans! 
NM_018690:Homo sapiens apolipoprotein B4 
NMJM0593:Homo sapiens transporter 1, AT 
NMJ103348:Homo sapiens ubiqmlin-conjuga 
Hs23765:membrane metaUo-endcpepGdase- 
Pocustink)NM_033405:Homo sapiens peroxi 
NM_Q33161:Homo sapiens surfeit 4 (SURF4) 
(locuslink) NM_006470:Homo sapiens tripar 
NMJX)2413:Homo sapiens microsomal gtutat 
NMJX)0206:Homo sapiens interteuWn 2 rec 
Hs.182018±iterteuWn-1 receptor-assocla 
NM_006109:Honio sapiens SKB1 homolog <S. 
NM_004587:Homo sapiens ribosome binding 
Hs.82045:midkine (neuitegrowfli-promoti 
Hs.73798:macrophage migration inhibitory 
NMJ)21 259: Homo sapiens transmembrane pro 
Hs.3439*.stomafin (EPB72)-Gke 2 
Hs3*8869£DC28 protein kinase 1 
Hs,107614:DKFZP564l1171 protein 
NM_052858:Homo sapiens similar to RIKEN 
Hs.144949:ESTs 

Hs.77313:cycDrHJependent kinase (CDC2-1 
Hs.7956:ESTs " 

Oocusfink)NM_033046:Homo sapiens rhotek 
NM_022105:Homo sapiens death associated 
(bcuslink) NM_00348S:Homo sapiens solute 
HsJ7435:Rho guanine exchange factor (GE 
NM.0061 91:Homo sapiens profiferaGon-ass 
(iocusfink)NM_145754:Homo sapiens kinesi 
NM_00517&Homo sapiens ATP synthase, H+ 
Hs.172870:KlAA1913 protein 
Oocusnnk)NM_012094:Homo sapiens peroxi 
NMJM8487:Homo sapiens rtepatocefluter ca 
NM.001669-.Homo sapiens arytsulfatase D ( 
(tocuslink)NM_0241 12:Homo sapiens chromo 
NM_003589:Homo sapiens cullin 4A (CUL4A) 
(tocusfink)NM^014164:Homo sapiens FXYD d 
NM_006819tHomo sapiens stress-induced^h 
Hs.73931unajor Nstocompafibffity compte 
Hs.3985Ch uridine tdnase-Hke 1 
Hs^81434:Homo sapiens cONA FU31373 Ms 
Hs.131741£STs 
Hs.86978rproJy) endopepttdase 
Hs.4248:Homo sapiens PP3781 mRNA, comple 
Hs^01226:Homo sapiens, done !MAGE:3456 
Hs.99364:abhydrot3se domain containing 1 
NM_002S83:Homo sapiens smaD inducible c 
NM_003726:Homo sapiens sre famOy associ 
Hs.1 82490:teticfoe-nch PPR-mofif contain 
NM_004626.-Homo saptens wtngless-type MMT 
NM-001 961:Homo sapiens eukaryoGc transl 
NM_004964flomo sapiens Kstone deacetyia 
Hs.356392:ESTs, HigHy similar to S-phas 
NM_022842:Homo saptens hypotheScal prot 
Hs.224630:Homo sapiens cDNA FU33318 6s 
Hs.162459:ESTs 



NM_001 109*tano sapiens a disintegrin and 
(locus&iX)NM_01 6579:Homo saptens 8D6 an 
(k>cusftikJNM_(nM997:Homo sapiens Rnkel 
8842:Homo sapiens insulin receptor 
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438407 AI457122 Hs. 129673 Hs.129673:euteryo8ctranslaBonini2at 3.10 

428293 BE250944 Hs.183556 Hs. 183556xolute earner fanflyl (neutr 3.10 

436823 AW749865 Hs.1 17077 Hs.1 17077:zmc finger protein 264 3.10 

_ 418181 U37012 HsJJ3727 NMJ)13291:HomQ sapiens cleavage and poly 3.10 

5 434826 'AF 155661 Hs.22265 Hs.22265:pyruvate dehydrogenase phosphal 3.10 

428734 BE303044 Hs.192023 NMJX)3757:Homo sapiens eukaryofc transl 3.09 

423022 AA320525 Hs.201076 Hs.201076:ESTs 3.09 

427648 AI376722 Hs.180062 Hs.180062:proteasome (prosome, macropam 3.08 

in 404240 3.08 

10 408989 AW361666 Hs.49500 Hs.495O0:KlAA0746 protein 3.08 

452835 AK001269 Hs.30738 NM_018037:Homo sapiens hypothetical prot 3.08 

446506 AI123118 Hs.15159 (locuslmk)NM_016326:Homo sapiens chemok 3.08 

402260 3.08 

429671 BE379335 Hs^11594 Hs^11594:proteasomB(prosom8,macropain 3.08 

15 409267 NMJM2453 Hs.52515 NM_01 2453: Homo sapiens transducin (bete) 3.08 

445937 AI452943 Hs^21231 (tasDiik)NM_003779:Homo sapiens UDP-Ga 3.07 

431243 U46455 Hs^52189 NM_002999:Homo sapiens syndecan 4 (amphi 3.07 

422611 AA158177 Hs.118722 (locusT[nk}NM_004480:Homo sapiens fucosy 107 

427647 W19744 Hs.160059 Ks.1 80059:Homo sapiens cDNA FU31360 fis 3.07 

20 449644 AW960707 Hs.148324 Hs.148324:ESTs 107 

448719 AAQ33627 Hs.21858 Hs.21856serine (or cysteine) proteinase 107 

417457 AA378907 Hs.349326 Hs.349326:Komo sapiens cDNA FU30677 fis 3.07 

454128 AL031259 Hs.387900 Hs.367900:programmed ceO death 2 3.07 

_ _ 424927 AYY973666 Hs. 153850 Hs. 1 53850:hypo{hetjcal protein C321 D2.4 107 

25 428144 BE269243 Hs. 182625 Hs. 182625 VAMP {vesicle-associated membr 3.07 

426440 BE382756 Hs.169902 NM_006516:Homo sapiens solute carrier fa 3.06 

426410 BE298446 Hs.305890 NM_1 38578: Homo sapiens BCL2-Gke 1 (BCU 3.06 

426812 AF105365 Hs.172613 NU_006598:HQmo sapiens solute earner fa 106 

_ _ 435750 AB029012 Hs.4990 Hs.4990:KIAA1 089 protein 3.06 

30 421802 BE261458 Hs.108408 (locusfink)NM_016022:Homo sapiens CG-78 106 

421905 AJ660247 Hs.32699 Hs.32699-.Homo sapiens, Stmflar to RIKEN 106 

430542 AI557486 Hs.119122 Hs.1 191223fl»sonial protein L13a 106 

427268 X78520 Hs.174139 NM_001829:Homo sapiens chJcride channel 106 

„ 412525 AA581439 Hs.152328 Hs.152328:ESTs 3.06 

35 422813 AV656571 Hs.1 21 068 (!ocusIink)NMJ)0327ftHofTO sapiens transm 105 

441406 Z45957 Hs.7837 Hs.7837:phosphoprotein regulated by mito 105 

408806 AW847814 Hs.75608 Hs.7560Btfghtjuncfon protein 2 (zona 105 

435730 AB020635 Hs.4984 Hs.4984:WAA0828 protein 105 

Ar . 432871 NWL016142 Hs^79617 Hs.279617Aydroxysteroid (17-beta) dehyd 105 

40 447783 AF054178 Hs.19561 NM_005GQ1 :Homo sapiens NADH dehydrogenas 105 

426268 AF083420 Hs.168913 NM_003576:Homo sapiens serine/threonine 105 

450447 AF212223 Hs. 25010 NMJ)18698:Homo sapiens hypothetical prot 105 

427337 Z46223 Hs.176663 NM_000569:Homo sapiens Fc fragment of Ig 105 

406363 105 

45 439841 AF038961 Hs.6710 NM_004870:Hamo sapiens mannose^ofcho 105 

431738 AW237726 Hs^88549 NM_032828:Homo sapiens ubiquiBn U8F-A 104 

447966 AA340605 Hs.105887 (tocusilnk) NMJ 45252:Homo sapiens simila 104 

439246 AI498072 Hs.351474 Hs351474:Homo sapiens cDNA FU30002 fis 104 

419493 AF001212 Hs£0744 Hs.90744:proteasoma (prosoma, macropain) 104 

50 427597 D15049 Hs.1 79770 NMJ»2842:Hamo sapiens protein tyrosine 104 

430281 AI878842 Hs237924 NMJ11 601 6:Homo sapfens C©-69 protein (L 104 

446620 AA128808 Hs.1 79302 (tocu5F.nk)NMJ}22109:Romo sapiens CD*32 104 

452865 AI924046 Ks.119567 Hs.119567£STs, Weakly similar to ALU1.H 104 

422164 NM_014312 Hs.112377 Hs.1 12377xortical thymocyte receptor (X 104 

55 444301 AK000136 Hs.1 0760 NMJ1 768Q:Homo sapiens asporin (LRR das 104 

451455 AI937227 Hs.8821 . NMJJ21 175: Homo sapiens hepcidin anftnicr 103 

417777 AI823763 Hs.7055 Hs.7055:Homo sapiens cDNAFU33420 fis, 3.03 

417144 AA382104 Hs.81337 Hs.81337iectin, gaiactoside-Wnding, so 103 

450825 AC005954 Hs^5527 (k>cusEnk)MM_01442aHomo sapiens Oght 103 

60 414774 XD2419 Hs.77274 NM_002658:Homo sapiens plasminogen acfiv 103 

409430 R21945 Ks.346735 Hs^46735:Homo sapiens, done IMAGE:3881 103 

440659 AF134160 Hs.7327 NM_021 1 01 :Homo sapiens daudin 1 (CLDN1) 103 

432268 BE311856 Hs.274230 Hs^742:^3 i -phosphoaiencsine 5-phospho 103 

rr 438930 AW843633 Hs.343261 rte.343261*istocompafibiKty (minor) 13 102 

65 412599 AU076782 Hs.248267 (locusfink)NJyL021 12&Homo sapiens mercap 102 

426788 U66615 Hs.1 72280 NM_003074:Hcmo sapiens SWVSNF related, " 102 

425966 NMJJ01761 Hs.1973 NM_001761:Homo sapiens eyefin F (CCNF). 102 

448847 AI587180 Hs.1 10906 Hs. 11 0906 hypothetical protein BC004501 102 

„ 431236 AV656840 Hs^85115 KM_001560:Homo sapiens inteneutoi 13 re 102 

70 414702 L22005 Hs.76932 NMJX)4359:Homo sapiens cell division eye 102 

430024 AI808780 Hs^27730 NM.00021 ftHomo sapiens integrin, alpha 6 102 

424394 BE277024 Hs.146381 Hs.146381 flNA binding motif protein, X c 101 

442993 BE018682 Hs.166196 Hs.166195*TPase, Oass I, type 8B, memb 101 

__ 437712 XD458B Hs.85844 HsJ5844:neurotrophfc tyrosine Hnase,r 3.01 

75 410293 AK000047 Hs.61960 NMJM8992Homo sapiens hypolhefcaJ prot 101 

454358 AW792876 Hs.288936 NM_03142(hHomo sapiens rritochondrial rib 101 

411531 AB014511 Hs.70604 KsJOHMATPase. Oass n, type 9A 3.00 

447032 AK000310 Hs.1 7138 (!ocusltok)NMJ)17755:Homo sapiens hypoth 3.00 

0 . 414249 A1797994 Hs.279929 (loais&ik)^01751CfcHomo sapiens gp25l2 100 

50 448440 M173467 Hs.62402 rte.62402^21iCdc42mac^acfiva}ed kinase 100 

423184 NMJKM428 Hs.1624 NM_00442BJtomo sapiens ephrin-A1 (EFNA1) 100 

419452 U33635 Hs.90572 Hs3Q572fTK7 protein tyrosine kinase 7 3.00 

417878 U90916 HS.B2845 Hs.82845:Homo sapiens cONA:FU21 930 fis 100 
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431884 
425261 
445229 
412146 
437763 
405865 
425725 
417259 
453902 
432396 
411358 
453518 
448913 
440943 
414013 
452124 
416391 
419092 
426375 
437296 
407736 
443303 
424756 
430354 
417079 
425221 
414186 
432065 
452012 
412429 
452714 
429922 
'434931 
416293 
428781 
445350 
422396 
429597 
421179 
417691 
427715 



409220 
443883 
445720 
429583 
427581 
419193 
419152 
444824 
431629 
425118 
422010 
436075 
412338 
413073 
412088 
447140 
426746 
424291 
417944 
428343 
435640 
451608 
434608 
437186 
429574 
438549 
440246 
426924 
444193 
422030 
415938 
450167 
408815 
414820 
410013 
444823 
422197 
432710 
405203 
432465 
412926 



AA521246 

BE385099 

8E276013 

M92444 

AA4693S9 

AI025931 

NML012243 

AW903838 

8E502341 

AW295956 

R47479 

AW503205 

AA194422 

AW082298 

AA766605 

AA454220 

A1878927 

J05581 

AK000597 

AA350994 

N41744 

U67319 

AW504657 

AA954810 

U65590 

AV649864 

U33446 

AA401039 

AA307703 

AV650262 

AW770994 

Z97630 

AW968941 

BE244454 

AF164799 

AF052112 

W21872 

NMJW3815 

U72664 

AU076610 

BE245274 

AJ002744 

BE243323 

AA114212. 

AL04O482 

NMJJ06412 

NMJJ14788 

D29643 

L12711 

AA843575 

AU077025 

AU076611 

AA302049 

BE090176 

AA151527 

AL038165 

AI689496 

AF070537 

J03626 

AL120051 

AU077196 

AL043021 

AF220053 

AA384525 

AA805443 

AA338305 

BE268321 

BE386801 

W52010 

BE222542 

Y17801 

X51416 



AA446404 
AW957974 
AA371931 
AF067173 



AW974265 
AA609685 



Hs.21u792 

Hs.355814 

Hs343828 

Hs.73722 

Hs.5831 

Hs.181357 

Hs.159322 

Hs.81800 

Hs.3402 

Hs.11900 

Hs.94761 

Hs.27268 

Hs.22564 

Hs.146161 

Hs.47099 

Hs.61170 

Hs.79284 

Hs.89603 

Hs.169549 

Hs.20281 

Hs.349326 

Hs.9216 

Hs.152931 

Hs.239784 

Hs.81134 

Hs.1551B8 

Hs.75799 

Hs-2903 

Hs.279766 

Hs.75765 

Hs.30340 

HsJ226117 

Hs.166254 

Hs.79162 

Hs.193384 

Hs.12540 

Hs.7907 

Ks.2442 

Hs.148495 

Hs.82399 

Hs.180428 

Hs.246315 

Hs.51233 

Hs.9930 

Hs.286173 

HSJ209119 

Hs.179703 

H&34789 

Hs.89643 

Hs.1 2056 

Hs.255827 

Hs.154672 

Hs.31181 

Hs.179902 

Hs.69485 

Hs.75187 

Hs.108932 

Hs.17481 

Hs.2057 

Hs.144700 

Hs.82985 

Hs.12705 

Hs.54960 

H*26745 

Hs.179909 

Hi377816 

Hs^08912 

Hs^1858 

Hs.191379 

Hs.128782 

Hs.10574 

Hs.1 10849 

Hs.78921 

Hs.24583 

Hs.25485 

Hs.77422 

Hs.57904 

Hs.12045 

Hs.111632 

HS.275S72 



D56165 HsJ275163 
AI879076 Hs.75081 



Hs^10792Homo sapiens cDNA FU36691 fis 
Hs.355814:Horno sapiens done IMAG&29333 
HsJ543828:Homo sapiens mRNA; cDMA OKFZp7 
Hs.73722APEX nuclease (mutlifuacfional 
Hs.5831 : tissue inhibitDr of metaHoproie 
Hs.181357:laminin receptor 1 (67kD, ribo 
(locusEnk)NMJ)12243:Homo sapiens solute 
Hs.8160ttchondroifin sulfate proteoglyca 
NM_139177:Homo sapiens chromosome 17 ope 
{locusM)NM_032527:Horno sapiens hypoth 
Hs.94761:WAA1691 protein 
Hs.27268:Homo sapiens cDNA: FU21933 fis 
NMJXM999:Homo sapiens myosin VI (MY06). 
NM_032331:Homo sapiens hypothetical prot 
NM_024642:Homo sapiens hypothetical prot 
Hs.61170:ESTs 

NM_002402Homo sapiens mesoderm specific 
NM_00245S:Homo sapiens mucin 1 , transmem 
NM_01 7893: Homo sapiens sema domain, immu 
Hs.20281:MAPK phosphatase-7 
Hs.349326:Hcmo sapiens cDNA FU3QS77 fis 
NM_033340:Homo sapiens caspase 7, apopto 
(locustink)NM_002296:Horno sapiens lamin 
Hs.239784scribWe 

0ocusrmk}NM_000577:Homo sapiens interi 
NM_005642:Hcmo sapiens TAF7 RNA polymera 
Hs.75799: protease, serine, 8 (prostasin) 
Hs.2903:protein phosphatase 4 (formerly 
(locuslink)NM .01231 0:Homo sapiens kinesi 
NM_002089^omo sapiens GR02 oncogene (GR 
Hs.30340: hypothetical protein KIAA1 165 
NM_C05318:Homo sapiens HI his tone family 
Hs.1 66254:tikery ortholog of rat vacuole 
Hs.79162structure specific recognition 
Hs.193384:putatative 28 kDa protein 
NM_006330:Homo sapiens lysophosphoDpase 
(locusM)NMJ 45059: Homo sapiens L-fuco 
Hs. 2442a dsintegrin and me fetoprotein 
NM_002810:Homo sapiens proteasome (proso 
NM_007357itomo sapiens component of dig 
Hs.180428:WAA1181 protein 
NM - 017423:Homo sapiens UOP-N-acety^atph 
(kx»sitru\)NM_003842Homo sapiens tumor 
Hs.9930:serine (or cysteine) proteinase 
HsJ286173:KIAA1595 protein 
NM_006412:Homo sapiens 1-acyfgtyceroH- 
NM_014788ifomo sapiens tripartite motif- 
NM_00521&Homo sapiens AAiryWiphosph 
(locusBnk)NMJJ01064:Homo sapiens transk 
NNU»1671:Homo sapiens astatoglycoprotei 
NM_022873-.Horno sapiens interferon, alpha 
Hs.154672methytene tetrahycrofoteJe deh 
Rs.31 181: Homo sapiens cDNA FU23230fis 
NM_080546:Homo sapiens COw92 anfigen (CD 
(bcusnnk)NMj024661:Homo sapiens hypoth 
NM_01 4765:Homo sapiens transtocase of ou 
Hs.1Q8932:ESTs 

Nr\L138391:Homo sapiens hypothetical prot 
NMJXX)373:Homo sapiens undine monophosp 
NR.004429:Homo sapiens ephrin-B1 (EFNB1) 
NM_Q00393:Homo sapiens collagen, type V, 
(locuslink) NM_1 45294: Homo sapiens simSa 
N , M_018468:Hcmo sapiens uncharacterized h 
NM_016499*tomo sapiens HSPC244 (MGG1337 
NM_Q24831 :Homo sapiens nuctear receptor 
Ks.37781 6:Homo sapiens cDNA FU35808 fis 
Hs^0S91 ^hypothetical protein MGC861 
Hs.21858*.serine (or cysteine) proteinase 
Hs.191379:ESTs 

Hs.128782: Hcmo sapiens cOMA FU31512 fis 
Hs.10574sohite carrier family 2, {fact! 
OocusDnk)NM»004451:Homo sapiens estrog 
NM_003488^omo sapiens A kinase (PRKA) a 
NM_013248aomo sapiens NTF2-fike export 
(loaisImk)NM_024599:Homo sapiens hypoth 
Hs.77422: proteoSpid protein 2 (colonic 
Hs^7904:mago-nashi homofag, proGferafi 
Hs.12045:C2f protein 
Hs.1 11632:Lsm3 protein 
NM_005838:Homo sapiens membrane com pen en 

NMj002512Homo sapiens non-metastafic ce 
Ks.75061 nnacrophage myristoylated atardn 
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455967 


L12535 


Hs.75551 


402104 






414814 


D14697 


HsJ7393 


442739 


NM_007274 


Hs.8679 


456157 


AW979153 


Hs.336881 


429505 


AW320035 


Hs.278679 


430567 


NMJJ03028 


HsZ44542 


437822 


AW450485 


Hs.4437 


438543 


AA810141 


Hs.192182 


426158 


NM_001982 


Hs.199067 


441455 


AJ271671 


Hs.7854 


420166 


AW732276 


Hs.95583 


415674 


BE394784 


Hs.78596 


409591 


AA532963 


Ks.9100 


418062 


AW630556 


Hs.83383 


436540 


BE397032 


Hs.14468 


426675 


AW084791 


Hs.133122 


417018 


M16038 


Hs.80887 


421684 


BE281591 


Hs.106768 


429404 


NM_005738 


Hs.10706 


411030 


BE387193 


Hs.67896 


413822 


R08950 


Hs.272044 


438085 


R52518 


Hs.7967 


409132 


AJ224538 


Hs.50732 


440490 


AW513684 


Hs.7218 


431498 


AKD01777 


Hs.258551 


423570 


AW838306 


Hs.129819 


448569 


BE382657 


Hs.21486 


451711 


AK000461 


Hs.26890 


442643 


UB2756 


Hs.374973 


447887 


AA114050 


Hs.211610 


421178 


BE267994 


Hs.102419 


443329 


BE262943 


Hs.9234 


416448 


L13210 


Hs.79339 


453145 


R63438 


Hs.183454 


427775 


R26944 


Hs.180777 


424732 


D80001 


Hs.152629 


426125 


X87241 


Hs.166994 


450273 


AW296454 


Hs.24743 


407082 


Z47055 




450038 


M005159 


Hs.188489 


'457274 


AW674193 


Hs^27152 


417831 


H16423 


Hs.82685 


417824 


AA084798 


Hs.82646 


426989 


AT815206 


Hs.100293 


434916 


AF161383 


Hs.284207 


412664 


AA421404 


Hs.346868 


414172 


AW954324 


Hs.75790 


409504 


AA304961 


Hs.699 


439920 


H05430 


Ks.288433 


418462 


BE001596 


Hs.85266 


442199 


BE277633 


Hs.372542 


406710 


AI708347 


Hs.184014 


43343S 


BE545277 


Hs.340959 


415402 


M164687 


Hs.177576 


448730 


AB032983 


Hs.21894 


433027 


AF191018 


Hs.279923 


449090 


AKD01735 


Hs.22983 


439737 


AI751438 


Hs.41271 


403912 






423225 


AA852604 


Hs.125359 


458376 


AB023179 


Hs.9059 


429211 


AF052693 


Hs.198249 


452518 


AA280722 


Hs.24758 


418127 


BE243982 


Hs.83532 


448489 


AI523875 




426194 


T50872 


Hs.2001 


422129 


AU076635 


Hs.1478 


437651 


BE560S72 


Hs.13543 


415173 


AW501735 


Hs.180059 


408201 


AK000568 


Hs.43654 


444758 


AUD44878 


Hs.11899 


423323 


AI951628 


Hs.127007 


439720 


AI935202 


Hs31181 


435550 


AI224456 


Hs.324507 


425907 


AA365752 


Hs.155965 


426234 


BE314534 


Hs.168159 


427640 


AF058293 


Hs.180015 


433233 


AB040927 


Hs.301804 


415697 


AI365603 


Hs.279596 


441321 


H17182 


Hs.7771 


430040 


AW503115 


Hs327823 


449954 


AA641636 


Hs37477 



(locusfink)NM_01 2425:Homo sapiens Ras su 

(IocusDnk)NM_002004:Homo sapiens fames 
(Iocusfink)NM_007274:Homo sapiens cytoso 
Hs.336881:ESTs 

NM_033274:Homo sapiens a (fisintegrin and 
Hs.24454ZHomo sapiens cDNA FU38906 fis 
NMJJC099 1 :Homo sapiens ribosomal protein 
Hs.19218ZESTs 

NM_Q0198ZHomo sapiens v-erb-b2 erylhrob 
NM.01 4437:Homo sapiens solute carrier fa 
NM_01 2339:Homo sapiens transmembrane 4 s 
NM_002797:Homo sapiens proteasome (proso 
Hs.91 00:hypothe&al gene supported by A 
NM_00S406:Homo sapiens peradredoxln 4 ( 
NM_020230:Hcmo sapiens peter pan homotog 
HsJ33122:rrypothetical protein FLI14524 
Hs.80887:v-yes-1 Yamaguchl sarcoma viral 
NM_01 81 20: Homo sapiens hypothefcal prot 
NM_005738;Homo sapiens ADP-ribosyiatbn 
(tacusnnk)NM_007346:Homo sapiens opioid 
Hs.272044:ESTs, WeaWy similar to hypotti 
Ks.7967:ESTs, WeaHy similar to exlensin 
NM_005399:Hcmo sapiens protein kinase, A 
Hs.7218:acetyWk)enzyme A synthetase 2 ( 
NM_012100:Homo sapiens as party! arrdnopep 
NMJ) 18344: Homo sapiens hypothefcal prot 
Hs.21486:signa! transducer and activator 
NM_017829:Homo sapiens cat eye syndrome 
(k>cusrink)NM_004697:Homo sapiens PRP4 p 
NM_001228:Homo sapiens caspase 8, apopto 
Hs.1024193inc finger protein 
NMj032635:Hrjmo sapiens seven transmembra 
NM_005567:Homo sapiens lectin, galactosi 
Hs.1 83454:Homo sapiens cDNA FU14883 fe 
Hs.1 80777:Homo sapiens mRNA; cDNA OKFZp5 
Hs.152629:KIAA0179 protein 
Hs.166994:FAT tumor suppressor homotog 1 
Hs^4743*ypolrie6cal protein FU20171 

Hs.188489:ESTs 

NH_016391itomo sapiens hypothetical prot 
Hs.8268&CD47 anfigen {Rh-related amlge 
NM_006145:Horm> sapiens DnaJ (Hsp40) homo 
Hs.1Q0293:ORnked N-acetytglucosamine ( 
Hs.284207±ypo8iefca! protein BC003515 
NMJM6824:Homo sapiens EBNA1 binding pro 
{tocus&ik)NM_0 02642: Homo sapiens phosph 
Hs.699:peptkryiproryi isomerase B (cycto 
NM_01S522Homo sapiens neurotrimin (HNT) 
Hs.85266integrfn,beta4 
NM-00487ftHomo sapiens etopostie-induced 
rte.184014jirjosoma! protein L31 
NM_005726:Homo sapiens Ts translation el 
Hs.1775763itannosyl (ajpha-1,3-)-grycopro 
HsJ1894:WAA1157 protein 
0ocustink)NM_014366:Homo sapiens putafi 
NM_020121:Homo sapiens UDP-glucose ceram 
Hs.41271:Homo sapiens mRNA fid length i 

NM_006288:Homo sapiens Thy-1 cell surfac 
Hs5059:KlAA0962pofian 
NM_005268:Homo sapiens gap Junction prot 
Hs^4758:Homo sapiens cDNA FU32068 fis, 
OocusiInl<)NM_.002389:Homo sapiens membra 
R4578ZHa61 W Adult heart, Qontech Horn 
NM_001061:Homo sapiens thromboxane A syn 
NM.0001 85:Homo sapiens serine {or cystei 
(l«aisEnk)NM-145214:Homo sapiens tripar 
Hs.160059:Homo sapiens cONA FU31360 fis 
NM.01 788ZHcmo sapiens cerokMipofuscin 
NM_000859^tono sapiens 34rydroxy-^rnethy 
NM_0C3740-.Homo sapiens potassium channel 
Hs^1 181:Homo sapiens cDNA: RJ23230 fis 
Hs^24507 hypothetical protein FU20986 
Hs,155965:ESTs 

Hs. 1 681 59 tifuncGond apoptosis regulat 
NM_001 355:Hcmo sapiens Mopaduome taut 
HsJ018O4:KlAA1494 protein 
Hs^7969SDKFZP5€6i1024 protein 
NM_007273:Homo sapiens repressor of estr 
NM_014287:Homo sapiens pM5 protein (PM5) 
HsJ7477£STs, WeaHy similar to T46220 
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427022 
410047 
400845 
419501 
418140 
422032 
419766 
436673 
421140 
450126 
439018 
433061 
400278 
407338 
410240 
423880 
422098 
426680 
437672 
456602 
457329 
426437 
412627 
452695 
409531 
448988 
447627 
419846 
412969 
424867 
410600 
451452 
407844 
448752 
419235 
407754 
422282 
414181 
418869 
419444 
430250 
412760 
423013 
449703 
447402 
417896 
422051 
450607 
419757 
409932 
408044 
430014 
451690 
446950 
444207 
417089 



AW245839 Ms. 173255 
AI167810 Hs.379753 



AW843822 

BE613836 

AA476966 

T72104 

AF201931 

AA298741 

BE018138 

AW300887 

AW068033 

AA773213 

AL157424 

BE278111 

H03117 

AA320160 

AW748265 

AA411607 

AI634860 

BE076537 

BH391959 

AW780199 

BE384319 

Y09763 

AF090922 

NR.015977 

AI373162 

AJ024860 

AW575742 

BE560065 

AW073716 

AA593867 

AW470411 

AA527348 

AF019225 

AKD00476 

AW516565 

N&L002496 

NMJM6929 

AW379030 

AW875443 

H61001 

H54520 

AA379770 

AW327546 

AL050373 

AA773820 

AI376750 



425978 
422753 
449051 
450701 
412890 
415752 
427609 
450770 
419594 
450876 
417767 
439968 
426520 
441028 
445033 
418478 
428157 
416178 
435025 
421917 
406621 
408196 
412600 
452806 
451356 
421643 



H59354 

AW451469 

AA305800 

AI565004 

H52280 

BE621B00 

BE2S3927 

A1928995 

AW961400 

H39960 

T85247 

BE314524 

AK000436 

AA019924 

AA013051 

AF169062 

BE242241 

AA224760 

BE545884 

AI333660 

AV652402 

U38945 

AI738719 

A1808527 

T08990 

AB028943 

X57809 

AL034548 

L28824 

AW014549 

AA748418 

BE281170 



Hs.199961 

Hs.83551 

Hs.110857 

Hs.93194 

Hs.5268 

Hs.102135 

Hs^4447 

Hs^6638 

Hs^96422 

Hs^280 

Hs.91202 

HsX1289 

Hs.134200 

Hs.1 11497 

Hs.171811 

Hs£741 

Hs.118964 

Hs.359682 

Hs.169895 

Hs.74276 

Hs.30327 

Hs.54702 

Hs^2785 

Hs.152738 

Hs.285681 

Hs.75103 

Hs.153591 

Hs.351676 

Hs.26433 

Hs.8037 

Hs.300842 

Hs.288433 

Hs.288967 

Hs.1 14309 

Hs.75798 

Hs.90443 

Rs^83021 

Hs.41324 

Hs.22209 

Hs.171802 

Hs.351327 

Hs.82890 

Hs.1 11024 

Hs.25213 

Hs.63970 

Hs.57600 

Hs.42287 

Hs.374303 

Hs.209990 

Hs.5672 

Hs.374415 

Hs.18612 

Hs.29444 

H2L24983' 

Hs.1575 

Hs.333526 

Hs.288467 

Hs.351875 

Hs.78776 

Hs.179791 

Hs^8803 

Hs.91417 

Hs.285976 

Hs.82542 

Hs.153 

Hs.343566 

Hs.17558 

Hs.72901 

Hs.1174 

Hs.1 98427 

Hs.192822 

Hs.4742 

Hs.1 09445 

Hs.181125 

Hs.43627 

Hs.74101 

Hs£8373 

Hs.33388 

Hs.1 05357 



NMJXM596:Homo sapiens small nuclear rib 
Hs379753:Homo sapiens cONA FU33176 fis 

Hs.199961 :ESTs, WeaWy simHar to hypolh 
(!ocusIInk)NM_002403:Homo sapiens mlcrof 
NM.016310-.Hamo sapiens polymerase (RNA) 
rte.93194:apolipoprotein A-l 
Hs.5268zinc finger, DHHC domain contain 
NM_006280:Homo sapiens signal sequence r 



NM_031457:Homo sapiens membrane-spanning 
(locusDnk)N^025233:Homo sapiens nudeo 
NH_002950:Homo sapiens ribophorin I (RPN 
Hs.91202:Homo sapiens cONA FU 25946 fis, 
Hs.61289*.synaptojanin 2 
Hs.134200:DKFZP564C186 protein 
Hs.111497:neuronal protein 17.3 
NMJJ01 625: Homo sapiens adenylate kinase 
KM_016230*Xomo sapiens fiavoherrtoprotein 
NM_017660:Homo sapiens hypothetica) prat 
(tocusEnk)NM_016442:Homo sapiens type 1 
Hs.1 69835^btqii6n-conjuga0ng enzyme E 
Hs.74276:chloride intraceliuJar channel 
NM_003S68:Homo sapiens mitog en-activated 
(focusM)NM_007255:Homo sapiens xytosy 
NM_021987:Homo sapiens gamma-arnirttbutyri 
NM_016050:Homo sapiens mitochondrial rib 
NM_(X32951:Homo,sapiens WaOams Beuren s 
NM_003406:Homo sapiens tyrosine 3-monoox 
NM_Q05787:Homo sapiens Not56 (D. metanog 
Hs.351676:Hcmo sapiens cONA FU25921 fis 
NM_001382:Homo sapiens doStchyi-phosphat 
(bcusrlnk)NIM_005723:Horno sapiens tetras 
NM_024820:Homo sapiens WAA1608 protein 
NM_016522:Homo sapiens neurotrimin (HNT) 
Hs^88967:Homo sapiens, similar to RIKEN 
(iocusfink)NM_003661:Homo sapiens apolip 
NMJ)16470:Hcmo sapiens chromosome 20 ope 
AA229762mc49f01r1 Na_CGAP_Pr3 Homo sa 
NM_002496:Homo sapiens NADH dehydrogenas 
NMJM6929:Homo sapiens chloride intracel 
Hs.41324:ESTs 

Hs^2209aecreted rnodularcatdum-binaln 
Hs.1718Q2:Homo sapiens, done IMAG&3956 
(locu5U^NM_017828:Homo sapiens hypoth 
HsX289ftdeJender against ceD death 1 
(kxajsM)NM_005984: Homo sapiens solute 
NMJM5677:Horno sapiens hypothetical prat 
Hs*3970£STs 

NMJJ01 283: Homo sapiens adaptor-related p 
NrvL001952:Homo sapiens E2F transcription 
(tocusBnigNrvL144691 :Homo sapiens hypolh 
Hs.209990:ESTs 

(locusfir^NM_030799:Horno sapiens golgl 
Hs.374415:ESTs 

Hs.1 861lHomo sapiens cDNA: FU21909 fis 
Hs.29444.-putaSve small membrane protein 
Hs.24983:hypothetica) protein from EURO! 
Hs.1575xmafl rrudear noonudeoprotein 
Nty_032339ftomo sapiens hypothetic^ prat 
Hs.288467:Homo sapiens cDNA FU 12280 6s 
NM_004374:Homo sapiens cytochrome c codd 
NM_012342*tomo sapiens putative trans mem 
NM.017817:Homo sapiens RAB20, member RAS 
Hs^8803£STs 

(JocustintyNMJW7Q27: Homo sapiens topois 
(tocustmk)NKLOI 3384: Homo sapiens LAG1 1 
NM_001637:Hamo sapiens acytoxyacyi hydro 
NMJ30097 1 :Homo sapiens ribosomat protein 
Hs^435S6:K!AA0251 protein 
Hs.17558: Homo sapiens, done IMAGE40704 
NM_078487:Homo sapiens cycOn-dependent 
NM_000077:Homo sapiens cycfin-dependenl 
NM_000189-itano sapiens hexokhase 2 (HK2 



HS.4742GPAA1P anchor attachment protein 
Hs.109445mypermethytated in cancer 2 
Hs.181 125:irnmunogtobii5n lambda locus 
NM_0O©43d-iorno sapiens SRY (sex determm 
Hs.74101spteen tyrosine kinase 
Hs^8373£STs 

Hs^68:hypotteQcal protein FU1 11 75 
NM_007126:Homo sapiens vatosm-containin 
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423527 


A1206955 


Hs.105861 


(locustink)NM_024712:Homo sapiens engulf 


Z74 


428000 


R35145 


Hs.291904 


HsJ2919M:accessory protein 8AP31 


2.74 


441565 


AW953575 


HsJQ3125 


Ks^03125p534nduced protein RGPC1 


2.74 


450247 


AF123303 


Hs.24713 


NM_01338&Homo sapiens hypottiefcai prot 


Z74 


422691 


NM_0033S5 Hs.119251 


NMJ)03365:Homo sapiens ubiqumol-cytochr 


Z74 


440457 






(tocusTmk)NM_145808:Homo sapiens granul 


2.74 


422675 


RFMR517 


Ue 11Q1/"n 


NM_001 970:Hcmo sapiens eukaryofic transi 


Z74 


428428 


ai nrrKAA 




NNL001799:Horno sapiens cydhvdependent 


Z73 


423598 


RF947fim 


tic 07"7O£Q 


NM_ 02040ftHomo sapiens G protein-coupled 


2.73 


428297 


1 


Ue 101:01 

HS J 00000 


N?4_030666:Homo sapiens serine (or cystei 


273 


421921 






NM_012456:Homo sapiens translocase of In 


2.73 


403217 








Z73 


423671 


AWooUloo 




Ks.2341 D1:Homo sapiens, similar to choi 


2.73 


418733 


AA227714 


Hs.374897 


Hs 374897- Homo sariens cDNA FU36874 fis 


2.73 


400275 




nS.4OO0 


NM 00651 3:Homo sapiens seryMRNA synthe 


2.73 


445084 


IT3QQ1 A 


Ue OCTlQ/Q 


Hs 25084B'Komo sariens cDMA FU14761 fis 


2.73 


411872 


AWflOTJCC 


Ue OAOID 


Hs.9091 frchromosome 1 1 open reading tram 


2.73 


403483 






2.73 


438119 


AW3b32l7 


Hs. 203951 


Hs 9fl3P.R1-FSTc. WpbWv similar to hvmlh 


2.73 


422009 


M~7A'K>A C 

Aw4*3J4& 


HS. 11 0713 


NM w 00347ZHomo sapiens DEK oncogene (DNA 


2.73 


436995 


AllOUUID 




Hs.1 25489:KIAA1 981 protein 


2.73 


400509 








2.73 


429305 




Ue 907nTJ 


Ks.287 832: myelin protein zero-fike 1 


2.73 


445899 


AUbOMb 


Ue 4 A CC1C 

HS.145020 


Hs 1 45696" Hfvno oarap rti SimHar to hvnol 


2.72 


453557 


A AC OO/ C/ 




NM 024956iHomo sapiens hypothetical prot 


2.72 


446859 




Ue 1C907 


NM_005694:Homo sapiens COX17 hcmotog, cy 


Z72 


424439 




Ue 177n 
nS.ll(U 


Hs.1770d!gase 1, DNA, ATP-dependent 


Z72 


437809 


AI 13770^ 

ALIO/ /zJ 


Ue CQCC 
rtb.OOOO 


Hs.5855:Homo sapiens mRMA; cDMA DKFZp434 


Z72 


428466 


MTOIUuO 


Ue iQiMCC 

ns. IO*MOD 


NM_01 648 6: Homo sapiens hypothetical prot 


Z71 


445176 


AIR7RQ07 
nlO/OsUf 


Ue 1997Q 
ns. Met y 


NMJ301419:Homo sapiens ELAV (embryonic 1 


Z71 


438000 


AlOOCDOn 
rUOZ JOOU 


Ue CQOC 


Hs.5985:non-kinase Cdc42 effector protei 


Z71 


429359 


W00482 


Hs 2399 


NM_004995:Homo sapiens matrix metallopro 


Z71 


427782 


AI 956052 


Ue iicqcfi 


NM v 02403&Homo sapiens hypothetical prot 


2.71 


415169 


W42913 


Hs.78089 


N M_00423 1 : Homo sapiens ATPase, H+ transp 


Z71 


400277 




Hs.2280 


NM_002950".Homo sapiens ribophorin 1 (RPN 


Z71 


426263 


AI908774 


Hs.259785 


Hs^59785xarmtin8 patmitoyl transferase 


Z71 


445515 


8E388665 


Hs.179999 


Hs.1 79999:Homo sapiens, done IMAGE 3457 


Z71 


416976 


BE243985 


Hs.80680 


Hs.80680*jna]or vault protein 


Z71 


441238 


A1372555 


Hs.322456 


NM_032039:Homo sapiens hypothetical prot 


Z71 


420511 


AF052692 


Hs.98485 


NM_024009itorno sapiens gap junction prot 


Z71 


424965 


AW956282 


Hs.144609 


KM_080652:Homo sapiens simitar to RIKEN 


Z71 


421808 


AK000157 


Hs.108502 


NM^OI 768 8: Ho mo sapiens hypo the Seal prot 


2.71 


412973 


L37368 


Hs.75104 


Hs.75104:RNA binding protein SI, serine- 


Z70 


410113 


AW996564 


h^250824 


Hs. 250324: Homo sapiens cONA: FLJ23435 fi 


Z70 


413092 


AA126856 


Hs.118665 


Hs 11866S*EST<s 


2.70 


447096 


BE539199 


Hs.62112 


HacustinklNM OfJ3457*Homo saoiens Tine f 


2.70 


450493 


M93718 


Hs.166373 


Hs 166373'nttrin mndfl svnlhasp 3 fendot 

no. lUUlllvJUUIW \AAtMU OJIhJIOOC w ^WluvL 


270 


413745 


AW247252 


Hs.75514 


NM_(X)0270:Homo sapiens nucleoside phosph 


2.70 


450747 


AI064821 


Hs.129953 


Hs.19Q9fi3*Rwtno carmma hreaknoint renin 


270 


436042 


AF284422 


Hs.119178 




270 


432981 


NM.002733 Hs.3136 


Ue 91%'nmtrin Irfnncn A lUf P_£V*fiv zfofi n 


4C.rU 


431341 


AA307211 


Hs.251531 


NM fl097RQ , Hflmn san!pns nmttwvima (rvtvm 


270 


408204 


AA454501 


Hs.43666 


NM 0/17070" Hnmn earnnrK nmtmn tvmdnA 
i xivi_uu i u 1 3. nut i hj ooptoici |iiuusui ijiuonio 


270 


416770 


AW1 63570 


Hs.79768 


NM fl1A7^Hnfm unions KIAA0l11aar»nro 


270 


447507 


H59696 


Hs.18747 


NM Ofl'iftCT'Hnnv) saninns POP7 rnrncesslna 


270 


424500 


AF040704 


Hs.149443 


flnnisfmklNM fMT7f)99 , Hnrnn caniprr? nutafi 


269 


414237 


BE536554 


Hs.278270 


Hs^778971HntacfivB nmnftsfpmnfl recentnr 


269 


400231 




Hs.169476 


NM 00204 6: Homo sapiens ojyoera!dehyde-3- 


269 


431209 


NMJM1533 K&Z730 


Hs.2730i heteroo^ n ecus nuclear ribonucteo 


269 


444118 


AA458542 


Hs.10326 


NM_007263:Homo sapiens coatomer protein 


269 


424608 


X80695 


Hs.151134 


H^151134:oxidase((^tochrornec) assemU 


Z69 


416546 


AA224827 




AA2248272ic32g04£l NCl_CGAP_Pr2 Homo sa 


269 


440002 


AW769844 


Hs.1 11222 


Hs.1 1 1222±ypothetical protein FU22875 


Z69 


449957 


D31365 


Hs.24220 


(locusGnk)NM_01 6479: Homo sapiens sccfin 


269 


432920 


U37589 


Hs.3128 


NM_006232:Homo sapiens polymerase (RHA) 


269 


450306 


AL080080 


Hs^4766 


NM_030755cHomo sapiens flifafedaxh domai 


Z69 


429544 


BE299343 


H^2430 


NM_005997:Homo sapiens Description fac 


Z68 


4285B2 


BE336699 


Hs.1 85055 


Hs.185055:BENE protein 


Z68 


445139 


AB037848 


Hs.12365 


Hs.123653ynaptotagmin XIU 


Z68 


453905 


NM.002314 Hs.36566 


Nf4_016735:Horno sapiens UM domain kinase 


268 


418883 


BE387036 


Hs.1211 


NMJXM61 litomo sapiens acid phosphatase 


Z68 


420957 


X98743 


Hs.100555 


Hs.100555:DEA£VH (Asp^u-Ala-Asp/His) b 


Z68 


418187 


NNL004604 Hs.83734 


NM_004604:Homo sapiens syntadn 4A (plac 


Z68 


409533 


AW969543 


Hs.144609 


NM_08065?jKomo sapiens similar to RIKEN 


Z68 


433184 


AA147979 


K&285005 


NM_020243:Homo sapiens trans tocase of ou 


Z68 


455303 


AW892049 




BE066891i 3 M3-8T0338-21 129S^QQ2-e1 2 BT033 


Z68 


452600 


AI910842 


Hs.103381 


Hs.103381:ESTs, Weakly similar to hypoth 


Z68 


415410 


AF037332 


Hs^78569 


NM^014748^orno sapiens WAA0064 gene pro 


Z67 


425432 


AF001601 


Hs.169857 


NM_000305i4omo sapiens paraoxonase 2 (PO 


Z67 


435049 


AL122057 


Hs.4746 


NM_021941^omo sapiens hypothe&al prot 


Z67 


450528 


NMJ>14072 Hs^5063 


NM_031258^omo sapiens PRO0461 protein ( 


Z67 


433339 


AF019226 


Hs.8036 


NM_004283*tomo sapiens RAB30, member RAS 


Z67 


408783 


AF192522 


Hs.47701 


NM_01338aHomo sapiens NPC1 (rfemam>-Pic 


Z67 
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451798 BE2975S7 Hs.27047 Hs.27(M7jTypothefcal protein FLI20392 

427716 L38951 Hs.180446 Ks.180446*aiyopheitn (imporfin) bete 1 

436319 H90727 Hs.5123 Hs.51 23:hypoBiefical protein BC003246 

415116 AA160353 Hs^69956 Hs^69956:ESTs 

425838 NM_014071 Hs.159613 NM_014071:Hcmo sapiens nudear receptor 

418706 U73524 Hs.87465 N^006831:Homo sapiens ATP/GTP^noingp 

410165 BE560228 Hs.71869 NM_013258:Homo sapiens apoptosis-assoria 

410134 U58140 Hs.58927 (tocusfink)NM_002533:Homo sapiens nuctea 

430066 AI929659 Hs.237825 Hs.237825^gnal reoognifion parficte 72 

425910 AA830797 Hs. 164760 N&L005760«omo sapiens CCAAT-box-blnolng 

427954 J03060 Hs.247551 NM_002455:Homo sapiens metawn 1 (MTX1). 

439971 W32474 Hs.3Q1746 Hs.301746:Homo sapiens eDNAFU37267 fa 

438449 AK001333 Hs.6216 Hs.6216:DnaJ (Hsp40) homolog, subfamily 

435906 AI686379 Hs.110796 (tocusIW<)NM_020150:Homo sapiens SARI p 

433387 L76528 Hs.3260 NM_000021:Homo sapiens present 1 (Alz 

447191 NM.014521 Hs.17667 (locusTmk)NM_0 14521: Homo sapiens SH3-00 

444099 D37432 Hs.10315 NM_003983:Homo sapiens solute carrier fa 

417821 BE245149 Hs.82643 NM_002822*lomo sapiens protein tyrosine 

418529 AW005695 Hs.250897 feZ50897:TRX-tused gene 

426025 AW138330 Hs.17558 Hs.1 7558:Homo sapiens, done IMAGE:40704 

420187 AK001714 Hs.95744 NMJ)19028:Homo sapiens hypothetical prot 

408150 BE620Z74 Hs.43112 Hs.431 1 ZHomo sapiens mRNA; cDNA DKFZp43 

444395 N66148 Hs.11125 (tocusflnk)NMJM041:Homo sapiens signal 

431222 X56777 Hs.Z73790 NM_007155:Homo sapiens zona peUa gl 

406790 AA293303 Hs.356342 Hs.356342:ESTs, KghJysim3arto211320 

440708 AF038962 Hs.7381 Hs.7381. -voltage-dependent anion channel 

416526 H61082 Hs.14743 Hs.14743£STs 

413995 BE048146 Hs.75671 NMJ)04603:Homo sapiens syntaxin 1 A (brai 

424908 AW513963 Hs.39143 Hs.39143^rypothe0caJ protein MGC13125 

442110 AF113008 Hs.8102 NMJ»1023*tara sapiens ribosoma! protein 

452882 AW972990 Hs.1 96270 NM_030780:Homo sapiens folate transports 

406862 AW150807 Hs^56262 Hs,356262£STs, Highly simaar to A3 1233 

451295 A1557212 Hs.17132 Hs.17132£STs 

448428 AF282B74 Hs.21201 NM_01 548ChKomo sapiens necfin 3 {DKFZP56 

426611 BE178050 Hs.171271 NML001904:Homo sapiens catenin (cadherin 

426216 N77630 Hs.1 3895 Hs .1 3895:Homo sapiens cDNAFU 11 654 fis, 

407223 H96850 H96850cyw03b1Zs1 Scares melanocyte 2NbH 

427725 U66839 Hs.1 80533 NMJ»275fi*tomo sapiens mitrjgen^ctrvated 

420157 AAB57991 Hs.123106 Hs.1 231 QfcESTs 

428471 X57348 Hs.1 84510 Hs.1 8451 (tetrafifin 

451544 AKQ00429 Hs.26570 NM_017814:Hc^sapieiishypotr«^prot 

413245 BE244334 Hs.75249 rte.75249ADP^bosyla5on factDr-GXe 6 

415020 BE249915 Hs.293533 Hs.293533:Homo sapiens cONA FU37093 fis 

437193 BE259190 Hs.289721 Hs.289721 growth arrest-spedfic 5 

418684 U82987 Hs.87246 NMJJ1 441 7:Homo sapiens BCL2 binding oomp 

410668 BE379794 Hs.1 59651 NMJ)1445ZHomo saptens tumor necrosis fa 

438183 AI146327 Hs.334802 (loajs(ink)^K4718:Homo sapiens hypoth 

441226 BE563042 Hs.1 18820 Hs.118820:hypothefical protein BC007882 

432788 AA521091 Hs.178499 Hs.178499:HSPC063 protein 

432746 AA564512 Hs.372775 Hs.372775:Homo sapiens, done IMAG&3946 

450377 AB033091 Hs.355925 Hs.355925MM1 265 protein 

434633 AI189587 Hs.120915 Hs.120915£STs 

424707 BE061914 Hs.10844 rte.10844teudne^rich aipha-2-gjycoprote 

427600 AW630918 Hs.179774 Hs.179774:proteasome {prosome, macropain 

446522 NMJXB876 Hs.1 5196 N^003876ttorno sapiens putafive receptor 

438906 H9S990 Hs.181244 Hs.1 81244^a)or histoccrnpatibBty compi 

410701 AF198620 Hs.1 0283 NNLOQ510&Honio sapiens RNA binding motif 

410182 NM.001983 Hs.59544 NM_001983^orno sapiens excision repair c 

406716 AW148546 Hs.169476 Hs.169476:gtyceTaldehyde^^ 

430308 BE540865 Hs.238390 NM_004064^omo sapiens (rycfin^dependent 

431074 BE072772 Hs.8997 Hs,6997:Sad1 im&44 domain protein 1 

412867 AU076861 Hs.74637 Hs.74637:tesfe enhanced gene transcrfpt 

440524 R71264 Hs.1 6798 Hs.1 6798: Homo sapiens mRNA; cONA DKFZp56 

435968 AW161481 Hs.1 11577 (toc^n)gi^030926:Honu sapiens inlegr 

422672 X12784 Hs.119129 NM_001845*lorno sapiens collagen, type IV 

447528 AJ612027 Hs.76277 NMJ38393ttomo sapiens rryrxrihefcal prot 

406774 AW518383 Hs.177592 r&17759Zribosomal protein, large, PI 

439755 AW748482 Hs.77873 Hs.77873:B7 homolog 3 

435311 W86610 Hs.185736 Hs.185735£STs 

428699 AW578252 Hs.190161 Hs.1901 61 1R8 protein 

410678 BE540516 Hs.378825 Hs.378825:Homo sapiens cDNA FU37850 fis 

414839 X63692 Hs.77462 (locusirnk)NM.001379:Homo sapiens DNA {c 

443217 NMJXJ1545 Hs.9078 Hs.9078:immature colon carcinoma transcr 

448749 AW859679 Hs.21902 Hs.219QZHomo sapiens done 25237 mRNA s 

450009 AI399947 Hs.1 66486 Hs-166486:Homo saptens cONA FLJ 11432 fis 

407687 AKD02011 Hs.37558 NM_018339:Homo sapiens hypcthefical prot 

442232 AI357813 Hs.337460 Hs^37460£STs, KEghly similar to HYEP H 

419625 U91616 Hs.1 82885 NM JHM556:Homo sapiens nudear factor of 

416114 AI695549 Hs.183868 r^183868ghjcurwtoe. beta 

439437 AI207788 Hs.343628 Hs-3436^83iaJyUransfease4B(betMai 

408452 AA054683 Hs.222728 Hs^2Z728:Homo saptens cDNA FU39fJ04 fis 

443142 AI696513 Hs.100705 Hs.103705axotein phosphatase 2 (former! 

426152 BE299190 Hs.1 67246 Hs.1 67246*450 (cytochrome) oxfdoreducta 
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419667 AU077005 Hs.92208 NM_O0381 5:Homo sapiens a (ftsintegrin and 2.61 

415072 BE253687 Hs.77876 Hs.77876:hypoUieSca! gene MGC19595 161 

406670 W9632 Hs.256301 Hs.256301:hypomeScal protein MGC13170 2.61 

- 403399 161 

J 419579 W49529 Hs.296200 N^02394&Homo sapiens hypotheBcal prat 161 

437202 AA326110 Hs.374481 Hs^74481:ESTs. Weakly snrtofoT34549 161 

414020 NM_002984 Hs.75703 NM 002984 :Homo sapiens small inducible c 161 

421295 AW081061 Hs.103180 rte.10318fcD(2 protein 161 

iA 446488 AB037782 Hs.15119 Hs.15119:KiM1 361 protein 161 

10 442504 BE503373 Hs.334335 NM_022484:Homo sapiens hypothetical prat 160 

448204 AI475124 Hs.170561 Hs,170561:ESTs 160 

449175 AJ005892 Hs.23170 OocusGnk)WM_012280:Homo sapiens FisJ h 160 

411201 T74588 Hs.8509 Hs^509:ESTs t WeaHysirnaartoC3HUcom 160 

424805 AF230904 Hs.1 53260 NM_03189lHomo sapiens SH34ornain kinase 160 

15 425421 111669 Hs.157145 Hs.157145:tetra(^etransporter^ke 160 

422739 H20106 Hs. 119591 (locusfink)NM_004069:Homo sapiens adapto 160 

450858 C18458 Hs.25597 Hsl5597:elongation of very long chain f 159 

443195 BE148235 Hs.193063 Hs .1 93063:Homo sapiens cONAFUl 4201 fe 159 

n . 430504 H52761 Hs.44095 Hs.44095*ycfin M3 159 

20 439578 AW263124 Hs.350547 NM_024665:Homo sapiens midear receptor 159 

416041 AA345547 Hs.53263 {locusfink)NM_024647:Homo sapiens nucteo 159 

451920 AA224483 Hs.27239 Ks.27239-.zinc finger, DHHC domain contai 159 

414163 BE262310 Hs.75782 NM_001521:Homo sapiens general transcrip 159 

_ _ 422140 BE295916 Hs.1 12193 (tacusTmk)NM_025259:Homo sapiens chromo 159 

25 452817 AA322859 Hs.284275 Hs^84275^21 (COKN1 Activated kinase 159 

413353 AW293542 Hs.75309 Hs.75309:eukaryotic translation elongati 159 

421700 BE515018 Hs.107014 NM_016641:Homo sapiens membrane interact 159 

410801 BE275469 Hs.66493 NM_016430:Homo sapiens Down syndrome cri 159 

440511 AF132959 Hs.7236 NM_01 5953: Homo sapiens eNOS interacting 159 

30 407887 AA579668 Hs.41072 (locusTmk)NM_004568:Homo sapiens serine 159 

425356 BE244879 Hs. 155939 NM.005541: Homo sapiens inositol poryphos 159 

408102 U46351 Hs.621 Hs^ltecfln, galactaacte^nding. sotu 159 

417952 AI192838 Hs.173135 Hs.173135^uaVspec^lyrosirie-{Y)- 159 

433053 BE301909 Hs.279952 NMJM 59 1 7: rtomo sapiens grutathione S-tra 159 

35 450935 BE514743 Hs.379039 KM_005351:Homo sapiens tumor suppressor . 159 

417891 W79410 Hs.82887 CocusTmk)r^021959:Horno sapiens protei 159 

438364 AK000860 Hs.619l NM_020441itorno sapiens coronin, acfin-bi 159 

430976 AA505112 Hs.282990 NM_033550tHcmo sapiens chromosome 20 ope 158 

Afx 444838 AV651680 Hs.208558 Hs.20855B:ESTs 158 

40 416435 AM31301 Hs.374897 Hs.374897:Homo sapiens cONA FU35B74 fis 158 

415444 BE247295 Hs.78452 Hs.78452solute carrier farnuy 20 (phosp 158 

452222 AW806287 Hs.21432 Hs.21432 SEX gene 158 

400541 158 

444309 U83236 Hs, 10803 te.10803:cafcium and Integrin binding 1 158 

45 416116 H51847 Hs.99858 Hs39858iibosornal protein L7a 156 

418629 BE247550 Hs.86859 (bcusnnk)NM_005310;Homo sapiens growth 15B 

432996 AF105025 Hs^79901 Hs^79901:PTD009 protein 157 

426781 AL048967 Hs.1 72207 (lo<^nk)NM_007363:Homo sapiens non-PO 157 

er . 452636 BE615074 Hs.145279 Hs.1 45279:SET translocation (myeloid teu 157 

50 406851 AA609784 Hs.352392 Ks^52391mapr Histocompatibility cornpJ 157 

447674 BE270S40 Hs.19192 NMJM)1798:Homo sapiens (^din-dependent 157 

445647 AV654627 Hs.271808 H^271808:Homo sapiens cONA FU38018 fis 157 

444736 AA533491 Hs.23317 KM_032824taw sapiens hypothefica! prot 157 

402861 157 

55 450069 AI698139 Hs.202093 Hs.202093:ESTs 157 

414029 6E297731 Hs.75709 NMJ)Q2355:Hcmo sapiens mannose-6-phospha 157 

427700 AA262294 Hs.1 60383 NM_001946tfomo sapiens dual specificity 157 

449961 AW265634 Hs.133100 Hs.133100:ESTs 156 

449378 AW664026 Hs.59892 Hs.59892:ESTs, Weakly similar to alpha 5 156 

60 442599 AF078037 Hs.324051 (bcusfink)MM_0O5663;Homo sapiens ReJA-a 156 

448633 AA311426 Hs.21635 NMJK)1070Momo sapiens tubufin. gamma 1 156 

416078 AL034349 Hs.79005 NM_Q02844:Homo sapiens protein tyrosine 156 

428044 AA093322 Ks.301404 NM_006743:Homo sapiens RNA binding motif 156 

451564 AU076698 Hs.1 32760 {]c<^!ink)r4^rj01487:rtorno sapiens gtucos 156 

05 457601 AF041429 Hjl284265 (kx^inigNM.145169/.HonrasaptenssIrrila 156 

439630 AA313607 Ks.58633 Hs.58633:Homo sapiens cDMA: FU22145 fe 155 

419537 S62907 Hs.91343 KH.000807iHomo sapiens garnma-arninobutyri 155 

448279 BE250564 Hs.283655 Hs^83655:rysophosphofipase (I 155 

„ 453350 AI917771 Hs.61790 pccusIhak)r^024658:Horrro sapiens import 155 

70 423720 AL044191 Hs.23388 NM_030817itomo sapiens hypothefica! prot 155 

400237 Hs.83347 NMJ)01Q87:Horno sapiens angio-assodated, 155 

420856 BE513294 Hs.205736 Hsl05736:KIAA1 978 protein 155 

421541 NM.003942 Hs.1 05584 Hs.1 05584 jibosomai protein S6 kinase, 9 155 

__ 434848 BE256304 Hs.32148 NMj01 8445:Homo sapiens AD-01 5 protein (L 155 

75 4244BB AKD00413 Hs.149227 (bcusQr^NM_017805:Homo sapiens hypcth 155 

449089 D78850 H&250465 Ks.25C4S5:Hcmo sapiens mRNA; cDNA DKFZp4 155 

430053 AF052155 Hs^27949 NMJJ30673*tomo sapiens SEC134ike 1 (S. . 155 

437469 AW753112 Hs.15514 Hs.1 5514:hypothefical protein MGC3260 155 

407755 AI151353 Hs.29742 Hs.29741Homo sapiens cDNA FU32147 fis. 155 

50 446673 NAJL016351 Hs.1 5871 NM_01 6361 :Homo sapiens LPAP for fysophos 155 

411766 AA399671 Hs.71969 Hs.71 969:Homo sapiens mRNA; cONA DKFZpSS 155 

415198 AW009480 Hs.943 Hs543maturai Idler cefl transcrip! 4 155 

436495 BE258948 Hs.290874 Hs^0S74:Hcmo sapiens, done MGG31984 155 
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417785 X59812 Hs.82558 NM_000784:Homo sapiens cytochrome P450. 2.55 

443358 H65417 Hs.17757 (locusEnkJNM 02162ZHano sapiens ptecks 155 

452349 AB028944 Hs.29189 Hs.29189ATPase,aassVl.type 11A Z55 

_ 427721 A1582843 Hs. 180455 NNL005053tf orno sapiens RAD23 homotog A ( 2.54 

5 407559 AA313352 Hs.280858 Hs.280858:Homo sapiens cONAFU32370fis Z54 

413425 U88837 Hs.75354 HsJ5354:GCN1 general control of amino* Z54 

425465 L16964 Ks.1904 Hs.1904:protein kinase C, iota 254 

444152 A1125694 Hs. 149305 Hs.1 49305 JiypothsficaJ protein MGC2603 Z54 

. _ 451820 AW058357 Hs.199248 NM 00C958:Homo sapiens prostaglandin E r 2.54 

10 441356 BE384361 Hs.182885 (baJsTtnkJNM_004556:Homo sapiens nudea 2.54 

444410 BE387360 Hs.33719 Hs^3719:Homo sapiens, similar to dalas 2.54 

415200 AL040326 Hs.78202 NM 0Q3072:Homo sapiens SW1/SNF related, Z54 

403955 2.54 

. _ 430361 AI033965 Hs.239926 Hs.23992S3teroJ-C4^lhyi oxidase^ Z54 

15 432401 NNL013330 Hs.274479 NM_013330*>lomo sapiens NME7 (NME7), mRNA Z54 

446719 W39500 Hs.301B72 Hs.30187Zhypolhefjcai protein MGC4840 Z54 

439941 A1392640 Hs. 18272 NM_030S74:Homo sapiens solute earner fa 2.54 

438685 W28661 Hs.5288 Hs.5288:Hamo sapiens mRNA; cDNA DKFZp434 2.54 

424522 AL1 34847 Hs.149957 Hs.149957mbosomal protein S6 kinase, 9 Z54 

20 442904 AW575008 Hs.11355 Hs.11355%mopoiefin Z54 

422605 H16646 Hs.118666 Hs.118666:hypofhefical protein PP591 Z54 

442069 AW664144 Hs.297007 Hs.297007:Homo sapiens cONA FU32174 fis Z54 

447362 AW176120 Hs.9051 NM_024099:Homo sapiens hypotheficai prot Z53 

_ _ 416305 AU076628 Hs.79187 NM_001338:Homo sapiens coxsadde vmrs a Z53 

25 422624 BE616678 Hs.76152 NM_006854-.Homo sapiens KDEL (Lys-Asp-Glu Z53 

447298 BE617527 Hs239818 NM_006219:Homo sapiens ptospriornositide- Z53 

412833 AW960547 Hs.298262 Hs.29826Zribosomai protein S19 2.53 

404854 Z53 

415761 AA132666 Hs.78802 (iocusKnk)NM_G02093:Homo sapiens gtycog Z53 

30 431104 AW970859 Hs.313503 Hs.313503:ESTs Z53 

439180 AI393742 Hs.199067 Hs.1 990 57:v-erto>2 erythroblastic leukem Z53 

424250 AF073310 Hs.143548 NM_003749:Horno sapiens irtsiiin receptor Z53 

452878 AW031128 Hs.246374 Hs.246374:Homo sapiens CDNAFU31 250 fis Z53 

415742 BE410243 Hs.78769 NM_003249:Homo sapiens thimet ortgopepfi Z53 

35 404140. Z53 

407255 AA012992 Ks.256301 Hs.256301 ^ypofliefical protein MGC1 3170 Z53 

422509 AA258513 Hs.1 17865 rK1 17865^rute carrier family 17 (ank) Z53 

434866 AW002565 Hs355460 Hs^55460:Homo sapiens cDNA FU21763 fi Z53 

. _ 429743 AA804398 Hs.288995 Occusfirik)NM_017961:Homo sapiens hypoth Z53 

40 433047 M86135 Hs279946 KM_004990:Horno sapiens melhicrrrne-lRNA s Z53 

418945 BE246762 Hs.89499 Hs.89499rarachidonate 5-Epoxygenaso Z52 

445926 AF054284 Hs.334826 NM_012433:Homo sapiens spScing factor 3 2.52 

411353 BE383533 Hs.279784 Hs.279784:protacSn regirJatcry element b Z52 

. _ 448252 BE622791 Hs.12199 NM_030577:Homo sapiens rrypothefical prot Z52 

45 447365 BE383676 Hs.334 (locusiink)NMJ)05435:Homo sapiens Rho gu Z52 

414844 AA296874 Hs.77494 NMJK091 6:Homo sapiens ceoxyguanosme ki Z52 

444025 AA578364 Hs.349093 NMJJ1 5945:Homo sapiens ovarian cancer ov Z52 

416149 AA311965 Hs.79058 NKU)03168:Horno sapiens suppressor of Ty Z52 

rr . 418741 H83265 HsJ881 Hs.8881:Homo sapiens CDNAFU321 63 fis, Z52 

50 437952 D63209 Hs£944 NM_01 4585: Homo sapiens solute carrier fa Z52 

445625 BE246743 Hs.353181 flocusfirik)NMJl2509ZHorno sapiens hypoth Z52 

431555 AF161470 Hs.260622 HsJ260822±utyrate-mduced transcript 1 Z52 

410179 W27723 Hs^9498 f>o^rik)NM^003718:Homo sapiens cell d Z52 

431476 BE612705 Hs.256697 0ocu^)N^OO534ftHofflO sapiens hisGd Z52 

55 405672 M26041 Hs.198253 (locusHn^NM_002122:Homo sapiens rnator Z52 

418160 BE618087 Hs.83724 Hs.83724:hyrx3theCcai protein MGC5466 Z52 

428248 AI126772 Hs.40479 Hs.40479:Homo sapiens cDNA FU 25802 fis, Z52 

419935 AB020980 Hs.93832 Hs.9383Zputafive rrombrane proteii Z52 

446143 BE245342 Hs.306079 NM_013336:Homo sapiens protein transport Z52 

60 426691 NM_006201 Hs.171834 0ocusfirik)NMJ)O62O1:Horiro sapiens PCTA1R Z51 

408124 U89337 Hs.42853 NM_004381:Homo sapiens cAMP responsive e Z51 

456266 129073 Hs.1 98726 NMJB3651:Homo sapiens cold shock domain Z51 

428921 Z43809 Hs.194638 Hs.194S38^merase (RNA) !l (DNAtfirec Z51 

re 414721 X90392 Hs.77091 NM_006730:Homo sapiens deoxyribonudease Z51 

05 422607 Z45471 Hs.1 18684 NM_006923:Horno sapiens stromal ceJWeri Z51 

421846 AA017707 Hs.1432 NM_002743:Homo sapiens protein kinase C Z51 

414874 D26351 Hs.77515 NMJX>2224:Hcmo sapiens bostrol 1 ,4,S4r Z51 

432956 AL037895 Hs.279861 NM_015959:Homo sapiens CGJ-31 protein {L Z51 

438393 AA351815 Hs.50740 Hs.50740:Homo sapiens mRNA; cDNA DKFZp76 Z51 

70 418360 AW296974 Hs.84264 NM_006401^omo sapiens aar& Osuotkm Z50 

401061 Z50 

426559 AB001914 Hs.170414 Hs.170414:paired basic amino acid deavi Z50 

412204 AI125507 Hs.24937 Hs.24937:transformer-2 alpha (rrtra-2atp 2.50 

448950 AF288687 Hs.9275 NMJE041 ftHomo sapiens CGM52 protein ( Z50 

75 409936 AK001691 Ks.57655 (1ccusnnk)Nr\L018234:Hcmo sapiens duduli Z50 

414675 R79015 Hs^88968 t&288968:RAB22A, member RAS oncogene fa 2.50 

409983 D50922 Hs 57729 (toarsBnk)NM_012239:Homo sapiens Keteh- Z50 

450914 AI743761 Hs.1 42528 Hs.142528:ESTs Z50 

or . 444630 AI753230 Hs.323562 (locust) NNL0321 21 iHonrosap^ Z50 

oO 401353 Z50 

441680 AW444598 Hs.7940 (Iocusimk)N^021159:Homosaptens RAP1, Z50 

405860 AA876469 AA876469xe48b04j1 HO CGAP Pr25 Homo s Z50 

449163 AW161356 Hs.23119 NM_00349ZHomo sapiens chtfornosome X open Z50 
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432975 AA331517 Hs.286055 Hs^B6055ihimerin (chimaerin) 2 Z50 
430600 AW950957 Hs^74348 ML004S39-.Hcmo sapiens HLA-8 associated 2.50 
407584 W25945 Hs.8173 HsJ173:hypotheficd protein FU10803 250 

TABLE 9B 

Pkey: Unique Eos probeset idenSfier number 
CAT number Gene duster number 
Accession: Gen bank accession numbers 

Pkey CAT Number Accession 

408685 0 0 M1B728 

452098 161393 1 BG028348 BF772844 H83056 AW817969 H90985 BF755039 AI858183 

451129 149551 1J BE072881 AI762181 BE072946 

459306 223120.-4 AW578452 

448489 2189115J R45782 R45781 

418869 12789J4 AA229762 AA230035 

418546 242836 1 T59708 AA224827 T59843 BE 156903 

455303 1152492,1 BE066891 BE066895 AW892049 BE065897 BE903884 

406860 0_0 AA876469 

TABLE 9C 

Pkey Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbanx Identifier (GO numbers. "Dunham L et aL" refers to the publication enfiued The DMA 

sequence of human chromosome 22.' Dunham I. et d, Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposiSon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposffion 


406399 


9256288 


Minus 


63448-63554 


403220 


7630969 


Rus 


64338-64517 


403218 


7630969 


Plus 


58039-58149 


403221 


7630969 


Rus 


66294-66438,6693867124 


403219 


7630969 


Plus 


61858*1995 


403739 


7630882 


Rus 


445S&44766.4820948483,52255-52495 


405484 


5922025 


Rus 


199214.199579,199672-199920,200262-20049 


405556 


1552511 


Rus 


163497-163623.164715-164968,165369-16550 


400529 


9796988 


Rus 


138232-138423 


404826 


6572184 


Rus 


4772548046 


400750 


81190B7 


Rus 


198991-199168,199316-199548 


400847 


9188605 


Rus 


4464344835 


400448. 


9887687 


Minus 


177372-177674 


402829 


8918414 


Rus 


101532-101852.102008-102263 


400846 


9188605 


Plus 


3931&39474 


401179 


9438647 


Rus 


113477-113893 


404240 


5002624 


Minus 


116132-116407,116653-116922 


402260 


3399665 


Minus 


113765-113910.115653-115765,116808-11694 


406363 


9256114 


Rus 


14403-14602.17000-17147.17241-17368 


405203 


7230116 


Rus 


125295-125463 


402104 


8119072 


Plus 


122409-122600 


403912 


7710730 


Minus 


72000-72290,72431-72700,72929-73199 


400845 


9188605 


Rus 


34428-34612 


403217 


7630969 


Rus 


54089-54163,55427-55623 


403483 


9986188 


Minus 


144546-144854 


400509 


9796539 


Minus 


157909-158430 


403399 


6684178 


Rus 


61841-62145,62367-62756 


400541 


7574902 


Rus 


125235-126380,126478-126597 


402861 


2814366 


Minus 


14933-15231,15387-15627 


403955 


7770475 


Minus 


54527-54740 


404854 


7143420 


Plus 


14260-14537 


404140 


9843520 


Rus 


37761-38147 


401061 


3242744 


Minus 


99468-99549,100707-100848.100918-101107. 


401353 


9931296 


Minus 


50831-51352 



Table 10A Bsts about 1,1 03 genes up-regulated in colon cancer compared to normal adult Gssues excluding non-mafrgnant colon Gssues (whole colon and colon epitheGum). These 
were selected from the starting collection of 59680 probesets on (he ARyrnetrix/Eos-Hu03 GeneChip® array as fetes: the raSo of 'average" colon to •average' norma! adult tissues 
was greater than or equal to 25, the 'average' colon level was set to the 90th percentile value amongst colon primary cancer specimens and colon liver derived metatases, the 
'average' normal adult tissue level was set to the 85th percentile value amongst norwriaiignant tissues minus the colonic derived samples, the 'average* colon value was greater than 
or equal to 50 units. In order to remove gene-specific background levels of nonspecific hybriaTzaJJon, the 1 5th percentile value amongst the over non-malignant 6ssues was 
subtracted from both (he numerator and the denominator before (he ratio was evaluated. 

TABLE 1 0A: 1,103 genes up^Jated to (»l^ 

Pkey: Unique Eos probeset identifier number 

ExAccru Exemplar Accession number, Gen bank accession number 

UnlgenelD: Unigene number 

Unigene Title: Unigene gene Gfle 

R1: Rafiodhirnor to raxrnal adult tissues 
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Ptey 


ExAccn 


UnigenelD 


Unlgene Trite 


R1 


436749 


AA584890 


Hs.5302 


NtoLQ05149:Horno sapiens lectin, galactosi 


1554 


428934 
445787 


AF039401 


Hs.194659 


NMJ)01285:Hcmo sapiens chloride channel, 


1452 


U67167 


Hs.315 


NM_002457:Homo sapiens mucin 2, intesGn 


14.04 


431912 


AI660552 


Hs.356183 


Hs3561B3:ESTs, Weakfy sMar to S3B4_H 


14.02 


423541 


AA296922 


Hs.129778 


NM_014471:Hnmo sapiens serine protease i 


13.72 


406690 


M29540 


Hs.220529 


{tocusQnk)NM 004383:Homo sapiens carcin 


13.44 


418406 


X73501 


Hs.84905 


Hs.84905:cytokeratin20 


1170 


406667 


M12523 




12.42 


416768 


AA363733 


Hs.1032 


NM_006507:Homo sapiens regenerating fete 


11.9B 


437935 


AW939591 


Hs5940 


NM_033049:Homo sapiens mucin 13, epHhel 


11.5B 


422578 


AF239666 


Hs.1545 


NM_001804:Homo sapiens caudal type homeo 


11.50 


418888 


AU076801 


Hs.89436 


NM_004053:Homo sapiens cadherin 17, Uc 


10.16 


418007 


M13509 


Hs.83169 


NM_002421:Homo sapiens matrix metaSopro 


10.11 


422260 


AA315993 


Hs.105484 


NM w 032044:Homo sapiens regenerating gene 


10.01 


421582 


AI910275 


Hs350470 


NM_003225:Homo sapiens trefoil factor 1 


9.77 


441031 


AI110S84 


Hs.7645 ' 


MM_005141:Homo sapiens fibrinogen, B bet 


9.69 


424212 


NM_005B14 Hs.143131 


NM_005814:Homo sapiens glycoprotein A33 


9.48 


453863 


X02544 


Hs.572 


Hs.572xfosomucoid 1 


9.20 


407243 


AA058357 


Hs.74466 


(tocusiink) NM_00S890: Homo sapiens carcin 


9.18 


436217 


T53925 


Hs.107 


NM_004467:Horno sapiens fibrinogen-fike 1 


9.04 


423371 


AU076819 


Hs.1650 


NM_000 1 1 1 :Homo sapiens solute carrier fa 


8.69 


430178 


AW449612 


Hs.152475 


Hs.152475:ESTs 


8.51 


423673 


BE003054 


Hs.1695 


NM_002426:Hcmo sapiens matrix metaflopro 


&43 


447400 


AKD00322 


Hs.18457 


NM_017763:Homo sapiens hypothetical prot 


8.17 


409683 


U33317 


Hs.711 


NM_001 926:Homo sapiens defensin, alpha 6 


8.12 


431777 


AA570296 


Hs.307047 


NMJi32579-.Homo sapiens colon and small i 


8.08 


450685 


L15533 


Hs.423 


NMJ38938:Homo sapiens pancreafitrs-asso 


8.06 


427583 


M82962 


Hs.179704 


NM_005588:Horno sapiens meprin A, alpha ( 


7.95 


436624 


T64297 


Hs.351719 


NM_001443:Homo sapiens fatty acid Wndin 


7.74 


410407 


X66839 


Hs.63287 


NM_001216:Homo sapiens carbonic anhydras 


7.46 


413719 


BE439580 


Hs.75498 


NMJ)04591:Homo sapiens small Inducible c 


7.41 


407007 


U22961 


Hs.184411 


NM_000477:Homo sapiens albumin (ALB), mR 


7.40 


412374 


X01388 


Hs.73849 


NM_000040:Homo sapiens apofipoprotetn O 


7.34 


407244 


M10014 






7.31 


419741 


NM_007019 Hs.93002 


Hs.93002:ubknn [in-conjugating enzyme E2 


7.31 


406741 


AA058357 


Hs.74466 


Oocus6nk}NM_006890:Homo sapiens carcin 


7.26 


414386 


X00442 


Hs.75990 


KM_005143:Homo sapiens haptoglobin (HP), 


7.21 


404519 






7.18 


413585 


AI133452 


Hs.75431 1 


NM_000509:Homo sapiens fibrinogen, gamma 


7.13 


422281 


M36803 


Hs.346935 
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NM_000042:Homo sapiens apoBpoprotein H 
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432378 
434171 
428479 
415099 
414918 
440340 
418384 
418203 
429833 
409231 
431567 
453883 
442700 
410237 
428407 
436213 
442923 
431548 
452316 
448993 
447320 
414108 
420996 
433580 
422158 
418256 
400157 
406709 
453751 
421526 
415164 
405451 
414361 
422237 
417576 
457001 
450983 
421828 
418588 
417348 
423554 
451310 
425873 
429271 
437575 
432677 
439955 
443991 
435745 
403532 
413916 
425247 



AF1 27026 

AK001058 

AA219691 

NMJJ00505 

BE264974 

AI286323 

NM.000346 

AW578849 

T28160 

BE387514 

NMJXJ4572 

AW079940 

AF1 13676 

M88700 

A1Q27643 

AF217515 

AI650363 

AW247529 

AA515032 

AI867118 

H43540 

AF207069 

AW409701 

DB4239 

AL008725 

L29339 

R35343 

W52452 

AL120168 

AB020644 

AI493046 

BE247688 

Y00272 

AI492170 

AI219207 

AW895503 

AW149266 

X54942 

NMJM2079 

M446644 

N51357 

A1638516 

AA377618 

AI750569 

NM.003963 

AA325512 

AW248322 

AT834273 

AA298484 

A1471630 

AI675419 

AT267592 

AK001927 

AF086401 

L10343 

AW845318 

A055761 
R36762 
AL080121 
AW084352 

AI086138 

M13149 

AA339449 

J03258 

AA305384 

AW891965 

BE387040 

A1940507 

M90516 

AW250651 

NM_013390 

AF039850 

AW954355 

NM.004482 

AW2039S9 

NMJW2250 

AW967059 



Hs.5394 

Hs.12680 

Hs.73625 

Hs.1321 

Hs.6566 

Hs.97411 

Hs.2316 

Hs.283552 

Hs.778 

Hs.181418 

Hs^SOSI 

Hs.15951 

Hjl297681 

Hs.150403 

Hs.120912 

HiL283532 

Hs.116462 

Hs.6793 

HsJ1109 

Hs^79607 

Hs^5292 

Hs.1 53357 

Hs.1578 

Hs.111732 

Hs.1 18126 

Hs.1964 

Hs^4968 

HsuJ56766 

Hs.78919 

Hs.14945 

Hs.146133 

HsJ47349 

Hs334562 

Hs.77917 

Hs.72222 

Hs.125276 

Hs^5130 

Hs.83758 

Hjl288627 

Hs.692 

Hs^60855 

Hs347524 

Hs.1 03834 

Hs.61258 

Hs.184194 

Hs.71472 

Hs.95835 

H5L9711 

Hs.61265 

HsJ355952 

Hs.1 64464 

Hs.75761 

Hs.100895 

Hs293847 

Hs.1 12341 

Hs.12271 

HsJ56473 

Hi242463 

Hs.101282 

Hs.105460 

Hs.157123 

Hs^04044 

Hs.1498 

Hs.82285 

Hs.2062 

Hs^5740 

Hs.367942 

Hs.182476 

Hs^18526 

Hs.1674 

Hs.26213 

Hs.160417 

Hs.198515 

Hs.36529 

Hs^78811 

Hs.149532 

Hs.10082 

Hs.374342 



N49813 Hs.75615 
NMJM5940 Hs.155324 



NM_0Q5379tfcmo sapiens myosin IA (MY01A) 
Hs.12680:Homo sapiens cDNA aJ10196 fis, 
NM_005733:Hcmo sapiens RAB6 interacfing, 
NM_Q00505itomo sapiens coagutafion facto 
Hs.6566.*thyrokJ hormone receptor inter ac 
Hs.97411:hypothetical protein MGC12335 
Hs.2316:SRY (sex determining region Y)-b 
Hs.283552JiypotheticaJ protein BC016153 
Hs.778guanylate cyclase activator 2A (g 

NM_014730ttomo sapiens WAA0152 gene pro 
NM_004572*tomo sapiens ptetoprufin 2 (PK 
(locusBnk)NM_145202:Homo sapiens prdin 
NM_000295:Homo sapiens serine (orcystei 
NM_0QO790-.Homo sapiens do pa decarooxyias 
Hs.120912:ESTs 

NMJ)18455*tomo sapiens uncharacterized b 
Hs.116462£STs 

Hs.6793:piateieVacljvating factor acety 
Hs.91 1 0SESTs. Weakly simflar to putatrv 
Hs.2796C7:Homo sapiens cDNA RJ34399 Ms 
Hs.25292^ibonuclease H2, large subun'rl 
NM_001084:Homo sapiens procollagert-rysin 
NM_001 16B:Homo sapiens baculoviral IAP r 
NM_003890:Homo sapiens IgG Fc bimfing pr 
(toaisrtnk)NMJ)003C3:Homa sapiens protec 
NM_C00343:Hcmo sapiens solute carrier fa 
Hs.24968:rrypoihetfcal protein BC016683 
Hs.356766:Homo sapiens mRNA; cDNA DKF2p7 
NM_021081Homo sapiens Kell blood group 
Hs.14945rfalry-acid-Coenzyrne A Egase, I 
Hs.146133:ESTs 

(IocusTink}NM_004749:Horno sapiens ceil c 
NM_001786:Homo sapiens ceil division eye 
NMJ)06002*tomo sapiens ubiqiifin carboxy 
Hs.72222fer-1-Gke 4 {C elegans) 
Hs.1 25276:Homo sapiens cDNA RJ25833 fis 
Hs.25130:Homo sapiens cDNA FU14923 fis, 
NM_001B27:Homo sapiens COC28 protein kin 
NMJ)1 2079-itomo sapiens dlacylgtyceroi O- 
NM_C02354:Homo sapiens turner-associated 
(tocusfak)NMJ45175:Homo sapiens NSE1 ( 
Hs.347524:Homo sapiens, clone MG024665 
NM_02405&Homo sapiens hypothetical prot 
Hs.61258:argminosucdna)e lyase 
NMJ)039SlHomo sapiens transmembrane 4 s 
NM_024662flomo sapiens hypothetJcal prot 

NM.01751 5flomo sapiens novel protein (HS 
NM_138805tfomo sapiens family with seque 
Hs.355952£STs, Weakly similar to 090320 
Hs.1 64464:Homo sapiens, done MG023856 
NM_003137:Homo sapiens SFRS protein kina 
(Ioaisiink)NM_018099:Horno sapiens hypolh 
Hs293847fSTs 

NM_002638flomo sapiens protease Wiibto 
GocusBnk)NM_012162:Homo sapiens Mxw 
Nfi^_006713^omo sapiens activated RNA pol 
Hs^42463:kerafii8 

Hs.1 01282:Komo sapiens mRNA; cDNA DKFZp4 
NM_015393:Homo sapiens DKFZP564O0823 pro 
Hs.157123:ESTs 

Hs.204044:ESTs 

NM.00041 2:Homo sapiens Wsfitfine-nch gl 
NMJJ0081 9ftomo sapiens phcephoribosyfgry 
Hs^062Mtamin O (1,25- dhydroxyvitarni 
NM_014584«omo sapiens EROI-Oke (S. cer 
Hs.367942flomo sapiens, done IMAGB4701 
NM_031295*tomo sapiens Williams Beuren s 
NMJ)251 38:Homo sapiens hypothetical prot 
NM_002056fomo sapiens gjutarnme-mictos 
NM_052951 :Homo sapiens chromosome 20 ope 
Hs.160417±ansrnembrane protein 2 
NMj005224:Homo sapiens dead ringer-Eke 
NM_024320Homo sapiens hypothefical prot 
NM_004482*tomo sapiens UDP-M^cetyWph 
Hs.149532:ESTs 

NM_002250-itomo sapiens potassium interme 
Hs.374342:Homo sapiens clone 2471 1 mRNA 

NM_000483itomo sapiens apolipoprotein C- 
Hs.1 55324 jnatrw noetaJkqjroteinase 11 (s 
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424996 
402944 
417165 
427528 
426711 
439186 
444783 
426174 
421585 
421605 
446921 
438746 
403219 
420981 
456946 
425580 
412605 
441384 
416782 
426761 
441633 
416975 
428874 
431192 
431836 
413219 
410639 
450737 
410850 
428450 
437810 
403381 
434031 
421975 
452299 
428024 
412994 
443162 
'435327 
424010 
428953 
419359 
414695 
444371 
450221 
449207 
422609 
403485 
441623 
421943 
405484 
435849 
449139 
404684 
447188 
423226 
413254 
424243 
435014 
452281 
416065 
427333 
443464 
432035 



429504 
441085 
426991 
408901 
439979 



457465 
426317 
414639 
439975 
444261 
454033 
424837 
427747 
436469 
400130 
422293 
400290 



AF006005 Hs.154104 NH_002657:Homo sapiens pteiomorphic aden 

R80137 Hs.302738 Hs.30Z738*tomo sapiens cON* FU21425 fi 

AU077143 Hs.179565 NM_002388:Homo sapiens MCM3 minichramoso 

AA383471 Hs.343800 (tocusTink)NM_033255:Homo sapiens epithe 

A1697274 Hs.105435 Hs.105435.<3DP^nannose4,WeliydraIase 

AK001468 Hs.62180 NM_018685:Homo sapiens aruHin, actm tri 

AA547959 Hs.115838 Hs.11583B:ESTs 

U95626 Hs.302043 NMJJ03955:Homo sapiens chemokirte (C-C mo 

BE440108 Hs.108127 NNV.01 5972^omo sapiens RNA por/merase I 

AB012113 Hs.16530 NMJ»2988:Homo sapiens small indudbtec 

AI885815 Hs.184727 Hs,184727£STs, WeaWy similar to T45738 

L40904 Hs.100724 NMJ»5037:Horno sapiens peroxisome prctf 

T2967B Hs.166068 Hs.166068^r2En 1 

L11144 Hs.1907 Hs.1907:galanin 

AW410734 Hs.74111 Hs74111:RNA binding protein (autoanfige 

AA447849 Hs^88660 Hs^88660:Homo sapiens cDNA: FU22182 fi 

L35035 Hs.79886 flccusIink)NMJ44561Homo sapiens ribose 

AI015709 Hs.172089 Hs.172089:pro-oncosis receptor Inducing 

AW958544 Hs.1 12242 Nf\03241lHomo sapiens norma! mucosa of 

NM.004131 Hs.1051 NM_0O41 3 1 :Homo sapiens granzyme B (granz 

W32133 Hs.194366 Hs.1943S6.1ranstrryretm {prealbumin, amy 

AI670056 Hs.137274 Hs,137274:ESTs, WeaHy similar to hypoth 

AF178532 Hs.271411 NM_13B992tfomo sapiens beta-site APP-cte 

AA878200 Hs.1 18727 - Hs.1 1 8727:Homo sapiens cDNA FU33803 fis 

BE269047 Hs.65234 (tocusTink)NM_01 7895: Homo sapiens DEAD/H 

AW007152 Hs.63325 Hs.63325^ransmembrane protease, serine 

AW362867 Hs.302738 Hs.302738:Homo sapiens cDNA: FU21425 5 

NMJ) 14791 Hs.1 84339 NMJ) 1 4791 :Homo sapiens maternal embryoni 

BE246399 Hs.387646 N^016617:Homosapierern^olheficaJprol 

BE384165 Hs.23723 (tocusfink)NM_025215:Homo sapiens pseudo 

AW961017 Hs.6459 (kxaKCnk)NM.024531:Homo sapiens hypoth 

AW206330 Hs.355663 Hs.355663:ESTs 

Z29067 Hs.2236 Hs.2236:NIMA (never in mitosis gene a)-r 

D32257 Hs.75113 KsJ5113:generaJbBnscrip6on factor II 

T49951 Hs.9029 (hxuslmk)KM_015515:Homo sapiens type I 

BE301871 Hs.4867 Hs.4867:mannosy1 (afph3-1,3-Hrycoprota 

AL080188 Hs.1 37556 NM_033 100: Homo sapiens MT-protocadherin 

AA306610 Hs.348183 NMJ)03821Homo sapiens tumor necrosis fa 

AL043202 Hs.90073 Hs.90073:CSE1 dirorrrosome segregafion 1-1 

BE439915 Hs.76913 Hs.76913:proteasome (prosome, macropain) 

BE540274 Hs.239 Hs.239rfofkhead box M1 

AA328102 Hs^4641 NM_01 8204:Homo sapiens cytosketeton asso 

AL044222 Hs^3255 N^004298:Hcmo sapiens nudeopciin 155KD 

Z46023 Hs.1 18721 NM_000434:Hcmo sapiens siaQdase 1 (lyso 

AA315805 Hs.348710 Hs^48710:Homo sapiens, done (MAGE:4242 

BE616520 Hs343912 NMJB3504:Hofra sapiens CAC-1 (CA01), raR 

BE305242 Hs.16098 Hs.16098xlaudin 2 

BE268315 Hs.231 1 1 NM_0O4461:Homo sapiens phenyl alanine-tRN 

K65423 Hs.17631 NM_030804:Homo sapiens hypothetical prot 

AA323414 Hs.146109 Hs.146109:ESTs, Weakly similar to T28937 

U40272 Hs.75253 NMJ)04135tforno sapiens isocitraie dehydr 

AI949359 Hs.143600 Hs,143600:go!gi phosphoprotcin 4 

BE560898 Hs.1 0026 NM_022061 :Homo sapiens ribosomal protein 

T93500 Hs.28792 Hs.28792:Homo sapiens cDNA FU 11041 fis, 

BE267931 Hs.78996 NM_002592ttomo sapiens profiferafing ce! 

AF067797 Hs, 176658 NM_001 169:Homo sapiens aquaporin 8 (AQP8 

BE54B446 Hs.321579 NM.02 1095: Homo sapiens sdute carrier fa 

AA524725 Hs.162108 Hs.162108£STs 

AW292286 Hs.255058 Hs.255058:ESTs 

X99133 Hs.204238 Hs.204238ipocafin 2 (oncogene 24p3) 

AW136551 Hs.1 81 245 Hs.1 81245:Homo sapiens cDNA FU12532 Gs 

AK001536 Hs.214410 Hs.214410JHomo sapiens cDNA FLJ3 1573 fis 

AK001330 Hs.48855 (tocusIink)NM_01 8101 :Homo sapiens hypoth 

AW500291 Hs.6823 NMJ»8092Momo sapiens neuropffin (NRP) 

AA847843 Hs.62711 Hs.6271 1:Homo sapiens, clone IMAGE:33512 

AW301344 Hs.1 22908 NM_030928:Hcmo sapiens DMA repScafjon f 

AA312350 Hs.1 69294 NMJW3202*tcmo sapiens transcription fac 

X67055 Hs.7671 6 MM_002217:Homo sapiens pre-atpha (gtobul 

AW328081 Hs.6817 NM_033453itomo sapiens inosine triphosph 

AA298958 Hs.1 0724 Hs.10724:mitochoruirfaJ nbosoma) protein 

AF107457 HsJ7035 NM_00551 5:Hcmo sapiens homeo box HB9 (HL 

BE276113 Hs^33034 NM_003491:Homo sapiens ARD1 homotag, N-a 

AW411425 Hs. 180655 (kcusTtnk)NM_004217J^omo sapiens serine 

AK001455 Ks.5198 Hs^ 193: Down syndrome critical region ge 

Hs.155560 MM_001746:Homo sapiens catnexin (CANX), 

X94453 Hs.1 14366 r^1143K^yrTOime-S<»boxytatB synthe 

H18836 Hs.31608 (locusHnk)NM_01763S:Homo sapiens transi 
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419239 


AA468183 


Hs.335798 


(locusfink)NM_033103:Homo sapiens rhophi 


3.18 


426215 


AW963419 


Hs.155223 


NM 003714:Homo sapiens stanntocafcin 2 ( 


3.18 


425743 


BE396495 


Hs.159428 


NM 138761 Homo sapiens BCL2-associated X 


117 


413313 


NMJJ02047 Hjl293885 


NM_O02047:Hcmo sapiens glycyHRNA synfo 


3.17 


422714 


AB018335 


Hs.1 19387 


NM_.014698tfomo sapiens K1AA0792 gene pro 


317 


408353 


BE439838 


Hs.44298 


NM_0t5969">tomo sapiens mitochondria) rib 


3.17 


400203 




Hs.1390 


NM_002794:Hcmo sapiens proteasome (praso 


316 


412870 


N22788 


Hs.82407 


NM_022059:Homo sapiens chemokine {C-X-C 


316 


426088 


AF038007 


Hs.166196 


NM_005601Homo sapiens ATPase, Class 1, 


116 


416984 


K3S765 


Hs.80706 


NM_000903:Homo sapiens NAD(P)H dehydroge 


116 


450635 


AW403954 


Hs^5237 


NM_01 6647:Homo sapiens mesenchymal stem 


116 


40S70B 


AI282759 




AI282759:qt84a01 jc1 NCI_CGAP_Co14 Homo s 


316 


452888 


AW955454 


Hs.30942 


NM_004093:Homo sapiens ephrin-B2 (EFNB2) 


116 


430127 


AA219498 


Hs.233952 


Hs.233952:proteasome (prosome. macropain 


3.16 


417308 


H60720 


Hs.81892 


NM 01 4736:Homo sapiens KIAA0101 gene pro 


3.15 


408116 


AA251393 


Ks.289052 


NM_Q52842:Homo sapiens BCL2-iike 12 (pro 


3.15 


402474 








315 


419488 


AA316241 


Hs.90691 


NM_006993:Homo sapiens rtudeophosmin/nuc 


3.15 


448595 


T57448 


Hs.15467 


NM_01794lHomo sapiens hypothetical prot 


3.15 


444954 


AW247076 


Hs.12163 


NM_003908:Homo sapiens eukaryotic trans) 


115 


434263 


N34895 


Hs.79187 


Hs.79187:coxsackio vine and adenovirus 


115 


411165 


NMJJ00169 


Hs.69089 


NM_000169^omo sapiens galactosidase. al 


3.15 


430696 


AA531276 


Hs.59509 


Hs.59509£STs 1 Weakly similar to similar 


3.15 


436391 


AJ227892 


Hs.146274 


Hs.146274:ESTs 


115 


409142 


AL136877 


Hs^0758 


Hs.50758:SMC4 structural maintenance of 


114 


445873 


AA250970 


Hs.251946 


Hs.251946:Homo sapiens cDNA FU1 1840 fis 


3.14 


432370 


AA308334 


HsJ74424 


NM_01 8946:Homo sapiens N-acetylneuramini 


114 


430514 


AA318501 


Hs^41587 


NM 021 246:Homo sapiens r/mphocyte antige 


114 


417791 


AW965339 


Hs.44269 


Hs.44269:Homo sapiens cDNA RJ37972 fis. 


114 


417115 


AW952792 


Hs.334612 


NM_003094:Homo sapiens small nuclear rib 


113 


411126 


NWL001202 Hs.68879 


(locustink)NMJ)01202:Homo sapiens bone m 


113 


456906 


AF1 17646 


Hs.156637 


NM.0121 1 &Homo sapiens Cas-Br-M (murine) 


113 


425123 


AW205274 


Hs.1 54695 


NM_000303*tomo sapiens phosphomannomutas 


3.13 


408056 


AA312329 


Hs.42331 


Hs.42331 :ephnn-A4 


3.13 


446366 


AJ032108 


Hs.54424 


Hs^4424:hepatocyte nuclear factor 4, a) 


112 


407804 


AF228603 


HS39957 


NM_016445:Homo sapiens pteckstrin 2 (mou 


3.12 


412723. 


AA648459 


Hs.335951 


Hs.335951:hypothetfcal protein AF301 222 


3.12 


407233 


X16354 


Hs.50964 


(kxusSnk)N^001712:Horrto sapiens carcin 


111 


407168 


R45175 


Hs.117183 


Hs.1 17183:Homo sapiens mRNA; cDNA DKFZp5 


3.11 


452721 


AJ269529 


Hs^01871 


Hs^01871:solute carrier family 37 (glyc 


111 


426427 


M86699 


Hs.169840 


Hs.169840:TTK protein kinase 


111 


409162 


H25530 


Hs^0868 


H&50868soiute carrier family 22 (organ 


110 


412612 


NM 000047 


Hs.74131 


NM_000047:Homo sapiens aryisulfatase E ( 


110 


434861 


AA206153 


Hs.4209. 


NM_01 6491:Homo sapiens mitochortdria! rib 
NM_024422Homo sapiens desmocoiEn 2 (DS 


3.10 


407944 


R34008 


Hs2397Z7 


110 


414806 


D14694 


Hs.77329 


(Iocuslmk)NMJ)14754:Horno sapiens phosph 


109 


454464 


AW811606 


Hs.271819 


Hs.271819:mucin 17 


109 


415474 


NM.014252 


Hs.78457 


NMJM 4252:Homo sapiens solute carrier fa 


109 


422616 


BE300330 


Hs.118725 


NM_012248ftomo sapiens selenophosphate s 


109 


421470 


R27496 


Hs.1378 


NMJ3051 39:Homo sapiens annexin A3 (ANXA3 


109 


419551 


AW582256 


Hs.91011 


NM_00640&Homo sapiens anterior gradient 


3.09 


418691 


AW752389 


Hs.87296 


Hs.87296:Homo sapiens cDNA FU 20269 fis, 


108 


422163 


AF027208 


Hs.112360 


Ks.112360^romrnin-Gke 1 (mouse) 


108 


447760 


AI431328 


Hs.348605 


NM_052963:Homo sapiens mitochondrial top 


108 


405506 








3.08 


429957 


AW204530 


Hs.99500 


Hs.99500:ESTs 


108 


410166 


AKD01376 


Hs.59346 


NM_018122:Homo sapiens hypothetical prat 


3.08 


422880 


AF228704 


Hs.193974 


Hs.1 93974:giuta1hione reductase 


108 


442013 


AA506476 


HsJ75009 


H&375009:Homo sapiens mRNA; cONA DKFZpfi 


108 


431722 


AF161528 


Hs^68049 


(kxaislink)NMJ)16101:Horno sapiens hypoth 


3.08 


421506 


BE302796 


Hs.105097 


Hs.1 05097 ithyrradine kinase 1, soluble 


3.08 


433659 


AK001301 


Hs.3487 


NM_018093flomo sapiens hypothetical prot 


107 


439492 


AF086310 


Hs.103159 


Hs.103159:ESTs, Weatiy sircar to T06291 


107 


417866 


AW067903 


Hs.82772 


Hs.62772:coU3gen, type XI, alpha 1 


107 


412530 


AA766268 


Hs.266273 


(locusQnk)NM_024918^orno sapiens chromo 


107 


412869 


AA290712 


Hs.82407 


Hs.82407ichemoklne (C-X-C motif) ligand 


106 


453132 


AW951952 


Hs^93724 


Hs.293724:Homo sapiens cONA FU 12683 fc 


106 


424971 


AA479005 


Hs.154036 


NM-003311:Homo sapiens tumor suppressing 


106 


427557 


NM_002559 Hs. 179657 


NM_0Q2659:Homo sapiens plasminogen acfiv 


105 


439273 


AW139099 


Hs.367692 


Hs.367692*tomo sapiens cDNA FU25668 fis 


105 


431945 


AW000B27 


Hs.11962 


NM_030766:Homo sapiens apoptosls reguiat 


105 


435703 


AW630133 


Hs.83313 


(kxais!ird()NMJ)20192:Homo sapiens GK003 


105 


407289 


AA13515? 


Hs^03349 


Hs^03349:Horno sapiens cDNA FU 12149 fis 


104 


403739 








104 


444664 


N26362 


Hs.11615 


NM_01 6036:Homo sapiens map kinase phosph 


3.04 


409152 


AA176585 


Hs.1 94346 


Hs.1 94346:Spir-2 protein 


104 


409093 


BE243834 


Hsl50441 


NM_0l5936Jtano sapiens 03-04 protein (L 


104 


406545 






103 


450553 


AW850613 


H5L8715 


Hs.8715±ypometfcai protein MGC3232 


103 


418867 


D31771 


Hs£9404 


NM_002449-Xcmo sapiens msh homeo box horn 


103 


422976 


AU076657 


Hs.1600 


Hs.16ffi)xhaperonin containing TCP1 , subu 


103 


434523 


M703709 


Hs.23410 


(locusEnk)NMJ)1 6539:Homo sapiens simi 


103 


440088 


BE559877 


Hs.1 83232 


NM_024839*tomo sapiens hypothetical prot 


102 
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412133 


U83460 


ns. 1 u400/ 


450334 


MTU00303 


Wc 9A R70 
nS.£40/3 


417975 




ns.ouuoo 


420162 


BE378432 
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426031 
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U0UU04 
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KS.00300 


40001/ 
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HS.131765 




Arn797i 1 

PirMlH 1 1 


Up QQQ< 0 


4^3010 


AMJUU/OO 


HS. ZOoZoU 




Al (VlQAtYi 


Up HOC701 

H5.lZo7oo 






Up QQonc 
HS.SOoUb 


4 I aoQU 


AJw4£0Z 


Up 7CJ11 


421533 


IMf 1 0*0 


Uc incjee 
rB.lUo4oo 




DCD 1 <W4f 


Up 1CQC1C 

nS.lbyolo 


428023 


ALUO0040 


Uc V7A£t(\ 

ns.o/400U 


431193 


fVVVf 433U0 


Uc 9QC77n 
nS./30//U 


457211 


MVV9/ Z003 


Ue 


410467 


rvr IUjCOHu 


u Q nm4 
nS.003Ol 


422066 


MV »Z43Z / O 


Uc OA OK 01 
n5.04o0i 1 


418526 


RPMQnTft 

DCU I3UZU 


Uc RcftOj) 
nS.OODOO 


453012 


1 33QU4 


Ue 710/U 

ns.oioo4 


41339 


AW4114Q1 
tt¥¥4 1 143 1 


Uc 


413813 


M3Q3O0 


Ue 7KCK1 

rts./0301 


418362 


Al mi714 
MLIIOI/ 14 


Uc fiAOOE 


431350 


AMQ9<;9fl 
MJ 1 3Z0Z0 


Ue 1&ICT7 
MS. 10400/ 


417911 


Mnooooo/ 


Ue ROQIfi 

ns.ozy 1 a 


4 1033/ 


ttVYOUZOOO 


Uc 117100 

rtS.ll/ loo 






Ue 797 


445462 


AA37A7 7fi 


Ue 900CAQ 
nS. ZOO 043 


418245 


rv\UOO/0/ 


Ue fiOOflO 

ns. 00000 


4VOI34 


MAOUIUOO 


Ue 101707 


491 Geo 

41I303 


AW/ 0143/ 


Ue ctmn 


4O30vO 


AWO/040Z 




49R90Q 
4101U3 


Al AitQ7C1 
AUU43/01 


Ue icci>in 
nS.1ool40 


4O3003 


AW07A70A 


Ks.59483 


woooo 


DCQCCC 
KOOOOO 


Hs.46847 


40Z040 


bcZOuobo 


HS.Z7S5Z9 


4U0004 


V1C3C>f 
A IOO04 


Hs. 50964 


41UUU0 


AWroToOo 


Ks.57783 


44iiO/ / 


AAZ3Z33O 


Hs. 163900 


425003 


AFli 9046 


Hs.1 541 49 


44340/ 


AJ/UZUOO 


Hs.1 00057 


427779 


A AOACQTT7 

AA3UD337 


HS.1807B0 




ArZ/bZtO 


Li* nnoj?^ 

HS298476 


41434a 


DC0^OUO3 


ns.loooOo 


41U01/ 


A IOC 77 OO 
ALCOl/03 


ns.yoDoS 


4I30/0 


179/1099 


Hs.90078 


4£00/0 


ArllSOOO 


HS.1O4011 


414410 




HS.760S4 


434094 


AA305599 


Hs.238205 


409012 


Ail 17435 


Hs.49725 


49QTMQ 
4Z3U40 


AI372S49 


Hs.44241 


426378 


U80082 


Hs.169600 


422397 


AJ223366 


Hs.116051 


426715 


AB037855 


Hs. 171917 


429539 


AKD01839 


Hs.206501 


443715 


AI583187 


Hs.9700 


HOOUOi 


H18835 


Ks.31608 


433888 


BE176078 


Hs.30819 


424534 


087682 


Hs.150275 


422558 


NMJJ06420 Hs.1 18249 


407777 


AA161071 


Hs.71465 


429626 


U36767 


Hs.211571 


413374 


NM.001034 Hs.75319 


442159 


AW163390 


Hs.278554 


400133 




Hs.184693 


419381 


AB023420 


Hs.90093 


436827 


H72187 


Hs356668 


426108 


AA622037 


Hs.1 66468 


436278 


BE39S290 


Hs.5097 


425397 


J04088 


Hs.156345 



NM_000998:Homo sapiens ribosomal protein 3.02 

Hs256301:hypoBietica! protein MGC13170 3.02 

NM_01 8509:Homo sapiens hypothetical pro! 102 

NM_003504:Homo sapiens COC45 cdl drvia 102 

NM_001859:Homo sapiens sohite earner fa 3.02 

Hs.24879:phosphalidic add phosphatase t 3.02 

NM_02461&Homo sapiens hypothetical prot 102 

NM_052984:Homo sapiens cydin-dependent 101 

NM_014165:Homo sapiens HSPC125 protein ( 3.01 

(tacusSnkJN ^006697:Homo sapiens cispla 101 

(locusfink)NM_002534:Homo sapiens ?JS- 101 

NNL01 B144:Homo sapiens Sec61 a^ha fbrni 3.00 

(IocusRnk)NM_145175:Homo sapiens NSE1 ( 100 

Hs.82240:syntaxin 3A 3.00 

Hs.771 52MCM7 minitxhrornosome mamtenance 3.00 

NM_01 6489: Homo sapiens 5 , -nucteotidase, 3.00 

Hs.M56^aperonin containing TCP1, subu 100 

NM_005932:Homo sapiens mi!ochondnai int Z99 

Hs.131765:ESTs, Moderately similar to 13 2.99 

Hs.9991 8:carboxyi ester Dpase (bite sal Z99 

Hs.205280:Homo sapiens cDNA FU20781 fo Z99 

H5.125783xhrornosome 1 open reading tram 299 

Hs.98805:hypo(h€5cat protein FU20485 299 

Hs.75323;prohibtUn 299 

NI^_003095:Homo sapiens small nuclear rib 299 

NM_023080:Homo sapiens hypotheBcai prot 298 

Hs.374530-.Homo sapiens cDNA: RJ 23602 fi 298 

Hs^96770:KIM1719 protein 298 

(bcus!inkJNH_145240:Homo sapiens simila 298 

NM,080759:Homo sapiens dachshund homotog 297 

Hs.343521 .maJate dehydrogenase 2, NAD (m 297 

NM_004207:Homo sapiens solute carrier fa 297 

NMJrl 2469-.Hcmo sapiens chromosome 20 ope 297 

HsJ5069serine hyoVoxyrnethyttrartsferase 297 

NM_00321 2Homo sapiens teratocarrinoma-d 297 

NM_003345:Homo sapiens ubiqulfln-conjuga 297 

Hs.164537£STs 296 

Hs.8291 6:chapercnln containing TCP1 , sub 296 

Hs.1 171 81Homo sapiens tnRNA; cDNA DKFZp5 296 

NMJJ021 92Homo sapiens inhibtn, beta A { 296 

OocusIink)NM_024051:Horno sapiens hypoth 296 

NM.0201 82 Homo sapiens transmembrane, pr 296 

Hs.191797:ESTs 296 

NM_030622Homo sapiens cytochrome P450, 296 

AW57846iRCm0252^100^)23Mj07CT025 296 

NM_001895:Homo sapiens casein kinase 2, 296 

Hs^9483:teuar^nch repeat-contaning 295 

NMJM 651 4:Homo sapiens TRAF and TNF rece 295 

NM_01 3237:Homo sapiens pxly^Gke protein 295 

(lccusfirik)NNL001712Horno sapiens carcta 295 

WM_003751:Homo sapiens eukaiyooo trans! 294 

Hs.1 63900£STs, Highly similar to winged 294 

NMJ)1 4481 :Homo sapiens APEX nudease (ap 294 

Hs.10O)o7-^erme/trireonin9 kinase 35 294 

NM_021238:Homo sapiens TERA protein (TER 294 

NM_02291 1 :Homo sapiens solute carrier fa 294 

KM_024841itemo sapiens hypolhefica! prot 293 

(iocusCnk)NM_00491 1:Homo sapiens protei 293 

HsJ0078^njcleotide-sugar transporter si 293 

Hs.1 8401 1 .pyrophosphatase (inoraarac) 293 

(locusihk)N^0327o7:Homo sapiens hype* 293 

hs238205:hypotheficai protein PRO2013 293 

Hs,49725:DKFZP434l216 protein 293 

Hs.44241:Homo sapiens cDNA FU21447 fis 293 

Hs.16^00:KlAA082£ protein 292 

(locusfink)hiM_13376^Homo sapiens myekan 292 

Hs.171917Jrypotheticai protein OJ 11085 292 

Owxisnnk)NM_020467:Homo sapiens hypcth 292 

NM_001238:Homo sapiens eyefln E1 (CCNE1) 292 

(IocusEnk)KM^0176^6iHomo sapiens transi 292 

rte.3081fthypothe6cal protein C40 292 

Hs.150275:KlAA0241 protein 292 

Hs.1 18249^P-ribcqJtafirjn factor guanin 292 

Hs.71 485^qira!ene epcoddase 292 

NM_(J0S^33:Homo sapiens riobcytochrame c 292 

NMJ»1034:Horrto sapiens ribonucleotide re 292 

NM_007276:Horno sapiens (Aiomobox homotog 292 

K r M_005648:Homo sapiens transcription eio 291 

Hs.90093:heat shock 70kD protein 4 291 

Gccustink)NM_005274:homo sapiens guanb 291 

NI^0047()8;Homo sapiens programmed ceO d 291 

te^(^synaptogyrin 2 291 

NAL001067:Homo sapiens topotsornerase (DfJ 291 
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433487. 
416933 
430287 
434026 
447698 
411263 
432754 
437016 
446228 
420421 
428385 
414420 
457284 
401405 
453111 
400247 
421910 
413610 
413588 
418661 
427490 
417634 
435099 
425811 
446849 
412974 
413179 
407770 
408847 
448250 
428810 
427505 
418443 
447343 
409262 
443323 
450378 
411761 
415691 
417715 
452099 
436138 
432858 
434457 
444237 
456352 
411393 
424270 
414396 
426120 
448663 
443802 
445863 
434808 
440334 
449057 
432680 
446421 
427239 
425649 
429638 
435777 
424441 
407833 
415083 
421462 
443572 
443180 
413753 
453028 
425047 



U31814 

BE561850 

AW182459 

R15486 

AI420156 

BE297802 

BE241691 

AU076916 

NM_016046 

AF281133 

AF112213 

AA043424 

AF102850 

AB014598 

NNL014586 

AL1 17554 

AA971014 

NMJJ01949 

Z95152 

W27202 

AC004770 

AL039104 

AU076617 

R16978 

N99692 

AW607831 

AW290997 

NM.016034 

AF068236 

AA361562 

NM.005239 

AA256641 

AK000631 

BE560621 

AW249181 

AI733848 

AW963979 

AW969587 

BE612992 

H53323 

BE618609 

AF141332 

AA336878 

AW973003 

AW797437 

AK001818 

BE548266 

AA325243 



410197 
413095 
417677 
425263 
437430 
428289 
407137 
400750 
428788 



AW504924 

R12234 

AF155108 

BE276112 

AB037784 

T47364 

BE297434 

BE270447 

U30930 

AJ916662 

AW419202 

X14850 

AW955632 

AI632683 

AF016495 

AA025610 

R15875 

IH7760 

AB006532 

U34038 

AW301003 

NM_005518 

AA494359 

NM.016055 

NNL001197 

W44671 

M26301 

T97307 



HsJ352 

Hs.80506 

Hs.125759 

Hs.285218 

Hs.326733 

Hs.69360 

Hs.3100 

Hs.5398 

Hs.14415 

Hs.343589 

Hs.184062 

Hs.76095 

Hs.227933 

Hs.31720 

Hs.356473 

Hs.109437 

Hs.1 19908 

Hs.75432 

Hs.1189 

Hs.175695 

Hs.82327 

Hs.4758 

Hs.159557 

Hs.16251 

Ks.75105 

Hs.75227 

Hs.38738 

Hs.190153 

Hs.20776 

Hs.193788 

Hs.178761 

Hs.85146 

Hs.236894 

Hs.52256 

Hs.9222 

Hs.154796 

Hs.71935 

Hs.24723 

Hs.86366 

Hs27931 

Hs.25717 

Hs.279591 

Hs500333 

HsJ842 

Hs.179909 

Hs.69771 

Hs.144407 

Hs.76057 

Hs.166887 

Hjl356501 

Hs^805 

Hs.13396 

Hs.256150 

Hs.7165 

Hs.22941 

Hs278613 

Hs.15071 

Hs.356512 

Hs.158540 

Hs.211577 

Hs^86192 

Hs.147097 



Hs.27179 

Hs.104624 

Hs.9605 

Hsl258576 

Hs.75517 

Hs.31442 

Hs.154299 

Hs.51483 

Hs^9889 

Hs.30715 



Hs.155419 

Hs.124 

Hs.2253 



NMJK)1527:Homo sapiens rtistone deacetyta 
NM„003090rHomo sapiens small nudear fib 
Hs.125759fkefy orthdog of mouse RING 
(locusfink)NM_021 21 3: Homo sapiens phosph 
NM_052858:Homo sapiens similar to RiKEN 
NM_005845:Homo salens kirtesin-Eke 6 (m 
Hs^100:lysyMRNA synthetase 
Hs,5398:guanine monphosphate synthetase 
NM_01 5046: Homo sapiens exosomat core pro 
Hs.343589£xosome component Rrp41 
Hs.184062xhromosome 20 open reading fra 
NM_0528l5:Homo sapiens immediate eariy r 
NKL013338:Homo sapiens AIg5t a cerevisi 

NMJH4799:Homo sapiens hephaestin (HEPH) 
NM_006713:Homo sapiens activated RNA pd 
NM_0 14586: Homo sapiens hormcnally upregu 
NM_015934:Homo sapiens nucleolar protein 
KM_000884:Homo sapiens IMP pnosine mono 
NM__001949:Horno sapiens E2F transcription 
NMJX)2754:Homo sapiens mibgen-activaled 
NM_000178:Homo sapiens glutathtone synth 
NM_0041 1 1:Homo sapiens flap stmcture-sp 
NMJH)2266:Homo sapiens karyophenn alpha 
(iocusnnkJNR<_016207:Homo sapiens cleava 
NM_006579:Homo sapiens emopamH binding 
NM_005002:Homo sapiens NADH derrydrogenas 
NM_014343:Homo sapiens clautfin 15 (CLDN1 
Hs.190153:Homo sapiens cDNA FU33988 fis 
(iocusHnk)NM_016034:Homo sapiens mitoch 
NM_000625:Homo sapiens nitric oxide synt 
Hs.1 78761 :26S protBasome-assodated pad1 
Hs,85146:v-ets erythrobiastosis virus E2 
Hs.236894:ESTs, Highly similar to S02392 
Hs.52256:hypotheticaJ protein FU20624 
Hs.9222estrogen receptor binding site a 
Hs.154796:Homo sapiens cDNA FU37976 fis 
NM_021 220: Homo sapiens zinc finger prate 
Hs^4723:ESTs 
Hs.86366:ESTs 

Hs. 27931 Jiypotheiicai protein FU10607 s 
Hs-25717:Homo sapiens cDNA: FU23454 fis 
HsJ!7^:Horno sapiens. Simitar to RNA p 
NKU)1869Q:Horno sapiens apoBpoprotein B4 
Hs.9842ESTs 

(iocusIinX)NM^024831:Homo sapiens nuciea 
NM__001710:Horrio sapiens B-factor, properd 
NMJ)18283:Homo sapiens hypothetical prot 
(locusRnk}^00(M03:Homo sapiens gatact 
Hs.166887xcpinel 

(locaJslirA)NrA.032335:Horno sapiens hypoth 
Hs^805:exporfin 5 

Hs.13396ifcmo sapiens done 25028 mRNA s 
HsL256150:NY-RErW1 antigen 
NR_0039O4:Homo sapiens zinc finger prota 
Hs^2941WAA1363 protein 
(to<XJsfink)W005532Homo sapiens brterf 
Hs.1 5071 :chaperon in containing TCP1, sub 
Hs.356512£STs, Weaxty similar to UBCAJ^ 
(IocusGnx)NM_003360:Homo sapiens UDP gi 
(locusBnk)NM_004986:Horno sapiens Hnect 
NM_0321 92Homo sapiens protein phosphata 
Hs.147097:H2A histone family, member X 
Hs.66666xhrornosome 7 open reading frame 
Hs77179:Homo sapiens cDNA FU12933 fis, 
NM_020980:Homo sapiens aquaporin 9 (AQP9 
Hs.9605:cleavage and pdyadenytafion spe 
NM_012129flomo sapiens ciaudin 12 (CU3N1 
NM_000228:Hcmo sapiens lamWn. beta 3 ( 
NrA.00426(kHomo sapiens RecQ protein-fike 
NMJX)5242Homo sapiens coagulation facto 
Hs.51483:Homo sapiens, Similar to RiKEN 
OocusltnkpOQ5518:Homo sapiens 3-hydr 
Hs.3071 5: potassium voltage-gated channel 
NM_016C55:Homo sapiens rralochondriai rib 
NM_001197^omo sapiens BCL2-interacting 
NM.01 4628Momo sapiens gene predicted fr 
Hs.2253xcmptement componerrt 2 



432816 



AF082283 Hs.193516 
AI796390 Hs.210667 
N38913 Hs.221575 



NMJJQ3921 'Mono sapiens B-cefl aLflympho 

Hs.210667:ESTs 

Hs^21575:ESTs 



291 
290 
190 
290 
£90 
290 
290 
290 
290 
289 
289 
289 
289 
289 
289 
289 
289 
289 
289 
288 
288 
288 
288 
289 
268 
288 
288 
268 
287 
287 
287 
287 
287 
287 
287 
287 
286 
286 
288 
286 
286 
286 
286 
286 
285 
285 
285 
285 
285 
285 
285 
285 
285 
285 
285 
285 
284 
284 
284 
284 
284 
284 
284 
284 
283 
283 
283 
283 
283 
283 
283 
283 
283 
283 
283 
282 
282 
282 
2B2 
262 
282 
282 
282 



184 



WO 03/042661 



PCT/US02/36810 



410045 AA806930 Hs.58189 Hs.58189:eukaryotic translation Wfiati Z82 

454144 BE280478 Hs.1 82695 NM_024026:Homo sapiens rratodiondnal rib Z82 

430387 AW372884 Hs.240770 Hs.2407703iudear cap binding protein su 2.81 

434583 AA095761 Hs.349092 Hs.34909ZESTs,WeaHy similar to A42442 Z81 

5 431512 BE270734 rfe.2795 Hs^795:!actate dehydrogenase A 2.81 

428093 AW594506 Hs.104830 Hs.104830:ESTs Z81 

416047 BE439894 Hs.78991 NM_012080:Homo sapiens DNA segment nume 2.81 

447495 AW401BB4 Hs.18720 NM_004208:Homo sapiens programmed cell d Z81 

452199 BE255843 Hs.110695 Hs.110695:hypotheCcal protein MGC3133 2.81 

10 425998 AU076629 Hs.1 65950 NM.00201 1:Homo sapiens fibroblast growth Z80 

445921 AW015211 Hs.1 53799 Hs.153799:Homo sapiens cDNA FU38333 tls 180 

422809 AK001379 Hs.121028 NM_01813S:Hcmo sapiens hypothetical prot Z80 

417869 BE076254 Hs.82793 Hs.82793:prote3Some (prosome, rnacropain) Z80 

438127 W94824 Hs.1 1565 NM_080743:Homo sapiens chromosome 20 ope Z80 

15 418731 A1264688 Hs.1197 NMJ)02157:Homo sapiens heat shock 10kD p Z80 

432840 AK001403 Hs.279521 Hs.279521 ftypofheb'cal protein FU2Q530 2.80 

428028 U52112 Hs.1 8201 8 Hs.1 8201 SanteHeuHn-l receptor-assocla Z80 

441181 AA416925 Hs.374811 Hs.374811:Homo sapiens, similar to 4-1BB Z80 

409463 AI458165 Hs.1 7295 NMJH3930tHomo sapiens hypothetical prot Z79 

20 450010 AW293801 Hs.255052 Hs.25505ZESTs Z79 

418960 NMJJ04494 Hs.89525 flooistink)NM-.004494:Homo sapiens hepato Z79 

401179 Z79 

419252 AW138434 Hs.129805 Hs.129805:ESTs Z79 

434750 BE019254 Hs.4112 Hs.411Zk»nptex 1 Z79 

25 412948 BE243313 H&334851 Hs.334851:UM and SH3 protein 1 Z79 

400529 Z79 

436414 BE264633 Hs.1 43538 NM_033661 :Homo sapiens WD repeat domain Z79 

436291 BE568452 Hs.344037 (tccos!ink)N^L003981:Homo sapiens protei Z79 

427963 AI042582 Hs.181271 NM_016057:Homo sapiens CGM 20 protein ( Z79 

30 426459 AF151812 Hs.1 69992 NMJ>15966:Homo sapiens serologically def Z79 

413880 A1660842 Hs.1 10915 NM_021258:Homo sapiens interteukin 22 re Z79 

442468 N77737 Hs.8349 NMJ38933:Homo sapiens apobec-1 ccmpteme Z79 

413476 U25849 Hs.75393 NM_00430O.Homo sapiens add phosphatase Z79 

. _ 413278 BE563085 Hs.833 Hs.833:biterf«on-sUmulated protein, 15 Z79 

35 430120 AW675298 Hs.233694 (tocus&rik)NMJ)18396:Homo sapiens pubfi Z79 

452875 BE275760 Hs^0928 NM.0061 14:Homo sapiens transiocase of ou Z79 

417164 AA338283 Hs.81361 Hs.81 361 heterogeneous nuclear ribonucte Z79 

407811 AW190902 Hs.40098 Hs,40098xystelne knot superfemfly 1, BM Z79 

Ar . 409636 AA305729 Hs.1 8272 fjocusEnk}NM_030674:Homo sapiens sdute Z78 

40 447619 AI174800 Hs.1 9054 (lcaisrmk)NMJ)1853Qtf^ Z78 

434845 BE267057 Hs.325321 Hs.325321: WD repeat domain 18 Z78 

414862 BE621310 Hs.923 Hs.923^ingte-stranded DNA binding prate Z78 

443639 BE269042 Hs.9661 Hs.9651:proteascme {prosome, rnacropain) Z78 

414045 NRIL0Q2951 Hs.75722 NMJJ02951:Homo sapiens ribophorin ii (RP Z78 

45 430512 AF182294 Hs.241578 NM_016200:Homo sapiens U6 snR^assoriat Z78 

432636 AA340864 Hs.278562 NM_001307:Homo sapiens ciaudin 7 (CLDN7) Z78 

414697 BE266134 Hs.76927 HsJ6927:transtocase of outer rntochondr Z78 

420665 AW469240 Hs.371581 Hs.371581£STs Z78 

428474 AB023182 Hs.1 84523 Hs.184523^erineAhreonine kinase 33 ilk Z78 

50 448093 AW977382 Hs.1 5898 Hs.15898:2,4^fenoy1 CoA reductase 2, pe Z77 

443343 BE409809 Hs^OIOOS Hs.301005:histone H2A5/Z variant Z77 

418313 BE244231 Hs.84038 NM_01 5937: Homo sapiens CGW)6 protein (L Z77 

424154 AF026004 Hs.1 41 660 NM.004356:Homo sapiens chloride channel Z77 

456950 AF111170 Hs^06165 HsJ06165:ESTs,HigriryslrraIartouiiknow Z77 

55 432543 AA552690 Hs.152423 Hs.152423:Homo sapiens cDNA:FU21 274 fi Z77 

423271 W47225 Hs.1 26256 NM_0Q0576:Homo sapiens interteuktn 1, be Z77 

410595 AW629223 Hs.64794 NM_006978:Homo sapiens zinc finger prote Z77 

448140 AF146761 Hs.20450 NM_020125;Homo sapiens B tyrnphocyte acfi Z77 

_ 457757 AA434109 Hs.1 2271 NM_01 21 6ZHonio sapiens F-box and leucine Z77 

60 420186 NMJH5925 Hs.95697 Hs.95697irveT-speci5c bHLH-Zip transcr Z77 

410094 BE147897 Hs.58593 NMJ)04128:Horno sapiens general transcrip Z77 

403817 Z77 

459125 AA811363 Hs^9464 Hs^9464:Homo sapiens cONA: FU23460 fis Z77 

re 432705 A1879473 Hs.157123 Hs.157123:ESTs Z77 

65 446658 AI440137 Hs.1 64989 NMJ38492Homo sapiens hypothefica! prot Z76 

419485 AA489023 Hs.99807 Hs.99807:Homo sapiens mRNA; cDNA DKFZp31 Z76 

432886 BE159028 Hs.279704 Hs.279704:chromaSn accessfoiKy compie Z76 

428438 NM.001955 Hs.2271 NM_001955:Horrasapjens endothefin 1 {EDN Z76 

414767 BE541381 Hs.178705 NM_0335t5:Homo sapiens MacGAP protein (M Z76 

70 40683O A1829848 Hs.342389 r^2389:pep8dytprotyl bomerase A (cy Z76 

432320 AW411066 Hs^74351 NM_01603ZHomo sapiens zinc finger, DHHC Z76 

430450 R23553 Hs.241489 (tocusflnk)NiVL015913;Homo sapiens hypoth Z76 

433808 NM.014062 Hs.3568 Hs^566-ART-4 protein Z75 

431890 X17033 Hsl271986 NM_002203:Homo sapiens rategrin, aipha 2 Z75 

75 433369 Z49254 HsJ254 NM_021134:Homo sapiens rrdtcchondnal rib Z75 

446946 AI878932 Hs317 KM_003286fiomo sapiens topotscmerase (DN Z75 

432204 AS916132 Hs.1 21 593 Hs.121593:Homo sapiens cDNAFLU 31 23 fis Z75 

424438 AA340724 Hs^71912 HsJ7191ZHomo sapiens CONAFU38690 lis Z75 

0 _ 433862 D86960 Hs3810 NM_014873itomo sapiens K1AAQ205 gene pro Z75 

oO 417080 BE392846 Hs.1 063 Hs.10633mall nuclear ribonudeoprotefn Z75 

428242 H55709 Hs^250 Hs^250ieiikemia inhibitory factor (chol Z75 

416188 BE157260 Hs.79070 NM_002467^omo sapiens v-myc rrryetocytoma Z75 

438014 AF281134 Hs.283741 NM_020158Jtomo sapiens exosome component Z75 
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419489 AW411280 Hs.90693 NMJM34WfcHorno sapiens replication initi 275 

407971 AI459117 Hs.62918 Hs.6291 8.CDC91 cefi cfivison cycle 91-fi 2.75 

432403 AA550815 Hs.1 24840 0ocusBnk)NM_138456:Homo sapiens hypoih 2.75 

410775 AB014460 Hs.66196 NM_002528"ita) sapiens nth endorariease 275 

444197 BE266947 Hs.1 0590 NM_018683iHomo sapiens zinc finger prate 275 

447250 AI878909 Hs.1 7883 NH.002707'ite) sapiens protein phosphata 275 

406806 AW088535 Hs.350108 Hs,35010Aribosomal protein, large, P0 275 

411580 AL080088 Hs.70877 NM^015421:HomosaptensDKFZP564K2062pio 275 

433652 W07162 Hs.1 50826 NMJ)20387:Homo sapiens RAB25, member RAS 274 

426235 AI631964 Hs.34447 Hs,34447:Homo sapiens CONAFU3851 2 fis, 274 

413186 AUQ77141 Hs.374S48 Hs.374548".sohrte earner family 15 (mono 274 

419713 AW958058 Hs.92381 NM_019094:Homo sapiens nudix {nucleoside 274 

410174 AA306007 Hs.59461 Hs.59461:DKFZP434C245 protein 274 

430720 U85768 Hs.247B38 NM_002991:Homo sapiens smaD Inducible c 274 

429345 R11141 Hs.199695 Hs.1 99695 JiypotrteCcai protein MAC30 274 

452767 AW014195 Hs.61472 Hs.61472Homo sapiens, done tMAGE:51841 274 

414561 A1064813 Hs.195155 Hs.1 951 55:sc*ite carrier family 38. memb 273 

423198 M81933 Hs.1 634 Hs.1 634:ceUcTvision cycle 25A 273 

421038 AL080192 Hs.101282 Hs.1 01 282Homo sapiens mRNA; cDNA DKF2p4 273 

444706 AK000398 . Hs.1 1747 (focusrmk)NM_0177B8:Homo sapiens chromo 273 

423908 AJ006422 Hs.135183 NM_006869:Hcmo sapiens centaurin, alpha 273 

433412 AV653729 Hs.8185 NM_021199:Homo sapiens sulfide dehydroge 273 

438485 W57578 Hs.378718 Hs.378718:Homo sapiens cDNA FU33433 fis 273 

452461 N78223 Hs.108106 Hs.1 081 OS^jbiquitiivEke, containing PHD 273 

407699 AA825974 Hs.32646 NMJE4622Homo sapiens hypothetical prot 273 

412258 AA376768 Hs.96125 (lcrusitnk)MM_025151:Homo sapiens Rabco 273 

450256 AA286887 Hs.24724 Hs.24724:Homo sapiens cDNAFU391 85 fis, 272 

443905 A1215948 Hs.143969 Hs.143969:ESTs 272 

413274 NMJJ04893 Hs.75258 NM_004893:Homo sapiens H2A histone (ami) 272 

408885 C02741 Hs.48712 NM_017948:Homo sapiens hypothetical prot 272 

424685 W21223 Hs.151734 Hs.151734:nudear transport factor 2 272 

424692 AA429834 Hs,151791 NMJ)14679:Homo sapiens WAA0092 gene pro 272 

413762 AW411479 Hs.848 NM_0Q2014:Homo sapiens FK505 binding pro 272 

418054 NM.002318 Hs.83354 NNl_002318:Homo sapiens rysyl oxidase-^ 272 

450164 AI239923 Hs.63931 NM_080759:Homo sapiens dachshund homolog 271 

412115 AK001763 Hs.73239 Hs.73239:rrypothetica5 protein FU 10901 271 

450897 W16741 Hs.351629 NM_014017:Homo sapiens HSPC003 protein ( 271 

447349 AI375546 BE743847:601577765F1 N!HJ<GC_9 Homo sapi 271 

445413 AA151342 Hs.1 2677 flocus^N^.016077:Homo sapiens CGM4 271 

448826 A1580252 Hs.255565 Hs.255565:Homo sapiens cDNA FU33892 hs 271 

406671 AA129547 HsJ285754 NMJ»0245:Homo sapiens met proto-oncogen 271 

433604 NMJH3442 Hs^439 Hs^439stornatin (EPB72)-I3«j 2 271 

441020 W79283 Hs35962 Hs^5962Homo sapiens mRNA; cDNA DKFZp68 270 

458933 AI638429 Ks.24763 NM_0028B2Homo sapiens RAN binding prate 270 

423787 AJ295745 Hs.236204 Hs38204^iuctear pore complex protein 270 

430462 AI584156 Hs.1 05640 Hs.1 Q564fthypoihefcai protein BC007772 270 

439656 AW138241 Hs.160602 Hs.160602^omo sapiens cDNA FU36008 fis 270 

425236 AW057800 Hs.155223 NMJ»3714:riomo sapiens stanniocalctn 2 ( 270 

420085 AI741909 Hs.44680 Hs.44680:hypothe&al protein RJ20979 270 

448296 BE622756 Hs, 10949 Hs.10949:Homo sapiens cDNA FU14162 fis, 270 

430200 BE613337 Hs^34896 Hs234896^eminin 270 

424308 AW975531 Hs.1 54443 Hs.154443:MCM4 nMiiromosome mairrtenanc 270 

423453 AW450737 Hs.128791 NMJ)15939:Homo sapiens CGW9 protein (L 270 

421344 AW631030 Hs.1 03665 (locusHnk)NM.015873:HcjnosapfensviIBn 270 

446607 AI691065 Hs.1 55780 Hs.l55760:ESTs 270 

418558 AW082266 Hs.86131 Hs.86131fas(TNFRSF6>^ssoc«atedviade 270 

443835 AF016371 Hs.9880 NMJW6347:Homo sapiens pepfidyt prolyl I 270 

413794 AF234532 Hs.61638 NM_012334:Hcmo sapiens myosin X (MYO10), 270 

451481 AA300228 Hs2958S6 (!ocusnnk)NP^_030974:Homo sapiens hypoth 270 

458820 BE552151 Hs.108118 Hs.1 081 18ir/pothefcai protein FU22474 270 

425905 AB032959 Hs.318584 NM_032173iiomo sapiens hypothefcai prot 269 

408089 H59799 Hs.42644 Hs.42644lhtoredmcliate 2 269 

431201 AA678405 Hs.8854 Hs.8854:Pvt1 oncogene homotog, MYC activ 269 

437897 AA770561 Hs.1 46 170 Hs.1 461 70:hypothefical protein FU22969 269 

441703 AW390054 Hs. 192843 NM_0221454iomo sapiens leucine zipper or 269 

433916 AW732839 • Hs.3531 NMJW1551:Homo sapiens (nmmogtobu&i {C 269 

422516 BE258B62 Hs.1 17950 NM_006452*iomo sapiens phosphoribosytarni 269 

416084 L16991 Hs.79006 Nf^01 21 4&Homo sapiens deoxythyniQ^ 269 

427464 BE262956 Hs.178292 Hs.178292rorotein O^cosyitransferase 1 269 

453876 AW021748 Hs.110406 Hs.110406£STs 269 

424373 AJ133798 Hs. 1462 19 N^014427iiornosapierBCop&ieVII(CPNE7 269 

411619 AW18609 Hs.71040 NMJM 781 6*tomo sapiens hypothefical prot 269 

413004 T35901 Hs.75117 Hs.751 17nnteiteukm enhancer binding fa 269 

420062 AW411096 Hs.94785 (tocusQnk)NI^021809:Hc^sariensTGF&4 269 

446077 BE251048 Hs.22579 Hs^2579:Homo sapiens done COABP0Q36 mR 268 

446269 AW263155 Hs.14559 NM_018131:Homo sapiens hypothetical prot 268 

428728 NM_016625 Hs.191381 Hs.191 381 fypothefcal protein LOC51 3 19 268 

400263 Hs.75309 NMJX)19S1:Homo sapiens eukaryoSc trand 268 

421933 R98881 Hs.1 09655 NM_006746:Homo sapiens sex comb on trrfdle 268 

417750 A1267720 Hs^60523 Hs^60523meumbiastcrna RAS viral (v-ras 268 

429671 BE379335 Hs311594 Hs^11594:rjroieasarne (proscme, macropain 268 

421720 AF155096 Hs.1 07213 Hs.1 0721 3*orrmn binding protein 3 268 

425601 AW629485 Hs.1 40720 NM_0120B3"iiomo sapiens frequently rearra 268 
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425274 
433159 
406673 
428206 
429344 
427719 
408113 
457313 
413142 
414998 
432391 
446342 
447913 
418738 



427477 
421839 
400448 
418416 
445304 
417601 
444700 
431021 
453157 
453454 



456248 
427691 
419705 
421254 
422719 
446356 
432435 
433020 
436106 
431127 



430508 
414761 
412738 
409893 
421743 
428072 
417957 
409119 
447200 
409214 
414883 
433570 
408633 
447769 
432964 
444855 
428144 
408137 
418703 
446051 
430024 
408122 



436433 
417129 
410397 
419420 
400298 
412599 
438199 
425081 
442025 
437379 
409703 
419170 
418216 
451926 
413781 
407236 
421405 
429491 
453335 
441126 
417404 
432211 
446765 



BE281191 Hs.155462 Hs.155462:MCM6 minfi±rcmosome mamtenanc 2.68 

AB035898 Hs. 150587 NM_020242^iomo sapiens Idnesuvlke 7 (K 268 

M34996 Hs.198253 HsJ98253jnaprhlstocompafibiIilycompl 2.68 

AB020643 Hs.183006 Hs. 1 8300S:tike!y hornolog of mouse hepari 268 

R94038 Hs.374664 NM_005538:Homo sapiens inhibin, beta C ( 268 

A1393122 Hs.134726 0ocusSnk)NMJ4506(kHomo sapiens hypoth 268 

T82427 Hs.194101 Hs. 1941 01 :Homo sapiens cONA: RJ20869 fi Z68 

ARM7002 Hs.241520 NM_005782:Homo sapiens transcriptoiai c Z67 

M81740 Hs.75212 (toOJsCnkJNM_002539:Homo sapiens omiih Z67 

NM.002543 Hs.77729 KM_002543^omo sapiens oxidised low dens Z67 

AI732374 Hs.339827 Hs.339827:ESTs. Weakly simflar to profea Z67 

BE298665 Hs.14846 Hs.14846:Homo saptens mRNA; cONA OKFZp56 Z67 

AW438602 Hs.191179 Hs.191179:E$Ts Z67 

AW388633 Hs.6682 Hs.6682solute canier famity 7, (cation 2.67 

AA922936 Hs.110039 Hs.110039:ESTs Z67 

AW973119 Ks. 178391 NMJ)2 1029: Homo sapiens ribosorna) protein Z67 

BE258778 Hs. 108809 NM_005429:Homo sapiens chsperoran contai Z67 

Z67 

U11700 Hs.84999 NM_000O53:Hnmo sapiens ATPase, Cu++ tran Z67 

BE613206 Hs.279607 Hs.279607:Homo sapiens cONAFU34399fis Z67 

NMJH4735 Hs.82292 NM_014735:Homo sapiens WAA0215 gene pro Z66 

NM.003645 Hs.11729 NMJM3645:Homo sapiens fatiy-add-Coenzy Z66 

AI869664 Hs351863 (locusCnk)NM„00331 2 Homo sapiens thiosu Z66 

AF077036 Hs,319B9 KM_015449 , .Homo sapiens KlCE-3 protein (N Z66 

AW052006 Hs.374973 NM_004597:Homo sapiens PRP4 pre-mRNA pro Z66 

BE387202 Hs.118638 Hs.118638aKin-metaslaticceBs1, proteJ Z66 

AL035786 Hs.82425 NM_005717:Homo sapiens ac8n related pro Z66 

AW194426 Hs.20726 Hs.20726;ESTs, Moderately simiiar to hyp Z66 

AW368634 Hs.154331 Hs.1 54331 :ESTs ' Z66 

AK001724 Hs.102950 NMJ>161 28:Homo sapiens coal protein gamm Z66 

BE017985 Hs.102558 Hs.102558:Homo sapiens cDNAFU40369fis Z66 

AJ816736 Hs.1 4896 Hs.14896zinc finger, DHHC domain cental Z66 

BE218886 Hs^82070 Hs^8207(kESTs Z66 

AI375726 Hs.227152 NM.01 6391: Homo sapiens hypotheticai prot Z65 

AI050715 Hs^331 Hs.2331:E2F transcription factor 5, p130 Z65 

U66618 Hs.250581 Hs.25D581:SWi/SNF related, matrix assod Z65 

AW963118 Hs.161784 Hs.161784:ESTs Z65 

AI015435 Hs.104637 Hs.1 04637 solute carrier family 1 (gtota Z65 

AU077228 Hs.77256 NM_004456;Homo sapiens enhancer of zeste Z65 

N34731 Hs.74562 NMJ)78480:Homo sapiens fuse-binding prot Z65 

AW247090 Hs.57101 Hs.57101 :MCM2 minichromosome maintenance Z65 

T35958 Hs.107614 Hs.1 0761 4:DKFZP564I1 171 protein Z64 

BE2586Q2 Hs.1 82366 NM_01 6292Homo sapiens heat shock protel Z64 

H53497 Hs.83006 mt016071:r^sapiersn*te^ Z64 

AA531133 Hs.4253 Hs.4253:rrypothetical protein MGC2574 Z64 

BE543146 Hs^81434 Hs^81434:Homo sapiens cONARJ31 373 fis Z64 

AW405967 Hs.333388 Hs.333388^fnflar to CG3714 gene product Z64 

AA926960 HsJ48669 Hs.348669:CDC28 protein kinase 1 2.64 

A1580053 Hs.1 09007 Hs.109007:Homo sapiens, SanSar to LOC16 Z64 

AW963372 Hs^22088 NM_0141 09ttcmo sapiens PRO2000 protein ( Z64 

AW673704 Hs.320831 Hs.320831xArornosome 20 open reading fra Z64 

AF118395 Hs.279865 ^01 431 7iHomo sapiens trars^jrerryltrans 263 

BE409261 Hs.1 2084 Hs.12084:Tu translation etongafion facto Z63 

BE269243 Hs.182625 Hs.182625:VAMP (veside-essociated membr Z63 

AI694131 Hs.29002 HS-2900ZWAA1706 protein Z63 

NM014448 Hs.87435 Hs.87435:Rho guanine exchange factor (GE 263 

BE048061 Hs*7054 Hs.37054:ephriivA3 263 

AI808780 Hs327730 N^W0210tHorno sapiens integrin, alpha 6 263 

Z63 

AW006352 Hs.159643 Hs.159S43:ESTs, Weakly similar to putafi 263 

AW631437 Hs£184 (locusilnk)NM_016397:Homo sapiens TH1-G 263 

AJ381800 Hs300684 Hs.300584^a!dionin generated pepfid 263 

AF217517 Hs.63042 NM_01 8457:Horro sapiens DKFZp564J 157 prot 263 

AA355435 Hs.30724 (locusiink)NM_.001 516:Homo sapiens genera 263 

AA032279 Hs.61635 Hs.616353ix transmembrane epithelial an 263 

AU076782 Hs.248267 (tacusBnk)NM_021126:Homo sapiens mercap 263 

R38946 Hs.1 27951 Hs.1 27951 :Homo sapiens CDNAFU14503 fis 263 

X74794 Hs.154443 Hs.1 54443:MCM4 rrunicrjrorrosome maintenanc 263 

AWB87434 Hs.1 1810 NM_032026:Homo sapiens COA1 1 protein (CD 262 

AL359575 Hs.23765 Hs^3765:membrane metaOo-endopeptidase- 2.62 

NMJJ06187 Hs.55009 Hs^6009iZ^^oadanytate synthetase 262 

BE0O2798 Hs.287850 NM_002219:Homo sapiens Integral membrane 262 

AA662240 Hs.283099 Hs.283099'.AF15q1 4 protein 262 

AW134519 Hs.96125 (la^n.k)NM_025151:Homo sapiens Rab co 262 

J05272 Hs.850 (kwisCrLk)r^0C)0883:HoTno sapiens IMP (i 262 

W79485 Hs.173980 Hs.l7398taudaar matrix protein NMP200 262 

AA251944 Hs.1 04058 NMJ)15957:Homo sapiens CGJ-29 protein (L 262 

NM_012111 Hs.204041 NM.0121 1 1:Homo sapiens chromosome 14 ope 262 

AW857376 Hs.1 69238 NMJX)Q149:Homo sapiens fucosyOransferas 262 

NMJJ00429 Hs.323715 (hxajsM)NNL«XM29:Hcnru) sapiens methb 262 

NH.007350 Hs.82101 OccusDnk)N?yt00735aHomo sapiens plecks 262 

BE274530 Hs.273333 Hs^73333±ypothe&aI protein RJ 10986 262 

AF083208 Hs.1 61 78 NWL012138:Homo sapiens apoptosis arrtacon 262 
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BE251328 


Hs.73291 


4541 2B 


AL031259 


Hs.367900 


433037 


NM.014158 Hs.279938 


414438 


AI879277 


Hs.76136 


416221 


BE513171 


Hs.79086 


443898 


AW804296 


Hs.9950 


410007 


AW950887 


Hs.57813 


412715 
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BE276386 


Hs.1 11429 




AW9707B6 
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AK001269 
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*HUOOO 


AI733735 


Hs.114905 


ah Ann 


AA311919 


Ks.69851 


429770 


AI766047 


Hs.99736 


425983 


AK0D0226 


Hs.165619 


4oUZJ/ 


AJ272144 


Hs.236522 




R52557 


Hs.91579 


youa 


AW997938 


Hs.90786 


1DJZOO 


AW293134 


Hs.32597 


457234 


AW368360 


Hs.14355 


420911 


U77413 


Hs.100293 


«*104/0 


U38945 


Hs.1174 


HOODOO 


AI440266 


Hs.170673 




AL161994 


Hs.107003 


Axiom 


BE158006 


Hs.212296 


HoyiHO 


AA372280 


Hs.1 78576 




AU077146 


Hs.36927 


HOI 11U 


A1955040 


HsJ265398 




BE397753 


Hs.14623 


411125 


AA151647 


Hs.66877 




NM.004182 Hs.172791 




AA197226 


Hs.19347 




AF096834 


Hs.142989 




AF167572 


Hs.12912 


hiu£ iy 


T98226 


Hs.171952 


HOW ID 


8E265254 


Hs.343258 


HI IM 


BE562826 




SlUO/U 


A1133096 


Hs.64593 


HOlwyt 


AK000790 


Hs.246885 


41 mm 


AJ638871 


Hs. 378965 


HHOOUJ 


U67319 


Hs.9216 




NM_012243 Hs.159322 




AJ949095 


Hs.67776 




X73424 


Hs.63788 




AW891965 


Hs.367942 


40441/ 


AI244459 


Hs.110826 




AU077101 


Hs.79222 


Will/. 


X04588 


Hs.B5844 


A*mcs\ 
4/3roU 


AF165883 


Hs^982a 


41^041 


M16660 


Hs.74335 


406180 






416297 


AA157634 


Hs.79172 


418803 


U50079 


HsJ8556 


*WfQo4 


AKO00614 


Hs.16791 


420309 


AW043S37 


Ks.21766 


AA7A4Q 

44f41H 


AA063074 


Hs.18552 


A"iA\A*i 


AI676727 


HsJ78970 


41004Z 


AT739168 


Hs349283 




A1121523 


Hs.97774 


400/ /O 


AW451034 


H&326525 


4^0009 


W16480 


Ks.24283 


•tOl/UU 


AI859390 


Hs388940 


427678 


BE267756 


Hs.180312 


•wrooo 


AJ277924 


Hs.145199 


AitnnR 


NM.002153 Ks.155109 




Nf^.014742 Hs.79305 


/40TR/1Q 
*t£/040 


AI376722 


Hs.180062 


4lylyo 


029643 


Hs.34789 


4uyao4 


AW358226 


Hs.67928 


431910 


AK0Q0142 


Hs.101774 


413010 


AA393273 


Hs.75133 


452264 


AU077013 


Hs.28757 


419423 


D26488 


Hs.90315 


425221 


AV649864 


Hs.155188 


437623 


D63880 


Hs.5719 


444184 


T87841 


Hs.282990 


418650 


BE386750 


Hs.86978 


425368 


AB014595 


Hs.155976 


420614 


AL110291 


Hs.99364 


427876 


AI494291 


Hs.369171 


418862 


BE550964 


Hs.89399 


416432 


BE391767 


Hs.79322 



(tocusEnk)NM^004 875: Homo sapiens RNA po 262 

NM_018256:Homo sapiens WO repeal domain 2.62 

Hs.36790Chprogrammed cell death 2 261 

NMJ)14158:Homo sapiens HSPC067 protein ( 261 

(locusBnk)NNt003329:HonTO sapiens Ihfore 261 

OocusTink)KM J07208:Honio sapiens miioch 2.61 

NM_014302:Homo sapiens Sec61 gamma (SEC6 251 

NM_014596:Homo sapiens zinc ribbon domai Z61 

NM_000947:Homo sapiens primase, polypept 261 

NMJB2486^orr» sapiens dynacfin 4 (MGC32 2.61 

NM_024829->bmo sapiens hypothefica] prat 2.61 

NMJJ1 8087:Homo sapiens hypothefica! prat 2.61 

NM_033266:Homo sapiens ER to nucleus a'g 260 

NMJ01 8983:Homo sapiens nucleolar protein 260 

Hs.99736:hypothe{icai protein MGC39350 260 

Nty_031265:Homo sapiens mucin and cadheri 260 

Hs.236522DKFZP434P106 protein 260 

NMJB341 6:Homo sapiens similar to HYPOTH 260 

NM_0Q3786:Homo sapiens ATP-tttflng casse 260 

NM_005977:Homo sapiens ring finger prole 260 

Hs.14355:Homo sapiens cDNA FU 13207 fis, 260 

Hs.1 00293:O-Hnked N-acetytglucosamine ( 2.60 

N^000077:Homo sapiens cycfln-dependent 260 

NM_138969:Homo sapiens refold short cha 260 

NM^021178:Homo sapiens enhancer ofinvas 260 

Hs312296:ESTs 260 

0ocusCnk)NM_030877:Homo sapiens cateni 260 

(lowsBnk)NM_006o44:Homo sapiens heat s 259 

Hs.265398:ESTs, Moderately similar to hy 259 

Hs.l4623:interferon, gamma-inducibte pro 259 

Hs.6W7;cytochroma b-245, alpha pdypep 259 

NM.0041 82Homo sapiens ubiquitousry-expr 259 

NM_032351'Xomo sapiens rrritochondrial rib 259 

NM_015982Homo sapiens gerni cell speciS 259 

NM_0Q6109--Homo sapiens SKB1 homotog (S. 259 

Hs.171952»ccludin 259 

NM^006191:Hamosapierapiofiferation^ 259 

BE562826:601336534F1 NIH_MGC_44 Homo sap 259 

NM»006356^Homo sapiens ATP synthase, H+ 258 

NM_017958:Komo sapiens hypotheecal prot 258 

H&37896&Homo sapiens cDNAFlJ37658fe 258 

NM_033340:Homo sapiens caspase 7, apopto 258 

(tocusM)NMJ)12243:Homo sapiens sdute 258 

Hs.67776:Homo sapiens, done IMAGE 54556 258 

Hs.63788;propionyl Coenzyme A carboxylas 258 

Hs^67942Homc sapiens, clone IMAGE:4701 258 

Hs.1 10826:tnnucteoBde repeal ccntainin 258 

Hs.85844:neurofrophic tynosine kinase, r 258 

NM_012394:Homo sapiens preWdin 2 (PFDN 258 

Hs.74335:heat shock 9CkD prolefn 1, beta 258 

258 

Hs.79172solute earner family 25 (mitoc 258 

NM_004964:Homo sapiens histone deacetyta 256 

NM_01789S^Homo sapiens hypothetical prot 257 

Hs.21766:ESTs, Weakly simHar to hypothe 257 

HS.18552E21G2 protein 257 

HsJr78970-.Hcmo sapiens cDNA FU35102 fis 257 

H3J492834^omo sapiens cDNA FU31 753 fis 257 

HsJ7774:ESTs 257 

NM_001669:Homo sapiens arybulfatase 0 { 257 

Hs^4283:Homo sapiens cDNA FU25952 fis, 257 

NM_021259:Homo sapiens transmembrane pro 257 

NM_016065:Homo sapiens rrftochondrial rib 257 

Hs.145199:ESTs, WeaHy simHar to hypoJh 257 

NM_002153:Homo sapiens hydroxysteroid (1 257 

Hs.79305:KlAA0255 gene product 256 

Hs. 1 80062*proteasome (proscme, macropain 256 

KM_005216^omo sapiens dcflchyWiphosph 256 

Hs.67928£STs 256 

H3.101774-JrypotheCcai protein FU23045 256 

NMJX»201:Homo sapiens transcripCon fac 256 

Hs.2&757*ansmernbrane 9 superfarnfly mem 256 

Hs.9031 5:K1AAQ007 protein 256 

NM_005642too sapiens TAF7 RNA polymera 256 

KM_014865:Homo sapiens chromosome contten 256 

OocusEnk)NM_03355aHomo sapiens chromo 256 

Hs^5978:pra}yl endopeptkJase 256 

(bccsfini()^00358a:Homo sapiens cufSn 256 

Hs59364abnydrolase domain containing 1 256 

Hs.369171:ESTs 256 

NM>005176:Horno sapiens ATP synthase, H+ 256 

(locusrmk)NM_005051:Homo sapiens glutam 255 
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J 458814 AM98957 Hs.351937 Hs.351937:ribosornal protein, targe P2 255 

448153 Y10805 Hs.20521 NM_001536:Homo sapiens HMT1 rmRNP methyl 255 

454003 AA058944 Hs. 11 6602 Hs. 1 1 6602±ypolhelicaJ protein BC0091 1 5 255 

411950 T28407 Hs.81564 NM_00261Wtomo sapiens platelet factor 4 Z55 

J 457400 AF032906 Hs.252549 NM 001336:Homo sapiens cathepsin Z (CTSZ 255 

426410 BE298446 Hs.305890 NMZl38578^lomo sapiens BCL2-6ke 1 (BCL2 255 

402829 255 

425843 BE313280 Hs.159627 NM.004632:Homo sapiens death associated ZSS 

1A 400995 255 

1U 452945 AW9781B7 Ks.79103 NU43Q579-.Homo sapiens cytochrome b5 out 255 

417144 AA382104 Hs.81337 Hs.81337:tectin, galactoside-birKEng, so 255 

422192 AA305159 Hs.113019 NM_015931:Homo sapiens fls485 (LOC51066) 255 

424755 AB033094 Hs.152925 Hs.152925:KIM1268 protein 255 

410012 AW015832 Hs^7898 (kxajsM)NM_017819:Horno sapiens hypoth 255 

ID 431236 AV656840 HsJ285115 NMJM1560-.Homo sapiens interieukin 13 re 255 

449042 AW294985 Hs^07l5 Hs30715:potassiumvortaoe-gated channel 255 

420281 AI623693 Hs.323494 (lcorslir^NMJ)1796*^ 255 

418581 AA287786 Hs.23449 Hs.23449±isuEn receptor tyrosine Wnas 255 

406629 AW277078 Hs.181165 HsJ81165BukaryotictranstaBonelongat 255 

ZU 421612 AF161254 Hs.106196 (JcctisrmigNhl.016579:Homo sapiens 8D6 an 254 

446715 AJ337735 Hs.173919 Hs.1 7391 9:ESTs, Weakly similar to neuron 254 

431183 NM_006855 Hs.250696 NMJW6855:Homo sapiens KDEL (Lys-Asp-Qu 254 

407722 BE252241 Hs.38041 NM_003681:Homo sapiens pyridoxal (pyrido 254 

427368 BE041451 Hs.177507 Hs.177507diypothefical protein HSPC1 55 254 

25 426288 AF083420 Hs. 16891 3 NM003576:Homo sapiens serine/threonine 254 

409632 W74001 Hs.55279 NfyL002639:Homo sapiens serine (or cystei 254 

442875 BE623003 Hs.23625 Hs.23625:Homo sapiens done TCCCTA00142 254 

456031 AA335996 Hs.355907 Hs.355907f STs, Weakly sim3ar to protei 254 

442432 BE093589 Hs.38178 NM_024S29:Homo sapiens hypothetical prot 254 

iU 437741 BE561610 Hs.5809 MM_020470:Homo sapiens putaQve transmem 254 

448775 AB025237 Hs.388 NMJ)02452Homo sapiens nudix (nucleoside 254 

414368 W70171 Hs.75939 N012474:Homo sapiens undine monophosp 254 

432876 AW248272 Hs.279652 NM_01 5956:Homo sapiens mitochondrial rib 253 

431731 BE266322 Hs^11374 (locusIink)NM_l45051:Homo sapiens hypoth 253 

00 425994 AK0002O7 Hs.165803 NM_017708^omo sapiens hypothetical prot 253 

445982 BE41D233 Hs.13501 {iccusImk)NM_014303:Horno sapiens pescad 253 

444232 W56010 Hs.347297 {focuslink)NM_013397:Horno sapiens over-e 253 

435655 A W1 05663 Hs.6947 (locusTtrJ()rM.014159:Homo sapiens HunGn 253 

417686 AA769155 Hs.235498 Hs^35498iiypothe8cat protein FU14075 253 

4U 417933 X02308 Hs.82962 NM_001071 iHcmo sapiens thymidyiare synlh 253 

426812 AF10536S Hs.172613 NMJX)6598:Homo sapiens solute carrier fa 253 

452313 Y00486 Hs.28914 Hs^8914:adenine r^phoribosyilransfera 253 

438317 AA826401 Hs. 122393 Hs,122393;ESTs 253 

409299 AA045650 Hs.53125 ^M_004597:Hcmo sapiens srrell nuclear rib 253 

45 423599 AI805664 Hs.31731 0ocustink)NM.O12O94:Homo sapiens peroxi 253 

412525 AA581439 Hs.152328 Hs.152328£STs 253 

424291 AL120051 Hs.144700 NM_004429:Homo sapiens eptrrin-BI (EFNB1) 253 

427581 NMJJ14788 Hs. 179703 N^014788:Homo sapiens tripartite motif- 253 

_ A 414987 AA524394 Hs.294022 NMJB2855:Homo sapiens hypothetical prot 253 

OK) 434274 AA628539 Hs.57783 Hs57783:eukaryotjc translation rraSafi 253 

400282 Hs.289101 NM_005313:Homo sapiens glucose regulated 253 

425322 U63630 Hs.155637 NM_006904:Homo sapiens protein kinase, D 253 

453344 BE349075 Hs.44571 H3.44571:ESTs 253 

449915 NMJJ04529 Hs.404 NM_004529:Homo sapiens tTryetoid/rymphoid 253 

DO 417691 AU076610 Hs.82399 NNL007357:Homo sapiens component of oRg 252 

439012 BE383814 Ks.6455 NM_006666:Homo sapiens RuvB4ike 2 (E.c 252 

434931 AW968941 Hs.166254 Hs.1 66254iikery orlhoiog of rat vacuole 252 

411678 AI907114 Hs.71465 NM_003129:Hamo sapiens squatene epoxidas 252 

„ 442315 AA173992 Hs.7956 Hs.795&ESTs 252 

OU 447140 AP070537 Hs.1 7481 NMJ38391:Homo sapiens hypothafcal prat 252 

422385 6E549407 Hs.11 5823 (kxnjsT[nk)NM_006638:Horno sapiens rfconu 252 

433517 AW022133 Hs.1 8 9838 Hs.189838£STs 252 

450230 AW016607 Hs^01582 Hs201582ESTs 252 

432866 BE395875 Hs.279609 NM_014342:Komo sapiens rrritochondrial car 252 

o5 433001 AF217513 Hs^79905 NMJ/16359-itemo sapiens nucleolar protein 252 

440773 AA352702 Hjl37747 NM_022767:Homo sapiens rrypothefJca} prot 252 

440587 AL138461 Hs323084 pc<^lir^Nl^rai209:Homo sapiens tRNA-g 252 

422813 AV656571 Hs.1 21058 (locusfird4rM_W3270:rtomo sapiens transm 252 

424259 AK001776 Hs.1 43954 Pocusfoityr^O 1827ft Homo sapiens chromo 252 

/U 436075 BE090176 Hs.179902 NM_08054*Homo sapiens CDw92 anCgen (CO 252 

453204 R10799 Hs.191990 Hs.191990£STs 252 

453665 AA626250 Hs. 3261 84 Hs^26184:Homo sapiens nuclear protein p 252 

432353 NMJH6558 Hs.274411 NMJH6558:Homo sapiens SCAN domain conta 252 

433271 BE621697 Hs.14317 NM_01B548:Homo sapiens nucleolar protein 251 

JO 431770 BE221880 Hs.268555 NM_012255:Homo sapiens exoribonud 251 

444019 BE173977 Hs.1 0098 NM_019082:Homo sapiens putative nucteola 251 

428839 AF767756 Hs.82302 0ocusfink)NrvL147174:Homo sapiens hepara 251 
404826 2.51 

429669 BE185499 Hs.2471 NMJtt487&Hcmo sapiens K1AA0020 gene pro 251 

oU 434474 AUM2936 Hs.211571 (lncusM)N^005333:Horno sapiens hoiocy 251 

424482 BE268621 Hs.149155 flccusBnk)NM_003374:Homo sapiens voltag 251 

450422 AA743525 Hs.60300 NM_033414:Homo sapiens hypothefical prot 251 

440214 AA247118 Hs.7049 (lccusTinx)W018386:Homo sapiens hypoth 251 
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421 168 
435750 
452101 
436043 
424909 
435677 
406353 
452018 
409591 
421937 
416293 
421532 
434584 
428109 
426053 
432642 
452390 
429023 
400076 
420596 
422244 
410723 
435496 
425159 
433626 
448391 



AF182277 Hs^30780 

AB029012 Hs.4990 

T60298 Hs.10844 

AW963838 Hs. 168830 

S78187 Hs.153752 

AA694142 Hs.6685 



AW102941 

AA532963 

AI878857 

BE244454 

AW138207 

D57341 

AW73291B 

U68105 

BE297635 

AI864142 

NM.000312 

NMJXJ2692 

Y08890 

AA100683 

AW840171 

NMJJ04341 

AF078859 

H71025 



Hs.211265 

Hs.9100 

Hs.109706 

Hs-79162 

Hs.146170 

Hs.188361 

Hs.162490 

Hs.172182 

Hs.3069 

Hs.29288 

Hs^351 

Hs.99185 

Hs.113503 

Hs^72108 

Hs.265398 

Hs.154868 

Hs.85347 

Hs.21075 



Hs^30780xytochrom8 P450, subfamily (IB 
Rs.4990:KIAA1Q89 protein 
NMJ)5297ZHomo sapiens teiwne-ffch alpfi 
rte.16S830-.Homo sapiens cONAFU 121 36 ns 
Oocusfink)NM_004358:Homo sapiens cell d 
Hs. 6685: thyroid honnone receptor inter ac 

Hs.211265:ESTs 

Hs.91 OXkhypothetica) gene supported by A 
NMJ)16185:Homo sapiens hematological and 
Hs.791623trocture specific recognition 
NM_022842:Homo sapiens hypothetical prat 
Hs.188361 :Homo sapiens cONA FU12807 fis 
Hs.1B2490ieuctne-rich PPR-mofif contain 
NM_002568^omo sapiens poty(A) binding p 
NM_004134:Horno sapiens heat shock 70kO p 
(loojslirik)NM_022759:Hoino sapiens endo-b 
NM_000312:Homo sapiens protein C (inactJ 

NMJ»2692:Homo sapiens polymerase pNA d 
NMJ)02271:Homo sapiens karyopherin (impo 
Hs372108:ESTs 

Hs365398:ESTs, Moderately similar to hy 
NM w> 004341;Homo sapiens carbamoyt-phospha 
NM_01 3341 :Homo sapiens hypothetJcai pro! 
NM_016328:Homo sapiens GTF2I repeat doma 



TABLE 108 



Pkey: Unique Eos probeset identifier number 
CAT number. Gene duster number 
Accession: Gen bank accession numbers 



151 
Z51 
Z51 
2.51 
2.51 
151 
Z51 
2.51 
Z51 
Z51 
2.51 
Z50 
Z50 
Z50 
Z50 
Z50 
Z50 
Z50 
Z50 
Z50 
Z50 
Z50 
Z50 
Z50 
Z50 
Z50 



CAT Number Accession 



Pkey 

406685 
434414 



432407 MH1429J2 



406708 
459306 
447349 
441153 



0_0 M18728 

35978 J AF134164 BF809407 AA218567 BF842863 A) 267 168 BF876178 BG999253 AW861851 AW858362 AI817548 BF771300 AA1 13928 AA223422 
AA055556 BF773400 BF998869 BE081333 BE073424 BE142245 H59571 H 59570 BF871558 8F871064 BE001132 BF826831 AW754298 
AA223267 BG997895 BG997897 AW991957 AA534354 BG319501 BF736309 AI694265 AA045564 8G950256 AI829309 BGS87850 BE093175 
BF854337 

BG036675 BF772005 BF771866 BG860386 BG960381 NMJJ05712 AF110315 BE074534 BE182776 BE158000 BE157999 BE714315 AW818104 
AW847519AA099426AW817981 AW856396 BG951122 AA224498AA308542 AW821833 BF902155 AJ732411 BG778834 BG283641 BE748279 
BE748870 BG319540BE748864 BF739224 BG985155 AK057283 B1861456 AA663341 AA4S7591 B6949294AW392886 AA071122 AA227849 
AA584918 8G959570 BF773486 AL041698 BF959013 R87170 C1 6859 BF77041 1 BF771298 AI075321 L1 3823 AA21 6700 BF771884 AW861 859 
BE537068 C18935 AA155719 BF771 172 BF769107 BF804964 AW818172 AW818143 AW392930 AW817057 AW858044 BF74621 1 AA179928 
AW861687 AW821826 BI055726 BF242643 AA207189 BF770412 BF771157 BG430030 AA055592 
0_0 AI282759 
223120_-4 AW578452 

1063443J BE743847 AW809503 BM469626 A1375546 
264480.3 BE562826BE378727 



TABLE 10C 



Pkey: Unique number corresponding to an Eos probeset 

Ref. Sequence source. The 7 cflgit numbers in this column are Genbank identifier (Gf) numbers. "Dunham Let at" refers to the publication entitled The DNA - 

sequence of human chromosome 2Z" Dunham Let aL, Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
N imposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposffion 


404519 


8152000 


Rus 


12817-13000 


406399 


9256288 


Minus 


63448-63554 


403220 


7630969 


Plus 


64338-64517 


404661 


9797073 


Rus 


3337433675,33769*34008 


402496 


9797769 


Minus 


8615-9103 


403055 


8748904 


Minus 


109532-110225 


400965 


7770576 


Minus 


173043-173564 


403218 


7630969 


Plus 


58039-58149 


401866 


8018106 


Ptus 


73126-73623 


403221 


7630969 


Plus 


66294-66438,66936-67124 


401519 


6649315 


Ptus 


157315-157950 


405451 


7622517 


Minus 


145949-146227 


40X32 


8076842 


Minus 


81750-81901 


402944 


9368423 


Ptus 


110411-110716.111173-111640 


403219 


7630969 


Rus 


6185B-61995 


403381 


9438267 


Minus 


26009-26178 


403485 


9966528 


Rus 


2888-3001.3198-3532.365S4117 


405484 


5922025 


Rus 


19921 4-199579, 199572-19992030262-20049 


404684 


9797403 


Minus 


110881-111020 


402474 


7547175 


Minus 


53526-53628,55755-55920,57530-57757 


405506 


6466489 


Rus 


80014-80401,80593-81125 


403739 


7630882 


Rus 


44563-44766.4820W8483.5225552495 
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406545 


7711510 


Phis 


145662-145781,147854-147984,148098-14824 


401405 


7768126 


Minus 


69276-69452,69548-69958 


400750 


8119067 


Phis 


198991-199168,199316-199548 


401179 


9438647 


Plus 


113477-113893 


400529 


9796988 


Pius 


138232-138423 


403817 


6962065 


Plus 


110297-111052 


400448 


9887687 


Minus 


177372-177674 


406122 


9144087 


Minus 


30940-31386 


406180 


7283201 


Minus 


38923-39107 


402829 


6918414 


Plus 


101532-101852,102006-102263 


400995 


B099094 


Plus 


141185-141601 


404826 


6572184 


Plus 


4772648045 


406363 


9256114 


Plus 


14403-14602,17000-17147.17241-17368 



TaMe 1 1A lists about 958 genes up-regulated in colon cancer compared to normal adult tissues excluding non-malignant colon tissues (whole colon and colon epithefium) that are 
likely to encode proteins amenable to modulation by small molecules, peptides, or antibodies. These were selected from the starting collection of 59680 probesets on the 
Anymetnx/Eos-Hu03 GeneChip© array as follows: the ratio of "average" colon to "average* normal adult tissues was greater than or equal to 3.0, the "average" colon level was set to 
the 90th percentile value amongst colon primary cancer specimens and colon liver derived metatases, the "average" normal adult tissue level was set to the 70th percentae value 
amongst noiwnatignant tissues minus the colonic derived samples, the "average" colon value was greater than or equal to 50 units, and the predicted protein contained a structural 
domain that Is indicative of have an oncogenic function or of transducing an intracellular signal, or of being modutetable by small molecules, peptides, or antibodies (e.g. pkinase, 
death-domain, 7tm, phosphatase, or tonjransporter). In order to remove gene-specific background levels of non-specific hybridizauon, the 15th percentile value amongst the non- 
malignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

TABLE 11 A: 958 genes unregulated in colon cancer compared to normal adult tissues excluding non-malignant colon tissues {whole colon and colon epithelium) 

Pkey: Unique Eos probeset Identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 



UnigenelD: Unigene number 


Unigene Title: Unigene gene Btte 


R1: 


Ratio of tumor to norm 


Pkey 
* * 


ExAccn 


UnigenelD 


436749 


AA584890 


Hs5302 


406690 


M29540 


Hs.220529 


407242 


M18728 




406685 


M18728 




431912 


AI660552 


Hs.356183 


428934 


AF039401 


Hs.194659 


406667 


M12523 




437935 


AW939591 


Hs.5940 


446787 


U67167 


Hs315 


423541 


AA296922 


Hs.129778 


421341 


AJ243212 


Hs374281 


4143B6 


X00442 


Hs.75990 


416768 


AA363733 


Hs.1032 


422578 


AF239666 


Hs.1545 


441031 


AI110684 


Hs.7645 


421582 


AI910275 


Hs350470 


407243 


AA058357 


Hs.74466 


422260 


AA315993 


Hs.105484 


432542 


AW083920 


Hs.16098 


424212 


NNL005814 


Hs.143131 


418888 


AU076801 


Hs.89436 


453863 


X02544 


Hs572 


413719 


BE439580 


Hs.75498 


436217 


T53925 


Hs.107 


421100 


AW351839 


Hs.124660 


409153 


VY03754 


H&50813 


452316 
406399 


AA298484 


Hs.61265 


414463 


T69078 


Hs.76177 


421964 


X73079 


Hs.268579 


407007 


U22961 


Hs.184411 


423673 


BE003054 


Hs.1695 


447400 


AK000322 


Hs.18457 


450685 


L15533 


Hs.423 


427583 


M82962 


Hs.179704 


418007 


M13509 


Hs.83169 


406741 


AA058357 


Hs.74466 


422424 


A1186431 


Hs.296638 


423371 


AU076819 


Hs.1650 


452304 


AA025336 


Hs.61311 


422106 


D84239 


Hs.111732 


430569 


AF241254 


Hs.178098 


406687 


M31126 


Hs.352054 


428355 


BE256452 


Hs.2257 


422281 


M36803 


Hs.346935 


413585 


AI133452 


Hs.75431 


422664 


AA315933 


Hs.120879 


417931 


W95642 


Hs32961 



Unigene Title 

NM_006149:Komo sapiens lectin, galactcd 
(locusGnk)NM_004363:Homo sapiens carcin 
(locusBnk)NM_002483:Homo sapiens carrin 
(ic€UsHnk)NM_002483:Horno sapiens cardn 
Hs.356183£STs, WeaWy sirnflarto S3B4..H 
NM_001285:Homo sapiens chloride channel, 

NM_033049:Homo sapiens mucin 1 3, epithel 
NMJD02457:Homo sapiens mucin 2, iniesSn 
KM_014471:Homo sapiens serine protease i 
NM_007329:Homo sapiens deleted in malign 
NM_005143:Bomo sapiens haptoglobin (HP), 
NMJ»6507:Homo sapiens regenerating tele 
NM_001804;Homo sapiens caudal type homeo 
NMJ)05141:Hamo sapiens fibrinogen, B bet 
NM_003225:Homo sapiens trefoil factor 1 
(locusM)NM_006890:Homo sapiens carcin 
NMJJ32044:Homo sapiens regenerafing gene 
M020384:Homo sapiens daudm 2 (CLDN2) 
NM_005814:Homo sapiens glycoprotein A33 
NMJM4063:Harno sapiens cadherin 17. U c 
Hs*572xxoscmucdd 1 
NM_004591iteno sapiens smafi inducible c 
NMJ)04467:Homo sapiens fibrinogen-Cke 1 
Hs.124660:ESTs, Moderafery similar to 21 
NM_017625:Homo sapiens intetectin (TTLN) 
NMJ38805;Homo sapiens family with segue 

NM_001633:Hcmo sapiens aJpha-1-mtaogtob 
NM_002644«omo sapiens polymeric immunog 
MM_0Q0477^omo sapiens albumin (ALB), mR 
KM_002426:Homo sapiens matrix metaUopro 
NM_0l7763:Hcmo sapiens hypothetical prot 
NM_138938:Homo sapiens pancreatiSs-asso 
NM_.005588-.Homo sapiens meprin A, alpha ( 
NM_0D2421:Homo sapiens matrix metaJlopro 
OocusBnk)NM_005B90:Homo sapiens carcin 
Hs.296638:prostate dferenfiafion facto 
NM-0001 1 1:Homo sapiens solute carrier fa 
Hs.6131 1:ESTs. Weakly similar to S1 0590 
NM_003890:Homo sapiens IgG Fc binding pr 
NMJE1804:Homo sapiens angiotensin I con 
Hs^52D54^regnancy specific beta-1-glyc 



KM_000613->tomo sapiens hem opexui (HPX), 
NM_000509-.Homo sapiens fibrinogen, gamma 
Hs.1 20879:Hcmo sapiens, done MGC:32871 
Hs.82961:Homo sapiens, done MGC22588 1 



R1 

37.18 
31.24 
24.81 
20.54 
2038 
20.13 
19.89 
19.68 
1955 
18.33 
17.47 
17.37 
16.99 
15.15 
15.02 
14.23 
14.12 
13.64 
13.48 
13.43 

mo 

13.06 

12.58 

1Z34 

11.72 

11.72 

11.49 

11.25 

11.18 

11.12 

11.01 

10.70 

10.69 

10.57 

10.48 

1039 

10.20 

10.19 

9.91 

9.72 

9l70 

9.65 

9.52 

9.47 

9.41 

9.39 

9.31 

9.30 
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422487 


AJ010901 


Hs.198267 


413936 


AF1 13676 


Hs.297681 


424687 


J05070 


Hs.151738 


420344 


BE463721 


Hs.97101 


446921 


AB012113 


Hs.16530 


428470 


AC002301 


Hs.184507 


452594 


AU0764O5 


Hs.29981 


422310 


AA316622 


Hs.98370 


421907 


BE018556 


Hs.1 09358 


424326 


NMJH4479 


Hs.145296 


435538 


AB011540 


Hs.4930 


413881 


LOO 190 


Hs.75599 


443426 


AF098158 


Hs.9329 


436972 


AA284679 


Hs.25640 


430677 


Z26317 


Hs.359784 


409532 


W74001 


Hs.55279 


423803 


NMJ»5709 


Hs.132945 


430272 


XD4898 


Hs.237658 


451035 


AU0767B5 


Hs.430 


422330 


D30783 


Hs.115263 


425976 


C75094 


Hs.334514 


411825 


AK000334 


Hs,352415 


451917 


AW391351 


Hs.50820 


410418 


D31382 


Hs.63325 


418318 


U47732 


Hs.84072 


414617 


AI339520 


Hs.288817 


447342 


AI199268 


Hs.1 9322 


452194 


AI694413 


Hs.373599 


414816 


Y13709 


Hs.77399 


417491 


AW376842 


Hs.1085 


423445 


NM_014324 


Hs.1 28749 


403220 






415992 


C05837 


Hs.1 45607 


449722 


BE280074 


Hs.23960 


414798 


AI286323 


Hs.97411 


415214 


AI445236 


Hs.125124 


411975 


AI916058 


Hs. 144583 


422511 


AU076442 


Hs.1 17938 


408983 


NM.000492 


Hs.663 


431301 


AA502384 


Hs.1 51529 


428970 


BE276891 


Hs.194691 


424273 


W40460 


Hs.144442 


431657 


A1345227 


Hs.1 05448 


431330 


X69532 


Hs3777 


425983" 


AK000226 


Hs.165619 


408243 


Y00787 


Hs.624 


428187 


AI687303 


Hs. 285529 


408704 


AA056635 


Hs.5366 


428753 


AW939252 


Hs.192927 


426227 


U57058 


Hs.154299 


419354 


M62839 


Hs.1252 


414987 


AA524394 


Hs^94022 


422627 


BE336857 


Hs.1 18787 


407786 


AA687538 


Hs.38972 


414809 


AI434699 


Hs.77355 


425280 


U31519 


Hs.1872 


432179 


X75208 


HsJ2913 


443957 


AA521049 


Hs^53013 


426174 


AA547959 


Hs.1 15838 


430135 


NM_000035 


rfc234234 


420542 


NM-.000505 


Hs.1321 


409453 


A1885516 


Hs.95612 


408482 


NM_000676 


Hs.45743 


444151 


AW972917 


Hs.1 28749 


444381 


BE387335 


Hs^83713 


421408 


AJ 538223 


Hs.91098 


430204 


AA618335 


Hs.356664 


443991 


NMJ302250 


Hs.1 0082 


428874 


W32133 


Hs.194368 


408908 


BE296227 


Hs.250822 


411142 


NM.014256 


Hs.69009 




T93500 


Hs.28792 


412115 


AKD01763 


Hs.73239 


421379 


Y15221 


Hs.103982 


433083 


AL042759 


Hs.191762 


403218 






412104 


AW205197 


Hs.240951 


449027 


AJ271216 


Hs.22880 


429345 


R11141 


Hs.199695 


414753 


AF158255 


Hs.77225 


415000 


AW025529 


Hs.23S812 


425206 


NM_002153 


Hs.155109 


432978 


AF126743 


Hs.279884 



NM_01 8406:Homo sapiens mucin 4, tracheob 9.01 

NM_00Q295:Homo sapiens serine (or cystei 8.99 

NM_004994:Homo sapiens matrix metaflopro 8.60 

NMJ)14373:Homo sapiens putafive G protei 8.71 

NM_Q02988^Homo sapiens smafl inducible c 8.67 

Hs.184507:Homo sapiens, simaar to Homol 8.47 

Hs.29981:sotute carrier family 26 {sulfa 8.47 

(locusImkJNVL030S22:Homo sapiens cytoch 8.43 

Hs.109358:ATPase,aassV,rype10B a34 

NM_014479:Homo sapiens ADAM-Jike, cecysi 8.12 

Hs.4930-.tow density lipoprotein receptor 8.09 

(tocusBnk)NM_000488:Homo sapiens serine 7.96 

(tacusfink)NM_012112:Homo sapiens chromo 7.92 

Hs.25640xdaudin 3 7.89 

NM_001943:Hornosapteredesrnoglein2(OSG 7.87 

NM_002639^omo sapiens serine (or cystei 7.71 

OocusTink)NM_005709:HorrK) sapiens PDZ-73 7.58 

Hs^7658:apoHpoproteinA-Ji 7.48 

NM_002670:Homo sapiens ptastin 1 (I isof 7.31 

NH.001 432:Homo sapiens epiregufin (EREG) 7.31 

NM_025257:Homo sapiens chromosome 6 open 7.29 

NM_01 7767:Homo sapiens solute carrier fa 7.23 

Hs^082fthypothe0cal cardiac/skeleiai m 7.21 

NM_01 9894:Homo sapiens transmembrane pro 7.12 

Nh^004616:Homo sapiens transmembrane 4 s 7.12 

(!ocusCnk)rMrVL025130:HDmo sapiens hypolh 7.10 

Hs.1 9322: Homo sapiens, SimJar to RIKEN 7.06 

Hs.373599:EST 7.02 

NM_001265:Homo sapiens caudal type homeo 6.97 

NM_0Q4963:Homo sapiens guanytate cydase 6.98 

NM_014324:Homo sapiens arpha-melhylacyi- 6.96 

6.95 

fe. 145807 Jrypolhetical protein RJ 13593 6.87 

Hs.23960:cyclin B1 a87 

HsJ741 1 irr/pothetical protein MGC12335 a80 

NM_004442itaTO sapiens EphB2 (EPHB2), tr a78 

Hs.144583:Homo sapiens, clone IMAGE3462 &76 

NM_000494:Homo sapiens collagen, type XV &66 

NM_000492:Hcmo sapiens cystic fibrosis t a65 

Hs.151529:ESTs 6.62 

NH_003979iiomo sapiens retinoic acid Ind 6.59 

NM_003561:Homo sapiens phosphoBpase A2, a56 

Hs.105448:protein (chase, lysine defcte &54 

NM.002215:Homo sapiens inter-alpha (glob a53 

NM_031 265: Homo sapiens mucin and cadheri a 50 

NM_000584:Homo sapiens interieuldn B (IL 6.47 

Hs.285529:G protein-coupled receptor 49 &46 

NM_139053:Homo sapiens epidermal growth 6.45 

NM_017726:Homo sapiens protein phosphate a41 

(kx^'rnJ(]NM_.005242:Homo sapiens coagtrl a41 

NM_000042:Homo sapiens apoBpoprotein H a27 

NM_032865:Homo sapiens hypothetical prat 6.20 

Hs.118787.1ransTormIng growth factor, be ai9 

NMJ)05727:Homo sapiens tetraspan 1 fJSPA ai9 

Hs.77356:transferrin receptor (p90, CD71 ai8 

NMJX)2591:Homo sapiens phosprK)enoipyruva ai6 

NM_004443tfomo sapiens EphB3 (EPHB3), mR ai6 

Hs.353Q13xhrornosome 20 open reading fra ai5 

Hs.115838£STs aiO 

NMJXX)035:Hcmo sapiens aldolase B, fruct a07 

NM_OOG505:Homo sapiens coagulaSon facto a08 

Hs.95612:ESTs a06 

NrvL000676:Homo sapiens adenosine A2b rec 6.03 

(tocusfink) N M_01 4324: Homo sapiens alpha- 599 

NMJ 38455: Homo sapiens collagen mpte h 597 

NM_052816:Homo sapiens bipartite motif* 595 

Hs.356664:rrypothetlcaJ protein FU32334 * 5.92 

NM_002250:Homo sapiens potassium Interme a90 

Hs.194366:rransthyrefin (prealforrriin, amy 5.88 

{rocusilnk)NM_003158:Horno sapiens serine 5.88 

NM_01 4256:Homo sapiens UDP-GtcNAcbetaGa 5.86 

Hs38792:Homo sapiens cONAFUl 1041 fe, 5.82 

Hs.73239mypothetical protein FU10901 577 

NM_005409:Homo sapiens small induc&te c 576 

Hs.191762±ypothefica1 protein MGC20258 5.75 

5.74 

(tocusfink) NM_033120c Homo sapiens naked 5.72 

Nl^OWOrjJtomo sapiens dipepfidytpepfida 5.72 

Hs.199695:rrypofteiicaJ protein MAC30 572 

NM_006437:Homo sapiens ADP-ribosyttransf 5.72 

Ks.239812serciogicafr/ defined breast c 5.71 

NM_002153:Homo sapiens hydroxysteroid (1 5JQ 

NM_013238:Homo sapiens DNAJ domabvconta &70 
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414052 
413916 
418322 
433437 
424010 
438746 
414590 
457001 
423164 
409757 
425397 
403221 
420981 
417165 
419508 
410850 
436251 
430603 
450505 
422535 
441384 
425834 
430680 
432378 
419693 
422163 
447320 
415927 
418203 
407944 



409231 
446051 
432269 
427557 
414639 
422765 
428479 
425873 
432575 
409142 
427747 
422609 
414361 
452940 
435849 
411257 
416065 
406673 
451541 
429833 
411393 
445109 
431548 
419574 
428450 
431211 
437009 
439453 
430696 
431779 
436469 
414108 
422539 
428024 
428407 
407811 
409162 
434370 
413753 
405484 
410639 
428953 
447343 
421462 
415474 
415099 
417115 
426761 
453751 
452721 
424905 



AW630041 Hs.56937 NM_021978*tomo sapiens suppression of to 5.67 

AW578849 Hs.283552 Hs^B3552*ypoIheBcaJ protein BC016153 5.67 

N49813 Hs.75615 NM_000483:Homo sapiens apoSpoprotein C- 5.63 

AA284166 Hs.84113 NM_005192:Hcmo sapiens cycfiiKlependent 5.62 

U20535 Hs.3280 NM_001 226:Homo sapiens caspase 6, apopto 5.60 

AL080188 Hs.137556 NMJB31(K>:Homo sapiens MTiirotocadherin 5.59 

AI885815 Hs.184727 Hs.1B4727:ESTs,WeaWy similar to T45738 5.58 

NMJJ00506 Hs.76530 NM_000505:Homo sapiens coagulation facto 5.56 

J03258 Hs.2062 Hs.2062nritantin D (1,25* dihydroxyvilaml 5.56 

AK000232 Hs.124835 NM_019062itomo sapiens hypolhetica! prot 5.54 

NM_001898 Hs.123114 Nr*J)0189B:Homo sapiens cystaGn SN (CST1 5.53 

J04088 Hs.156346 NM_001067itonwsap{enstopoisornerase(DN 5.53 

5.52 

L40904 Hs.100724 NM_C05037:Homo sapiens peroxisome profit 5.52 

R80137 Hs.302738 Hs.302738:Homo sapiens cDNA:FU21425fi 5.48 

AW997938 Hs.90786 NM_C03786:Homo sapiens ATP-binding casse 5.44 

AW362867 Hs.302738 Hs.302738:Homo sapiens cDNA.*FU21425 6 5.42 

BE515065 Hs.296585 0ocusIink)r^OOS392:Homo sapiens nudeo 5.41 

AA148164 Hs.247280 Hs^47280:chromosorne 20 open reading fta 5.36 

NM_004572 Hs.25051 NM_C04572:Homo sapiens ptakophiin 2 (PK 5.34 

AA311914 Hs.154578 Hs.1 54578 :Homo sapiens mRNA for RJ00256 5.33 

M447849 Hs.288660 Hs.288660-.Homo sapiens cDNA: FU22182 fi 5.32 

NrvL001639 Hs.1957 Hs.1957:amytaid P component serum 5.31 

AW138724 Hs.168974 Hs.168974:ESTs 5.25 

AM93046 Hs.146133 Hs.146133:ESTs 5.25 

AA133749 Hs.301350 Hs.301350:FXYDo^rriairH»nta]rnng Ion tra 5.24 

AF027208 Hs.112360 Hs.112360:prorrarMce 1 (mouse) 5.21 

AJ675419 Hs.164464 Hs.1644S4:Hamo sapiens, clone MGC:23S56 5.21 

AL120168 Hs.78919 NM_021083:Homo sapiens Kefl brood group 5.21 

X54942 Hs.83758 NM_001827:Homo sapiens COC28 protein kin 5.20 

R34008 Hs.239727 NM_024422Momo sapiens desmocoIHn 2 (DS 5.20 

M26301 Hs.2253 Hs.2253.oomplement component 2 5.19 

AA446644 Hs.692 NM_002354:Homo sapiens tumor^associated 5.19 

BE048061 Hs.37054 Hs.37(J54:ephrto-A3 5.15 

NH.002447 Hs.2942 Hs.2942jnacrophage stimulating 1 recepto 5.13 

NM_002659 Hs. 179657 NM_002659:Homo salens plasminogen acfiv 5.11 

X67055 Hs.76716 NlvL002217:Homo sapiens pre-alpha (gtobul 5.09 

AW409701 Hs.1 578 NM_001 1 68:Homo sapiens bacutovfraJ IAP r 5.08 

Y00272 Hs.334562 Nl^(»1786:Hornosa^ceO<fivisioncyc 5.08 

NM_013390 Hs.160417 Hs.160417tasrnembrane protein 2 5.07 

AA553722 Hs.194346 Hs.1 94346:Spfr-2 protein 5.07 

AL136877 Hs.50758 Hs.50758:SMC4 structural maintenance of 5.07 

AW411425 Hs.180655 0ocusGnk)NMJW217:H(OT» sapiens serine 5.06 

246023. Hs.118721 N!vLQ00434:Homo sapiens siaSdase 1 (iyso 5.06 

AI086138 Hs.204044 Hs304044£STs 5.04 

AA029722 Hs^173 NMJ)Q2033:Hcmo sapiens fuoosyitransferas 5.03 

BE305242 Hs.16098 Hs.16098:claudin 2 5.03 

AA628967 Hs.1 15274 Hs.115274:lriolanhedc^lu>rnotog (Droso 5.01 

BE267931 Hs.78996 NM_002592:Homo sapiens proGferaQng eel 5.00 

M34996 Hs.1 98253 Hs.1 98253 major Wsrjxarnpa&Ony ccmpl 4.99 

BE279383 Hs.26557 NM..00718a-HomosapierepiatepMin 4.99 

NM.012079 Hs.288827 Nr^012079:Honaosaj)tedfcc^^ 4.98 

AW797437 Hs.69771 NM.0017 10: Homo sapiens factor, properd 4.98 

AF039916 Hs.12330 N^001247:Horno sapiens ectowdeosJda tr 4.98 

AI834273 Hs.9711 NM_017515:Homo sapiens novel protein (HS 4.97 

AK001989 Hs.91165 Hs.91 165: rnn^eficaJrjroteinFUl 1127 4.97 

NM_014791 Hs.184339 NM_01 4791 :Homo sapiens materna! errtoryoni 4.95 

M86849 Hs.323733 Hs.323733:g3p juricfion protein, beta 2, 4.95 

AF127026 Hs.5394 NM_005379:Hcmo sapiens myosin 1A (MY01AJ 4.93 

BE264974 HsX566 Hs£ 566:myToid honnone receptor intense 4.93 

AA531276 Hs^9509 Hs^9509:ESTs, Weakry simaar to similar 4.93 

AW971178 Hs.268571 {tocasflnk)NM_001645:Homo sapiens apoiip 4.92 

AK001455 Hs.5198 HsJ198;Down syndrome critical region ge 4.91 

A1267592 Hs.75761 NMJXJ31 37:Homo sapiens SFRS protein kina 4.91 

AJ009936 Hs.1 181 38 NM_033013:Homo sapiens nuclear receptor 4.89 

229067 Hs^236 H-L223&N1MA (never in mitosis gene a)-f 4.89 

NM_003963 Hs.1 84 194 NM_0039S3:Homo sapiens transmembrane 4 s 4.89 

AW190902 Hs.40098 rfe.40O98:cyste3ne knot superfamiry 1, BM 4.88 

H25530 Hs.50868 Hs^C868:sorute earner famBy 22 (organ 4.88 

AF130988 Hs.58346 NM_022336:Homo sapiens ectodysplasfn 1, 4.87 

U17760 Hs.75517 NM_000228:Homo sapiens iarranin, beta 3 ( 4.87 

4.87 

BE269047 Hs.65234 (IrxusBnk)NM_017895:rtosapfensDEAD/H 4.87 

AA306610 Hs.3481 83 NM_003823:Homo sapiens tumor necrosis fa 4.86 

AA256641 Hs.236894 Hs.236894:ESTs, Highly similar to S02392 4.83 

AF016495 Hs.1 04624 NMJJ2098(fcHomo sapiens equaporin 9 (AQP9 4.81 

NM_014252 Hs.78457 NM_01 4252Homo sapiens sofute earner fa 4.79 

AI492170 Hs.77917 NM_0G6002itomo sapiens utiquitin carboxy 4.79 

AW952792 Hs.334612 r^003094:Homa sapiens srnaD nucfear rib 4.79 

AI015709 Hs.1 72089 r^172039:pTO<nux>sis receptor inducing 4.78 

R36762 Hs.1 01282 Hs.101282:Homo sapiens mRNA; cONA DKFZp4 4.77 

AJ269529 Hs.301871 Kb.301871 sohrte earner family 37 (give 4.76 

NMJM2497 Hs.1 53704 NMJ»2497:Homo sapiens N1MA (never in rri 4.76 
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447472 
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BE616520 Hs.343912 NM_033504:Homo sapiens CAC-1 (CA01), mR 
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421506 
444700 
443464 
441623 
423068 
422714 
403739 
427490 
426083 
412723 
424825 
447335 
424441 
432150 
414695 
450737 
435327 
411263 
408056 
409964 
417576 
432407 
439975 
409213 
403219 
412974 
408194 
422237 
456906 
425123 
425743 
406684 
439580 
411126 
428385 
434263 
431945 
422616 
452299 
414998 
452888 
442013 
450334 
445417 
433662 
419559 
425860 
408847 
431836 
435777 
422867 
431350 



X16354 Hs.50964 

AW207347 Hs.211101 

AA340605 Hs.105887 

AW247529 Hs.6793 

AA424881 Hs.256301 

BE302796 Hs.105097 

NM_003645 Hs.11729 

BE548446 Hs.321579 

AA315805 Hs.348710 

M25629 Hs.123107 

AB018335 Hs.119387 



421975 
412870 
412133 
422293 
425998 
453082 
453111 
432677 
429271 
426108 
412612 
424865 
427239 
413254 
439659 
417526 
413186 
436391 
413219 
452017 
408113 



Z95152 

AFO380O7 

AA648459 

AF207069 

BE617695 

X14850 

AK000224 

BE439915 

AW007152 

BE301871 

BE297602 

AA312329 

AW368226 

AA339449 

AA221036 

AW328081 

U61412 

R18978 

AA601038 

M13149 

AF117646 

AW205274 

BE396495 

X16354 

AF086401 

NMJ»1202 

AF112213 

M34895 

AW000827 

BE300330 

AW208330 

NM.002543 

AW955454 

AA506476 

AF035959 

AKD01058 

W07162 

Y07828 

L29339 

AW290997 

AF178532 

AW419202 

L32137 

AI192528 

AW301003 

AW961017 

N22788 

U83460 

X94453 

AU076629 

H18835 

AB014598 

NM-004482 

AF039850 

AA622037 

NM_000047 

AF011333 

BE270447 

U40272 

AW970780 

AA568906 

AU077141 

AJ227892 

AA878200 

AF109302 

T82427 

AI916662 



Hs.178695 

Hs.166196 

Hs.335951 

Hs.153357 

Hs.286192 

Hs.147097 

Hs.272789 

Hs.76913 

Hs.63325 

Hs.4867 

Hs.69360 

Hs.42331 

Hs.67928 

Hs.82285 

Hs.6817 
Hs.51133 

Hs.75105 

Hs.191797 

Hs.1498 

Hs.156637 

Hs.154695 

Hs.159428 

Hs.50964 

Hs.293847 

Hs.68879 

Hs.184062 

Hs.79187 

Hs.11962 

Hs.118725 

Hs.355663 

Hs.77729 

Hs.30942 

Hs.375009 

Hs.24879 

Hs.12680 

Hs.150826 

Hs.91096 

Hs.1964 

Hs.190153 

H*271411 

Hs.286192 

Hs.1584 

Hs.164537 

Hs51483 

Hs.6459 

Hs.82407 

Hs.104557 

Hs.114366 

Hs,1 65950 

Hs.31608 

Hs.31720 

Hs.278611 

Hs.198515 

Hs. 166468 

Hs.74131 

Hs.153563 

HsJ56512 

Hs.75253 

Hs59483 

Hs.82240 

Hs374548 

Hs.146274 

Hs.118727 

Hs.27495 

Hs.194101 

Hs^11577 



{locusfink)NM_001712:Homo sapiens caidn 
Hs.211101:ESTs 

(tocuslink)NMJ 45252: Homo sapiens simita 
Hs.6793; pi atetet-acfivating factor acety 
Hs.256301 :hypothe5cal protein MGC13170 

Hs.105097:thymidine kinase 1, soluble 
Nty_003645:Homo sapiens falty-acid-Coenzy 
NM_021095:Homo sapiens solute carrier fa 
Hs.348710:Homo sapiens, done IMAG&4242 
NM_002257:Homo sapiens kaffikrein 1, ren 
NMJH4698:Homo sapiens K1AA0792 gene pro 

NMJ30Z754:Homo sapiens mitogen-acfjvaled 
NMJH)5603:Homo sapiens ATPase, Oass I, 
Hs^35951:hypothe!icaJ protein AF301222 
NMJ)01084:Homo sapiens procoilagen-tysin 
NM_032192:Homo sapiens protein phosphata 
Hs.147097:H2A hfetone family, member X 
NMJ)1 77 16:Homo sapiens membrane-spanning 
HsJ6913:proteasome (piosome, macropain) 
Hs.63325^ransmembrane protease, serine 
Hs.4867 in annosyf {atpha-1,3-)-gtyooprote 
NNt006845:Homo sapiens IdnesuvJixe 6 (m 
Hs.42331:ephravA4 
Hs£7928:ESTs 

NM_000819:Homo sapiens phosphorfcosylgry 
AF1341 64: Homo sapiens Human endogenous r 
NMJB3453:Homo sapiens inosine tnphosph 
NM_005975:Homo sapiens PTK6 protein tyro 

NM_006579:Homo sapiens emopamil binding 
Hs.191797:ESTs 

NM_000412:Homo sapiens rtisfidme-rfch gi 
NM_0121 16itomo sapiens Cas-Br-M (murine) 
NM_000303:Homo sapiens phosphomannomutas 
NM-138761:Homo sapiens BCL2-assocfated X 
(locusfii*)NMJ)01712:Homo sapiens carctn 
Hjl293847:ESTs 

(tocusfink)KM_001 202rHomo sapiens bone m 
Hs.184062:crtromosome 20 open reading Era 
Hs.79187xoxsackf9 virus and adenovirus 
NM.030766^omo sapiens apoptosts regutat 
NM_012248:Homo sapiens selenophosphale s 
Hs.355663:ESTs 

NM_002S43:Homo sapiens oxidised low dens 
NM_004093:Hamo sapiens ephrin-B2 (EFNB2) 
Hs.375009:Homo sapiens mRNA; cONA DKFZp6 
Hs.24879:phospha&fic acid phosphatase t 
Hs.12680:Homo sapiens cDNA RJ10196&. 
NM_020387:Homo sapiens RAB25, member RAS 
NM_007028:Homo sapiens tripartite motif- 
NM_000343:Homo sapiens solute carrier fa 
Hs.190153:Homo sapiens cONA FU33988 fis 
NMJ38992Komo sapiens beta-site APP-de 
NM.0321 92:Homo sapiens protein phosphata 
Hs.1584:carSIage oSgomeric matrix prot 
Hs.164537:ESTs 

Hs51483:Homo sapiens, Similar to RJKEN 
Occusnnk)NM_024531:Homo sapiens hypoth 
NM_022059:Homo salens chemoxinB (C-X-C 
NM_001 859: Homo sapiens solute carrier fa 
Hs.1 14366^yrro0ne-S<artoxyb^ synthe 
NM.00201 1 :Homo sapiens fibroblast growth 
(tocusEnk)NM_017636:Homo sapiens transi 
NMJ>14799-Jtomo sapiens hephaesfe (HEPH) 
NM_004482*omo sapiens UDP-H^cetyi-aJph 
NM_005224:Homo sapiens dead ringer-Uke 
NM_004708:Homo sapiens programmed cefl d 
NMJX)0O47:Homo sapiens arytsu&tase E ( 
NM_002349:Homo sapiens lymphocyte anfjge 
Hs^5551ZESTs, Weakly similar to UBCAJ\ 
NM.0041 35:Homo salens isodtrate dehydr 
Hs^9483^eurine-rich repeat-ooatainlng 
Hs^224thsyntaxfn3A 
Hs374548sotute carrier family 16 (mono 
Hs.146274fSTs 

Hs.1 18727:Homo sapiens cDNA RJ33803 fis 
Hs27495: prostate cancer associated prot 
Hs.194101:Homo sapiens cDNA: FU20869 fi 
(lc«isKrAJNM.004986*tano sapiens kinect 
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432836 
412869 
443839 
418245 
409638 
408989 
428023 
410199 
431685 
409956 
413278 
431193 
436856 



AA340864 
AA290712 
BE289042 
AA088767 
AA305729 
AW381666 
AL038843 
AW377424 
AW296135 
AW103364 



418054 
418526 
437897 
435099 
419378 
421585 
420039 
426427 
425263 
426031 
441085 
412939 
430514 
431842 
430387 
404826 
414198 
434203 
426378 
433020 
420319 
446596 
400130 
431890 
425003 
417386 
424837 
424534 
445462 
428471 
409012 
424154 
400290 
409152 
427333 
413835 
444664 
421959 
407777 
414806 
421190 



AW749505 

AW69355 

AW891965 

AV660038 

NM_002318 

BE019020 

AA770561 

AC004770 

R24922 

U95626 

NMJKM605 



419468 
414907 
425247 
443802 
411165 
434808 
428376 
418216 
436278 
421910 
417886 
449057 
414561 
414812 
456362 
431958 
418561 
419092 
414013 
409093 
445873 



NW.001197 

AA295251 

AW136551 

AW411491 

AA318501 

NM_005764 

AW372884 

AW505308 

BE262677 

U80082 

A1375726 

AW406289 

AF279265 

X17033 

AF119046 

AL037228 

BE276113 

D87682 

AA378776 

X57348 

AL1 17435 

AF026004 

H18836 

M176585 

AF067797 

AI272727 

N26362 

AW751497 

AA161071 

D14694 

U95031 

R58665 

AA316241 

X90725 

NM005940 

AW504924 

NM_000169 

AF155108 

AF119665 

AA662240 

BE396290 

NM_014586 

AW067903 

AB037784 

AI064813 

X72755 

AW973003 



422164 
437016 
449437 
446946 



NMJ301949 

J05581 

M766605 

BE243834 

AA250970 

X59135 

NIWL014312 

AU076916 

A1702038 



Hs278562 

Hs.82407 

Hs.9661 

Hs.83883 

Hs.18272 

Hs.49500 

Hs.374530 

Hs205126 

Hs267659 

Hs.727 

Hs.833 

Hs296770 

Hs.127310 

Hs.367942 

Hs.2056 

Hs.83354 

Hs.85838 

Hs.146170 

Hs.4756 

Hs.90078 

Hs.302043 

Hs.376147 

Hs.169840 

Hs.155419 

Hs.166066 

Hs.181245 

Hs.75069 

Hs.241587 

Hs271473 

Hs.240770 

Hs.75812 

Hs.28355B 

Hs.169600 

Hs.227152 

Hs.96593 

Hs298476 

Hs.155560 

Hs.271986 

Hs.154149 

Hs.301957 

Hs.333034 

Hs.150275 

Hs.286649 

Hs.184510 

Hs.49725 

Hs.141660 

Hs.31608 

Hs.194346 

Hs.176658 

Hs249163 

Hs.11615 

Hs.98370 

HS71465 

Hs.77329 

Hs.102482 

Hs.46847 

Hs.90691 

Hs.77597 

Hs.155324 

Hs.9805 

Hs.69089 

Hs.256150 

Hs.184011 

Hs.283099 

Hs.5097 

Hs.109437 

Hs.82772 

Hs.22941 

Hs.195155 

Hs.77367 

Hs.179909 

Hs.2877 

Hs.1189 

Hs.89603 

Hs.47099 

Hs.50441 

Hs.251946 

Hs.156110 

Hs.1 12377 

Hs.5398 

Hs.100057 

Hs.317 



NMJ»1307:Komo sapiens claudin 7 (CION7) 
Hs.B2407:chemokine (C-X-C molif) figand 
Hs.9661: pro teasome (prosome, macropain) 
NM_Q20182*tomo sapiens transmembrane, pr 
(locusSnk)NM_030574:Homo sapiens sofute 
Hs.4950aWM0746 protein 
Hs.374530:Homo sapiens cDNA: RJ23602 fi 
Hs.2051 26:Homo sapiens cONA: FU22667 6 
NMJ3061 13:Homo sapiens vav 3 oncogene (V 
NMJ»2192:Homo sapiens inhOnn. beta A ( 
Hs.833:interf era ivsfirnulated protein, 15 
HS29S770-.WAA1719 protein 
{locusfink)N r M_144824:Homo sapiens kinase 
Hs.3S7942*tomo sapiens, done IMAGE4701 
Hs.2056:UDP grycosyltransferase 1 femBy 
NMJ»2318:Homo sapiens tysyi coddase-tfc 
NM_004207:Homo sapiens sohrte carrier fa 
Hs.146170±ypothe0ca! protein FU22969 
NM.0041 1 1:Homo sapiens flap stmcture-sp 
Hs.90078:rrudeotide-sugar transporter si 
NM_003965:Homo sapiens chemokine (C-C mo 
Hs.376147:Homo sapiens cONA FU39099 fis 
Hs.1 69840:TTK protein kinase 
NM_001197:Homo sapiens BCL2-interacSng 
(tocusItnk)NM_006697:Horno sapiens cfepla 
Hs .1 81245:Homo sapiens cDNA FU12532 fe 
HsJ5069:serine rrydroxymetrryftransferase 
NM_021246:Homo sapiens lymphocyte anfige 
Hs.271473:epime6a) protein up-regulate 
Hs.240770:nudear cap binding protein su 

NM_004563:Horno sapiens phosphoenotpyruva 
NM_01 8509: Homo sapiens hypothetica) prot 
Hs.169600:KiAA0826 protein 
NM_016391:Homo sapiens hypothetical prot 
NM_019034:Homo sapiens ras homolog gene 
NMJ32291 1:Homo sapiens solute carrier fa 
NM_001746:Homo sapiens calnsxin (CANX), 
NM_002201Homo sapiens integral, alpha 2 
NM_014481:Homo sapiens APEX nuclease (ap 
NM_018144:Homo sapiens Sec61 alpha form 
NM_003491:Komo sapiens ARD1 homolog, N-a 
Hs.150275:KIAA0241 protein 
(locusfmk)NM_024051:Hcmo sapiens hypoth 
Hs.18451(hstraCfin 
Hs,49725:DKFZP434l216 protein 
NM_004366:Homo sapiens chloride channel 
(locusrink)^017636:Hcmo sapiens trartsi 
Hs.1 94346:Spir-2 protein 
NM.001169*itemo sapiens aquaporin 8 (AQP8 
NM_Q24306:Horno sapiens fatty acid hydro* 
NMJtt6086:Homo sapiens map kinase phosph 
NM_030622:Homo sapiens cytochrome P450, 



(tocusCnk}NM_014754:Homo sapiens phosph 
Hs.1024823nucin 5, subtype B, tracheobro 
rM.016614-iiomo sapiens TRAF and TNF rece 
NM_006993:Homo sapiens rwcieorihosminmuc 
NM_00099&Homo sapiens ribosomal protein 
Hs.1 55324 matrix metafloproteinasB 11 (s 
Hs.9805:exporfin 5 

NM_000169tHomo sapiens gatactosidase. al 
Hs256150:NY-ReW1 antigen 
Hs.184011^yrophosphatase fmorganic) 
Hs283099*.AF15q14 protein 
Hs^0973ynaptogyrin 2 
NM_014586:Homo sapiens hormonairy upregu 
Hs.82772:coflagen, type XI, alpha 1 
Hs22941:WM1363 protein 
Hs.195155solute carrier family 38. memb 
NM.00241 6:Homo sapiens monokine induced 
OocusflnklN^L024831:Horno sapiens nuctea 
NM_001793:Homo sapiens cadherin 3, type 
NM_00194£Homo sapiens E2F transcripfion 
NM_002456:Homo sapiens mucin 1, transmem 
NM_024642:Homo sapiens hypothetical prot 
NM_015936:Homo sapiens CGMM protein (L 
Hs.25194S:Homo sapisns cDNA FU11B40 fc 
Hs.1551 lO^fmrnunogtobuiin kappa constant 
Hs.112377:comcal thyrnocyte receptor (X 
Hs.5398:guanine monphosphate synthetase 
Hs. 1 00O57 iscrine/ihreonine kinase 35 
NM_00328S:Homo sapiens topoisomerase (DN 
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420162 BE378432 Hs.95577 NM^052984:Homo sapiens cydhwtependent 3.94 

443180 R15B75 Hs.258576 NVL01 21 29:Homo sapiens dautlin 12(CIDN1 3.93 

418738 AW388633 Hs.6682 Hs.6682sohjte carrier family 7, (cafion 3.93 

409463 AI45B165 Hs.17296 NM J)23930:Homa sapiens hypothetical prol 3.92 

5 447495 AW401864 Hs.18720 NMJKM208:Homo sapiens programmed ceil d 192 

448093 AW977382 Hs. 15838 Hs.15898:2 l 4-djen0yl CoA reductase 2, pe 191 

426698 AA852773 Hs.334838 Hs.334838:KlM1 856 protein 190 

438485 W57578 Hs.378718 Hs.378718:Homo sapiens cONARJ33433Ss 189 

. _ 436827 H72187 Hs.356668 (bcuslink)MM_005274:Hcmo sapiens guaran 189 

10 407971 AI469117 Hs.62918 Hs.62918:COC91 cell dhfcton cycte 91-fi 189 

400750 3.89 

448140 AF146761 Hs.20450 NMJ)20125:Horro sapiens B lymphocyte acfi 189 

413880 A1660842 Hs.1 10915 NM 021258:Homo sapiens interieukm 22 re 189 

453258 AW293134 Hs.32597 NM_005977:Homo sapiens ring finger prate 189 

15 428788 AF082283 Hs.1 93516 NMJ»3921:Homo sapiens B^O ClUlympho 3.88 

443044 N28522 Hs.8935 N^O14mHofm>sa0eraquHionnatephosp 3.88 

413095 AA494359 Hs.30715 Hs.30715:cotassurm voltage-gated channel 188 

417129 AI381800 Hs.30C684 Hs.300684:calcitonin gene-refated peptid 187 

_ rt 410268 AA316181 Hs.61635 NM_012449:Homo sapiens six transmembrane 187 

20 425047 U34038 Hs.154299 NM_005242rHomo sapiens coagulation facto 187 

416084 L16991 Hs.79006 N^012145:Homosapteiis<le(>xythvmMy^ 3.86 

449667 AB023227 Hs.23860 Hs.23860cKIAA1010 protein 3.86 

400298 AA032279 Hs.61635 Hs.61635sb< transmembrane epithelia! an 185 

407770 AW607831 Hs.38738 NM_01434lHomo sapiens ctaudin 15 (CLDN1 ■ 3.85 

25 41B313 BE244231 Hs.84038 NMJM5937:Homo sapiens CGI-06 protein (L 3.85 

413380 AI904232 Hs.75323 Hs.75323:prohMn 185 

452220 BE158006 H&212296 Hs.212296:ESTs 185 

413588 AA971014 Hs.75432 NM_000884:Homo sapiens IMP {inosine mono 185 

433658 L03678 Hs.1 56110 Hs.1 561 lOdmmunoglcbufin kappa constant 184 

30 428474 AB023182 Hs.1 84523 Hs.184523^enneflhreonine kinase 38 Bk 3.84 

430237 AI272144 Hs.236522 Hs.236522£KFZP434P1Q6 protein 184 

414862 BE621310 Hs323 Hs.923:smg>stranded DNA binding prate 3.84 

437967 BEZ77414 Hs.5947 NM_005370:Homo sapiens met trareforming 3.84 

427318 AF186081 Hs.175783 NMJ)14579-.Homo sapiens solute carrier fa 183 

35 459306 AW578452 AW578452:RC1-a0252-O3010O-023^07 CT025 3.83 

446342 BE298665 Hs.1 4846 Hs.14846:Homo sapiens mRNA; cONA DKFZp56 183 

432886 BE159028 Hs.279704 Hs.279704:chromatin accessibility compie 3.82 

434845 BE267057 Hs.325321 Hs.325321:WD repeat domain 18 182 

426514 BE616633 Hs.170195 Hs.170195:b(memc^erie1fcprotein7( 182 

40 410315 AI638871 Hs.378965 Hs.378965:Homo sapiens cONAFU37658fe 3.82 

421905 A1660247 Hs.32699 Hs.32699:Homo sapiens, Similar to RIKEN 181 

421481 AW391972 Hs.104696 Hs.1 04698.K1M1 324 pratem 181 

445921 AW015211 Hs.153799 Hs.153799:Homo sapiens cDNA FU38333 fis 180 

. _ 414358 W70171 Hs.75939 Nf^012474:Homo sapiens uridine monophosp 180 

45 457284 AF102850 HsJZ7933 NM_013338:Homo sapiens Atg5, S. cerevisi 3.80 

413813 M96956 Hs.75561 NMJ»3212:Hamo sapiens teratccardncma-d 180 

414602 AW630088 Hs.76550 NM_052886:Homo sapiens mal, T-ceO diffe 3.80 

410219 T98226 Hs.171952 Hs.171952axchidin 3.80 

407137 T97307 178 

50 430462 AI584156 Hs.1 05640 Hs.105640:hypothe8cal protein BC007772 178 

432680 T47364 Hs.278613 0ocusM)N!MQ5532:Hano sapiens inter! 3.78 

450010 AW293801 Hs.255052 Hs.255052:ESTs 178 

440334 BE276112 Hs.7165 NM_003904:Homo sapiens zinc finger prate 178 

440676 NM.004987 Hs.1 12378 (locusIink)NM_004987:Homo sapiens UM an 177 

55 428072 BE258602 Hs.1 82358 NM_016292*torra sapiens heal shock protei 177 

407722 BE252241 Ks. 38041 NM_003681:Homo sapiens pyridoxal (pyrido 177 

426459 AF151812 Hs.169992 . NM_015966:Homo sapiens serologically def 177 

443323 BE560621 Hs.9222 Hs.9222:estrogen receptor binding site a 176 

^_ 406621 X57809 Hs.181125 Hs.1 81125:lmmiinog!obutin lambda locus 3.76 

60 423198 M81933 Hs.1 634 Hs.1634sefl drvfeion cycte 25A 176 

428206 AB020643 Hs.1 83006 Hs.183006:fikety homoiog of mouse hepari 175 

447200 BE543146 Hs.281434 Hs.281434:Homo sapiens cONA FU31373 fis 174 

425209 AL049761 Hs.155140 NM_001895:Homo sapiens casein kinase 2, 174 

„ 411950 T2B407 Hs.81564 NM_002619:Homo sapiens platelet factor 4 174 

65 418681 AA287788 Hs.23449 Hs234493nsuSn receptor tyrosine kinas 174 

421532 AW138207 Hs.146170 NNL022842*tamo sapiens hypotheficai prot 3.74 

446291 BE397753 Hs.14623 Hs.14623±iterferon, gamma-mducibie pro 174 

435886 BE265839 Hs.1 21 26 NMJ)18487:Homo sapiens hepatocellular ca 173 

417286 AA122237 Hs.81B74 NM_C0241 IHomo sapiens rnicroscmal gtutst 173 

70 421743 T35958 Hs.107614 Hs.1 07614:DKFZP564I 1171 protein 173 

400419 AF084545 AF084545:Homo sapiens versican Vint isof 173 

421357 AK000609 Hs.1 0380 B NM_017896:Homo sapiens chromosome 20 ope * 173 

420665 AW469240 Hs.371581 Hs,371581:ESTs 173 

__ 418703 NM.014448 Hs^7435 Hs.87435:Rho guanine exchange factor (GE 173 

75 452679 Z42387 Hs.83883 (tocustink)NM_020182:Homo sapiens transm 172 

419743 AW408762 Hs.5957 Hs£957:Homo sapiens done 24416 mRNA se 172 

435730 AB020635 Hs.4984 Hs.4984:KlAA0828 protein 172 

431512 BE270734 Hs.2795 Hs^795Jactate dehydrogenase A 172 

0 _ 444006 BE395085 Hs.334762 OccusEnk}NM_032832:Homo sapiens hypoth 172 

80 442875 BE623003 Hs-23625 Hs.23625:Homo sapiens done TCCCTA00142 171 

413431 AW246428 Hs.75355 NM_003348ttomo sapiens ubk^uifJivcontuga 171 

413950 AA249096 Hs.32793 Hs.32791Homo sapiens cONA FU31 108 fis. 171 

411125 AA151647 Hs.68877 Hs.68877xytcchrame b-245, alpha polypep 171 

196 



WO 03/042661 



PCT/US02/36810 



5 

10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



406722 


H27498 


Hs.293441 


418416 


U11700 


Ks.84999 


421038 


AL080192 


Hs.101282 


409327 


L41162 


Hs.53563 


413476 


U25849 


Hs.75393 


400846 






415003 


Ml 1437 


Hs.77741 


408137 


AI694131 


Hs.29002 


418650 


BE386750 


Hs.86978 


413179 


N99692 


Hs.75227 


425843 


BE313280 


Hs.159627 


432215 


AU076609 


Hs.2934 


413781 


J05272 


Hs.850 


429344 


R94038 


Hs.374664 


442315 


AA173992 


Hs.7956 


452875 


BE275760 


Hs.30928 


401179 






410174 


AA306007 


Hs.59461 


418558 


AW082265 


Hs.86131 


440086 


NM-005402 


Hs.6906 


409402 


AF208234 


Hs.695 


436014 


AF281134 


Hs.283741 


432633 


AJ796390 


Hs^ 10667 


412599 


AU076782 


Hs^48267 


453857 


AL080235 


Hs.35B61 


432211 


BE274530 


Hs.273333 


430720 


U85768 


Hs.247838 


432320 


AW411066 


Hs.274351 


420186 


NMJM5925 


Rs.95697 


441128 


AA570256 


Hs.348504 


444184 


T87841 


Hs.282990 


411678 


AI907114 


Hs.71465 


423750 


AF165883 


Hs.298229 


412948 


BE243313 


Hs.334851 


452098 


AI858183 




430024 


AI808780 


Hs.227730 


416412 


NM.014742 


Hs.79305 


437712 


X04588 


Hs.85844 


400847 






406671 


AA129547 


Hs.285754 


412641 


M16660 


Hs.74335 


404854 






400448 






453331 


AI240665 


Hs.352537 


441406 


245957 


Hs.7837 


417389 


BE260964 


Hs.82045 


419607 


R52557 


HsJ1579 


447250 


AI876909 


Hs.17883 


446356 


AI816736 


Hs.14896 


431236 


AV656840 


Hs.285115 


426722 


U53823 


Hs.171952 


420531 


AI652069 


Hs£8614 


416933 


BE561850 


Hs.80506 


447698 


AI420156 


Hs326733 


434457 


AF141332 


Hs.200333 


424241 


AW995948 


Hs.8364 


452264 


AU077013 


Hs.28757 


420614 


AL110291 


Hs.99354 


434224 


AA380731 


Hs.84 


425322 


U83630 


Hs.155637 


438407 


AI457122 


Hs.129673 


413859 


AW992356 


Hs.8364 


427268 


X78520 


Hs.174139 


436127 


W94824 


Hs.11555 


411704 


AI499220 


Hs.71573 


452700 


A1859390 


Hs.288940 


418803 


U50079 


Hs.88556 


453323 


AP034102 


Hs.32951 


422813 


AV656571 


Hs.121088 


452488 


M74921 


Hs.184389 


432268 


BE311856 


Hs.274230 


425811 


AL039104 


Hs.159557 


437741 


BE561610 


Hs.5809 


421802 


BE26145B 


Hs.108408 


428582 


BE336S99 


Hs.185055 


446147 


AL133064 


Hs.14051 


408716 


AI567839 


Hs.151714 


450825 


AC005S54 


Hs^5527 


442007 


AA301116 


Hs.142838 


453454 


AWO52O06 


HsJ74973 


421612 


AF161254 


Hs.106196 


428371 


AB012193 


Hs.183874 


421340 


F07783 


Hs.1369 



Hs.293441 :Homo sapiens SNC73 protein (SN 
NM J)00051Homo sapiens ATPase, Cu++ tran 
Hs,101282:Homo sapiens mRMA; cDNA DKFZp4 
NM_001B53:Homo sapiens collagen, type DC 
NM_004300:Homo sapiens acid phosphatase 

Hs.77741:Wnlnogen 
Hs.29002:KIAA1706 protein 
Hs.86978: prolyl endopepSdase 
NM_005002:Homo sapiens NADH dehydrogenas 
NMJ)Q4632:Homo sapiens death associated 
NM_001033:Homo sapiens ribonucleotide re 
(locusfink)NM_000883:Hcmo sapiens IMP (i 
NM_G05533:Homo sapiens inhibm, beta C ( 
Hs.7956:ESTs 

NMj006114:Homo sapiens transtocase of ou 

Hs.59461:DKFZP434C245 protein 
Hs36131:Fas (TNFRSF6)-associated viade 
NM_005402:Homo sapiens v-ral simian teuk 
Hs.695xysta&iB(stefinB) 
NM_0201 58:Homo sapiens € 
H&21Q667:ESTs 
(kcusfinkJNM_021 126:Homo sapiens mercap 
Hs.35861:Ras-induced senescence 1 
Hs^73333:hypothefical protein FU10986 
NM_002991:Homo sapiens small Inducible c 
NM_01603ZHomo sapiens zinc finger, DHHC 
Hs^5697^iver-speci{ic bHLH-Zip transcr 
Hs^48504±ypothetical protein BC014072 
Oocusfink) NM_033550: Homo sapiens chromo 
NM_003129:Homo sapiens squalene epoxidas 
NM.01 2394:Homo sapiens prefokfin 2 (PFDN 
HS.3348511IM and SH3 protein 1 
BF755039:QVm0583-18100(M28-f07 CT058 
NM_000210iiomo sapiens mtegrin, alpha 6 
Hs.79305:KJAA0255 gene product 
Hs.85644cneurotrophIc tyrosine kinase, r 

NM_000245:Homo sapiens met proto-oncogen 
Hs.74335:heat shock 90kD protein 1, beta 



Hs.352537:Homo sapiens cDNA FU31056 fis 
Hs.7837:phosphoprotetn regulated by mito 
Hs.82045anidkme {neurite growuVpromofi 
N&UB341&Horno sapiens similar to HYPOTH 
NM_002707i1omo sapiens protein phosphata 
Hs.148962inc finger, DHHC domain cental 
NM_001560:Homo sapiens interteuMn 13 re 
NM_002538:Homo sapiens cccludin (OCLN), 
NM_004587:Homo sapiens ribosome binding 
NM_003090:Homo sapiens small nuclear rib 
NM_052858:Homo sapiens similar to RIKEN 
NM_01 8690:Homo sapiens apotipoprotein B4 
Hs.8364: pyruvate dehydrogenase kinase, i 
Hs.28757:transmembrane 9 superfamHy mem 
Hs.9 9364 : ab hydrolase domain containing 1 
KM_00020S:Homo sapiens Interieirkin 2 rec 
KM_006904:Homo sapiens protein kinase, D 
Hs.129673:eukaryotic translation iru'Sat 
Hs.8364:pyruvate dehydrogenase kinase, i 
NM_001829:Homo sapiens chloride channel 
NM.080748:Homo sapiens chromosome 20 ope 
(!ocusfink)NM_017B88:Homo sapiens hypoth 
NM.021 259:Homo sapiens transmembrane pro 
NMJXW964:Homo sapiens histone deacetyta 
NM.001 532*tomo sapiens solute carrier fa 
(locus0rik)NM_003270:Horno sapiens transm 
Hs, 1 84389£STs, Moderately similar to S1 
Hs774230^-phosphoadenosine Sr-phospho 
NM_002266itomo sapiens karyopherin alpha 
NM_020470:Homo sapiens putative transmem 
flc«JsM)NMJ)16022:Horno sapiens C6I-78 
HS.185055SENE protein 
(lccusfink)NM_145698:Homo sapiens endaze 
(locusEnk)NM_033405:Horno sapiens peroxi 
(IocusKnk)NM_014428:Homo sapiens Bght 
NM_032390±kimo sapiens MK167 (FHA domain 
NM_004697itorno sapiens PRP4 pre-mRNA pro 
(kwjsfak)NMJ)16579:Hamo sapiens 8D6 an 
NM_003589:Homo sapiens cullin 4A(CUL4A) 
NMJ)00574:Hcmo sapiens decay accderafin 
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429023 
452862 
442993 
404240 
424909 
429583 
445937 
424954 
424142 
428028 
456534 
424685 
419170 
439841 
428390 
430589 
4311B3 
422599 
457635 
419705 
454390 
402829 
451707 
433604 
420085 
437704 
439223 
452203 
450273 



NM.000312 Hs.2351 
AW378065 Hs.8687 
BE018S82 Hs.166198 



446950 
437379 
427581 
433627 
400263 
433570 
410636 
456950 
432391 
428144 
417144 
458778 
425274 
448913 
448847 
420166 
412420 
424482 
414186 
422396 
428093 
428293 
445580 
442821 
427597 
427648 
428734 
453902 
441565 
414045 
423323 
443303 



422256 
451129 
400205 
428109 
448440 
426858 
417457 
406363 
444758 
423309 
426125 
452835 
419493 
457670 
400125 
429404 
410293 
434826 
423599 
427715 



S78187 

fWX)6412 

AI452943 

NM.000546 

AI678727 

U52112 

X91195 

W21223 

BE002798 

AF038961 

A1S40377 

AJ002744 

NM.006855 

BE387202 

AV680976 

AW368634 

AB020713 

AW051061 

NMJM3442 

AI741909 

AA766142 

AW238299 

X57522 

AW296454 

H59799 

AA305800 

AL359575 

NMJH4788 

AF078866 

AI580053 

AA088177 

AF111170 

AI732374 

BE269243 

AA382104 

AW451034 

BE281191 

M194422 

AI587180 

AW732276 

AL035668 

BE2S8821 

U33446 

W21872 

AW594506 

BE250944 

AF167572 

BE391929 

015049 

AJ376722 

BE303044 

BE502341 

AW953575 

NM.002951 

AJ951628 

U67319 

AF083420 

M64673 

BE072881 

AW732918 
AA173467 
NMJXM182 
AA378907 

AL044878 

BE005775 

X87241 

AK0O1269 

AF001212 

AF119666 

NM.005738 

AKD00047 

AF155661 

AB05564 

BE245274 



Hs.153752 

Hs209119 

Hs.321231 

Hs.1846 

Hs.378970 

Hs.182018 

Hs.100623 

Hs.151734 

Hs.287350 

Hs.6710 

Hs.350077 

HSJ246315 

Hs.250696 

Hs.118638 

Hs.3569 

Hs.154331 

Hs.56966 

Hs. 60973 

Hs.3439 

Hs.44680 

Hs.131810 

Hs.250618 

Hs.352018 

Hs.24743 

Hs.42644 

Hs.5672 

Hs.23765 

Hs.179703 

Hs.284296 

Hs.75309 

Hs.109007 

Hs.172870 

Hs.306165 

Hs.339827 

Hs.182625 

Hs.81337 

Hs.326525 

Hs.155462 

Hs.22564 

Ks.1 10906 

Hs.95583 

Hs.73853 

Hs.149155 

Hs.75799 

Hs.7907 

Hs.104830 

Hs.183555 

Hs.12912 

HsJ752 

Hs.179770 

Hs. 180062 

Hs.192023 

Hs.3402 

Hs^03125 

Hs.75722 

Hs.127007 

HsJ216 

Hs.168913 

Hs.1499 

Hs.81848 
Hs.182490 
Hs.62402 
Hs.172791 
Hs.349326 

Ks.1 1899 

Hs.126782 

Hs.166994 

Hs.30738 

Hs.90744 

Hs^3449 

Hs.125078 

Hs.10706 

Hs.61960 

Hs.22265 

Hs^1731 

HS.18W28 



NM_000312:Homo sapiens prolefo C finacti 
Hs.8687£STs 

Hs.166196ATPase, Class I, type 8B, memb 
sapiens cefl d 

NM_006412:Homo sapiens 1-acytgtyceraW- 
(tocusEnk}NM_003779:Homo sapiens UDP-Ga 
NMJK)0546:Homo sapiens tumor protein p53 
Hs.378970r.Homo sapfens cONA RJ35102 fc 
Hs.182018:interteukin-1 receptor-assocta 
NM_138689:Homo sapiens protein phosphate 
Ks .1 51734aiuctear transport factor 2 
N^002219rHorno sapiens integral membrane 
NMJJ0487&Homo salens mannose^-doficho 



NM_017423:Homo sapiens UDP44-acetyWph 
NM_006855:Homo sapiens KDEL(Lys^spX3u 
Hs.1 1863B:non-metastafic cefls 1, pratei 
Hs.3569:chromosome 20 open reading frame 
Hs.154331:ESTs 

(locusTmk)NM_024923;Homo sapiens hypoth 

Hs.60973:Homo sapiens cONA FU40829 6s, 
Hs.3439stomatin (EPB7^like 2 
Hs.44680:hypotheticaJ protein FU20979 
Hs.13l810:Homo sapiens cDMA FU35976 fis 
NM_025217:Homo sapiens UL16 binding prot 
NM_000593:Homo sapiens transporter 1, AT 
Hs.24743:hypotrteficai protein FU20171 
Ks.42644:th»redoxin-{ike 2 
{Ioae(ink)NM_030799:Homo sapfens gofgi 
Hs.23765'j7iembrane metaUo-endopepSdase- 
NMJ)14788:HomD sapiens tripartite moSf- 
NM_033161:Homo sapiens surfeit 4 (SURF4) 
NM.001961 ;Homo sapiens eukaryofe transl 
Hs.109007:Homo sapiens. Similar to L0C16 
Hs.17287(hKiAA1913 protein 
Hs.306165:ESTs, Nighty simitar to unknow 
Hs.339327:ESTs. Weakly similar to protaa 
Hs.182625:VAMP (vesfce-associaied membr 
Hs.81337Jectin, gaJactoside-bcxGng, so 
NM_001669:Homo sapiens aryteuifaiase D ( 
Hs.155462:MCM6 mlnkArorrosome maintenanc 
N\UJKW999:Komo sapfens myosin Vi(MY06), 
Hs,110906iiypothefcal protein BC004501 
NM_012339->iomo sapiens transmernbrarie 4 s 
NM_001200:Homo sapiens bone morphogerieti 
(tocusHnk)NM»003374:Homo sapiens voltag 
Hs.75799:protea$e, serine, 8 (prastash) 
{tocusOnk)NhU45059:Horra> sapiens L-fuco 
Hs.104830:ESTs 

Hs.183556so(ute carrier farrufy 1 (neutr 
NMJ»6109-.Honio sapiens SKB1 homotog (S. 
Hs.8752: transmembrane protein 4 
NM_002842Jtomo sapiens protein tyrosine 
Hs.180062:proteasome (proscme, macropan 
NM_003757:Homo sapiens eukaryofe transl 
NMJ39177:Homo sapiens chromosome 17 ope 
Hs.303125:p53~lraiuced protein P1GPC1 
NM_002951:Homo sapiens ribophorin II (RP 
NM_003740:Homo sapiens potassium channel 
NM_033340:Homo sapiens caspase 7, apopto 
NM_003576:Homo sapiens serfoeflneonlne 
NM_005526:Homo sapiens heat shock transc 
BE072881:RC2-BT0548-200300-012-€09 BT054 
NM_006265:Homo sapiens RAD21 homotog (S. 
Hs.182490dein±Te-rich PPR-mofif oontam 
Hs.62402: p21/Cdc4ZRac1-adrv'ated kinase 
NMJW4182*tomo sapiens ubiquitoos^expr 
Hs.349326:Homo sapiens cONA FU30677 (is 

NM_000859:Homo sapiens 34rydroxy^nethy 
NM_014467:Hamo sapiens sushi-repeat prot 
Hs.166994:FAT tumor suppressor homotog 1 
NM_01 8087:Homo sapiens bypothefcaJ prot 
Hs.90744n3roteasome (piosome, rnacropain) 
KM_018842:Homo sapiens insuGn receptor 
(!ocus1uik)^Q04152Homo sapiens omith 
KM_005738:Homo sapiens ADP^bosytatton 
NM_0l8992Jiomo sapfens hypotheScai prot 
Hs^2265^jynjvate dehydrogenase phosphat 
(locusrink)NM_012094:HorTO sapiens perad 
Hs.180428JCIM1181prote«i 
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439778 
418862 
421140 
451932 
449042 
426746 
425725 
444734 
436415 
457329 
432169 
412525 
416391 
419193 
432065 
400262 



424291 
450506 
437296 
431731 
425159 
427349 
439246 
448775 
407236 
445350 
444706 
429574 
427647 
415938 
414271 
424394 
437186 
430542 
444019 
434931 
426158 
430393 
402104 
446620 
443425 
414883 
413063 
451564 
437822 
441866 
438930 
422192 
446506 
415323 
449644 
422611 
417640 
428157 
447321 
450447 
422691 
426375 
449230 
424756 
442772 
430281 
448153 
420332 
417691 
412926 
427308 
432026 
449199 
442739 
422051 
452714 
431884 
402260 
409666 
409267 
447783 
426812 



AC37735 

U66615 

M87507 

X03068 

AL109729 

BE550964 

AA298741 

AA360954 

AW294985 

J03626 

NMJH2243 

NM_001360 

BE265254 

AI634860 

Y00971 

AA581439 

Al 878927 

D29643 

AA401039 

BE247600 

AL120051 

N^L004460 

AA350994 

BE266322 

NMJKM341 

AA360154 

A1498072 

AB02S237 

W79485 

AF052112 

AK000398 

BE268321 

W19744 

BE383507 

AK00Q275 

BE277024 

AA338305 

AJ557486 

BE173977 

AW968941 

MM_001982 

BE18S030 

AA1 28808 

AI056776 

AA926960 

AL035737 

AU076698 

AW450485 

BE464341 

AW843633 

AA305159 

AI123118 

BE269352 

AW950707 

AA158177 

D30857 

AI738719 

AW271217 

AF212223 

NM.003365 

AK000597 

BE613348 

AWS04657 

AW503680 

A1876842 

Y10805 

NM-001756 

AU076610 

AI879076 

D26067 

AA524545 

AH90122 

NMJH7274 

AW327546 

AW770994 

AA521246 



Hs.173919 

Hs.172280 

Hs.2490 

Hs.73931 

Hs.99364 

Hs.89399 

Hs.102135 

Hs.27268 

Hs.30715 

Hs^057 

Hs.159322 

Hs.11806 

Hs.343258 

Hs.359582 

Hs.2910 

Hs.152328 

Hs.79284 

Hs.34789 

Hs.2903 

Hs.75309 

Hs.377968 

Hs.144700 

Hs418 

Hs.20281 

Hs.211374 

Hs.154868 

Hs.177415 

Hs.351474 

Hs.388 

Hs.173980 

Hs.12540 

Hs.11747 

Hs.208912 

Hs.180059 

Hs.78921 

Hs.75871 

Hs.146381 

Hs.377816 

Hs.1 19122 

Hs.10098 

Hs.166254 

Hs.199067 

Hs.241305 

Hs.179902 

Hs.133397 

Hs.348669 

Hs.75184 

Hs.132760 

Hs.4437 

Hs.21201 

Hs.343261 

Hs.1 13019 

Hs.15159 

Hs.949 

Hs.148324 

Hs.1 18722 

Hs.82353 

Hs.198427 

Hsk281434 

H&25010 

Hs.1 19251 

Hs.169549 

Hs.356392 

Hs.152931 

Hs£957 

Hs^37924 

Hs.20521 

Hs.1305 

Hs.82399 

Hs.75061 

Hs.174905 

Hs^24530 

Hs.196388 
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AK0000Q2 Hs.55879 

NM-012453 Hs.52515 

AF054178 Hs.19561 

AF105365 Hs.172613 



Hs.173919:ESTs. Weakly similar to neuron 3.38 

NM_003074.Homo sapiens SVWSNF related, 136 

Hs.2490:caspase 1, apoptosis-feiated cys 3.36 

Hs73931:ma|orhistocompaia^itycompJe 3.36 

Hs.99354:abhydrolasB domain containing 1 3.38 

NMJJ05176:Homo sapiens ATP synthase. H* 3.36 

NM_006280:Hcmo sapiens signal sequence r 3.38 

Hs^726ftHomo sapiens cDNA: FU21933 lis 3.36 

Hs.3071 Spoiassium voftage-gated channel 3.36 

NMJ)00373:Homo sapiens uridine monophosp 136 

{locusIi/ik)NM_0J2243:Homo sap/ens solute 135 

NI^001360:Homosapiefis7^ehydrocholeste ' 135 

NM_0061 91:Homo sapiens proEferafion-ass 135 

(tocusfink)NM_016442:Homo sapiens type 1 135 

NM_002765:Homo sapiens phosphoribosyl py 3.35 

Hs.152328:ESTs 135 

NM_C02402:Homo sapiens mesoderm specific 3.35 

NM_00521 6:Homo salens ddWryWiphosph 135 

Hs.2901protein phosphatase 4 (formerly 134 

NMJW1961:Homo sapiens eukaryotic trans! 3.34 

NM_020400:Homo sapiens G protein-coupled 134 

KfiL004429:Homo sapiens ephrin-BI (EFNB1) 134 

(Ioctisfmk}NM_004460:Homo sapiens fibrob 134 

Hs.20281:MAPK phosphatase-7 134 

(Iocusfink)NM_145051:Homo sapiens hypoth 134 

KM_004341:Homo sapiens carbamoyl-phospha 3.34 

(h>cuslInk)NM_001 997:Homo sapiens Rnket 134 

Hs.351474:Homo sapiens cDNA FU30002 fis 134 

NM_002452:Homo sapiens raidix (nucleoside 134 

Hs.1 73980 :nudear matrix protein NMP200 134 

NM_006330:Homo sapiens lysophosphotipase 134 

(!oaisfink)NM„017799:Homo sapiens chromo 134 

Hs^06912:hypotheticaJ protein MGC861 3.33 

Hs.180059:Homo sapiens cONAFU31360fc 133 

NM_003488:Homo sapiens A kinase (PRKA) a 3.33 

(loaisrmk)NM_012408:Homo sapiens protei 3.33 

Ks.146381 :RNA binding mofif protein, X c 133 

Hs.377816:Homo sapiens cDNA RJ35808 fis 132 

Hs.119122^teomaJproteinL13a 3.32 

NM_019082:Homo sapiens putative nucleota 132 

Ks.l66254dQk^y ortholog of rat vacuole 132 

NM w 001982:Homo sapiens v-erb-b2 erythrob 3.32 

(lccusiink)N^006470:Homo sapiens tripar 132 

132 

PocusRnk)NM_022l09:Homo sapiens COw92 132 

Hs.133397:ESTs 3.32 

Ks.348669:CDC28 protein kinase 1 131 

Hs.75184»hifinase 3Jtoa 1 (cartilage g 131 

{locusfink)NM_001467:Homo sapiens glucos 131 

NM_000991:Homo sapiens ribosomaJ protein 131 

HsJ21201:nec6n 3 131 

Hs.343261 ihistocompaMy (minor) 13 131 

NMJM5931:Horno sapiens Ss485 (LOC51066) 131 

(!ocusfink}NMJ)16326:Honu sapiens chemok 3.31 

NM_000433;Homo sapiens neutrophil cytoso 131 

Hs.148324£STs 3.31 

(locusGrtkJNMJH^^ 131 

NM_006404:Homo sapiens protein C recepto 130 

KM_000189:Homo sapiens hexokinase 2 (HK2 3.30 

Ks_28t434:Homo sapiens cONA RJ31373 fis 3.30 

NMJ)18698:Homo sapiens hypotheOcaJ prot 3.30 

NM_003365cHomo sapiens vtiqvmdLcytochr 130 

KM_017893:Homo sapiens sema domain, immu 130 

Hs^56392f STs, Highly similar to S-phas 129 

(tocusM)N^00229S:Homo sapiens lamin 129 

Hs.5957:Homo sapiens done 24416 mRNA se 3.29 

NM_.016016:Komo sapiens CQ-69 protein a 3.29 

NMJM1536:Homo sapiens HMT1 hnRNP methyl 129 

NM_001756:Komo sapors serine (or cystei 129 

NMJK)7357:Homo sapiens component of 0B9 129 

HsJ5061 macrophage nryristoylated atanin 128 

HS.174905JOAA0033 protein 3.28 

Hs-22463Q^cmo sapiens cDNA FU3331Bfis 128 

Hs.196988fSTs 3.28 

(loajsM)NM_007274:Homo sapiens cytoso 128 

(locusM)NM_005384:Homo sapiens solute 128 

Hs^034ahypolhetica) protein KIAA1 165 128 

rte710792flomo sapiens cDNA FU36691 fis 128 

128 

(locusfink)NM.033450:Honu) sapiens muffid 128 

NM_012453;Homo sapiens transducin (beta) 128 

NM_005001:Homo sapiens NADH dehydrogenas 3.27 

NM-006598:Homo sapiens solute earner fa 127 
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429671 
434521 
454128 
445033 
448752 
425221 
440285 
413745 
412338 



427640 
440943 
425966 
416448 
449944 
424381 
426784 
420190 



419216 
430154 
458376 
410600 
420676 
435640 
427775 
412600 
430250 
432871 
432731 
410340 
410047 
430567 
425907 
436075 
403912 
429782 
416178 
445229 
422030 
409591 
411531 
414820 
450770 
433233 
414172 
428781 
432078 
454358 
447140 
409132 
400838 
420281 
414343 
447096 
412276 
425261 
407736 
400845 
407082 
452012 
403217 
414249 
431243 
417777 
457274 
445139 
430280 
422197 
422938 
435575 
449704 
426925 
414814 
405387 
444108 
424089 
414788 
424927 
451452 
426924 
447032 
410663 



BE379335 Hs211594 Hs21 1594:proteasorne (prosome, macropain 

NM.002267 Hs.3886 Hs3886:karyupherin alpha 3 (imporCn al 

AL031259 Hs.367900 Hs.357900:programmed ceO death 2 

AV652402 Hs.72901 NM_078487:Homo sapiens cydirvdependent 

AA593867 Hs.300842 NM_Q24820:Hcmo sapiens KIAA1608 protein 

AV649864 Hs.1 55188 NM_005642:Homo sapiens TAF7 RNA potymera 

U295B9 Hs.7138 NM_00074O:Homo sapiens cholinergic recep 

AW247252 Hs.75514 NM_000270:Homo sapiens nucleoside phosph 

M151527 Hs.69485 (tocusTink)NM_024661:Homo sapiens hypoth 

BE545684 Hs.343566 Hs.343566:WAA0251 protein 

AF058293 Hs.180015 NM_001 355: Homo sapiens CMJopachrome taut 

AW08229B Hs.146161 NM_032331:Homo sapiens hypotheficai prot 

NM_001761 Hs.1973 NMJJ01 761 :Homo sapiens cydtn F (CCNF), 

L13210 Hs.79339 NM_005567:Homo sapiens lectin, galactosi 

AF290512 Hs.58215 (tacusfink)Nf^.033046:Homo sapiens rhotek 

AA285249 Hs.146329 NNL0071 94:Homo sapiens CHK2 checkpoint h 

U03749 Hs.172216 NM_(J01275:Homosapfflnsrfuon«)graiiinA{p 

AI816209 Hs.95867 (locusM)NM_024112^omosapiefisdTOrno 

R52518 Hs.7967 HsJ967:ESTs, Weakly similar to extensin 

AU076718 Hs.1 64021 NM_00S93:Homo sapiens small inducible c 

AW583058 Hs234726 NM_001085:Homo sapiens serine (or cystei 

AB023179 Hs.9059 Hs.9059:KIAA0962 protein 

AW575742 Hs.351676 HsJ51676:Homo sapiens cONA FU25921 fis 

A1434780 Hs.4248 Hs.4248:Homo sapiens PP3781 mRNA, comple 

AF220053 Hs£4960 NM_018468:Homo sapiens uncharacterized h 

R26944 Hs.1 80777 Hs.180777:Homo sapiens mRNA; cONA DKFZpS 

L28824 Hs.74101 Hs.741 01 spleen tyrosine kinase 

NM_016929 Hs.283021 WI01 6929".Homo sapiens chbrida intracel 

NM.016142 Hs.279617 Hs.279617:rr/droxysteroid (17-beta) dehyd 

R31178 Hs287820 Hs287820:fibror*cen 1 

AW182833 Hs.112188 (tccuslink)NM_021826:Horno sapiens hypoth 

AI167810 Hs.379753 Hs.379753:Homo sapiens cONA FU33176 fis 

NMJJ03028 Hs.244542 Hs244542iHomo sapiens cONA FU38908 fis 

AA365752 Hs.1 55965 Hs.1 559 55:ESTs 

BE090176 Hs.179902 NH_080546:Harno sapiens CDw92 antigen (CO 

NMJJ05754 Hs.220889 Hs,220689:Ras-GTPase-actrvatirig protein 

AI808527 Hs.192822 Nf4_030949-itomo sapiens protein phosphata 

BE276013 Hs.343828 Hs.343328:Homo sapiens mRNA; cONA DKFZp7 

X51416 Hs.1 10849 (lccustlnk)NM_004451:Homo sapiens estrog 

AA532963 Hs.9100 Hs.910Cfchypotheticai gene supported by A 

AB014511 Hs.70504 Hs.70604ATPase, Class II. type 9A 

AA371931 Hs.77422 Hs.77422:proteonpid protein 2 (colonic 

M019924 Hs.28803 Hs28803:ESTs 

AB040927 Hs.301804 HsJ01 804:K1AA1 4 94 protein 

AW954324 Hs.75790 (lccusM}N!^(X)2542:Homo sapiens phosph 

AF164799 Hs.1 93384 Hs.193384:jrutaiafive 28 kDa protein 

BE314877 Hs24553 (locuslhk)NM.022369:Homo sapiens hypoth 

AW792876 Hs288936 NM_031420:Homo sapiens niilochondrial rib 

AF070537 Hs.1 7481 KMJ 38391 :Homo sapiens hypolhefical prot 

AJ 224538 H5L50732 NM_Q05399:Homo sapiens protein kinase, A 

(iocusIlnk)NNL017964:Homo sapiens hypoth 
KM.00681 5:Homo sapiens coated vesicle me 
(locusSnk) NMJHB457:Homo sapiens zinc f 
Hs.73798unacra phage migration inhibitory 
Ha355814:Homo sapiens done IMAGE29333 
Hs.349326:Homo sapiens cDNA FU30677 fc 



AI623693 Hs.323494 

AL036166 Hs.75914 

BE539199 Hs.62112 

BE262621 Hs.73798 

BE385099 Hs.355814 

N41744 Hs.349326 

Z47055 

AA307703 Hs 279766 



(locusiink)NM_012310:Homo sapiens Idnesi 

AT797994 Hs279929 OocusTtnk)N^.017510:Homo sapiens gp25L2 

U46455 Hs.252189 NM_002999".Homo sapiens syndecan 4 (amphi 

AJ823763 Hs.7055 Hs.7055:Homo sapiens cONA FU33420 fe, 

AW674193 Hs227152 NM.01 6391:Homo sapiens hypothetical prot 

AB037848 Hs.12365 Hs.12365:synaptotagmin Xlli 

AA361258 Hs.237868 Hs.237868:Homo sapiens mRNA; cONA DKFZp6 

AW974265 Hs.1 11632 Hs.1 11632±srn3 protein 

NM_001809 Hs.1 594 NM_.00180S-.Homo sapiens centromere protei 

AF213457 Hs.44234 NMJ>18955:Homo sapiens triggering recept 

AK000733 Hs23900 Hs23900:Rac GTPase acuVafing protein 1 

NMJJ01196 Hs.172894 Hs.1 72894:BH3 interacSng domain death a 

D14697 Hs.77393 0ocusKnk)NI^OO2OO4:Horno sapiens fames 

R55784 Hs.140942 Hs.140942:Homo sapiens cONA FU38396 fc 

AL036662 Hs.144949 Hs.144949:ESTs 

X78342 Hs.77313 Hs.77313xyo5n-dependent kinase (CDC2-J 

AW973668 Hs.1 53850 Hs.1 53850:hypothetjcal protein C321D2.4 

BE560065 Hs26433 NMJW1 382Homo sapiens doBchyl-phcsphat 

BE222542 Hs.1 28782 Hs.1 28782: Homo sapiens cDNA FU31 512 fis 

AK000310 Hs.17138 (locusCnk)NM_017755:Horno sapiens hypoth 

AA194952 Hs.38093 Hs^SOSlHomo sapiens cDNA FU12885 fc, 

200 
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451032 
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412146 


M92444 


Hs.73722 
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417018 


M16038 


Hs.80887 
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Hs.82845 
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426575 


AW084791 


Hs.133122 
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432728 
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NM 00 6979" Homo wmane HI A rfn<K II moi 
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442S43 
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418462 


BE001596 
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429922 


297630 


Hs.2261 17 
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J. ID 


429555 


AW1 39399 


Hs.314807 


ns.o iwuf Jiypouieuca] protein mvozdoo 
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418127 


BE243982 


Hs.83532 
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6E244454 


Hs.79162 
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Hs.1 11577 
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Hs,1 52738 
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422753 
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Hs.1 575 


Hs.1575isrnall nuclear ribonucteoprotsin 


3.12 


441321 
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411358 


R47479 


Hs.94761 
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Hs.378965 
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435975 


AL1 18990 


Hs.373554 


yucusiijiK/riM_ i ou/oo.numo sapiens aipoa- 
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426680 
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427337 


Z46223 


Hs.176663 


nn^juuusDac noi i u sapiens rc (rayiueiu w 19 


^ in 

0.1U 


433435 


BE545277__Hs.340959 


NM nfW79R*t In mo canton c Te IrandaBiw al 
nivLUwo/zo.nwiR/ sapiens is uoushwii e» 


O.W 


408150 


BE620274 


Hs.43112 


Hs.431 1 2:Homo sapiens mRNA; cOMA DKF2p43 


109 


431738 


AW237726 


Hs.288549 


NX.032828:Homo sapiens ubtqulfin UBF-fl 


109 


449703 


H61001 


Hs.171802 


Hs.171802:Homo sapiens, done IMAG&3956 


109 


423184 


NMJXW28 Hs.1624 


NM_004428:Homo sapiens ephnn-A1 (EFNA1) 


109 


400278 




Hs.2280 


NM_00295a.Homo sapiens ribopnortn 1 (RPN 


109 


449051 


AW961400 


Hs.333526 


NfA_032339".Horrto sapiens hypcihefca) prot 


109 


428297 


AA236291 


Hs.183583 


NMJBC666:Homo sapiens senna (or cystei 


109 


430066 


Al 922 559 


Hs.237825 


Hs.237825:stgr\3l recogniQon particle 72 


109 


428044 


AA093322 


Hs.301404 


NM006743:Homo sapiens RNA binding moGf 


109 


426989 


AI815206 


Hs.100293 


Hs.100293.-O-Cnted N-acetytgJuccsamine ( 


108 


447887 


M114050 


Hs^11610 


NM_001 228:Homo sapiens caspase 8, apopio 


108 


422010 


AA302049 


Hs.31181 


HsJI 181:Homo sapiens cONA FU23230 6s 


108 


444823 


BE262989 


Hs.12045 


Hs.12045:C2f protein 


108 
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410668 


BE379794 


Hs.159551 


415173 


AW501735 


Hs.180059 


419757 


AA773820 


Hs.63970 


427725 


U66839 


Hs.180533 


424408 


AI754813 


Hs.146428 


453914 


NM_000507 Hs.574 


420187 




We QG7JM 
• 55.301 <W 


431498 


AKnfl1777 


He ?^ri;ri 


411423 


AWJMCQA7 


Ue CQRCA 


449954 


AAfidlfvffi 


ns.or m f 


423671 


AWBfifHW 
MVVOOUIOO 


Ue 'i'iAAM 


448719 




Me 01QCQ 


451455 


AIQ37977 


Ue QB01 


450876 


Mr loifiroz 


Ue "JCCQVC 


432465 


LOO J DO 


Up 


421808 


Mf\UUUIO/ 


He mccrv) 


430014 




Ue 17/1fVi 


436553 


AtAMfl71 C7 


ns. lollzb 


458814 






450247 


AC1949ft4 


Ue OA7i 4 


418062 


AWWUOOO 


Hs 83383 


407223 






418641 




Ue flfiQ/7 


450690 






408124 


U03JJ1 


He 


435550 




He ^M«;fl7 


421779 




He 1ftR91Q 


440246 




He 10.1170 


446770 




He 1UQOC 


440708 




He 7'JGI 


425118 


AUoTfifiH 


Ue itLART> 


453830 


AA534295 


He ^fiqcq 


412867 


AIW7fiRfi1 


Hs.74637 


422032 


AA47RQfifi 


He 1infl^7 
ru». 1 1 U03/ 


441238 






408524 


D87942 


Hs.46328 


408102 




He. £91 


430508 




Ho m/R17 

ns. llWoof 


4322B1 


rtrMJU I Zoo 


Ue 07/ OR^ 


443883 




Ue Qtnn 


423570 


AWOOOOUO 


Ue 1 0G91O 


443653 




Up OCM 


451711 


AK000461 


Hs.26890 


444736 


AA533491 


Hs.23317 


407687 


AK002011 


Hs.37558 


423022 


AA320525 


Hs.201076 


453450 


AW797627 


Hs.347459 


412708 


R26830 


Hs.106137 


448569 


BE382657 


HsJ21486 


443329 


BE262943 


Hs.9234 


439018 


AW300887 


Hs.26638 


412527 


BE391959 


Hs.74276 


444309 


U83236 


Hs.10803 


412969 


AI373162 


Hs.75103 


430354 


AA954810 


H5L239784 


414774 


X02419 


Hs.77274 


450607 


AU05O373 


Hs.25213 


421179 


U72664 


Hs.148495 


451798 


BE297567 


Hs.27047 


428428 


AL037544 


Ks.184298 


447655 


N&L003726 Hs.19126 


436823 


AW749865 


Hs.117077 


417896 


AA379770 


Hs.82890 


444193 


Y17801 


Hs.10574 


418741 


H83265 


Hs.8881 


414421 


AJ521130 


Hs.355126 


424867 


AI024860 


Hs.153591 


442504 


BE503373 


Hs.334335 


437651 


BE560672 


Hs.13543 


436540 


BE397032 


Hs. 14468 


438000 


AI825880 


Hs.5985 


415697 


AJ365603 


Hs.279696 


437459 


AW753112 


Hs.15514 


436319 


H90727 


Ns£123 


450126 


BE018138 


Hs^4447 


445985 


BE621800 


Hs^9444 


406868 


AA505445 


H^300697 


424439 


AA579635 


Hs.1770 


408452 


AA054683 


Hs.222728 


417831 


H16423 


Hs.82685 


TABLE 11B 





NM_014452:Homo sapiens tumor necrosis fa 
Hs.180059:Homo sapiens cDNA FU31360 fis 
Hs.63970:ESTs 

NM_002756:Homo sapiens mitogen-acthrated 
Hs.146428xoJlagen. type V, alpha 1 
NM_000507:Homo sapiens fructose-1 ,6-bisp 
NM_01 9028: Homo sapiens hypothefical prot 
NM_012100:Homo sapiens aspartyt aminopep 
pocusfink)NM_13924&Homo sapiens membra 
Hs^7477:ESTs. WeaHy sim&r to T46220 
Hs.2341 01 ^omo sapiens, similar to chofi 
Hs.21858senne (or cysteine) proteinase 
NM_021 175:Homo sapiens hepesfin anfimkr 
OocusTmkJNMJM 3384; Homo sapiens LAG1 1 
NM.00251 2: Homo sapiens non-metastaflc ce 
NM_017688:Homo sapiens hypothefical prot 
(iocusnnk)NM_144691:Homo sapiens hypoth 
Hs.181 12Sjmmunogtobufin lambda locus 
Hs^519373ibosomaJ protefn, large P2 
NM_013386:Homo sapiens hypolheBcal prot 
NM_006406:Homo sapiens percodredoxin 4 ( 
K96850:yw03b12.s1 Scares melanocyte 2NbH 
NM_001 1 09:Homo sapiens a casintegrin and 
0ocusSnk)NM_014164:Homo sapiens FXYD d 
NM_004381:Homo sapiens cAMP responsive e 
Hs.324507:hypothefical protein FU20986 
NM_004626:Homo sapiens wingless-type MMT 
Hs.191379:ESTs 

Hs.154986:ESTs, WeaWy similar to PLLP.H 
Hs.7381:voltageHlependent anion channel 
Hs.154672:methylene tetrahydrofolate deh 
rte^0953:hypoiheGcal protein BC010003 
Hs.746371esfe enhanced gene transcript 
NrA.01 631 0:Homo sapiens polymerase (RNA) 
NM_032039:Homo sapiens hypotheScal prot 
ns.4632frfucosyitransferase 2 (secretor 



Hs. 104S37isotute earner famfly 1 (gtuta 
Hs.274263:hypothetical protein FU10377 
Hs.9930serine (or cysteine) proteinase 
NM_01 8344:Komo sapiens hypothetical prot 
NM_01 3374:Homo sapiens programmed cell d 
NM^01 7829:Homo sapiens cat eye syndrome 
NM_032824:Homo sapiens hypothetical prot 
NM.01 8339:Homo sapiens hypothefical prot 
Hs.201076:ESTs 

Hs.347459^omo sapiens cONA FU13900 fis 
Hs.106137-Homo sapiens mRNA for OK/SW-Cl 
Hs^1486^ignal transducer and acfivator 
NM.03263&Homo sapiens seven transmembra 
NM>031457:Komo sapiens niembrane-spanning 
Hs74276:chloride intracellular channel 
Hs.10803xaldum and iniegrin binding 1 
NM_003406:Homo sapiens tyrosuie Smonoox 
Hs.239784scribbie 

NM_002658:Homo sapiens plasminogen acDv 
NM.01 5677:Homo sapiens hypothefical prot 
NM_002810:Homo sapiens proteasome (proso 
H^7047:rtypothefcai protein FU20392 
NM_00 1799: Homo sapiens cycSn-dependent 
NMj003726:Homo sapiens sre family assoc) 
Hs.1 170772inc finger protein 264 
Hs.82890:defender against cell death 1 
Hs. 1 0574so!ute earner family 2, (tacJ 
Hs3881:Homo sapiens cDNA RJ321 63 fis, 
(locusraik)NMJ4468&fomo sapiens hypoth 
NM_005787:Homo sapiens Not56 p. melanog 
NM_022484:Homo sapiens hypolheBcal prot 
(locusSnk)NM_1 4521 4: Homo sapiens tripar 
NM_020230-itomo sapiens peter pan hemoiog 
Hs^985:non-Wnase Cdc42 effector protei 
Hs^79696:DKFZP56511024 protein 
Hs.15514*ypotheGcal protein MGC3260 
Hs^123AypotheQcal protein BC008246 
(JocusTmk)MM_005865:Homo sapiens type 1 
Hs.29444:putaUve small membrane protein 
ns^0697±Tummoglobdin heavy constant 
Hs.177(Migase I, ONA, ATP-depemlent 
Hs.222728:Homo sapiens cONA FU39004 lis 
Hs.82685:CD47 antigen (Rtwelaled anSge 



3.08 
3.08 
3.08 

aos 

3.08 
3.08 
3.08 
3.07 
107 
3.07 
3.07 
3.07 
3.07 
107 
3.07 
3.07 
107 

ao6 
ao6 

3.06 
3.06 
3.06 
3.06 
3.06 
3.06 
3.06 
3.05 
3.05 
3.05 
3.05 
3.05 
3.05 
3.05 
3.05 
3.05 
3.05 
3.05 
3.04 
3.04 
3.04 
3.04 
3.04 

atw 

104 
3.04 
3.04 

ao4 

3.04 

ao4 

103 
103 
3.03 
103 
■ 103 
103 
103 
103 
102 
102 
102 
102 
102 
102 
102 
101 
101 
101 
101 
101 
100 
100 
3.00 
100 
100 
3.00 
100 
100 
100 
100 
100 
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Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank' accession numbers 



Pkey 

406685 
432407 



CAT Number Accession 



0_0 

MH1429J2 



459306 
452098 
451129 

TABLE 11C 



223120_4 
161393J 
1495511 1 



M18728 

BG036675 BF772005 BF771866 BG960386 BG9S03B1 NMJM5712 AF110315 BE074534 BE182776 BE 158000 BE157999 BE714315 AW818104 
AW847519AA09942SAW817981 AW856336 BG961122AA224498 AA3Q8542 AW821833 BF902155AI732411 BG778834 BG283641 BE748279 
BE748870 BG319540 BE748864 BF739224 BG9B6155 AK057283 BI861466 AA663341 AA457591 BG949294 AW392886 AA071 122 AA227849 
AA584918 BG959570 BF773485 AL041698 BF959013 R87170 C16859 BF770411 BF771298 A1075321 LI 3823 AA21 6700 BF771864 AW851859 
BE537068 C18935 AA155719 BF771 172 BF769107 BF804964 AW818172 AW818143 AW392930 AW817057 AW858044 BF746211 AA179928 
AW8516B7 AW821826 BI055726 BF242643 AA207189 BF770412 BF771157 BG430030AA055592 
AW578452 

BG028348 BF772844 H83066 AW817969 H90985 BF755039 AI858183 
BE072881 AI762181 BE07294B 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham I. et aL' refers to the publication enBtled The DNA 

sequence of human chromosome 22" Dunham I. et aL. Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposilion: Indicates nucteofide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposiGon 


406399 


9256288 


Minus 


63448-63554 


403220 


7630969 


Plus 


64338-64517 


40321B 


7630969 


Plus 


58039-58149 


403221 


7630969 


Plus 


66294-66438,66936-67124 


405484 


5922025 


Pius 


199214-199579,199872-19992a200262-20049 


400529 


9796988 


Plus 


138232-138423 


405556 


1552511 


Phis 


163497-163623,164715-164968,165369-16550 


403739 


7630882 


Phis 


4456344766,4820948483,5225552495 
61858-61995 


403219 


7630969 


Plus 


404826 


6572184 


Plus 


4772648046 


400750 


B119067 


Plus 


198991-199168,199316-199548 


400846 


9188605 


Plus 


39310-39474 


401179 


9438647 


Plus 


113477-113893 


400847 


9168605 


Phis 


4464344835 


404854 


7143420 


Plus 


14260-14537 


400448 


9887687 


Minus 


177372-177674 


404240 


5002624 


Minus 


116132-116407,116553-116922 


402829 


8918414 


Plus 


101532-101852.102006-102263 


406363 


9256114 


Plus 


14403-14602,17000-17147.17241-17368 


402104 


8119072 


Phis 


122409-122600 


402260 


3399665 


Minus 


113765-113910,115653-115765,116808-11694 


403912 


7710730 


fvfinus 


72000-72290,72431-72700,72929-73199 


400836 


8954179 


Plus 


677-1188 


400845 


9188605 


Plus 


34428-34612 


403217 


7630969 


Plus 


54089-54163,55427-55623 


405387 


6587915 


Minus 


3769-3833.5708-5B95 


405203 


7230116 


Phis 


125295-125463 



Table 12A Bsts about 1006 genes up-regulated in cervical cancer compared to norma! adult tissues. These were selected from 59680 probesets on the Afrymetrtx/Eos-Hu03 
GeneChip array such that the rafio of "average* cervical cancer to •average" normal adult tissues was greater than or equal to 25. The "average" cervical cancer level was set to the 
93* percentile vatue amongst cervical cancers. The 'average' normal adult 6ssue level was set to the 93* percentile vaiua amongst ncrvmaBgnant fcsues. In order to remove gene- 
specific background levels of norvspecrSc hybridization, the 15* percentile value amongst norvmaftgnanl tissues was subtracted from torn the numerator and the denominator before 
the rafio was evaluated. 



TABLE 12A: 1006 GENES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT TISSUES 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UrogenelD: Unigene number 

Unigene Tide: Unigene gene title 

R1: Rafio of tumor to normal body tissue 



Pkey ExAccn UnigenelD Unigene TItte 

402075 U19557 Hs. 123035 squamous cell carcinoma antigen 2 (SCCA2) 

425650 NM.001944 Hs.1925 desmogtein 3 {pernphigus vulgaris antigen) 

418007 M13509 Hs.83169 matrix metafloproteinase 1 (interstifiaJ coD 

435094 AI560129 Hs.329062 EST 

439605 W79123 Hs.58561 G protein-coupled receptor 87 

452240 AI591147 Hs.61232 ESTs 

444783 AKO01468 Ks.62180 anilEn (DrosophiJa Scraps homdog) acfinbi 

417034 NMJ06183 Hs.80962 neurotensin ' 

424046 AF027866 Hs.138202 serine (or cysteine) proteinase inhibitor d 

422956 BE545072 Hs. 122579 hypdheficaJ protein OJ 10461 



R1 

81.1 
43.6 
38.9 
30.3 
28.8 
27.0 
26.0 
25^ 
24.5 
23.7 
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435505 AF200492 HsJ211238 interteutei-1 homotog 1 21.2 

400289 X07820 Hs.2258 matrix metafloproteinase 10 (stromerysin 2) 20.5 

418345 AJ001696 Hs.241407 serine proteinase inhibitor 13 (PI13;serpin 20.1 

452461 N7B223 Hs.108106 transcription factor 19.8 

5 423017 AW178761 Hs.227948 serine (or cysteine) proteinase inhibitor, d 19.2 

429432 Ai 578059 Hs.202676 synaptonemal complex protein 2 17.5 

415817 U88967 Hs.78867 protein tyrosine phosphatase, receptor-type, 16.4 

435243 AW292886 Hs.261373 hypolhetica! protein (U434014.3 16.3 

428664 AK001666 Hs.1 89095 simitar to SALL1 (sal {DroscphiteHike 16.2 

10 428227 AA321649 Hs.2248 smaH inducible cytokine subfamily B (Cys-X-C 15.9 

421373 AA808229 Hs.167771 ESTs 15.7 

416209 AA236776 Hs.79078 MAD2 (mitotic arrest deficient, yeast homoto 15.4 

441459 AI919142 Hs^ 14233 ESTs, Weakly simiter to ALU1_HUMAN ALU SUBFAM 14.6 

1C 447164 AF026941 Hs.17518 Homo sapiens rig5 mRNA, parte! sequence 118 

15 412719 AW016610 Hs.129911 ESTs 13.4 

417366 BE185289 Hs.1076 smafl proQne-rich protein IB (corraTin) 13.3 

431753 X76029 Hs^841 neuromedin U 13.2 

438817 AI023799 Hs.163242 ESTs 13.1 

404996 Target Exon 13.1 

20 443211 AI128388 Hs.143655 ESTs 1Z9 

414764 AW013887 Hs.72047 ESTs^ 12.9 

^ 428618 AA885360 Hs.160199 Target CAT 12.7 

416661 AA634543 Hs.79440 1GF41 mRNA-binding protein 3 12.7 

421478 AI683243 Hs.97258 ESTs,litoderaterysin^artoS29539ribos(>ma! 1i6 

25 429486 AF155827 Hs.203963 hypothetical protein FU10339 1£6 

432666 AW204069 Hs.312716 ESTs, Weakly similar to unnamed protein produ 12.6 

427585 D31152 Hs.179729 collagen, type X, alpha 1 (Schmid metaphyseal 12.6 

419183 U60669 Hs.89663 cytochrome P450, subfamily XXIV (vitamin O 24 12.3 

„ 450221 AA328102 Hs.24641 cytoskeleton associated protein 2 1Z2 

30 422168 AA586894 Hs.112408 S1Wca1durirt>mding protein A7(psoriasin 1) 11.6 

415989 AI267700 Hs.317584 ESTs 11.5 

452838 U 65011 Hs.30743 preferentially expressed antigen in melanoma 11.4 

447048 AW393080 Hs328320 hypotheBcal protein FU23537 11.3 

453922 AF053306 Ks.36708 budding uninhibited by benzimidazotes 1 (yeas 11.0 

35 449260 AA741180 Hs.29879 ESTs 11.0 

423049 X59373 Hs.188023 ESTs, Moderately similar to HXDA_HUMAN HOMEOB 10.7 

406467 Target Exon 10.5 

439926 AW014875 Hs.137007 ESTs 10.2 

428368 BE440042 Ks.83326 matrix metalloprotetnase 3 (strometysin 1, pr 10.2 

40 420759 T11832 Hs.127797 Homo sapiens cDNA FU11381 fis, clone HEMBA10 10.2 

414422 AA147224 Hs.337232 HomeoboxA13 10.2 

442660 AW138174 Hs.130651 ESTs 10.1 

449003 ,X76342 Hs.389 alcohol dehydrogenase 7 (class W), mu or sig 10.0 

Ar 408572 AA055611 Hs.226563 ESTs,l^raterysin^toAUM^UMANALUSU 9.9 

45 439820 AL360204 Hs.283853 Homo sapiens mRNA fuQ length insert cDNA do 9.8 

400195 NM_007057 N^00705T:Homo sapiens ZW10 interactor (ZW1N 9.8 

422426 W79117 Hs.58559 ESTs a7 

447700 AI420183 Hs.171077 ESTs, Weakly similar to T21259 hypothetical p 9.7 

458194 AW383618 Hs.265459 ESTs, Moderately similar to ALU2_HUMAN ALU SU 9.4 

50 455601 AI366680 Hs.816 SRY (sex determining region Y}oox 2 9.4 

418882 NMJW4996 Hs.89433 ATP-binrjing cassette, sub-family C (CFTR/MRP) 9.4 

437789 AI581344 Hs.127812 ESTs, Weakly similar to T1 7330 hypothetical p a4 

419247 S65791 Hs.89764 fragile X mental retardation 1 9.1 

419750 AL079741 Hs.183114 Homo sapiens cDNA RJ 14236 fis, done NT2RP40 9.1 

55 420602 AF060877 Hs.99236 regulator of G-prolein signing 20 9.0 

428845 AL157579 Hs.153610 WAA0751 gene product 9.0 

426427 M86699 Hs.169840 TTK protein kinase 9.0 

--429538 BE182592 Ks.11261 small profine-rieh protein 2A 9.0 

— » 446232 AJ281848 Hs.194691 reSncte add Induced 3 8.9 

60 430520 NMJJ16190 Ks.242057 c h romoso m e 1 open reading frame 10 8.9 

439772 AL365406 Hs.10268 Homo sapiens mRNA fuQ length insert cONA cio 8.9 

424905 NM.002497 Hs.153704 NIMA (never in mitosis gene a)-related kinase 19 

423020 AA383092 Hs.1608 repfcafion protein A3 (14kD) 19 

re 430486 BE062109 Hs^41551 chkxide channel, cafcium activated, family m 17 

65 452291 AF015592 Hs.28853 COC7 (cell dMsion cycle 7, S. cerevisiae,h 17 

432193 AA372264 Hs.273193 hypothetical protein FU 10706 17 

407642 AW17B953 gb:MR0-STOO32-20089^OO1-b11 ST0032 Homo sapi 8.7 

422420 U03398 Hs.1 524 tumor necrosis fador (Egand) supertamily, m 17 

458027 L49054 Hs.85195 nr/eldd leukemia factor 1 8.4 

70 424086 AI351010 Hs.102267 tysy! oxidase 13 

420092 AA814043 Hs.88045 ESTs 8.3 

449034 AI624049 gbis41a09.x1 Na_CGAP_Ut1 Homo sapiens cONA 13 

408522 AJ541214 Hs.46320 SmaD proOne-rich protefn SPRK [human, odont 12 

__ 418478 U38945 Hs.1174 cydin-dependent kinase inhibitor 2A (meJanom 12 

75 436279 AW900372 Hs. 180793 ESTs, Weakly similar to S65657 alpha-1 Oadren 12 

440834 AA907027 Hs.1 28605 ESTs 12 

452724 R84810 Hjl30464 cycfinE2 11 

423849 AL157425 Hs.1 333 15 Homo sapiens mRNA: cDNA DKFZp761 J1324 (tiom c 11 

0 ^ 410044 BE566742 Hs.58169 highly expressed in cancer, rich in leucine h 10 

80 429228 AI553633 Hs^37139 ESTs 7.9 

438915 AA280174 Hs.285681 Wiffiams-8euren syndrome chromosome region 14 7.9 

425710 AF030880 Hs.1 59275 soWecarn^famBy,rnember4 7.8 

421308 AA687322 Hs.1 92843 leucine zipper protein FKSG14 7.8 
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435159 
439232 
437616 
406554 
433133 
424098 
418134 
446364 
447254 
414148 
429548 
423725 
450192 
450149 
431941 
427821 
436211 
425761 



AA668879 Hs.116549 
N48590 Hs.46593 
A1797163 Hs.207954 



409719 
444342 
413573 
422330 
454988 
447342 
403471 
409041 
407839 
415652 
420900 
444271 
410153 
448693 
431622 
457405 
424345 
414812 
425734 
446435 
421948 
419335 



406747 
453884 
423735 
421773 
457435 
450025 
427043 
409723 
459462 
423244 
427217 
441820 
437958 
430791 
416734 
413385 
434828 
414299 
439292 
413753 
413625 
416049 
415064 
425695 
451381 
415900 
444478 
449611 
420637 
438639 
414972 
438394 
428365 
407746 
452401 
432239 
451307 
441531 
418663 
410559 



AB027249 

AF077374 

AA397769 

AB006624 

NM.004153 

BE084049 

AW138872 

AJ403108 

AA263143 

AWS69781 

AK000106 

AA470158 

AK001581 

AW664214 

AI912012 

AI769160 

NM 014398 

AT733859 

D30783 

AW850140 

AI199268 

AB033025 

AA045144 

T79213 

AL045533 

AW452569 

8E311926 

AW004854 

AW979271 

AA504850 

AK001380 

X72755 

AF056209 

AW205737 

L42583 

AW960146 

AA420450 

AI925153 

AA355925 

AA330259 

W69233 

AW972024 

AK001875 

AA397679 

AW885757 

AA48139B 

AL039379 

AA399272 

AA969119 

BE139550 

AA486293 

H81213 

M34455 

D90070 

AA142989 

AA090421 

U17760 

AW451103 

Al 370536 

AA 159804 

NMJJ05401 

BE241831 

Z43758 

W07318 

A1970394 

AW976153 

AI278360 

BE263782 

BE379S23 

AA295331 

AK001962 

NM_007115 

XB1334 

AW293207 

AW291239 

AK001100 

A1080175 

AW974094 



Hs.104741 

Hs.139322 

Ks.86617 

Hs.14912 

Hs.17908 

Ks.135288 

Hs.132127 

Hs.24596 

Hs.132863 

Hs.272227 

Ks.98202 

Hs.334828 

Hs.195729 

Hs.200737 

Hs.108681 

Hs.10887 

Hs.149089 

Hs.1 15263 

Hs.19322 

Hs30081 

Hs.161566 

Hs^72073 

Hs.44269 

Hs. 149804 

Hs.15830 

Hs.228320 

Hs.293184 

Hs.145479 

Hs.77367 

Hs.159396 

Hs.253582 

Hs.334309 

Hs.284137 

Hs.292911 

Hs.217493 

Hs.36232 

Hs.112457 

Hs.142653 

Hs.24321 

Hs.3991 

Hs.257862 

Hs.105167 

Ks.209602 

Hs.144341 

Hs.143502 

Hs.121668 

HsJ?72068 

HsJ4825 

H&840 

Hs.96 

Hs.71730 

Hs.5555 

Hs.75517 

Hs.71371 

Hs. 16603 

Ks.149305 

Hs.159238 

Hs.172330 

Hs.26037 

H*240 

Hs.197075 

Hs.31409 

Hs.77695 

Hs.27693 

Hs.183861 

Hs.38114 

H5L29352 

Hs.2936 

Hs^11516 

Hs^71111 

Hs.41690 

Hs.68826 



ESTs 
ESTs 
ESTs 

Target Exon 

PDZ-bfodirtg kinase; T-cefl originated protein 

small proOrte-rich protein 3 

ESTs 

KIAA0286 protein 

origin recognition complex, submit 1 (yeast 
gb:PM0-8T0651-2704OO40Stt2 BT0651 Homo sapi 
ESTs 

hypothetical protein LOC57822 

RAD51 -inter acfing protein 

Zic fam3y member 2 {odd-paired Drosoph3a ho 

Homo sapiens cDNA RJ20099 fe, done COL0454 

ESTs 

hypothetical protein FU10719; WAA1794 prate 

ESTs 

ESTs 

Homo sapiens brain tumor associated protein N 
simflar to rysosome-associated membrane gryco 
ESTs 
epireguftn 

gML^CTD219-261099^23-D11 CT0219 Homo sapi 

Homo sapiens, Similar to RJKEN cDNA 201031 7E2 

Target Exon 

KJAA1199 protein 

ESTs 

ESTs 

ESTs 

ESTs 

hypothetical protein FU 12691 
hypothetical protein FU 23537 
ESTs 

gb:at>03a10.s1 Stratagene fetal retina 937202 
Homo sapiens cDNA FU10518 fis, done NT2RP20 
monokine induced by gamma interferon 
perjfidylgrycrne atpha-amidafing rnonooxygenase 
ESTs 
keratin 6A 

hypothetical protein FU12B88 

ESTs, Highly simitar to S60712 band-6-protern 

annexin A2 

WAA0186 gene product 

gb:EST33363 Embryo, 12 week II Homo sapiens c 
ESTs 

ret finger protein 

Homo sapiens cONARJ 120286s, done HEMBB10 ' 

ESTs 

ESTs 

ESTs 

ESTs, Weakly simflar to ubiquitous TPR motif, 
ESTs 

ESTs, Weakly similar to envelope protein [Hs 

ESTs, Moderately similar to PC4259 ferritin a 

ESTs, Weakly similar to ALU3_HUMAN ALU SUBFAM 

ESTs, Weakly similar to WAA1 503 protein [Rs 

InaUearrune-pyrrote 2,3 dhwygenase 

phorboM 2-rrryristate-1 ^cetate^rtduced prote 

ESTs 

hypothetical protein MGC5347 

larrurrin, beta 3 (nicein (1 25kO), kaSnin (140 

ESTs 

hypothetical protein FU 13163 

hypothetical protein MGC2603 

protein tyrosine phosphatase, non-receptor ty 

hypothetical protein MGC2705 

ESTs 

M-phase phosphoprotein 1 
ESTs 

gb:EST388262 MAGE resequences, MAGN Homo sapi 
ESTs 

WAA0008 gene product 

pepCdytprotyi isomerase (cyctarMinHike 1 

Homo sapiens cONA FU 20042 Ss, done CO10042 

hypothetical protein FU1 1100 

tumor necrosis factor, alpha-induced protein 

matrix metafloproteinase 13 (coflagenase 3) 

ESTs 

ESTs 

desmocotTm 3 
ESTs 

gbf ST3B6197 MAGE resequences, MAGM Homo sapi 
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7.7 
7.7 
7.6 
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431255 


AA497043 


Hs.1 15685 


407386 


AF026942 




433091 


Y12642 


Hs.3185 


418502 


R99288 


Hs.35152 


440320 


AA879294 




439579 


AF086400 




420783 


AJ 659838 


Hs.99923 


408536 


AW381532 


Hs.1 35188 


408758 


NM_003686 


Hs.47504 . 


451411 


AA017492 


Hs.1 35655 


424834 


AK001432 


Hs.153408 


407853 


AA336797 


Hs.40499 


412140 


AA219691 


Hs.73625 


420026 


Al 831 190 


Hs. 166676 


427356 


AW023482 


Hs.97849 


420440 


NM_002407 


Hs.97644 


430082 


AW514083 


Hs.1 901 35 


445259 


AI798994 


Hs.1 52923 


457345 


AI699933 


Hs 192175 


453161 


AA628608 


Hs.61656 


445019 


AI205540 


Hs^81295 


425420 


BE536911 


Hs.234545 


439706 


AW872527 


Hs.59761 


431494 


AA991355 


Hs£98312 


443179 


AI928402 


Hs.6933 


432226 


AW182766 


Hs.273558 


441020 


W79283 


Hs.35962 


437044 


AL035864 


Hs.69517 


419520 


AB009303 


Hs.90800 


430563 


AA481269 


Hs.108650 


405547 






435206 


AI432364 


Hs.160594 


409269 


AA576953 


Hs.22972 


439223 


AW238299 


Hs.250618 


413251 


AI932903 


Hs.211535 


426320 


W47595 


Hs.169300 


458829 


A1557388 




416208 


AW291168 


Hs.41295 


432473 


AK02703 


Hs.152414 


418738 


AW388S33 


Hs.6682 


423634 


AW959908 


Hs.1690 


426350 


NM.003245 Hs.2022 


432867 


AW016936 


Hs.233364 


449448 


D60730 


Hs.57471 


409744 


AW675256 


Hs.56265 


405657 






4296B2 


NM_006306 Hs^116Q2 


446704 


AJ337228 


Hs.197083 


434376 


AA631492 


H123921 


407378 


AA299264 


Hs57775 


421155 


H87879 


Hs.1 02267 


443335 


T89697 


Hs.16645 


444461 


R53734 


Hs^5978 


410361 


BE391804 


Hs.62661 


423673 


BE003054 


Hs.1695 


441720 


AI346487 


Hs38739 


442980 


AA857025 


Hs.8878 


450375 


AA009647 


Hs.8850 


417592 


AA204664 


Hs.182437 


429846 


AB023021 


Hs.225945 


418939 


AW630803 


Hs.89497 


417235 


AA810278 


Hs.24250 


411958 


AA099020 




433858 


N69243 


Hs.192974 


450434 


AA166950 


Ks.195870 


418379 


AA218940 


Hs.137516 


401747 






439759 


AL359055 


Hs.67709 


441421 


AA356792 


Hs.334824 


457465 


AW301344 


Hs.1 22908 


433159 


AB035898 


Hs.150587 


412333 


AW937485 




401137 






401575 






423448 


AK000776 


Hs.128753 


421978 


AJ243562 


Hs.110196 


408728 


AL137379 


Hs.47125 


431956 


AK002032 


Hs372245 


450510 


AA010056 


Hsl242998 


435291 


BE568452 


Hs5101 


424902 


Ntt_003866 Hs.153687 


428484 


AF104032 


Hs.184601 


449416 


AI651016 


Hs^46311 



ESTs 

gb:Homo sapiens ctg33 mRNA, partial sequence, 
lymphocyte antigen 6 complex, locus D 
ESTs 

gb:rrw86e09.s1 NCLCGAPPrl 2 Homo sapiens cONA 
gbtHomo sapiens full length insert cONA clone 
lectin, gatactosWe-binding, soluble, 7 (gale 
ESTs 

exonuctease 1 
EST 

Homo sapiens cONA FU10570 fis, done NT2RP20 

dickkopf (Xenopus laevis) homoiog 1 

RAB6 interacting, kinesin-IIke (raUdnestn 6) 

ESTs 

ESTs 

mammaglobin 2 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

hypothetical protein NUF2R 

ESTs, Weakly similar to DAP1_HUMAN DEATB-ASSO 

hypothetical protein DKFZp434A1315 

hypothetical protein RJ12684 

phosphate cytidylyi transferase 1, choline, at 

ESTs 

cONA for deferentially expressed C01 6 gene 
matrix rnetafloprotetnase 16 (mernbrane-tnserte 
ATP-binding cassette, sub-fam3y C (CFTR/MRPJ 
NM»018833*:Homo sapiens transporter 2, ATP-bj 
ESTs 

hypothetical protein FU13352 
UL16 binding protein 2 
ESTs 

transforming growth factor, beta 2 
gbPTZ1_6_G03.r tumor2 Homo sapiens cDNA 3", 
ESTs, Weakly similar to MUC2JiUMAN MUCIN 2 PR 
ESTs 

solute carrier famBy 7, (cationic amino acid 
heparin-binding growth factor binding protein 
transglutaminase 3 (E porypepfide, protehvgl 
ESTs 
ESTs 

Homo sapiens mRNA; cONA DKF2p586P2321 (from c 
C7000246^2477|pirfiDVHY1C multidrug resis 
SMC1 (structural maintenance of chromosomes 1 
ESTs 

hypothetical protein DKFZp547A023 

ESTs, Moderately similar to 138022 hypothetic 

fysyl oxidase 

ESTs 

ESTs, Weakly similar to 21 0926QA Bceflgrowt 
guanytate binding protein 1, interferon-induc 
matrix metalloproteinase 12 (macrophage elast 
ESTs 

kmesm-fike 1 

a distntegrin and metalloproteinase domain 12 
ESTs, WeaWy similar to 154383 (tfrromosome seg 
fucosytoansferase 9 (alpha (1,3) fucosytoan 
lambiBI 
ESTs 

gbzn45h01 .si Stratagene HeLa cell s3 937216 
hypothetical protein RJ12735 
hypothetical protein RJ14991 
fic^etin-tlke 1 

Homo sapiens keratin 17 (KRT17) 

Homo sapiens mRNA Wl length insert cONA do 

hypotheficaJ protein RJ14825 

DNArepOcaScn factor 

Knesin-Eke protein 2 

gb:QV3-DT0044-22t29^04W)09 DT0044 Homo sapi 
Target Exon 
Target Exon 

Homo sapiens cDNA FU20769 fis, clone COUD567 
NICE-1 protein 

rryrjothetical protein FU13912 

Homo sapiens cONA FU11170 fis, done PLACE10 

ESTs 

protein reguJator of cytokinesis 1 
inositol potyphosphate-4-r^osphatase, type II 
solute carrier family 7 (catwnfc amino acid 
ESTs 
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416168 H23687 gteyn72d12Jl Soares adult brain N2b5HB55Y Ho 4.5 

447033 A1357412 Hs.1 57601 ESTs 4.5 

446353 AI290919 Hs.153661 ESTs 4.5 

443715 AI583187 Hs.9700 cycfinEI 4.5 

454707 AW814989 gWytR1^T0206-17(M0(W24-g05ST0206HonH)sapi 4.5 

435435 T89473 Hs.1 923 28 ESTs 4.5 

412099 U64198 Hs.73165 interleuWn 12 receptor, beta 2 4.4 

409731 AA125985 Hs.56145 thymosin, beta, Wenfifiedtn neuroblastoma c 4.4 

422809 AK001379 Hs.121028 hypothetical protein FU 10549 4.4 

430919 AA489041 Hs^95448 ESTs 4.4 

435313 AI769400 Hs.189729 ESTs 4.4 

425071 NM_013989 Hs.154424 debdinase. todothyronlne, type II 4.4 

433322 H50621 Hs.134156 EST s, WeaWy similar to 138022 hypothetical p 4.4 

416111 AA033813 Hs.79018 chromatin assembly factor 1, subimit A (p150) 4.4 

408908 BE296227 Hs.250822 serine/threonine kinase 15 4.4 

444781 NM.014400 Hs.11950 GR-anchored metastasis-associated protein ho 4.4 

429170 NM.001394 Hs.2359 dual specificity phosphatase 4 4.4 

414035 Y00630 Hs.75716 serine (or cysteine} proteinase inhlbitor.cl 4.4 

418216 AA662240 Hs.283099 AF15q14 protein 4.4 

446252 AI283125 Hs.150009 ESTs 4.4 

447519 U46258 Hs.339665 ESTs 4.4 

425916 NM.006786 Hs.162200 urotensm2 4.3 

409420 Z15008 Hs.54451 tamirun, gamma 2 (nicein (100kD), kalintn (10 4.3 

416320 H47867 Hs.34024 ESTs 4.3 

431808 M30703 Hs.270833 amphiregufm (schwannoma^erived growth fado 4.3 

441582 BE550200 Hs.127197 ESTs 4.3 

414132 AI801235 Hs.48480 ESTs 4.3 

424012 AW368377 Hs.1 37559 tumor protein 63 kDa with strong homology to 4.3 

411835 U29343 Hs.72550 rryaluronan-mediated motility receptor (RHAMM) 4.3 

433330 AW207084 Hs.132816 hypothetical protein MGC1 4801 4.3 

428613 AB037749 rte.186928 KIAA1 328 protein 4.3 

425921 NM_007231 Hs.1 62211 solute carrier family 6 (neurotransmitter tra 4.3 

447078 AW885727 Hs.301570 ESTs 4.3 

434699 AA643687 Hs.1 49425 Homo sapiens cDNA FU 1 1 980 fis, ctone HEMBB1 0 4.3 

428758 AA433988 Hs.98502 hypothetical protein FU 14303 4.3 

405708 Target Exon 4.3 

433405 AW157566 Hs.156892 ESTs 4.3 

456443 AW967500 Hs.1 33543 ESTs 4.3 

428479 Y00272 Hs.184572 cefl division cycle 2, G1 to S and G2 to M 4.2 

448621 AI097144 Hs.5250 ESTs, WeaWy simitar to ALU1_HUMAN ALU SUBFAM 4.2 

412608 AA247995 Hs.44898 Homo sapiens ctone TCCCTA00151 mRNA sequence 4.2 

406687 M31126 Hs.272620 pregnancy specific beta-l^rycoprotein 9 4.2 

455365 AW948343 gb^C0-MT001M3040(K)31-c01 MT0015Homosapi 4.2 

452930 AW195285 Hs.194097 ESTs, Weakly simSsr to 138022 hypothetical p 4.2 

430134 BE380149 Hs.10S223 ESTs, Weakly similar to T331 88 hypothetical p 4.2 

423035 AW449679 Hs.156739 H. sapiens XG mRNA (done PEP1 1) 4.2 

427666 AI791495 Hs. 180142 calrrxxMn-filce skin protein 4.2 

444602 AM74456 Hs771925 ESTs, Moderately similar to 138022 hypothefo 4.2 

417791 AW965339 Hs.111471 ESTs AJZ 

444266 AI424984 Hs.1 25465 ESTs 4.2 

439394 AA149250 Hs.56105 ESTs 4.2 

457336 AW969657 Hs.291029 ESTs 4.2 

429125 AA446854 Hs.271004 ESTs, WeaJdy simlar to 138022 hypothetical p 4.2 

404440 KM_021048:Homo sapiens melanoma antigen, fami 4.2 

449228 AJ403107 Hs.1 48590 protein related with psoriasis 42 

437144 AL049466 Hs.7859 ESTs 4.2 

448599 AW860912 gb:QV0-CT0387-1 70200-1 2 1-c05 CT0387 Homo sapi 4.2 

431810 X67155 Hs.270845 kmesbvtae 5 (mitotic kinesiMike protein 4.2 

419991 AJ000098 Hs.94210 eyes absent (Drosophla) homotog 1 4.2 

444361 W76027 Hs.23920 hypothetical protein FU11105 4.2 

458116 AW977549 Hs.47367 WAA1 785 protein 4.1 

444105 AW189097 Hs.166597 ESTs 4.1 

426010 AA136563 Hs.1 975 hypolhefical protein FU21007 4.1 

409632 W74001 Hs.55279 serine (or cysteine) proteinase inhibitor, cl 4.1 

408096 BE250162 HsA3765 dihydrofolate reductase 4.1 

457620 AA602711 Hs^3S753 EST 4.1 

402048 Target Exon 4.1 

427025 AA397589 Hs37523 ESTs 4.1 

423515 AA327017 Hs,162204 ESTs 4.1 

423891 AK002042 Hs.1 34795 Homo sapiens cONA FU11180 fis, done PLACE 10 4.1 

455310 AW893961 gb:RC4-NN0027-06040(W11-d11 NN0027 Homo sapi 4.1 

AW959433 Hs.326290 hypothetical protean FU12581 * 4.1 

AW068223 Hs.171581 ubiquifin C-terrrrinal hydrolase UCH37 4.1 

423738 AB002134 Hs.1 321 95 airway bypsm-Gke protease 4.1 

448243 AW369771 Hs.52620 integral, beta 8 4.1 

411559 BE144081 gb:MRO-HT01 65O3020(H)07-d06 HT0165Homo sapi 4.1 

423553 AA405635 Hs.96854 ESTs, WeaWy similar to DYIX_HUMAN CYTOPLASMI 4.1 

457030 AJ301740 Hs.1 73381 cThyrJropyrin^nase^ike 2 4.1 

424115 AA335497 Hs.293965 ESTs, WeaJdy simaar to 138022 bypothe&ai p 4.1 

432374 W68815 Hs.301885 Homo sapiens cONA FU11346 fis, done PLACE10 4.1 

424745 AA214618 Hs.152759 activator of S phase kinase 4.0 

433384 AI021992 Hs.124244 ESTs 4.0 

448995 AI613276 Hs.5652 guanine nudeoSde binding protein (G protein 4.0 
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448504 
432009 
432441 
424794 
432184 
408321 
417801 
445537 
447724 
446155 
446989 
420252 
412811 
415857 
438390 
428949 
429900 
421270 
430733 
454241 
424131 
457059 
424717 
404959 
411571 
428536 
426830 
432757 
418686 
437845 
413801 
419312 
429441 
410553 
444665 
438014 
442163 
438656 
406560 
407395 
404132 
409601 
439238 
433319 
436149 
446292 
444078 
405545 
442875 
409687 
407291 
415532 
402047 
415317 
438777 
422938 
423217 
405943 
430685 
458242 
425733 
418582 
453900 
433849 
449592 
453028 
435612 
417742 
418735 
444707 
421508 
450613 
418969 
432837 
442353 
423441 
449978 
410784 
409582 
428182 
458446 
433040 
452193 



AIB58128 

AL137424 

AW292425 

M85646 

AW971125 

AW405882 

AA417383 

AJ245671 

AW29S375 

AI553695 

AK001898 

AW270404 

H06382 

AAB66115 

AI422017 

AA442153 

AA460421 

H56037 

AW975920 

BE144666 

AA335714 

BE561665 

H03754 

M122393 

AI143139 

AA385751 

AF113013 

236830 

AA769578 

M62246 

AA831850 

AJ224172 

AW016824 

BE613126 

N71183 

AI791749 

H85310 

AF005082 



Hs.171136 
Hs.306458 
Hs.163484 
Hs.210696 

Hs.44205 

Hs.82582 

Hs.12844 

Hs.24477 

Hs.159422 

Hs.16740 

Hs.193161 

Hs^1400 

Hs.127797 

Hs.104744 
Hs.30875 
Hs.108146 
Hs.283361 

Hs.199565 
Hs.177677 
Hs.152213 

Hs.70811 

HsJ288 

Hs.196379 

Hs.278919 

Hs.87268 

Hs.90488 

Hs.35406 

Hs.58149 

Hs^04096 

Hs^55527 

Hs.47783 

Hs.121806 

Hs.128896 

Hs^09456 



ESTs 

Homo sapiens mRNA; cONA DKFZp761G2123 (from c 

ESTs 

ESTs 

gfcEST383212 MAGE resequences, MAGL Homo sapi 



AF237621 Hs.80828 

N47305 Hs.46668 
AF005258 

AI754308 Hs.159452 

ARJ81497 Hi279682 

BE246919 Hs.10290 

8E623003 Hs.23625 

T51125 Hs.8493 
AA001464 

R14780 Hs.12826 

AK001921 Hs.169575 
Z43388 

AA825487 Hs.142179 

NM_001809 Hs.1594 

NMJ00094 Hs.1640 



NMJB1942 

BE299588 

F13287 

BE24431B 

AW003582 

BE465884 

AI655494 

AB006532 

AA693537 

R64719 



AI188613 

NMJXM833 

AI702055 

W33191 

AA310693 

BE379594 

R68649 

AI806335 

AW803201 

R27430 

BE386042 

AW394104 

H70423 

AA987351 



H&2633 

Hs.28465 

Hs.159388 

Hs.213194 

Hs.226414 

Hs.2B0728 

Hs.195718 

Hs.31442 

Hs.321411 

Hs.44609 
Hs.41690 
Hs.105115 

Hs.28907 

Hs.87329 

Hs.49136 

Hs778359 

Hs.2d0829 

Hs.271555 

Hs.293317 

Hs.43744 

Hs.300511 

Hs.184993 



tntegrin, beta-like 1 (with EGF-fike repeal d 

EGF-Iike-domain, mulEpJe 6 

ESTs 

Homo sapiens cDNA FU13997 fe, clone Y79AA10 

hypothetical protein FU1 1036 

ESTs 

ESTs 

Homo sapiens cDNA FU11381 fe, done HEMBA10 

gfctf45f12jc1 NCLCGAPBm23 Homo sapiens cDN 

hypclhetica] protein DKFZp434J0617 

ESTs 

ESTs 

ESTs 

gb:CM2-HT0176441099417-c02 HT0176 Homo sapi 
ESTs 

exosome component Rrp40 

wingless-type MMTV integration site famSy, m 

NM_025001*:Homo sapiens hypothetical protein 

hypothetical protein FU20516 

visinin-tike 1 

ESTs, Weakly similar to putative p150 [Rsapi 
PRO0806 protein 
annexin A8 
ESTs 

ESTs, Highly similar to unnamed protein produ 

hypothetical protein MGC14136 

fipophHin B (uteroglobin family member), pro 

hypothetical protein MGC14128 

B aggressive lymphoma gene 

Homo sapiens cDNA FU1 1971 fe, done HEMBB10 

ESTs 

ESTs, Weakly similar to NG22 [H^aptens] 

ENSP0000OO16943*:CDNA 

gtoHomo sapiens skin-specific protein (xp33) 

Target Exon 

keratin 1 (epidemic hyperkeratosis) 
ESTs 

gb:Homo sapiens feminin alpha 3b chain mRNA, 
ESTs 

Rh type C glycoprotein 

U5 snRNP-spedfic 40 kDa protein (hPrpS-bmdi 
(MDR/TAP) (TAP2) 

Homo sapiens done TCCCTA00142 mRNA sequence 
ESTs 

gteze45b01 j1 Scares retina N2MHR Homo sapie 
ESTs 

hypothetical protein MGC2550 

gb:HSC1AF121 normalized infant brain cDNA Horn 

ESTs 

centromere protein A (17kD) 
collagen, type VII, alpha 1 (epidermolysis bu 
Target Exon 
desmoglein 1 

Homo sapiens cDNA' RJ21869 fe, done HEP024 
Homo sapiens done 23578 mRNA sequence 
hypothetical protein MGC10895 
ESTs,WeakJysim2artoALU8 HUMAN ALU SUBFAM 
ESTs 
ESTs 

RecQ protein-Eke 4 
ESTs 

gb:EST22d1 1 WATM1 Homo sapiens cONA clone 22d 
ESTs 

desmocoiHn3 
absent in melanoma 2 

gb^q20g10j(1 NCLCGAPJJM Homo sapiens cONA 
hypothetical protein RJ20258 
HSPC072 protein 

ESTs, Moderately similar to ALU7.HUMAN ALU SU 

absent in melanoma 1 fike 

ESTs, Weakly similar to T30171 ninetn - mouse 

gbiL2-UM0077-07050(H)80^06 UM0077 Homo sapi 

ESTs 

ESTs, WeaWy similar to GGC1_HUMAN G ANTIGEN 
ESTs, Moderately similar to 154374 gene NF2 p 
ESTs 
ESTs 
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408771 


AW732573 


Hs.47584 


440046 


AW402306 


HS.6B77 


459575 


BE080825 




400441 


M15530 


Hs.99879 


440138 


AB033023 


Hs.318127 


417830 


AW504786 


Hs.1 22579 


427131 


AA448460 


Hs.1 12017 


413278 


BE563085 


Hs.833 


420373 


AW958228 




414136 


AAB12434 


Hs.1 19023 


424296 


A1631874 


Hs.155140 


424639 


AI917494 


Hs.9812 


419196 


AF 11 0908 


Hs.297660 


434321 


AA629368 




426514 


BE616633 


Hs.170195 


427335 


AA448542 


Hs.251677 


413472 


BE242870 


Hs.75379 


408000 


L11690 


Hs.620 


426749 


AI623718 


Hs.105616 


443899 


AW842283 


Hs.79933 


440684 


AI253123 


Hs.127356 


424927 


AW973666 


Hs.153850 


408591 


AF015224 


Hs.46452 


408867 


AA437199 


Hs.656 


428508 


BE252383 


Hs.164668 


431120 


AA492588 




401780 






409695 


AA296961 




456671 


AB011142 


Hs.1 14293 


412155 


R3B167 


Hs.12449 


435244 


N77221 


Hs.187824 


435246 


AW450963 


Hs.1 19991 


431917 


D16181 


Hs.2868 


443113 


AI 040686 


Hs.132908 


443341 


AW631480 


Hs.8688 


407756 


AA116021 


Hs.38260 


41B347 


AA216419 




423841 


AW753967 




408633 


AW963372 


Hs.46677 


427878 


005766 


Hs.181022 


419945 


AW290975 


Hs.1 18923 


448372 


AW445166 


Hs.170802 


407137 


T97307 




411274 


NM.002776 Hs.69423 


400666 






426920 


AA393351 


Hs.132121 


402639 






454891 


AW837349 




412471 


M53193 


Hs.73946 


456296 


AA829976 


Hs.239114 


450650 


T65617 


Hs.101257 


429274 


AJ379772 


Hs.99206 


430704 


AW813091 


Hs.335799 


419807 


R77402 




451778 


ATS26131 


Hs.71243 


430397 


AI924533 


Hs.105507 


432113 


AA935055 


Hs.152385 


449722 


BE280074 


Hs.23960 


455092 


BE152428 




418203 


X54942 


Hs.63758 


453775 


NMJXJ2916 Hs.3S120 


417009 


AA191719 


Hs.314714 


444743 


AA045648 


Hs.301957 


434206 


AW136973 


Hs^88516 


413219 


AA878200 


Hs.118727 


422487 
438993 


AJ010901 


Hs.198267 


403274 


AA828995 




435360 


AF105366 


Hs.4876 


426572 


AB037783 


Hs.170623 


432615 


AA557191 


Hs.55028 


443462 


AI084690 


Hs.171176 


444910 


A1201849 




426269 


H15302 


Hs.168950 


449101 


AA205847 


Hs.23016 


418994 


AA296520 


Hs.69546 


427660 


AI741320 


Hs.114121 


419751 


AW195581 


Hs.93121 


404782 






415613 


R20233 




452198 


AKJ97560 


Hs.61210 


406599 
433001 


AF217513 


Hs.279905 



potassium vdlagengated channel, delayed-rect 3.6 

hypothetical protein FU 10483 3.6 

gbKlV1^T0631-18020WJ78K«8 BT0631 Homo sapi 3.6 

BceD growth (actor 1(12kD) 3.6 

hypothetical protein FU 10201 16 

hypothetical protein FU 10461 3.6 

GE36gene 3.6 

interferon-stimutated protein, 1 5 kOa 16 

gb:EST3801 93 MAGE resequences. MAGJ Homo sapi 3.6 

SMC2 (structural maintenance of chromosomes 2 3.6 

casern kinase 2, alpha 1 pcrypepfirie 3.6 

Homo sapiens cDNA FU 14388 fis. done HE MBA 10 3.6 

TNF receptor-associated factor 3 16 

gb3u78a1 1*1 Soares_tesfc_NHT Homo sapiens 16 

bone morphogenetic protein 7 (osteogenic prot 3.6 

G antigen 7B 16 

solute carrier f amity 1 (glial high affinity 3.6 

bullous pemphigoid antigen 1 (230/240kD) 3.6 

ESTs 3.6 

eyefin I 3.6 

ESTs/Highry similar to S21424 nestin tRsapi 3.6 

hypothetical protein C321D2.4 3.6 

fnammaglobin 1 3.5 

ceO division cycle 25C 3.5 

SBBJ31 protein 3.5 

gb:ng99c08.s1 NCl_CGAP_Thy1 Homo sapiens cDNA 15 

NM_005557*:Homo sapiens keratin 16 (focal non 3.5 

gbiEST1 12514 Adrenal gland tumor Homo sapiens 3.5 

WAA0570 gene product 15 

Homo sapiens transmembrane protein HTMP10 (HT 15 

ESTs 3.5 

ESTs 15 

peripheral myelin protein 2 15 

ESTs 15 

ESTs 15 

ublqurGn specific protease 1 8 15 

gb:nc16e0ls1 NCLCGAP_Frl Homo sapiens cONA 15 

gb:RC2XT03044801(MM)1 14i12 CT0304 Homo sapi 15 

PRO2000 protein 15 

CGM37 protein 3.5 

ESTs 3.5 

ESTs 3.5 

gfcye53h0£s1 Scares fetal fiver spleen 1 NFLS 3.5 

kaflikrein 10 3.5 

NM_002425:Homo sapiens matrix metaDoprotema 15 

ESTs 3.5 

Target Exon 3.4 

gb:QV2-LT0038-27030(M0&d12 LT0038 Homo sapi 14 

endothelial cell growth factor 1 (ptateteWe 14 

mannosldase, alpha, class 1A, member 2 3.4 

hypothetical protein MGC3295 14 

ESTs 14 

ESTs 3.4 
gb:yi75f1 U1 Scares placenta Nb2HP Homo sapi 14 
ESTs, WeaWy similar to zinc finger protein ( 14 
bicarbonate transporter related protein 1 14 
ESTs 14 
cycfmBI 14 
gb^O+rT0323-151299-126*04 HT0323 Homo sapi 14 
COC28 protein kinase 2 14 
repOcaBon factor C (acflvator 1 } 4 (37kD) 14 
ESTs 14 
nudix (nucteoside diphosphate linked moiety X 14 
ESTs, WeaHy similar to S69890 mitogen induct 3.4 
Homo sapiens cDNA FU 13692 fis, done PLACE20 14 
mucin 4, tracheobronchial 14 
gb»d77b0as1 NO.CGAP_Ov2 Homo sapiens cDNA 14 
Target Exon 14 
solute carrier fam3y 12 (potassium/chloride 14 
hypothetical protein FU11183 3.4 
ESTs,Weax!ystmaartol54374geneNF2prote 14 
ESTs 13 
gb:qs76g04jd NC1_CGAP_Fy28 Homo sapiens cDMA 3.3 
Homo sapiens mRNA; cDNA DKFZp566A1046 (from c 3.3 
G protein-coupled receptor 3.3 
setecfm E (endothelial adhesion molecule 1) 13 
Homo sapiens cONA: FU23228 fis, clone CAE0S5 13 
WAA0761 protein 13 
C7001692-^i|5724096lQh|AAF26844.1| (AF195Q21 13 
gb:yg18h1 1/1 Scares infant brain 1MB Homo s 13 
ESTs, Weakly simOar to t38022 hypothetical p 13 
Target Exon 13 
ctoneHQ0310PRO0310p1 3.3 
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443903 
432015 
447153 
450769 
421379 
402481 
459394 
424354 
417708 
414869 
441690 
414774 
412246 
412903 
431953 
451177 



418462 
424687 
405196 
459267 
432917 
448251 
415025 
420218 
429594 
447762 
414147 
445038 



402800 
411263 
424308 
455203 



401458 
432361 
444008 
405336 
446563 
449276 



420591 
401486 
432979 
413833 
438325 
421751 
431938 
421777 
408113 
427359 
402337 
420930 
436168 
443426 
437641 
414761 
434208 
433222 
452334 
456923 



439750 



445885 
441952 
424653 
431322 
423934 



412879 BE092219 gML2-BT0734-2404(KWJ71-B04 BT0734 Homo sapi 3.3 

421107 AA283822 Hs£5606 ESTs, Weakly similar to S47072 finger protein 3.3 

AA740946 Hs.150895 ESTs 3.3 

AI220547 Hs.135223 ESTs 3.3 

AL157504 Hs.159115 Homo sapiens mRNA; cONA DKFZp586O0724 (from c 3.3 

AA805202 Hs^J 15562 ESTs 3.3 

AA057418 Hs.33654 ESTs 13 

Y15221 Hs.103982 small Inducible cytokine subfamily B (Cys-X-C 3.3 

NM_001821':Hcmo sapiens chorotderemia-fike (R 3.3 

Hs. 126522 Homo sapiens, clone MGG 16722, mRNA, complete 13 

Hs.201 189 ESTs, Weakly similar to G01763 atrophtn-1 (H. 13 

Hs.50495 ESTs 13 

Hs.21479 ubmudein 1 3.3 

Hs.33106 ESTs 13 

Hs.77274 plasminogen activator, urokinase 3.3 

Hs.69233 zinc finger protein 3.3 

Hs.155795 ESTs 13 

Hs.2877 cadherin 3, type 1 , P-cadnerin (placental) 3.3 

Hs.13034 ESTs 3.3 

gbzm95W9.r1 Straiagene colon HT29 (937221 ) 3.3 

Hs.85266 integrin,beta4 13 

Hs.151738 matrix metaUoprotefaiase 9 (gelaOnase B, 92k 3.3 

C2000662*giI751 Z792lpirin"1 2482 hypothetical 13 

gbAI003631 Selected chromosome 21 cDNA libra 3.3 

Hs^79812 PRO0327 protein 3.3 

Hs.84045 hypothetical protein FU20288 13 

Hs.72307 ESTs 3.3 

Hs.286 ri besom a) proton L4 12 

Hs.210297 Homo sapiens cDNA FU10266 fts, done HEMBB10 12 

Hs.161370 ESTs 12 

gb:IL2-BT0731-24040O06^C03 BT0731 Homo sapi 12 

Hs,143917 QM467N11.1 protein 12 

Hs.323346 WAA1008 protein 12 

Target Exon 12 

kinesin-Eke 6 (mitotic centromere-associated 12 

mtnicntornosome maintenance oenaent (o. cere o.z 

g^:PM4^N002(W1(MO(M)084)09 SN0020 Homo sapi 12 

gb:30g7 Human retina cDNA randomly primed sub 12 

Target Exon 12 

ESTs 12 

ESTs, Weakly similar to SFR4.HUMAN SPUQNG F 12 

Target Exon 12 

ESTs 3.2 

ESTs 12 

gbAIRO-HT0208-10129^103-f11 HT0208 Homo sap) 3.2 

neurotrophJn 3 12 

C400064r:gl}47585081refiNP_00425ai| airway 3.2 

ESTs 3.2 

centromere protein E (31 2kD) 3.2 

ESTs 3.2 

ESTs, Moderately similar to S65657 a!pha-1 C-a 12 

specific granule protein (28 kDa); cystelne-r 12 

HSPC037 protein 12 

Homosapierisd>NA:RJ20869fis.ctoneADK^ 12 

Homo sapiens cONA: RJ23006 fe, dona LNG004 12 

Target Exon 3w2 

gb:CM4-NT0007-1 30500-551-f05 NT0007 Homo sapi 12 

Homo sapiens cONA FU10Q21 fis, done HEMBA10 12 

chromosome 20 open reading frame 1 11 

ESTs 11 

enhancer of zeste (DrcsophOa) homolog 2 11 

hypolheficat protein PR02176 11 

ESTs, Moderately similar to ALU8_HUMAN ALU SU 11 

hypothetical protein MGC162Q7 11 

regulatory factor X-associated protein 3.1 

garnma-aminobutyric acid (GABA) A receptor, ep 11 

Homo sapiens mRNA full length insert cDNA do 11 

(X)C45(cfiilaivision<*cte^ 11 

WAA1603 protein 11 

Homo sapiens cDNA: FU21814 fe, clone HEPO10 3.1 

catchinVlatmodutm-dependent serine protein k 11 

gb:EST382704 MAGE resequences, MAGK Homo sapi 11 

forkhead box E1 (thyroid transoipEcn factor 11 

BE178323 gb:RC3^r0600-24fJ40M2^gO5 KT0600 Homo sapi 11 

421426 AA291101 Hs.33020 Homo sapiens, dons (MAG£3939163. mRNA, part 11 

423887 AUJ80207 Hs. 134585 DKFZP434G232 protein 3.1 

408296 AL117452 Hs.44155 DKFZP5B6G151 7 protein 11 

447815 AI432199 H*247084 ESTs 11 

441974 AI683782 Hs.128245 ESTs 11 

446474 AI301227 Hs.150186 hyDOthefJcat protein OKFZp566K1946 11 

452166 AI948507 Hs.264680 ESTs 11 

451659 BE379761 Hs.14248 ESTs 11 

439979 AW600291 Hs.6823 hypothetical protein RJ10430 11 
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AW383226 

N74392 

AA157291 

R81733 

X02419 

AI160873 

BE007967 

X63629 

AI969716 

AA079337 

BE001596 

J05070 

AJ003631 

NM.014125 

BE280485 

AW207091 

A W9 58037 

AK001128 

AI939461 

BE091634 

AI 635444 

NM.014953 



BE297802 Hs.69360 

AW975531 Hs.154443 
AW865450 
W27362 

AI378562 Hs.159585 

BE544855 Hs.220756 

BE326588 Hs.141454 

AW241510 Hs.252713 
BE145808 

X53655 Hs^9171 



AAS73263 

Z15005 

AA804258 

AW813731 

AA938471 



T82427 
AW020782 



Ks.120860 

Hs.75673 

Hs. 123229 

Hs.159153 

Hs^4431 

Hs.108196 

Hs-194101 

Hs.79881 



AF098158 
AA811452 
AU077228 
T92641 
AW514472 
AA581322 
Y12812 
Y09763 
AL359053 
AW411307 
AI734009 
AW972542 
AW977534 
AW970622 
U89995 Hs.159234 



Hs.301645 
Hs.9329 
Hs.291911 
Hs.77256 
Hs.127648 
Hs^38415 
Hs.4213 
Hs.24422 
Hs.22785 
Hs.57664 
Hs.114311 
Hs.127699 
t&289008 
Hs.151459 
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447701 BE619526 Hs.255527 hypofoetical protein MGC14128 3.1 

443648 A1085377 Hs.143810 ESTs 3.1 

414696 AF002020 Hs.7691B rtaann-Ptck disease, type C1 3.1 

_ 449441 AI656040 Hs.195532 ESTs. 3.1 

5 458145 AI239457 Hs.130794 ESTs 3.1 

4445B8 AI221321 Hs.167559 ESTs 3.1 

450832 AW970602 Hs.105421 ESTs H 

449425 AW103433 Hs.195684 ESTs 11 

440953 AI683036 Hs.124135 Homo sapiens cDNARJI 3051 Rs, done tfT2RP30 3.1 

10 422158 110343 Hs.1 12341 protease inhibitor 3, sKn-derived (SKALP) 3.1 

416120 H46739 gb:yo14h02s1 Soares adull brain N2b5HB55Y Ho 3.1 

425081 X74794 Hs.1 54443 mlnichronTOSome maintenance deficient (S. cere 3.1 

404107 Target Exon 3.1 

419563 AA526235 Hs.193162 Homo sapiens cDNA FU 1 1 983 fe, clone HEMBB10 3.1 

15 417168 AL133117 Hs.81376 Homo sapiens mRN^cO^OKFZp586L1 121 (frame 3.1 

435604 AA625279 Hs.26892 uncharacterized bone marrow protein BM040 3.1 

442824 BE178065 Hs.144081 ESTs 3.1 

435061 AI651474 Hs.163944 ESTs 3.1 

420569 AA419360 Hs.1 92708 ESTs 3.0 

20 434569 AI311295 Hs.8294 K1AA0196 gene product 3.0 

420039 NM.004605 Hs.94581 sullotransferase family, cytosolic. 2B, membe 10 

453883 AI638516 Hs.22630 cefaclor required for Sp1 transcriptional act 3.0 

402892 Target Exon 3.0 

406087 Target Exon 3.0 

25 411770 NM.014278 Hs.71992 heat shock protein (hspl 10 family) 3.0 

459587 AA031956 gbzk15e04.s1 Soares_pregnantuterus_NbHPU Ho 3.0 

435990 AI015862 Hs.131793 ESTs 3.0 

442577 AA292998 Hs.1 63900 ESTs 3.0 

448733 NM.005629 Hs.187958 solute carrier family 6 (neurotransmitter tra 3.0 

30 458154 AW816379 Hs.335018 ESTs 3.0 

416809 N67253 Hs^71691 ESTs 3.0 

444946 AW139205 Hs.156457 hypothetical protein FU22408 3.0 

437938 AJ950C87 gb™q05c02x1 Na_CGAP_Kid1 2 Homo salens cON 3.0 

413281 AA861271 Hs.222024 transition factor BMAL2 3.0 

35 434808 AF155108 Hs^56150 Homo salens, Similar to RIKEN cONA 281002701 10 

445505 AI971156 Hs.148891 ESTs 3.0 

425005 A1565851 gb:tn07g03j(1 Na_CGAP_Brn25HomosaperiscDN 3.0 

435673 AF202961 Hs^84200 Homo sapiens um^racterized gastric protein 3.0 

432189 AA527941 gb:nh30c04.st NCl_CGAP_Pr3 Homo sapiens cONA 3.0 

40 453509 AL040Q21 Hs.252674 ESTs, WeaWy similar to alternatively spEced 3.0 

455750 BE075114 gb:PMW0585-11020W)03*11 BT05B5Homosapi 3.0 

407777 AA161071 Hs.71465 squaleneepoxidase 3.0 

424441 X14850 Hs.147097 H2Ahistons family, member X 3.0 

417734 Z42667 Hs.6724 ESTs 3.0 

45 449676 AW380579 Hs^09657 ESTs 10 

445425 AI223511 Hs.300722 ESTs 3.0 

427061 AB032971 Hs.173392 WAA1 145 protein 3.0 

433584 AW295399 gb:UI4VBl2-arrv4>WUiLs1 NCLCGAP.SuM Ho 3.0 

444477 A1150548 Hs.23155 ESTs 3.0 

50 446255 AI283257 Hs.257090 ESTs 10 

400612 C10001034:gi|7513113lpirnT13O78 WAA0992 pro 3.0 

450841 AI741466 Hs.270515 ESTs 3.0 

410561 BE540255 Hs.6994 Homo sapiens cDNA: FU22044 fis, done HEP091 3.0 

433871 W02410 Hs.205555 ESTs 3.0 

55 401994 Target Exon 3.0 

449272 AW137656 Hs.197645 ESTs 3.0 

409703 NM.006187 H&56009 Z-ff-ofigoadenytate synthetase 3 (100 kD) 10 

400250 Eos Control 10 

408015 AW136771 Hs^44349 epidBrmal (fifferenfefion complex protein Uk 10 

60 436414 BE264633 Hs.1 43638 WD repeat domain 4 3.0 

432220 AI571306 Hs.232224 ESTs 10 

420831 AA280824 Hs.190035 ESTs 10 

433644 AW342028 gb Jib75d01x1 NG_CGAPJJt2 Homo sapiens cDNA 10 

447313 U92981 Hs.1B081 Homo sapiens done DT1P1B5 mRNA, CAG repeat r 3.0 

65 428262 AK51324 Hs.7298 Wphenyi hydrolase-^ (serine hydrolase; br 10 

452778 R71338 Hs.5921 Homo sapiens cDNA: FU21592 fis, done COL070 10 

417308 H60720 Hs.81892 WAA0101 gene product 10 

436281 AW411194 Hs.85195 myeloid teukemia factor 1 10 

„ 433485 AI493076 Hs^01967 akto-keto reductase family 1, member C2 (dihy 10 

70 423556 R72694 Hs.7720 dynein, (^lasmtc, heavy potypepfidel 10 

426890 AA393167 Hs.41294 ESTs 2.9 

436333 AA709270 Hs.136672 EST 29 

440006 AK000517 Hs.6844 hypothetical protein FU20510 2.9 

402556 Cl001383-^il538695|pirflA61183 hypothetical 29 

75 411098 AW817238 gb^3vUST0247-090200-10Sb07 ST0247 Homo sapi 29 

435399 AA679463 gb:ac50c03-s1 Stratagene hNT neuron (937233) 29 

431070 AW408164 Hs.249184 transcription factor 19 (SCI) 29 

427986 N45214 Hs^82387 Homo sapiens cDNA: FU21837 fis, done HEP01 6 29 

410658 A W1 05231 Hs.1 92)35 ESTs 29 

80 434539 AW748078 Hs214410 ESTs, WeaJdy similar to MUC2J1UMAN MUCIN 2 PR 29 

412279 BE245511 gb:TC8AP1D3235 Pediatric pre-8 ceO acute lym 29 

405277 ENSP0000021 1 621^Keratin, type 11 cytosketeta 29 

423733 AA330281 gb:EST33985 Embryo, 12 week (1 Homo sapiens c 29 
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455319 


AW895387 




407638 


AJ404672 


Hs.334483 


413305 


AW303544 


Hs.1 18654 


432215 


AU076609 


Hs.2934 


434423 


NM_006769 


Hs.3844 


446269 


AW263155 


Hs.14559 


412367 


AW945954 




435148 


BE005252 


Hs.321583 


421 190 


U95031 


Hs.102482 


404981 






448796 


AA147829 


Hs^G1431 


452732 


BE300078 


Hs.80449 


401760 






443859 


NM.013409 Hs£914 


404253 






432491 


AA662910 


Hs.42635 


435B57 


AA954229 


Hs.114052 


429035 


BE549781 


Hs.270475 


445733 


AA853360 


Hs.26040 


446417 


AI299050 




437637 


W003029 


Hs.65792 


452452 


BE393822 


Hs.29645 


442432 


BE093589 


Hs.38178 


450698 


W31489 


Hs.95044 


439430 


AF124250 


Hs.6564 


434876 


AF160477 


Hs.61460 


438268 


AA782163 


Hs.293502 


401781 






439625 


AF086453 


Hte.58611 


425234 


AW152225 


Hs.165909 


410743 


AAQ89474 


Hs.272153 


414915 


NM.002462 Hs.76391 


449746 


AI658594 


Hs.176588 


443479 


AF027219 


Hs.9443 


442601 


AI684969 


Hs.46772 



405932 
405454 
418844 
408562 
408829 
414581 
411268 
450024 
400297 
436481 
400631 
429118 
444381 
435711 
419088 
431629 
429299 
451702 
432162 
405281 
438161 
409103 
425599 
425274 
435099 
445873 
452730 
413083 
437030 
438113 
442973 
440994 
442295 



410310 
424408 
433788 
403806 
437182 
453955 
420795 
452696 



M62982 

A1436323 

NIUL0Q6042 

AA256213 

AK000512 

AA005129 

AI127076 

AA379597 

AF173937 

H20669 

BE387335 

AF226667 

A1538323 

AU077025 

AI620463 

AW665452 

AA584062 



Hs.1200 

Hs31141 

Hs.48384 

Hs.72010 

Hs.69388 

Hs.334473 

Hs.5199 

Hs.109494 

Hs.35406 

Hs.283713 

Hs.58553 

Hs.52620 

rK265827 

Hs.293^84 

Hs.246503 

Hs.272798 

H&20158 

Hs.112208 

Hs214140 

Hs.155462 

Hs.4756 

Hs.251946 

Hs.165216 

Hs.303781 

Hs.8882 

Hs^88550 

Hs.193341 

Hs224398 



J02931 Hs.62192 
AI754813 Hs.146428 
AI810534 Hs.161275 



AF251237 

AW366745 

BE281191 

AC004770 

AA250970 

AA027952 

BE064528 

AA742577 

AW67908 

BE567665 

A1160011 

AI827248 



438052 
441755 
427961 
449785 
450451 



AL080098 

AW579207 

AA323037 

AI826645 

NMJJ00246 

AA776564 

AW450826 

AW293165 

A1225235 

AW591S28 



Hs.304666 

Hs.128645 

Hs^11534 

Hs.3076 

Hs.41891 

Hs.127786 

Hs.143134 

Hs.2883C0 

Hs.202072 



gb^V4-NN0038^00300-157-c10 NN0038 Homo sap 29 

hypothetical protein FU23571 29 

ESTs 29 

ribonucleotide reductase M1 polypeptide 29 

UMdomainonty4 29 

hypothetical protein FU 10540 29 

gb:OV0-ET0001-05050O-228^09 ET0O01 Homo sapi 29 

Homo sapiens cDNA RJ20779 6s, done COL0507 29 

mucin 5. subtype B, tracheobronchial 29 

ENSP00000252242-:Keratin, type II cytosketeta 29 

endothefiat zinc finger protein induced by tu 29 

Homo sapiens, clone IMAG£;3535294, mRNA, part 29 

Target Exon 29 

Wfetatin 29 

NMJ121 058*:Homo sapiens H2B nistone family, m 29 

hypothetical protein DKFZp434K2435 29 

ESTs 29 

ESTs 29 

ESTs, Weakly similar to fatly add omega-hydr 29 

gb:qn14d12x1 NCLCGAP_lu5 Homo sapiens cONA 29 

syntrcphin, gamma 2 29 

Homo sapiens mRNA; cONA OKFZp761C029 (from d 29 

hypothetical protein FU23468 29 

ESTs, Weakly slmflar to I38022 nypothefcal p 29 

cervical cancer anG-estrogen resistance 3 29 

Ig supeifarnily receptor LN1R 29 

ESTs 29 

Target Exon 29 

ESTs 29 

ESTs.WeaWysimflartol38022rr^eScalp 29 

ESTs 29 

myxovims (influenza) resistance l.homotogo 29 

ESTs, Weakly similar to CP4Y_HUMAN CYTOCHROME 29 

zinc finger protein 202 29 

ESTs 29 

C15OOO3O5: 0 il38C6122|gbIAAC6919ai| (AF097887 29 

C12000541^il5729884|reflNP_fJ06539.1| IGRI 29 

aracrrtdonata 12-tipoxygenase 29 

Homo sapiens mRNA for KIAA1568 protein, parti 29 

heparan sulfate (glucosamine) 3-O-sulfotransf 2.9 

ESTs 29 

hypothetical protein FU 20505 29 

gD2h90h0Ur1 Scares JetaiJiver._spleenJ NFLS 29 

hypothetical protein DKFZp5S401278 29 

HSPC1 50 protein similar to itoquftirKXmjugat 29 

secreted protein of unknown function 29 

ESTs, Highly sirriar to unnamed protein produ 29 

ESTs, Weakly slmflar to S64054 hypothetical p 29 

CTP synthase II 29 

integrin, beta 8 28 

interferon, alpha-inducfote protein (done IF 28 

hypothetical protein MGC13102 28 

ESTs 28 

hypothetical protein FU20413 28 

NAL002864:Homo sapiens pregnancy-zone protein 28 

ESTs, Weakly similar to S34159 transcription 28 

XAGE-1 protein 28 

ESTs, Weakry similar to ALU 1_HUMAN ALU SUBFAM 28 

rranlcnromosome maintenance deficient (mis5, S 28 

flap structure-specific endonudease 1 28 

pory(A)-binding protein, cytoplasmic 1-tike 28 

ESTs 28 

gb:RC4-BT0311.250200-014h08 BT0311 Homo sapi 28 

EST 28 

ESTs 28 

Homo sapiens cDNA: FU23156 fis. done LNG096 28 

ESTs 28 

Homo sapiens cONA FIJ1 1469 fis, done HEMBA10 28 

gb:RC3-CT0297-29010M13-d03 CT0297 Homo sapi 28 

coagulation factor III (UvombcptasBn, Gssu 28 

collagen, type V, atoha 1 28 

ESTs 28 

Target Exon 28 

gb:Hcmo sapiens mRNA; cONA DKFZp564C1 072 (fro 28 

ESTs, WeaWy similar to 178885 serme/lhreoni 28 

sorting nexin 16 28 

ESTs 28 

MHC class 11 transacGvator 28 

zinc finger 1111 28 

ESTs 28 

ESTs 28 
hypotheficat protein FU 23231 28 

ESTs 28 
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406831 


M73448 


Hs.50272 


ESTs, Weakly sbrflar to RS1 A_HUMAN 40S RIBOSO 


Z8 


411558 


AA102670 


Hs.70725 


gamma-aminobutyric acid (GABA) A receptor, pi 


Z8 


439453 


BE264974 


Hs.6565 


thyroid hormone receptor interactor 13 


2.8 


413582 


AW295647 


Hs.71331 


hypothetical protein MGC5350 


Z8 


448979 


A1611378 


Hs.192610 


ESTs 


2.8 


409143 


AW025980 


Hs.138365 


ESTs. Weakly similar to I38022 hypothetical p 


2.8 


410664 


NMJW6033 


Hs.65370 


lipase, endothelial 


Z8 


444550 


BE250716 


Hs.87614 


ESTs 


2.8 


422109 


S73265 


Hs.1473 


gastrin-reteasing peptide 


2.8 


407788 


BE514982 


HS38991 


S100 caldurn-binding protein A2 


Z8 


445941 


AJ267371 


Hs.172836 


ESTs 


2.8 


459719 


AW749511 


Hs-301554 


ESTs, Weakly similar to AF133298 1 cytochrome 


2.8 


413943 


AW294415 


Hs.144687 


Homo sapiens cDMA FU 12981 fis, done MT2RP20 


2.8 


456456 


AA477609 


Hs.89563 


nuclear cap binding protein subtmit 1, 80kD 


Z8 


428301 


AW628666 


Hs.98440 


ESTs, Weakly similar to I38022 hypothetical p 


2.8 


403000 


BE247275 


Hs.151787 


U5 snRNP-sperific protein, 1 16 kD 


Z8 


413273 


U75679 


Hs.75257 


stem-loop (histone) binding protein 


2.8 


439846 


T63959 


Hs.228320 


hypothetical protein FU23537 


2.8 


429597 


NMJM816 


Hs.2442 


a disintegrin and metaBoproteinase domain 9 


2.8 


412970 


AB026435 


Hs.177534 


dual specificity phosphatase 10 


2.8 


455091 


BE079752 




gb:RC6-BT0627-14020(M)1 1-A04 BT0627 Homo sapi 


Z8 


410049 


AW579475 




gb:RCO-DT0076-1 10100-031^10 DT0076 Homo sapi 


Z8 


452571 


W31518 


Hs.34665 


ESTs 


Z8 


455666 


BE065813 




gb:RC2-BT0318-110100-O12-aO8 BT0318 Homo sapi 


Z8 


426343 


NM.014642 Hs.169387 


KIM0036 gene product 


Z8 


414853 


U31116 


Hs.77501 


sarcogrycan, beta (43kD dystroprurv-associaled 


Z8 


409142 


AL1 38877 




SMC4 (structural maintenance of chrornosornes 4 


Z7 


418592 


X99226 


Hs.284153 


Fanooni anemia, complementation group A 


Z7 


429128 


AA446869 


Hs 119316 


ESTs 


Z7 


427651 


AW405731 


Hs. 18498 


Homo sapiens cDNA FU 12277 fis, done MAMMA 10 


Z7 


433345 


A1681545 


Hs.152982 


hypothetical protein FU13117 


Z7 


403763 






NM_001 059*:Homo sapiens tachykinin receptor 3 


Z7 


444172 


BE147740 


Hs.1 04558 

rid* i irtjju 


ESTs, Moderately sirriar to 138022 hypothefic 


Z7 


406753 






annexinA2 


Z7 


415747 


AA381209 




gb:EST94257 Activated T-ceOs 1 Homo sapiens 
proenkephaftn 


Z7 


419875 


AA853410 


Hs.93557 


Z7 


452234 


AW08417G 




ESTs, Weakly similar to 138022 hypothetical p 


Z7 


430466 


AF052573 


Hs!241517 


polymerase (DMA directed), Iheta 


Z7 


456181 


L364S3 


Hs.1030 


ras inhibitor 


Z7 


416548 


H62953 




gb:yr47f06 j1 Scares fetal Ever spleen 1 NFLS 


Z7 


417995 


AW974175 


Hs. 188751 


ESTs, Weakfy simflar to MAPBJWMAN M1CR0TUBUL 


Z7 


435347 


AW014873 


Hs 1169G3 

no* i iwuu 


ESTs 


Z7 


457339 


AW971943 


Uc 30101:0 


ESTs, Weakly similar to ZN91_HUMAN ZINC FINGE 


Z7 


417398 


N78541 


lie ITT^fiR 


ESTs 


Z7 


408380 


nr 


Lie AAKZO 


dtubiquib'n 


Z7 


437724 


AW444828 


Hs.184323 


ESTs 


Z7 


408680 


AKD00093 


Hs.46821 


hypothetical protein FU 20086 


Z7 


454202 


AW178363 




gb:RC3-HT01 0SO1 0999OO2-H05 HT0105 Homo sapi 


Z7 


441362 


BE614410 


Hs^3044 


RAD51 (S. cerevisiae) homotog (E coD RecA ho 


Z7 


422278 


AFG72873 


Hs.1 14218 


frizzled (DrosophBa) homolog 6 


Z7 


406092 






Target Exon 


Z7 


447748 


AI422023 


Hs.161338 


ESTs 


Z7 


443236 


AI079496 


Hs.134169 


ESTs 


Z7 


433743 


AF075312 


Hs.236760 


Homo sapiens clone H Q0262 


Z7 


446839 


BE091926 


Hs.16244 


mitotic spindle co3ed-co3 related protein 


Z7 


405675 






Target Exon 


Z7 


424625 


AW904466 


Hs.321197 


PDZ domain protein (Drosophila inaCWIke) 


Z7 


416250 


AA581386 


Hs.73452 


hypothetical protein MGC1 0791 


Z7 


448592 


N69546 


Hs.44563 


hypothetical protein 


Z7 


407289 


AA135159 


Hs.203349 


Homo sapiens cONA FU 12149 fis, clone MAMMA10 


Z7 


407287 


AI678812 




gb:tu59d08jc1 NCl_CGAP_Gas4 Homo sapiens cDNA 


Z7 


448275 


BE514434 


Hs.20830 


Hnesln-Ske2 


Z7 


412977 


AA125910 


Hs.191481 


ESTs 


Z7 


431721 


AB032996 


Hs.268044 


WAA1170 protein 


Z7 


417357 


AF2602S7 


Hs.131917 


retinitis pigmentosa GTPase regulator Interac 


Z7 


400298 


AA032279 


Hs.61635 


six transmembrane epithelial antigen of the p 


Z7 


416294 


D86980 


Hs.79170 


K1AA0227 protein 


Z7 


458201 


AJ989961 


H^233477 


ESTs, Moderately similar to A Chain A, Cyclop 


Z7 


425483 


AF231022 


Ks.158159 


FAT tumor suppressor (Drosophila) homotog 2 


Z7 


401230 






NM_01 41 91 "itomo sapiens sodium channel, votla 


Z7 


422058 


AA862231 


H&334443 


ESTs 


Z7 


452747 


BE153855 


Hs.61460 


Ig superfarnfly receptor LNIR 


Z7 


430152 


AB001325 


Hs^34642 


aquaportn 3 


Z7 


444006 


BE395085 


Hs.10086 


type 1 transmembrane protein Fn14 


Z7 


443500 


AV646388 


Hs.93381 


Homo sapiens mRNA; cONA DKFZp687O095 (from d 


Z7 


418030 


BE207573 


Hs.83321 


neuromedin B 


Z7 


445640 


AW969626 


HS.317Q4 


ESTs, WeaMy sirrrilar to KIAAQ227 (Rsapiens] 


Z7 


418869 


AW516565 




gfcxq01d05a1 Scares_rWteCj*rvicaJJijrnor Horn 


Z7 


431688 
427579 


AA513S06 




gb3ig67c08i1 NCI_CGAP_Up2 Homo sapiens cONA 


Z7 


AA366143 


Hs.179669 


hypothetical protein FU20637 


Z7 


423175 


W27595 


Hs.18553 


riypothefcal protein FU 14627 


Z7 


414737 


AJ160386 


Hs.1 25087 


ESTs 


Z7 


451813 


NMJM6117 Hs27182 


prvosphoCpase A2-ac&vafing protein 


Z7 
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446659 AI335361 H«l226376 ESTs 27 

419833 AA251131 Hs320697 ESTs 2.7 

41 1819 AW947884 gb:PM1-MT001O-20O30W)01-g08 MT0010 Homo sapi 26 

c 44S592 AV554382 Hs. 17947 ESTs. Weakly similar to T 15534 hypothetical p 2.6 

5 446102 AW168067 Hs^S2956 ESTs 2.6 

441408 AI733249 Hs.126897 ESTs 26 

436027 A1864053 Hs.39972 ESTs, Weakly similar to 138588 reverse transc 2.6 

416283 NM 005429 Hs.79141 vascular endothelial growth factor C 26 

_ 421470 R27496 Hs.1378 annexinA3 2.6 

10 416658 U03272 Hs.79432 fibrillin 2 (congenital contractural arachnod 26 

428062 AA420683 Hs.98321 hypotheBcal protein FU 14103 26 

431832 AW276856 Hs.192715 ESTs 26 

426698 AA394104 Hs.97489 ESTs 26 

433288 AI358873 Hs.271257 ESTs* Weakly similar to I38022 hypothetical p 26 

15 410290 AA402307 Hs322844 hypothetical protein 0KF2p564A176 26 

432865 AI753709 Hs.152484 ESTs, Weakly similar to 138022 hypothetical p 26 

408690 AW864542 gb:Plvtt^roi6-12O50MO34iO2SN 26 

440048 AA897461 Hs.328737 ESTs, Weakly simOar to envelope proteirr (Rs 26 

401260 C1001031^gip305041|reqNP_038B76.1|erylhro 26 

20 435136 R27299 Hs.10172 ESTs 26 

412108 AA100293 Hs.185043 ESTs 26 

434442 AA737415 Hs.152826 ESTs 26 

443204 AW205878 Hs.29543 Homo sapiens cONA FU131 03 fis, done NT2RP30 26 

419667 AUQ77005 Hs.9220B a dismtegrin and metaHopralelnase domain 15 26 

25 422892 AA988176 Hs.121553 hypothefical protein FU20641 26 

409594 AA076118 gb2m18e06^1 Stratagene pancreas (937208) Ho 26 

410008 AA079552 gb:zm20h12s1 Stratagene pancreas (937208) Ho 26 

423038 D26528 Hs.123058 DEAD/H (Asp-Glu-Aia-Asp/His) box polypeptide 26 

_ 406671 M129547 Hs.285754 met prc^oncogene (hepatocyta growth factor 26 

30 450983 AA305384 Hs.25740 ER01 (S. cerevlsiaeHike 2.6 

434444 AI765276 Hs.101257 hypothetical protein MGC3295 • 26 

421817 AF146074 Hs.108660 ATP-binding cassette, sub-family C (CFTR/MRP) 26 

411465 AW847663 gb:lI3CT0213-2801WM)56^02a0213H(miosapl 26 

408625 AW243323 Hs-266785 ESTs 26 

35 412530 AA766268 Hs.266273 hypothetical protein RJ 13346 26 

439245 NMJD13381 Hs.6510 Biyrotropin-feleasing hormone degrading ectoe 26 

431890 X17033 Hs.271986 'mtegrin,alpha2(CD49B,a!pha2subunitof 26 

414747 U30872 Hs.77204 centromere protein F (35Q/400kD, mitostn) 26 

401050 NM^014155*:HornosapiaBr^PC0»pnMem(HSPC 26 

40 405897 Target Exon 26 

451153 BE092900 gj):Ote-BT0742-10fj40(M^ 26 

407327 AA487182 Hs.269414 ESTs, Weakly similar to Z195_HUMAN ZINC FINGE 26 

440159 AI637599 Hs.126127 ESTs 26 

404184 NM_030903*:Homosa|fens factory receptor, f 26 

45 428552 AW274560 Hs. 129520 ESTs 26 

401367 Target Exon 26 

428450 NM.014791 Hs, 184339 K1AA0175 gene product 26 

425698 NM.016112 Hs.159241 polycystic kidney disease 2-fike 1 26 

424783 AA913909 Hs.153088 TATA box binding protein (TBP)-associated fac 2.6 

50 449432 AW451361 Hs.196529 ESTs 26 

425062 H09748 Hs£7987 Bodl aUlymphoma 11B (zinc frnger protein) 26 

452281 T93500 Hs.28792 Homo sapiens cDNA RJ11041 Ms, clona PLACE10 26 

450705 U90304 Hs.25351 iroquois homeobox protein 5 26 

421506 BE302796 Hs. 105097 thymidine kinase 1, soluble 26 

55 408391 AW859276 gb:MR1 -CT0352-240200.10W02 CT0352 Homo sapi 26 

427099 AB032953 Hs.173560 odd Oz/terwn homolog 2 (Drosophila, mouse) 26 

431750 AA514986 Hs.283705 ESTs 26 

451807 W52854 Hs.27099 hypothefJcal protein FU23293 simitar to ARL- 26 

453331 A1240665 Hs.8895 ESTs 26 

60 447175 AI385208 Hs.293606 ESTs 26 

451878 A1821027 Hs.8429 ESTs 26 

433790 BE298215 Hs^88968 RAB22A, member RAS oncogene famfly 26 

418282 AA215535 Hs.98133 ESTs 26 

434557 AW855466 Hs271866 ESTs, WeaWy stmfer to ALU1JHUMAN ALU SUBFAM 26 

65 425704 U79293 Hs. 15 9264 Human done 23948 mRNA sequence 26 

420894 AA744597 Hs.88854 ESTs 26 

435663 A1023707 Hs. 134273 ESTs 26 

448037 AW195634 Hs.170401 ESTs 26 

418067 AI127958 Hs.83393 cystafinE/M 26 

70 439524 BE542950 Hs.155548 ESTs 26 

402298 Target Exon 26 

424081 NM_006413 Hs.139120 ribonuclease P (30xD) 26 

407471 D55644 gb:Human spleen PABL (pseudoautosomal boundar 26 

__ 430994 AA490346 Hs.40530 Homo sapiens, clone MGQ 17624, mRNA, complete 26 

75 419983 W55956 Hs.94030 Homo sapiens mRNA; cONA 0KFZp586E1 624 (from c 26 

419699 AA248998 Hs.173044 ESTs, Weakry simHar to 138022 hypothetical p 26 

423637 AL137279 Hs. 1301 87 Homo sapiens mRNA; cONA DKFZp43401214 (from c 26 

425415 M13903 Hs. 157091 invohicrfn 26 

444826 A1674482 Hs.148441 ESTs 26 

80 413331 BE083950 gb:PM0-BT0651-260m001-b11 BT0651 Homo sapi 26 

414987 AA524394 Hs.294022 rrypoihebca! protein FU14950 26 

405041 C3001705-:gqi 3456521s p(P159891CA36_CHlCK COL 26 

413864 BE175582 gtr.RC^4iT0580-100^(KW)22-C01 HT05B0 Homo sapi 26 
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438746 AI8B5B15 Hs.1 84727 ESTs 25 

438966 AW979074 gb:EST391 184 MAGE resequences, MAGP Homo sapi 25 

433365 AF026944 Hs.293797 ESTs 25 

412723 AA648459 Hs.335951 hypothetical prolan AF301222 25 

J 422656 AI870435 Hs.1569 UM homeobox protein 2 25 

411171 AW820260 gb^V2«ST0296-15020(W)40<:10 ST0296 Homo sapi 25 

447197 R36075 g b7hB8bOU1 Soares placenta Nb2HP Homo sapi 25 

459688 U72S71 Hs.151250 intercellular adhesion motecuie 5, tetencepha 25 

414883 AA926960 Hs.334883 COC28 protein kinase 1 25 

10 419741 NMJJ07019 Hs.93002 ubqdfin carrier protein E2-C 25 

437412 BE089288 Hs.34744 Homo sapiens mRNA; cDNA DKFZp547C1 36 (from d 25 

427366 AAB85108 Hs.223806 TATA box binding protein (TBP)-associa*ed fac 25 

455549 AW994222 gb:RC3^N0036-25020(W)12-e02 BN0038 Homo sapi 25 

409676 AA077118 Hs.197298 NS1-binding protein 25 

15 448305 AA625207 Hs^64915 Homo sapiens cDNA FU 12908 6s, done NT2RP20 25 

429413 NMJ)14058 HsJ201877 DESC1 protein 25 

424420 BE614743 Hs.146688 prostaglandin E synthase 25 

427510 Z47542 Hs.179312 smaB nudear RNA activating complex, potypep 25 

452B34 AI638627 Hs.105585 K3AA1 688 protein 25 

20 424354 NM_014314 Hs.145612 RNAhelicase 25 

455095 AW855598 gb:CM1-CT0278-031 199-032-eOB CT0278 Homo sapi 25 

431241 AA496799 Hs.36958 ESTs 25 

424073 U03493 , Hs.1 38959 gap {unction protein, alpha 7, 45kD (connexin 25 

427239 BE270447 Hs. 174070 ubiquilin earner protein 25 

25 407103 AA424881 Hs.256301 hypothetical protein MGC13170 25 

458175 AW296024 Hs.150434 ESTs 25 

431130 NM_006103 Hs.2719 epioldymis-specific. vrtey-ackfc protein type 25 

453379 AA035261 Hs.61753 ESTs 25 

0 _ 438533 A1440266 Hs. 170673 ESTs, Weakly similar to T24832 hypothetical p 25 

30 412313 AW936832 gb:PM2-DT0023^5O40M03-hO3 DT0Q23 Homosapl 25 

421733 AL1 19671 Hs.1420 fibroblast growth factor receptor 3 (achondro 25 

443757 H05479 Hs.62314 ESTs 25 

449300 AI656959 Hs.222165 ESTs 25 

0 _ 434913 AWB72860 Hs.1 1056 RALBP1 protein 25 

35 448946 A1652855 Hs^3363 hypothefical protein FU 10983 25 

437327 AL353942 Hs.306504 Homo sapiens mRNA; cDNA DKFZp761 123121 (from 25 

450262 AW409872 Hs.1 84846 Homo sapiens, Similar to zinc finger protein 25 

453204 R10799 Hs.191990 ESTs 25 

Ark 420170 U43374 Hs.95631 Human normal keratinocyte mRNA 25 

40 449344 AI640355 Hs.312691 ESTs 25 

439436 BE140845 Hs.57868 ESTs 25 

449867 AI672379 Hs.122970 hypothefeaJ protein FU21 579 25 

452220 BE158006 H5L212295 ESTs 25 

433675 AW977653. Hs.75319 n^ircteofide reductase M2 polypeptide 25 

45 429163 AA884766 gb:am20a10.5l Soares_NFl w TJ3BC_Sl Homosapien 25 

441703 AW390054 Hs.1 92843 leucine zipper protein FKSG14 25 

415030 D31118 Hs.191735 hypothetical protein MGC10520 25 

417975 AA641836 Hs.30055 hypothetical protein RJ23186 25 

451105 AI761324 gtewi60b11.x1 NCLCGAP_.Co1 6 Homo sapiens cDNA 25 

50 400301 X03635 Hs.1657 estrogen receptor 1 25 

429386 AK001795 Hs.201179 hypothetical protein FU 10933 25 

423949 AI014546 Hs.1 3091 2 ESTs 25 

41176B KM_013371 Hs.71979 intefteuWn19 25 

_ _ 436961 AW375974 Hs.1 56704 ESTs 25 

55 431124 AF284221 Hs.59506 doublesex and mab-3 related transcription fac 25 

410878 AW809201 Hs.314248 ESTs, WeaWy similar to ALU4_HUMAN ALU SUBFAM 25 

418717 A1334430 Hs.85984 ESTs 25 

443270 NM_004272 Hs.337737 Homer, neuronal immediate early gene, 1B 25 

„ 448454 NM_005879 Hs^1254 TRAF mteracfing protein 25 

60 430072 X13294 Hs.300592 v-myb avian myeloblastosis viral oncogene horn 25 

442966 AI394036 Hs.132237 ESTs, WeaWy similar to DUS8_HUMAN DUAL SPECI 25 

451494 A1799444 Hs.247095 ESTs. Moderately similar to ALU7.HUMAN ALU SU 25 

418327 U70370 Hs£4136 paired-Eke tomeotomain transcription factor 25 

re 440381 AA917808 Hs.1 90495 ESTs 25 

65 403983 Target Exon 25 

451340 AW936273 gb:QVr>DT002W»020f>1OT^u7 DT0020 Homo sapi 25 

447888 BE620911 Hs.126889 ESTs 25 

441794 AW197794 Hs353338 ESTs 25 

424153 AA451737 Hs.141496 MAGE-t3ce2 25 

70 453633 AA357001 Hs.34045 hypothefical protein FU20764 25 

435647 A1653240 Hs.49823 ESTs 25 

428780 AI478578 Hs.50636 ESTs 25 

439108 AW163034 Hs.6467 rjynaptogyrin 3 25 

422565 BE259035 Hs.1 18400 singed (Drcsor^OaHiXe (sea urchin fascin h 2.5 

75 428054 A1948688 rte^66619 ESTs 25 

418811 AK001407 Hs.88663 hypothetical protein FU 10545 25 

409893 AW247090 Hs£7101 mirucrtromosorne maintenance deficient (S. cere 25 

443362 AI053464 Hs.1 66505 ESTs 2.5 

433183 AF231338 Hs^22024 transcripBon factor BMAL2 25 

80 438214 H06076 Hs.26320 TRABID protein 25 

446745 AW118189 Hs.156400 ESTs 2.5 

414416 AW409985 Hs.76084 hypothetical protein MGC2721 Z5 

426333 AW26908B Hs.1 18183 hypothetkal protein FU22833 15 
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TABLE 12B 



Ptey: Unique Eos probeset Identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT number 
407642 1007175J 



408391 



409594 



409990 
410008 
410049 
410784 
411098 
411171 
411465 
411559 
411819 
411958 
412279 
412313 



1055687J 

107490,1 

114249J 

114876 1 

116644J 

116812J 

1172307 J 

1221005J 

1232093 1 

1234393,1 

1246768J 

1249417J 

1259748.1 

126717 J 

1287332.1 

1288355.1 



412333 1289037J 
412357 1291505.1 



412379 
413083 
413331 
413864 
414147 
414148 
415317 
415613 
415747 
416120 
416168 
416548 
417742 
418347 



419807 
420373 
420637 
420930 
422689 
423733 
423735 
423841 
425005 
429163 
431120 
431322 
431688 
432184 
432189 
432869 
433289 
433584 
433644 
434321 
435399 
437182 
437938 



1334272J 

1348639.1 

1361726J 

1395788.1 

142127.-1 

142133.1 

1533847.1 

1540602.1 

155189.1 

1571266.1 

1574545.1 

1600181.1 

1696282.1 

174149.1 

179863J 

188252J 

193194.1 

195241.1 

197736.1 

219896.1 

231476.1 

231498.1 

232507.1 

245908.1 

300543.1 

328264.1 

331543.1 

336609 1 

342677.1 

342819.1 

355475.1 

36202.-1 

370400 1 

371919.1 

383473.1 

405576.1 

43421.1 

44573.2 



438390 45662J 
438966 467436.1 
438993 467651.1 



Accessions 

AW178963 AW845721 BE141041 AW806977 AW845690 AW845691 AW845724 AW176564 AW845705 AW845603 AW845729 AW845722 AW178966 

AW845693 AW845585 AW845707 BE141053 BE141046 AW845570 AW845575 BE141043 BE141039 BE141070 AW062443 AW806980 AW845643 

AW806969 AWB45686 BE141054 BE141040 BE141044 BE141042 AW845571 AW845604 BE141047 BE141071 AW082442 AW845633 AW178968 

AW859276 AW859274 AW190959 T91463 

AW864542 AA056567 AW882724 

AA0761 18 AA975618 AA076220 

AA296961 AA296889 AA076945 AA077528 AA077497 

AA079337 AA079338 AW272100 

AA079552 BE142525 BE142527 

AW579475 AW939654 AW939655 

AW803201 BE079700 BE06294O 

AW817238 AW993985 AW993998 

AW820260 AW820332 R94406 

AW847663 AW847861 AW861080 

BE144081 BE144190AW851155 

AW947884 AW947918 AW947888 AW947883 AW947897 AW947910 AW947905 AW884751 AW947878 
AA09902O AW751275 AW751276 AW751289 
BE245511 BE246133AW935247 

AW936832 AW936609 AW936657 AW93661 1 AW936739 AW936734 AW936779 AW936588 AW936659 AW936738 AW936827 AW936737 AW936736 
AW936740 AW936833 AW936777 AW936830 AW936B34 AW936829 AW936772 AW936638 AW93665B AW936636 AW936774 AW936778 AW938766 
AW936776 AW936831 AW936760AW936819 
AW937485 AW937589 AW937658 AW937654 AW937492 

AW945954 AW946020 AW946034 AW946027 AW946041 AW946044 AW946033 AW946024 AW946021 AW945029 AW94501 5 AW946016 AW946039 

AW946045 AW946028 AW946036 

BE092219 BE092361 BE006789 

8E064528BE054589BE064561 

BE083950 BE084017 BE084016 

BE175582 BE175514 BE175505 BE175591 BE175530 

BE091634 

BE084049 AW292907 AA135984 
Z43388 F05453 R19673 R20275 H06917 
R20233F12901T74740 
AA381209 AA381 245 AM 67683 
H46739H51513H19779 
H23687 H46460 H40239 
H62953N76608 N72413 
R64719 Z44680R12451 
AA216419F03238AA229517 
AW516565AA229762AA230035 
R77402 AA262462 AA250988 R06794 
AW968228 AA259146 W01465 
AW976153 AA278945 AA747691 

AW888650 AW888651 BE149946 BE149948 BE149951 BE149947 AW888649 AA281840 AA281B22 AW888652 

AW856665 AA315006 AW954733 

AA330281 AA330232 AW962521 

AA330259 AA661806 AA502431 AW974633 AA649496 

AW753967 AA370795 AA331 630 AW962550 

AJ565851 AA349656 R24798 

AA884766 AW974271 AA592975AA447312 

AA492588 AA492498 AA492571 

AW970622 AA503009 AA502998 AA502989 AA502805 T92188 

AA513906AA847734AJ357044 

AW971125 AA527731 N52655 AB21508 AA532420 

AA527941 AI810608 A1620190AA635266 

AW974094 AA569074 AA602574 

AF00525B 

AW295399 AW207772 AW300541 AW070290 BE348854 AW170383 AA600968 AA778832 
AW342028 AA641080 AA603282 
AA629368 AW849574 AW849573 
AA679463 AW813779 AW8 13709 
AL080098 AL037472 AA432051 

A1950087 N7Q208 R97040 N36809 AI308119 AW967677 N35320 A1251473 H59397 AW971573 R97278 W01059 AW967671 AA908598 AA251875 
AI820501 AI820532 W87891 T85904 U71456 T82391 BE328571 T75102 R34725 AA884922 BE328517 A! 21 9788 AA884444 N92578 F13493 AA927794 
A15S0251 AW874088 AL134043 AW235363 AA663345 AW008282 AA488964 AA283144 AIB90387 AI950344 AI741346 AI689062 AA28291 5 AW102898 
A1872193 AI763273 AW173586 AW 150329 A! 653832 AI762688 AA988777 AA488892 AI356394 AW103813 AI539642 AA642789 AA856975 AW505512 
AI951 530 AW629970 BE61 2881 AWZ76997 AW513601 AW512843 AA044209 AW856538 AA1 60009 AA3374J8 AW961 101 AA251669 AA251874 
AI819225 AW205862 Al 583338 A1858509 AW276905 A] 633006 AA972584 AA908741 AW072629 AW513996 AA293273 AA969759 N75628 N22388 
H84729 H60052 T92487 AI022058 AA780419 AA551005 W8O701 AW6 13455 AI373032 AI554269 F00531 K83488 W37181 W78802 R66056 AI002839 
R67840AA300207 AW959S81 T63226F0400S 

AJ422017 AI422945 A1363249 A14231 13 A1925592 AI420795 AI2C8187 AI423279 AI423645 AI424090 AI359637 A1044732 D17003 
AW979074 AA834841 AA828650 
AA828995 AA834879 A192636 1 
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439579 47404J AF086400 W79232 W73990 

440320 491930 1 AA879294 N6753B A1474541 

444910 624951 1 AI201849 BE069007 AW946544 

446417 676384.1 AI299050BE256910 

447197 711623J R36075A1366546R36167 

448599 770766.1 AW860912A1540866 

449034 794817J A1624049AW1 17770 A1858360 

450024 82296 1 AA005129 AA679084 AA694399 

450613 840016.1 AI702055 R89204 R86260 

451105 859083.1 AI761324AW880941 AW880937 

451153 85054.1 BE092900AA01 5877 AA01 8521 

451340 86640J AW936273 AW340350 AA017208 

454202 1050507 1 AW178363 AW84601 1 AW845964 AW845988 AW345977 AW846002 

454241 1067807 1 BE144666BE1 84942 AW23841 4 BE1 84946 

454707 1230250 1 AW814989AW81 4852 AW81 4808 

454891 1239217 1 AW837349AW837355AW882717 

454988 1248607 1 AW850140AW850195AW850192 

455091 1252939 1 BE079752BE079868BE148989AW855532BE148818BE14B815BE148796 

455092 1252971 1 BE152428AWB55572AW855607 

455095 1252987 1 AW855598AW855508BE148763BE148764AW855645AW855615AW 

455203 1259973 J AWB65450 AW865119 AW855452AW885461 AW865325AW865114 AW865116AW865321 AW855590 AW865390 

455310 1278158 1 AW893961 AW893998 AW894034AW894019 

455319 1279172J AW895387 AW895547 AW895564 AW895323 AW895405 AW895539 AW895538 

455365 1284681 1 AW948343AW948341 AW902855AW984737 

455549 1324696 J AW994222AW994377 

455666 1349545 1 BE065813 BE065788 BE055889 BE065832 

455750 1355998 1 8E075114BE075283BE075118 

455838 1374605 1 BE145808 BE145807 BE181883 

455987 1397735.1 BE178323 BE177978 

457405 333127.1 AA504950 AA504911 

458829 773443.1 A1557388BE1 58936 

459267 966605.1 AJ003531 AJ003650AJ003651 



TABLE 12C 



Pkey. Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers in this column are Genbank Identifier (GI) numbers. 'Dunham LetaL refers to the puWicaflon entitled "The DNA sequence of 

human chromosome 22." Dunham I. el aL, Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposffion: Indicates nucleotide positions of predicted e 



Pkey 


Ref 


Strand 


NLposition 


400812 


9929648 


Minus 


151513-151662 


400666 


8118496 


Plus 


17982-18115,20297-2)456 


401050 


B11762B 


Minus 


78449-79425 


401137 


2547238 


Minus 


598-1009 


401230 


9929527 


Minus 


3383W4O06 ( 34539^4592 i 36461-36745,4a92S49098,52604.52758 


401260 


8076883 


Minus 


8600846355 


401367 


9796198 


Minus 


145356-145807 


401458 


9187886 


Rus 


76485-77597 


401486 


7341763 


Pfus 


32585-32756,35281-36540,4079140933,4401844179 


401575 


7229804 


Minus 


76253-76364 


401747 


9789672 


Minus 


1 1 8596-1 18816,1 191 19-1 19244,119609-119761 ,12M22-120mi30161-130381,13Q468-130593,tt^ 






131932,132451-132575,133580-134011 


401760 


9929699 


Plus 


83126-83250,8532^85540,94719-95287 


401780 


7249190 


Minus 


28397-28617^8920-29(^,^135-29296^11-29567,29705-29787,30224^30573 


401781 


7249190 


Minus 


8321543435,83531-83656,83740^1.8423744^84955450^,86290-86814 


401994 


4153858 


Minus 


4290443124,43211-43336,44607-44763,4519945281.46337-46732 


402048 


8072512 


Rus 


4393644078 


402298 


6598824 


Plus 


36758-37953 


402337 


6957691 


Rus 


411W286,16811-imi7107-17256,19715.20040,22029.22205 


402481 


9797406 


Rus 


8789148991 


402556 


9863723 


Rus 


13579-14026 


402639 


9958129 


Minus 


20167-22383 


402800 


6010175 


Pfus 


4392144049,4618146273 


402892 


8086844 


Minus 


194384-194645 


403274 


8072441 


Minus 


104069-104179,105683-105859 


403471 


9930659 


Minus 


8586745983 


403763 


7229888 


Minus 


4357543887 


403806 


8140491 


Rus 


146390-146678 


403983 


8576059 


Minus 


6244142701 


404107 


8099028 


Minus 


2)1699-202353 


404132 


6981900 


Rus 


1130742434 


404184 


4581418 


Minus 


12652 13548 


404253 


9367202 




55675-56055 


404440 


7528051 


Rus 


8043041581 


404782 


9910094 


Minus 


15455-15589 


404959 


7407964 


Plus 


4524345368 


404981 
404996 


4432779 


Minus 


20626-20770,22513-22721 


6007890 


Rus 


• 3799948145,38652-38998^972749872,4055740674,4235142450 


405041 


7547195 


Rus 


121230-121714 


405196 


7230083 


Minus 


135716-135851 
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405277 


3980473 


Ptus 


23471-23572 


405281 


6139075 


Minus 


34202^1,35194-35336,4^1245475.4573145958^ 


405336 


6094635 


Ptus 


33267-33563 


405454 


7656675 


Plus 


133807-134053 


405545 


1054740 


Phis 


1 18677-1 18807,1 19091-1 19298,121626-121823 


405547 


1054740 


Plus 


1 24351-1 2452o! 1 24914-1 2S050* 


405657 


4827303 


Minus 


104132-104293 


405675 


4557087 


Plus 


70304-70530 


405708 


4156182 


Plus 


55030-55504 


405897 


6758795 


Pius 


59828-60535 


405932 


7767812 


Minus 


123525-123713 


405943 


6758798 


Plus 


2)605-20812 


406087 


9123919 


Minus 


7234-7626 


406092 


9123919 


Plus 


251370-251797,2521 68-252882 


406467 


9795551 


Ptus 


182212-182958 


406554 


7711566 


Plus 


106956-107121 


406560 


7711569 


fiAnus 


35162-35292 


406599 


8248616 


Plus 


10933-11088 



TABLE 13A: 465 GENES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT TISSUES, LIKELY TO ENCODE EXTRACELLULAR OR CELL-SURFACE 
PROTEINS 

Table 13A lists about 465 genes up-regulated in cervical cancer compared to normal adult tissues that are Bkely to encode extracellular or cett-surfece proteins. These were selected 
as for Table 12A, except thai the ratio was greater than or equal to 1.7, and the 95* percenBe value amongst cervical cancers was greater than or equal 100 units, and the predicted 
protein contained a structural domain that is indicafive of extracellular tocaDzaflon (e.g. ig, fei3, egf, 7tm domains, signal sequences, transmembrane domains). The pretfcted protein 
domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccrr. Exemplar Accession number, Genbank accession number 

Unigenel D: Unigene number 

PPDomains: Predicted Protein Domains 

Unigene Title: Unigene gene Oile 

R1: Rafio of tumor to normal adult tissues 



Pkey ExAccn Unigenel D PPDomains 



Hs.58561 

Hs,61232 

Hs.138202 

Hs.2258 

Hs^41407 



425650 NM 001944 Hs.1925 

418007 M13509 Hs.83169 
439605 W79123 
452240 AI591147 
424046 AF027866 
400289 X07820 
418345 AJ001696 

423017 AW178761 Hs.227948 

428227 AA321649 Hs.2248 

.447164 AF026941 Hs.17518 

414764 AW013887 Hs.72047 

416661 AA634543 Hs.79440 

427585 D31152 Hs.1 79729 
406467 

428368 BE440042 Hs.83326 

418882 NM.004996 Hs.89433 

419247 S65791 Hs.69764 

446232 AG81848 Hs.194691 

424905 NM.002497 Hs.153704 

422420 U03398 Hs.1524 

427821 AA470153 Hs.98202 

436211 AK001581 Hs.334828 
444342 NM.014398 Hs.1 0887 

422330 D30783 Hs.1 15263 
447342 AI199268 
407839 AA045144 
410153 BE311926 
414812 X72755 
421773 W69233 
413385 M34455 
413753 U17760 
432239 X81334 
418663 AK001100 
407366 AF026942 
433091 Y12642 

408536 AW381532 Hs.135188 
420440 NVL002407 Hs.97644 

437044 AL035864 Hs.69517 
405547 

439223 AW238299 Hs^50518 

426320 W47595 Hs.1 69300 

423634 AW959908 Hs.1690 
426350 NM 003245 Hs^022 

409744 AW675258 Hs.56265 



Hs.19322 

Hs.161566 

Hs.15830 

Hs.77367 

Hs.112457 

Hs.840 

Hs.75517 

Hs.2335 

Hs.41690 

Hs.3185 



TM ,cadherfn,C^dhenn_C_terrn 

SSJiemopexin,Pepfidase_M10 

TM,7trrLl 

TM 

SS.TM^erpin 

rternopexin,Peptidase_M1 0 

SS/IKserpin 

SS.serptn 

SS.TM.IL8 

TM.IBR 

TM 

TM 

SS.C1q,CoBagen 
TM,efhand 

SS,Ftep8daseJrt10hemopexin 

TM^jnembrane^BCJran 

TMWdomain 

TM,7tnu3RibosomaLL13 

TM,pk!nase 

TM.tubu2n.TNF 

TM.7tm_1 

Ammonium_transp 

Lamp 

SS.TM.EGF 
SSJipocafin 

TM.cadherin.Cadherin^CJtenn 

GtycosJransf_2 

SSJMJLB 

SS, 

TM.IDO 

SS,tarrc'nu\_.EGF Jarn&rai_Ntenn < adhjs tort 
SS,Pep0dase_M1 0,hemopexln 
TM.cadherin 
TM.IBR 

SS,TM,UPAR_LY6 

SSJM,E1-e2^TPase,CaCon_ATPase_a N 

SRCRUterogbbtn 

TM 

SS,TM^BCjTOmbran^ABCJran.ig 
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desmoglein 3 (pemphigus vulgaris antigen) 
matrix metaHo proteinase 1 (interstitial 
G protein-coupled receptor 87 
ESTs 

senna (or cysteine) proteinase inhibitor 
matrix metaltoprotemase 10 (stromelysin 
serine proteinase inhibitor 13(PI13; se 
serine (or cysteine) proteinase inhibitor 
small inducible cytokine subfamHy B (Cys 
Homo sapiens dg5 mRNA, partial sequence 
ESTs 

IGF-ll mRNA-bindmg protein 3 
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Target Exon 

matrix metaBoproteinase 3 (stromelysi n 1 
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refinoic acid Induced 3 

NIMA (never in mitosis gene a)-reiated M 

tumor necrosis factor (Bgand) superfami 

ESTs 

hypothefical protein FU10719; WAA1794 p 
shnaar to rysosorne-associated membrane g 



Homo sapiens, Similar to RIKEN cDNA 20103 
ESTs 

hypothetical protein FU 12691 
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ESTs 

indolearrfae-pyrrole 2,3 dbxygenase 
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matrix metadoproteinase 13 (coQagenase 
desmoccQn 3 

gb:Homo sapiens dg33 mRNA, parGal seque 
lymphocyte antigen 6 complex, locus D 
ESTs 

mammaglobtn 2 

cDNA far dffferenfiaHy expressed COI 6 ge 
NM_018833':Homo sapiens transporter 2, AT 
UL16 binding protein 2 
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444461 R53734 Hsl25978 TM ESTs. Weakly dmaTar to 210926QAB cell g 4.8 

410361 BE391804 Hs.62661 SS.TM.GBP gijarryfate binding protein l.toterferon-i 4.8 

423673 BE003054 Hs.1695 SS.TM,Peplidase_M10,hemopexin matrix melaltoproteinase 12 {macrophage e 4.8 

450375 AA009647 Hs.8850 TM^ismtegrin,Pep_M129_propep l Repfo}ysin a drsintegrin and rrtefettoproteinase domai 4.8 

401575 NA TM Target Exon 4.6 

428484 AF104032 Hs.184501 TM solute carrier family 7 {ca&mlc amino a 4.5 

425071 NM_013989 Hs.154424 SS,TM,T4_delodinase defedmase, fedoihyronine, type II 4.4 

431808 M30703 Hs.270833 SS.TM.EGF amphireguftn (schwanncma-oerwed growth f 4.3 

434699 AA643687 Hs.149425 TM.NudeosideJra2 Homo sapiens cDNA RJ 11 980 5s. clone HEM 4.3 

406687 M31126 Hs^72620 SS^tjdaseJM0,hemopexin pregnancy specific beta-1-gtycoprotein 9 4.2 

404440 TM.MAGE NM„021048:Homo sapiens melanoma antigen, 42 

449228 AJ403107 Hs.148590 TM,PAF-AH,p450 protein reteted with psoriasis 4.2 

444105 AW1B9097 Hs. 165597 TM^adherin ESTs - 4.1 

409632 W74001 Hs.55279 SS.serpin serine (or cysteine) proteinase inhibitor 4.1 

423515 AA327017 Hs.162204 SS,TM,UPAIUY6 ESTs 4.1 

423738 AB002134 Hs.132195 SS.TM.trypsin.SEA airway trypsin-fike protease 4.1 

423553 AA405635 Hs.96854 TM ESTs, Weakly simitar to DYLX.HUMAN CYTOPL 4.1 

445537 AJ245671 Hs.12844 THras EGF-fixe-domain, multiple 6 4.0 

446989 AK001898 Hs.16740 TM hypolhetica! protein RJ 11036 4,0 

428536 AJ143139 Hs.2288 TM.efhand.Syndecan vtstnin-Gkel 3.9 

413801 M62246 Hs.35406 TM ESTs. Highly similar to unnamed protein p 3.9 

429441 AJ224172 Hs.204096 Uteroglobin tipcphflin B (uteroglobin family member), 3.9 

409601 AF237621 Hs,8Q828 TM.filaiiientfrlament.C2 kerafln 1 {epidermolyfc hyperkeratosis) 18 

439238 N47305 Hs.46668 TM ESTs 18 

446292 AF081497 Hs.279682 Ammonlum.transp Rh type C glycoprotein 3.8 

405545 SSJM.proteasomejgABC.memb.tranABC.tran, (MDR/TAP) (TAP2) 3.8 

422938 NMJJ01809 Hs.1594 TM,thiolase centromere protein A (17kD) 17 

423217 NMJ3O0O94 Hs.1640 SS,THm3,vv^Coi}agen,Kunitz_BPTI collagen. typeVIl, alpha 1 (epidennolysi 17 

430686 NM_001942 Hs.2633 SS l TM,cadherin,C3dherin_.C_term desmogrelnl 17 

444707 AI188613 Hs.41690 TM,cadherin desmccoJfin 3 17 

409582 R27430 Hs^71565 TM ESTs 3.6 

408771 AW732573 Hs.47584 TM^tetraton.trans potassium voltage-gated channel, delayed- 16 

400441 M15530 Hs,99879 TM,G-alpha * B^l growth factor 1 (12kD) 16 

413278 BE563085 Hs.833 TM.uWquiNamimru^lammin^EGF.kaz^ interferorvstimutated protein, 15 kDa 3.6 

426514 BE616633 Hs.170195 SSJGFbj)ropepBde,TGF-beta bone morphogenetjc protein 7 (osteogenic 3.6 

424927 AW973666 Hs.153850 SS hypothefical protein C321DZ4 3.6 

408591 AF015224 Hs.46452 SSJ^Uterogrobrn rriammagtebin 1 15 

407756 AA1 16021 Hs.38260 SS.UCH-1,UCH-2 ubkjuiCn specific protease 18 15 

407137 T97307 TM,GQA1_CD39 gbrye53hOS.s1 Soares fetal Bver spleen 1 3.5 

411274 NM-002776 Hs.69423 trypsin kalHkremlO 15 

400666 SS,hemopexin,Peptidase_M10 NM_002425:Homo sapiens matrix metalloprot 15 

412471 M63193 Hs.73946 SS.TM,Grycos_transf_3 1 Cam.acyttransf endothelial cell growfli factor 1 (platele 14 

450650 T65617 Hs.101257 TM rrypothetfcal protein MGC3295 14 

451778 AI826131 Hs.71243 ig ESTs, Weakly similar to zinc finger prate 14 

430397 A1924533 Hs.105607 SS.TM bicarbonate transporter retaled protein 1 14 

449722 BE280074 Hs^3960 TM.cycHn cycfinBI 14 

422487 AJ010901 Hs. 198267 TM.vwd mucin 4, tracrreobionchial 14 

449101 AA205847 Hs.23016 SS,TM,7tmJ G pfdeuvcoupted receptor 13 

418994 AA296520 Hs.89546 SS.TMJectin_c,sushi,EGF setectjn E (endothelial adhesion molecule 13 

421379 Y15221 Hs.103982 SS.TM.IL8 small inducibte cytokine subfamily B (Cys 13 

414774 X02419 Hs.77274 SS,kringre,trypsfn plasminogen ac6vator, urokinase 13 

431958 X63629 Hs^877 SSJM,Cao7ieriruC„term,cadherin cadherin 3, type 1, P-carJherin (placental 3.3 

418462 BE001596 Hs.85266 SS ( TM,integrin_B,m3 integrin, beta 4 3.3 

424687 J05070 Hs.1 51 738 SS.Peptidase.MI 0,m2MTTopexin matrix metaltoprcteinase 9 (gelafinase B, 13 

401486 NA SSJ^rjypsin O40(»647^nj|4758508lrepP_004253.1|air "12 

408113 T82427 Hs.194101 TM,7tm_3Ribosomal_L13 Homo sapiens cDNA: FU 20869 fis, clone AD 12 

427359 AW020782 Hs.79881 TM,7tm_1 Homo sapiens cDMA: FU23006 fis, done LN 12 

452934 AA581322 Hs.4213 SS.TM.lg hypothefical protein MGC16207 11 

448988 Y09763 Hs^2785 SS.TM g^mma^mirwbutyric add (GABA) A receptor 11 

439750 AL359053 Hs57664 TM.JntegrtnJ.r^B.lectlrrrrm Homo sapiens mRNA fuD length insert cO NA 11 

414696 AF002020 Hs.76918 SS.TM^atched hTtemann-Ptck disease, type CI 3.1 

435604 AA625279 Hs.26892 TM urxteractertzed bone marrow protein BM040 11 

453883 AI638516 Hs.22630 TM.Ets.SAM.PMT cofactor required for Sp1 transcriptjond 10 

448733 NM_005629 Hs. 187958 SSJM.SNF.ABCJran^h.pWr^ solute carrier fam3y 6 (neurotrarKmltler 10 

444946 AW139205 Hs.1 56457 SS.TM^ydroiase hypothete! protein RJ22408 10 

437938 A1950087 TMJrrstone.hj.MHCJ tf>:wq05c02x1 NCLCGAPJCdl 2 Homo sapiens 10 

424441 X14850 Hs. 147097 TM.histone H2A hbtone family, member X 10 

427061 AB032971 Hs.173392 TM WM1 145 protein 3.0 

409703 NMJKJ6187 Hs,56009 SS Z-S-clrgoadenylato synthetase 3 (100 kD 10 

447313 U92981 Hs.1 8081 TGF-beta Homo sapiens done DTI PI B6 mRNA, CAGrepe 10 

431070 AW408164 Hs^49184 ABCJran txanscription factor 19 (SC1) 29 

446269 AW263155 Hs.1 4559 TM hypothetical protein FU 10540 29 

421190 U95031 Hs.1 02482 TM,vwd mudn 5, subtype B, bacneobronchia) 29 

452732 BE300078 Hs.80449 TM Homo sapiens, done 1MAGE3535294, mRNA, 29 

443859 NMJM3409 Hs.9914 SS,kazal foBstafin 29 

446733 AA863360 Hs.26040 TM.p450 ESTs, Weakty similar to fatty acid omega- 29 

449746 AI668594 Hs. 176588 SS,p450 ESTs, Weakly similar to CP4Y_HUMAN CTTOCH 29 

418844 M62S82 Hs.1 200 SS.TM4rpoocygenase^LAT arachkJonate 12-fipoxygenase • 29 

414581 AA256213 Hs.72010 TM,Cam_acyltransf,CholmeJcm2se,SC01-SenC ESTs 29 

431629 AU077025 Hs.265827 SS.lRNA_an&SH2,SH3 r pkinase interferon, atpha-imhitibte protein (don 28 

445873 AA250970 Hs^51946 SSmPABPpKnase,14-l^rrm poryWxndlng protein, cytor^asmtc 1-6 28 

438113 AI467908 Hs.8882 TM,7tmJ ESTs 28 

410310 J02931 Hs.62192 SSJMJfesueJac coayrlaSon factor 10 (thr wribopbslin, t 28 
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garnma-arrriirobutyric add (GABA) A receptor 2.8 

stem-bop (histone) binding protein 2.8 

WAA0036 gene product 2.8 

hypothetical protein FU131 17 2.7 

ESTs, Weakly similar lo 138022 nypedhefic 2.7 

ras inhibitor 2.7 

diubi^uiGn 2.7 

frizzled (Drosophia) homotog 6 2.7 

mitotic spindle co3ed<»a related prote 27 

hypothetical protein MGC10791 2.7 

gb:tu59d08jc1 NCLCGAP_Gas4 Homo sapiens 27 

ESTs 2.7 

six transmembrane epithelial anSgen of t 27 

FAT tumor suppressor (Drosophila) homotog 2.7 
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type I transmembrane protein Fn14 2.7 
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thymidine kinase 1, soluble 26 
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DESC1 protein 25 
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435836 


AW292532 


Hs^50175 


411789 


AF245505 


Hs.72157 


441455 


AJ271671 


Ks.7854 


426058 


AF029778 


Hs.166154 


439733 


AL365412 


Hs.107203 


435014 


BE560898 


Hs.10026 


457819 


AA057484 


Hs^5406 


42Z737 


M26939 


Hs.1 19571 


431104 


AW970859 


Hs.313503 


432210 


A1567421 


Hs.273330 


436511 


AA721252 


Hs.291502 


419216 


AU076718 


Hs.164021 



SS,TM>\SC,TNFR_c6 

SS,homeobca,pou 

SS.TM 

TMAIRS.fonnyl^transf.GARS 
rP.transSH2.SH3 
SS.TM,LRRCT,LKRNT,LRR 
TM,alpha-amytase7tmJ 

T^FAD^ttntfing_2,P53PA,RT>osonial_S2 t FAD_.bindi 
TM 

TM.MCMHeme_oxygenase 

SS,TM.Na_Ca_Ex 

SS 

SS.TM.7unJ.rrm 

TM,7tm_2 

TM 

TM 

TM 

TM,WD40,proJsomerase 

SSJM.kazaJ 

TM,71m_1 

SS.TM.DSL.EGF 

TM,pkinaseras,arf 

bZIPcofina J ADF,EGF 

TM,NSFNa Ca_Ex 

SS.CUB.ffTPsMAM.TlUTIUvwd.EPO TPO 
TM 

SS,TM,Yj)hosphalase,fn3,ig 1 MAM 

m3 

TM 

SSJGF^TGFbjropepfide 

TM,pkinasesugarJr 

SS,TM,trypsin 

TM 

TM,G-aJpha 
TM.14-W 

SS^jcarbOpepthormoneSReproJysin 
TM 

SS,Granln l C0P-OH_P_fransf 

SS,COLFl,CoIIagen,vwc 

SS.TM.CSD 

TM,fn3 

TM.SH2.PID 

IL8,PX 

TM,E1-E2^ATPas8,Hydroi3C8E1-E2^TPasa 

TM.pWnase.Senia.PlexinjepeatTlG.UM 

SS 

SS 

TM.RasGAP.iaWW 
TM,PMP22_Claudin 
TM,G!yco_transL8 
TM 

SS.TM.Astadn.OJB.EGF 

SS.TM 

TM 

TM.7tm_3ANF_receptor r susW 

TM,E1-E2_ATPase 

SSjbypsfn 

TM, Ferric jeduct 

TM.TNF 

TM.RhoGEF.FYVE.PH 
ig,tsp_1 

TM,pkinase,rrm 
TM 

TM,Rad1,Cadherin_C term 
SS 

TM^mjnonhim.trartspWnesinMtnwni^ transp 

TM,7tnu2,GPSlRhlA-synL2b,SerytlRNA_N 

TMjconnexIn 

SS.TM.TNF 

TM,QycoJvydro_2 

SS.TM.BIR 

TM.GNS1 SUR4 

TMJg.LRRCT 

TMiras,OENN 

SS.TM.DSUEGF.NUDIX 

TM.Sm 

TM,RIbosomaLL17 
TM 

SS.CoDagen,COLR 
Semajg 

TM4aminin_Gjarrtnin_EGF>a2ahjl^uHin 

TM^sintegn^prt^n^^M128j)ropep l pkmase, 

SSjLB 
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tymphotoxin beta receptor (TNFR superfami 2.2 

HCR {a-hefix caTed-cril rod homotogue) 2.2 

immortafizaSorKipregulaled protein 2.2 

phosphoribcsytglydnamide formyltransfera 2.2 

acetyl LDL receptor; SREC 22 

5T4 oncofetal trophoWast glycoprotein 22 

sotute carrier family 3 (activators of di 2.2 

ESTs. WeaWy similar to 138022 hypothetic 22 

ESTs 22 

rnWchromosorne maintenance deficient (S. 2.2 

HMT1 (hnRNP methyltransfefase, S. cerevrs 22 

artemin 2.2 

TONDU 22 

hypothetical protein DKFZp564D0462 22 

mttogen-activated protein kinase kinase k 22 

hypothetical protein FU 20561' 21 

glycoprotein (transmembrane) nmb 21 

COC20 (ceB division cyde 20, S. cerevis 21 

serine protease inhibitor, KazaJ type, 5 21 

Homo sapiens cDNA: FU23006 fc. clone LN 21 

delta (DrosophDaHike 1 21 

cycfin-dependent kinase 2 21 

FOS-Btearrfigen-l 21 

hypothetical protein DKFZp43411930 21 

procollagen C-endopepfidase enhancer 21 

mutatedfn cotorectal cancers 21 

protein tyrosine phosphatase, receptor ty 21 

hypothefica! protein FU23399 21 

trans membrane, prostata androgen induced 21 

inhtbtn, beta A (acth/fn A, acGvin AB aJ 21 

ESTs 21 

NM_007195*tomo sapiens kafl&retn 8 (neur 21 

Homo sapiens. Similar to R1KEN cDNA 57305 21 

guanine nucleotide binding protein (G pro 2. 1 

strati fin 21 

meMocanxoypepfidase CPX-t 21 

potassium channel, subfamiry K, member 1 21 

CG1-09 protein 21 

collagen, type V, alpha 2 21 

germ cell specific Y-box binding protein 21 

prolactin receptor 21 

SHC (Src homology 2 domain-containing) tr 21 

small inducible cytokine A5 (RANTES) 21 

ATPase, Ca transporfingr type 2C, member 21 

gb:nv35mr1 Nd_CGAP_Br5 Homo sapiens c 21 

putative secreted Hgand homologous to rj 20 

hypofliefcai [protein MGC2991 20 

sema domain, inimirnog^obuiin domain (1g), 20 

ESTs 20 

ESTs . 20 

pyTirnWherglc receptor P2Y, G-protein co 20 

bone rraphogenefic protein 1 20 

squamous cell carcinoma antigen recognize 20 

K1AA0450 gene product 20 

olfactory receptor, famiiy 2 subfamiry I ~ 20 

rnicrofibriSar-associated protein 2 20 

kai0crein12 20 

ESTs 20 

tumor necrosis factor (Hgand) superfamil 20 

ESTs 20 

carBage intermediate layer protein, nuc 20 

Homo sapiens mRMA; cONA DKFZp564O1016 (fr 20 

ESTs 20 

RAD1 (S. pombe) homdog 20 

Homo sapiens, Similar to RIKEN cDNA 11100 20 

gb:MR0-KT00&5-O8119W)O2-b0S HTD055 Homo 20 

cadherin, EGF LAG seven-p3ss G4ype rccep 20 

gapjunc8onr^otein,befa5(coriiexin31 20 

tumor necrosis factor (Bgaruf) superfami] 20 

gb^C1-NNOOG3-100500-022-c08 NM0363 Homo 20 

survival of motor neuron 1. telomenc 20 

homofog of yeast long chain poryurtsaturat 20 

DKFZP564I1922 protein 20 

zinc/iron regulated bansporter-fike 20 

jagged 2 20 

hypothefical protein from EUR01MAGE 17593 20 

mitochondrial rujosoma) protein L17 1 . 

ESTs, Highly similar to unnamed protein p 1. 

collagen, type III, alpha 1 (Ehters-Oanto 1. 

ESTs 1. 

Homo sapiens, clone IMAGE:3544662 mRNA. 1. 

ESTs 1.9 

smaD inducible cytokine subfamily B {Cys - 1.9 
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432169 Y00971 Hs.2910 TM,Piftosyllran 

441128 AA570255 Hs.54628 TMjas 

447160 AA330310 Hs.24181 TM 

419138 U4850B HsJ9531 TM.RYDR_ITPR.RyR.SPRY 

457817 AA247751 Hs.79572 TM.hemopexin t Pepfidase_M10 

431009 BE149762 Hs.48956 SSJMconnexin 

428957 NH.003881 Hs.194679 SS,TM.vwc,tGFBP,tsp_1 

418546 AA224827 TM.vwa r FG<5APjntegnnJV 

400749 SS.TM,W!_recepLa,&i3.ldl_recepLb 

408369 R38438 Hs.182575 F-protein 

422765 AW409701 Hs.1578 TM.BIR 

417409 BE272506 Hs.82109 TM,Syndecan 

407720 AB037776 Hs.38002 TM.calponin.CH 

418830 BE513731 Hs.88959 TM.COP-OHJ* transf,MCM 

434769 AA548884 Hs.1 34278 TM,COP-OH_P_translMCM 

421593 NMJ)17436 Hs.109956 SS.TM 

4260S4 BE387014 Hs.166146 TNLWH1 

404604 NA TM 

422753 AI928995 Hs.1575 SS.TM.Sm 

422739 H20106 Hs.1 19591 SS,CtaLadaptor_s 

433068 NM_006456 Hs^88215 SSPribosyttran 

419594 AA013051 Hs.91417 TM 

428188 M98447 Hs.22 TMJransglijlamjn_C.TransgKjlamb„N,Trarisg!uLcore 

428343 AL043021 Hs.12705 TM,Rhombotd,HMG_boxTPR 

429592 AB029041 Hs.209646 Troponin 

431620 AA126109 Hs.264981 C2,FURasGAP,OTPJransL2 

424670 W51215 Hs.116651 ig 

428373 AI751656 Hs.183986 SS.TMJg 

453449 W16752 Hs.32981 SS.tg.Sema 

432304 AA932186 Hs.69297 TMJtmJ 

432673 AB028859 Hs.278605 TM.DnaJ,OnaJ_CDnaJ 

416207 NMJH4745 Hs.336433 SS.TM^OHHC 

408988 ALII 9844 Hs.49476 TM.PtexlruepeatS€ma,tsp 1 

417426 NM.002291 Hs.82124 SS,laminin_EGF,lairariin_NtenTi 

443883 AA114212 HsJ9930 SS.TNUerptn.MarelLA 

433328 AW298159 Hs33644 SS.TM 

419981 AA897581 Hs.128773 TM,Ski_Sno 

420931 AF044197 Hs.1 00431 SS.TM.ILB 

415023 AA932146 Hs.1 33494 TM,RIbosomal_S17RibosomaJ_L1 3 

413644 BE154910 Hs.278793 TM,Gryco_hydro_2 

449987 AW079749 Hs.184719 TMABC_lian I ABC_m8mbrane5on_trans 

421340 F07783 Hs.1369 SS,sushJ 

417866 AW067903 Hs.82772 SS.TM.Collagen.COlR.TSPN 

430259 BE550182 Hs.1 27826 THfr2nsmsmbrans4RasGEF,RA 

432998 AA835948 Ks. 153307 TM.SDF 

431671 NM.016937 Hs.267289 TM.NA 

411773 NM_006799 Hs.72026 trypsin 

425247 NML005940 Hs.1 55324 SS.TM,Pepfiriase„M10.hemopexin 

422976 AU076657 Hs.1 500 TM,cpn60JTCP1,Sema 

425159 NM.004341 Hs, 154868 SSJM,GATase.OTCat».(ySas8_I_chain,Dihydrooro 

447776 A1525625 Hs.130181 Ricin_BJecfin 

426908 AW815163 Hs.172851 SS,TM,fusiOT_gly.Myosln_tafladhj6hort 

408116 AA251393 Hs.289052 TM.Na_Ca_ExCam - acyllransf 

417847 ACT 558 Hs.7331 UterogloWn 

415791 K09366 Hs.78853 SS.TM.UNG 

407903 AJ 287341 Hs.154029 mubkiuitinJamirm_Gjaniirib_E{^^ 

422511 AU076442 Hs.1 17938 TM,p450 

414117 W88559 Hs.1787 TM.bn_trans,K»tetra 

426841 AI052358 Hs.193726 TM,asp 

415272 AA164215 Hs^03188 TMJPR,pkinase,ig,B56 

426440 BE382756 Hs.1 69902 TM,sugarJr,Fork_head 

419488 AA316241 Hs.90691 FGF 

418452 BE379749 Hs*5201 SS.TMJecfin_c 

431363 M86528 Hs.266902 SS.NGF 

440975 AW499914 Hs.7579 SS.TM 

438962 BE046594 TGF-beia,bZlP 

414602 AW630088 Hs.76550 SS 

416054 NM.002318 Hs.83354 TM^nitojcarr.LysyLo^ase 

440501 AA887391 Hs.202229 TM.Ga)actosyLT 

449309 AW589823 Hs.224189 TM 

421461 AW291023 Hs£7255 TM,LysyLoxfdase.SCP2.Band 7 

412584 X54870 Hs.74085 TMJecOnjc 

441565 AW953575 Hs^03125 TM 

431837 T79326 Hs.326553 TM.7lm_3^NF_reccplor^usW 

436251 BE515065 Hs.295585 SS,Y_phcsphataseTlG 

448833 AA311426 Hs.21635 TM.EGF.IaiTimIrLG^brinogen C.F5 F8 type_C,tubuBn 
424291 AL120051 Hs.144700 TM^phrinJfeLcteacetyl 
415388 AF018081 Hs.78409 SS.TM.TSPM.Cotegen 
435550 AI224456 Hs.4934 TM.LRR.LRRCT 
448568 AA149121 Hs.71947 TMLRRCT 

439246 AI498072 Hs.77783 SS.TM.REJ.PlAT 1 PKD,WSC,LRRCT 1 Q 5 SPMP22_aa 
410001 AB041038 Hs.57771 SS.TM^rypsrn 
417312 AW888411 Hs.81915 SS.Stafhmin 



phosphoribosyl pyrophosphate synthetase 2 1.9 

ESTs, WeaHy similar to T23273 hypothetic 1.9 

ESTs 1.9 

ryanodine receptor 1 (skeletal) 1 .9 

cathepsin D (lysosomal aspartyl protease) 1.9 

gap junction protein, beta 6 (connexin 30 1 .9 

WNT1 inducible signaling pathway protein 1 .9 

gbmc32g04.s1 NCLCGAPJW Homo sapiens c 1.9 

NMJW31 05*:Homo sapiens sorUQn-related 1.9 

solute carrier family 15 (H?77 transports 1.9 

bacutoviral IAP repeat-containing 5 (surv 1.9 

syndecan 1 1.9 

NAA1355 protein - 1.9 

hypotheScal protein MGC4816 1.9 

Homo sapiens cDMA FU12676 fis. done NT2 1.9 

globotriaosylceramlde/C077 synthase; Go3/ 1.9 

Homer, neuronal immediate early gene. 3 1.9 

Target Exon 1.9 

small nuclear ribonucteoprotein 03 polype 1 .9 

adaptor-related protein complex 2, sigma 1.9 

siaryttransf erase 1.9 

topcfcomerase (DNA) II binding protein 1 .9 

transglutaminase 1 (K polypeptide epiderm 1.9 

ESTs 1.9 

WAA1118 protein 1.9 

7-5'-oligoadenylate synthetase 2 (69-71 1.9 

epithelial V-fike antigen 1 1.9 

pdiovfrus receptor-related 2 (herpesviru 1.9 

sema domain, rmrnunogtobufin domain (Ig), 1.9 

ESTs 1.9 

OnaJ (Hsp40) homotog, subfamily B, member 1.9 

Homo sapiens, done MGC29Q8, mRNA, comp! 1.9 

Homo sapiens clone TUA8 CrMru-chat regto 1.9 

lammin, beta 1 1.9 

serine (or cysteine) proteinase inhibitor 1.9 

ESTs, Wealdy similar to S65824 reverse tr 1.9 

ESTs 1.8 

small inducible cytokine B subfarrtiy (Cys 1.8 

Homo sapiens dona TCCCIA00164 mRNA seque 1.8 

ESTs. Weakly similar to Z1 95_HUMAN ZINC F 1 .8 

ESTs, WeaWy shnBar to ALU 1 .HUMAN ALU SU 1.8 

decay accelerating factor for complement 1.8 

collagen, type XI. alpha 1 1.8 

RalGEF-tke protein 3, mouse homotog 1.8 
ESTs 1.8 
polymerase (DNA directed), atpha 1.8 
protease, serine, 21 (testisin) 1.8 
matrix metal toproteinase 1 1 (strornerysin 1.8 
chaperonin containing TCP1, subunit 5 (ep 1.8 
carbamoyt-phosphatB synthetase 2, asparta 1.8 
UDP-N-acetyl^pha^aiaclosamine:pdype 1.8 
arginase, type II 1.8 
Homo sapiens. Similar to R1KEN cDNA 54304 1.8 
hypothebcal protein FU22316 1.8 
uracMNAgJycosylase 1.8 
bHLH factor Hes4 1.8 
collagen, type XVII, atonal 1.8 
proteoEpld protein 1 (PeGzaeus-Merzbach 1.8 
ESTs 1.8 
ESTs 1.8 
solute carrier f amfly 2 (facSitaled gtuc 1.8 
nudeorjhcsrriinmucteop4asmin 3 1.8 
C-type (calcium dependent, carborrydrate-r 1.8 
neurotropWn 5 (neurotrophrn 475) 1.8 
hypothetical protein RJ10402 1.8 
gb-Jm41d 1jc1 NCLCGAP_RDF2 Homo sapiens 1.8 
Homo sapiens mRNA; cONA DKFZp564B1264 (fr 1.8 
rysy1oxtoas&Jtke2 1.8 
ESTs 1.8 
ESTs 1.8 
ESTs, Weakly simHar to A46010 X-Tmxed r 1.8 
DNA segment on chromosome 12 (unique) 248 1.8 
p53-induced protein PiGPCI 1.8 
olfactory receptor, family 2. subfamily I 1.8 
nucleolar protein (KKE/D repeat) 1.8 
tubtfin, gamma 1 1.8 
ephrtn-BI 1.8 
coQagen, type XVI H, alpha 1 • 1 .8 

Ksapiens poryA site DNA 1.8 
ESTs 1.8 
membrane-ass o ciated tyrosine- and (hreoni 1.8 
kaffixrein 11 1.8 

leukernia-assoaated phosphoprotein p1B (s ■ 1. 
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444152 AI125694 Hs. 149305 TM hypothetical protein MGC2603 1.8 

453454 AW052006 Hs.8551 TM PRP4/STK/W0 sprTcing factor 1.8 

449320 AB030835 Hs.23476 SS.adenylatekmase (^1-<nteracfing zinc finger protein 1.8 

428329 AA426091 Hs.98453 TM.GaW)indJecGn ESTs, Moderately sinflar to R27328 2 {H.s 1.8 

5 452875 BE275760 Hs.30928 TM^poTipopfuteirng DNA segment on chromosome 19 (unique) 117 1.8 

444031 BEZ71513 Hs35303 TM.PeplidaseJA10.hemopexin rn/potheScal protein FU 131 54 1.8 

443534 AI076123 TM gb:oy92e04.x1 SoaresJetaJJrver__sp!een_1 1.8 

413313 NM.002047 Hs.75280 TM,vVHEP-TRS.7tnL2 grycyURNA synthetase 1.8 

irv 452874 AKD01061 Hs.30925 SS hypothetical protein FU 10199 18 

10 453140 AA032238 Hs.170531 TM ESTs 1.8 

418541 BE243136 Hs.86947 SS.TM.disintegrin T Pep_M1 2B_propep, Reproiysin a dteintegrin and melaDcflroteinase domai 1.8 

432925 AA878324 Hs.192734 SS ESTs 1.8 

453857 AL080235 Hs.35851 TM DKFZP586E1 621 protein - 1.8 

457663 AW371946 Hs.337459 TM ESTs 1.8 

15 452873 AK001247 Hs.30922 TM hypolheflcal protein FU 10385 1.6 

436396 AI683487 Hs.152213 SS.wnl wtngless-type MMTV integration site f am3 1.8 

452835 AK001269 Hs.30738 TM hypothetical protein FU 10407 1.7. 

459647 R34107 Hs.1 98287 ig pregnancy specific beta-1-glyccprotein 1 1 1.7 

418245 AA088767 Hs.83883 TM.PEPCK transmembrane, prostate androgen induced 1.7 

20 448484 BE613340 H&334725 TM Homo sapiens. Similar to RIKEN cDNA 94300 1.7 

431369 BE184455 Hs^51754 SS.wap secretory leukocyte protease inhibitor (a 1.7 

434877 AW974792 Hs.292171 TM ESTs 1.7 

428923 BE047698 Hs.188785 TM ESTs 1.7 

402915 NA TM.HC03 cotransp ENSPGOT)202587^Bicanbonate transporter- 1.7 

25 420185 AL044056 Hs.158047 TM ESTs 1.7 

445739 AW136354 Hs.145303 TM ESTs 1.7 

409435 AI810721 Hs.95424 TM,p450 ESTs 1.7 

408688 A1634522 Hs. 152925 TM K1AA1 268 protein 1.7 

420085 AI741909 Hs.44680 TM hypothefical protein FU20979 1.7 

30 433933 AI754389 Hs. 133494 THFibosom3l_S17Rftx)Sornai_L13 Homo sapiens clone TCCOA00164 mRNA seque 1.7 

430965 AA489732 Hs.154918 hormone_rec 1 Prog_receptcr,zf-C4 ESTs 1.7 

414703 BE243877 Hs.76941 SS,TM,NaJC-ATPaseE2F_TDP ATPase, Na?transportirfl,beta3porypept 1.7 

423464 NMJJ16240 Hs.128856 TM,Collagen CSR1 protein 1.7 

416737 AF154335 Hs.79691 SS.TM4JM,PDZsugar_trPOZ,UM UM domain protein 1.7 

35 409012 AL1 17435 Hs.49725 TM,RhoGEFzf-DHHQadh__short DKFZP434I21 6 protein 1.7 

423804 AW403448 Hs.1 706 TM.IRF interferon-sfimulated transcription facto 1.7 

410418 D31382 Hs.63325 SS.TM.bypsin.W] recepLa trarrsmerrtbrane protease, serine 4 1.7 

440028 AW473675 Hs.1 25843 TM ESTs. WeaWy similar to T17227 hypothetic 1.7 

457646 AA725650 Hs.1 12948 TM.SPRY ESTs 1.7 

40 445439 BE243084 Hs.12719 SS,TGF-beta regulator of nonsense trarrscripts 1 1.7 

420426 AA262045 Hs.36567 TM,Gatactosyl_T_2ATP-synLC Homo sapiens cDNA FU14227 fis, done NT2 1.7 

431341 AA307211 Hs.251531 TM,proteasome proteasome (prosome. macropain) subunil, 1.7 

412338 AA151527 Hs.69485 THSema,PtexinjepeatTlG,F^ruepeat hypolhefcal protein FU12436 1.7 

414799 AI752416 Hs.77326 SS,thyrog!obu!in-1JGFBP ltsuMco growth factor binding protei 1.7 

45 452700 AI859390 Hs.288940 TM,DlX,RGS,thiored five-span transmembrane protein M83 1.7 

430877 NMJJQ5269 Hs^693 GST CtRNA-synU ,WHEP-TRS,TGF-beta gSonTa-associated oncogene homclog (zinc 1.7 

428624 AI125222 Hs.98712 TM,thicTed 1 Y^pr»sphatas8,MAM^ hypothelical protein DKFZp434H031 1 1.7 

444065 AW449415 Hs.1 0260 TMjon.trans Homo sapiens cDNA FU 11341 fis, done PLA 1.7 

416319 AI815501 Hs.79197 SS.TM.rg C083 antigen (activated B lymphocytes, tori 1.7 

50 429367 AB007867 HsJ278311 Sema,Piexin_repeat,TlG ptexln B1 1.7 

430425 AA531428 Hs.241412 TM apofipoprotein U 2 1.7 

441668 AI611973 Hs.127525 TMAwranhrr^tiarep ESTs 1.7 

418469 U34879 Hs.85279 SS,TM.adh„short hydroxysteroid (17-beta) dehydrogenase 1 1.7 

450835 BE262773 Hs.25584 TMArfGap r^ypothefical protein FU10767 1.7 

55 416359 AA2K558 TM gbmc15d10s1 NCI_CGAP_Pr1 Homo sapiens c "1.7 

425304 AA463844 Hs31339 TMjg.lTAM fibroblast growth factor 11 1.7 

423635 XB5019 Hs.1 301 81 TM,Rcm^B_lect3n UDP44^t)Mpha^alactosaniii^pc^ 1.7 

414820 AA371931 Hs.77422 TMjOT.lrans.UM,Synaptophysin proteoSpid protein 2 (coJonic epithelium 1.7 

440654 AW014242 Hs.159998 T^connexin ESTs 1.7 

60 412276 BE262621 Hs.73798 SS.MIF macrophage mlgrafion Inhibitory factor (g 1.7 

422087 X58968 Hs.11 1301 SS,Peptidase_M1 OMhemnpexin matrix rnetailoprotemase 2 (getafinase A, 1.7 

407151 H25836 Hs.301527 SS.TNF ESTs. Moderately similar to unknown [Rsa 1.7 

410726 A1623859 Hs.15936 TM.PX ESTs 1.7 

452012 AA3077D3 Hs.279766 TMJdnesin k^famDy member 4A 1.7 

65 433627 AF078866 Hs.284296 TM.SURF4.SURF1 .DEADfipocafin HcrnosarienscDNA: FU22993 fis, done KA 1.7 

409220 BE243323 Hs.51233 TM/Jeath,TNFRc6 tumor necrosis factor receptor superfamil 1.7 

427082 AB037858 Hs.173484 TM,m5to_carr hypofoeficai protein FU 10337 1.7 

426410 BE298446 Hs.305890 TM.Bd-2.BH4 BCL2-fike1 1.7 

433598 AI762836 HsJ71433 TM,Cytidyty{transf 1 SIR27tm_2 ESTs, Moderatefy simHar to ALU2_HUMAN AL 1.7 

70 436495 BE258948 Hs.290874 TM^madiHo seg ESTs, Weakly similar to ALU8_HUMAN ALU SU 1.7 

422032 AA476966 Hs.1 10857 TM,TFHS,RNAJ^UU5KDseiTin,^^ porymerase (RNA) Ell (DNA directed) polyp 1.7 

429736 AF125304 Hs.212680 SS.TNFR.c6 tumor necrosis factor receptor superfamil 1.7 

427600 AW630918 Hs.179774 TMJransglixtaTnfoJ^Transgtutar™ proteasome (prosome, macropain) activator 1.7 

431981 AA664069 Hs.1 15779 lan^B4aminin_EGF ESTs 1.7 

75 407736 N41744 Hs.19978 TM,Sulfetase CQ-30 protein 1-7 

420187 AK001714 Hs.95744 TM nypothefcal protein sirnfiar to ardcyrin r 1.7 

424620 AA101043 Hs.1 51254 SS.TM.trypsin kaflrfrein 7 (dryntibyptfe stratum come 1.7 

430488 D19589 Hs.13453 TM hypothefical protein FU 14753 * 1.7 

ft _ 423393 R37772 Hs.21420 TM,thk3redpkinase p21-aciivated protein kinase 6 1.7 
80 444051 N48373 Hs.10247 SSjg 
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TABLE 13B 

Pkey: Unique Eos probesel identifier number 
CAT number: Gene duster number 
Accession: Genbank accession numbers 



Pkey 

408344 
418546 
418859 
418669 
437938 



CAT Number Accessions 



438962 
443534 
447197 
454197 



455333 
457570 



105240J 
176677J 
179717.1 
179863.1 
44573 Jl 



467390.1 
572957.1 
711623.1 
1050392.1 



1281 044J 
357443.1 



AA053843 BE162213 
AA224827 T59708T59843 BE156903 
AA229558 AA345492 AA229582 
AW516565 AA229762 AA230035 

AI950087 M70208 R97040 N36809 AI3081 19 AW967677 N35320 AI25U73 H59397 AW971573 R97278 W01059 AW967671 AA908598 AA251875 
AI820501 AI820532 W87891 TB5904 U71456T82391 BE328571 T75102 R34725 AA884922 BE328517 AI219788 AA884444 N92578 F13493 
AA927794 A! 560251 AW874068 AL 134043 AW235363 AA663345 AW008282 AA488954 AA2831 44 A! 890387 AI950344 Al 74 1346 A1689062 
AA282915 AW102898 A1872193 AJ763273 AW173586 AW150329 AI653832 AI762688 AA988777 AA488892 A1356394 AW1 0381 3 AI 539642 
AA642789 AA856975 AW505512AI961530AW629970BE612881 AW276997 AW513601 AW5 12843 AA044209 AW856538 AA160009 AA337499 
AW961101 AA251669 AA251874 A1819225 AW205B62 AIB83338 A1858509 AW276905 AI633006 AA972584 AA908741 AW072629AW513996 
AA293273 AA969759 N75628 N22388 H84729 HS0052 T924S7 A1022058 AA780419AA551005 W80701 AW613456 A1373032 AI564269 F00531 
H83488 W37181 W78802 R66056 AIQ02839 R67840 AA300207 AW959581 T63228 F04005 
BE046594 BE046667 AA8285B5 AI207343 
AI076123 AI244834 AI69S239 
R36075AI366546 R36167 

BE140966 BE140961 BE 140967 BE141006 BE140985 BE140970 BE141669 BE141653 BE141664 BE141655 BE141661 BE141660 BE140969 
BE141673 BE141650 BE141674 BE141550 BE141688 AW178241 BE140994BE141666BE14O998BE141008BE14O988BE141011 BE140975 
BE141657 BE141675 BE141657 BE141681 BE141656 BE141672 BE141680 AW178237 BE141012 BE140990 BE141658 BE141648 BE141013 
BE141668 BE140973 BE141004 BE140963 BE140984 BE141009 AW178232 BE141007 BE141649 AW178293 BE140993 AW178233 BE141646 
BE141005 BE141691 BE141000 BE141652 BE140S65 BE141562 BE140960 BE140962 BEU1001 BE140978 AW178229 AW178239 BE141671 
AW178230 BE141547 AW178235 BE141663 BE141549 BE140996 BE141003 AW178236 BE141002 BE141556 
AW897851AW897852 
AA579426 AA579436 AA573736 



TABLE 13C 

Pkey: Unique number corresponding to an Eos probeset 

Ret: Sequence source. The 7 digit numbers in this column are Genbank Idenfiier (GI) numbers. "Dunham L e! aT refers to the publication entitled The DNA 

sequence of human ctuomosome 22/ Dunham 1. el al n Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLcosition: bxficatss nucleotide positions of predicted exons. 



Pkey 


Ret 


Strand 


NLposttJon 


400666 


8118496 


Plus 


17982-18115,20297-20456 


400749 


7331445 


Minus 


9162-9293 


401103 


8568122 


Minus 


98330-98449 


401485 


7341763 


Plus 


32585^2756,36281-36540,40791-40933,4401844179 


401575 


7229804 


Minus 


76253-76364 


402745 


9212200 


Minus 


76516-76690 


402915 


7406502 


Minus 


140-276 


404440 


7528051 


Plus 


80430-81581 


404604 


9212537 


Minus 


72019-72509 


405545 


1054740 


Plus 


1 18677-1 18807.1 19091-1 19296,121626-121823 


405547 


1054740 


Plus 


124361-124520,124914.125050 


406400 


9256298 


Plus 


1553-1712.1878-2140,4252-4385,5922-6077 


406467 


9795551 


Plus 


182212-182958 



TABLE 1 4A 209 GENES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT TISSUES THAT ARE UKELY TO ENCODE EITHER ENZYMES OR 
PROTEINS AMENABLE TO MODULATION BY SMALL MOLECULES 

Table 14A Bsts about 209 genes up-regulated in cervical cancer compared to norma! adull tissues that are ffltery to encode either enzymes or proteins amenable to rnodutaSon by 
small molecules. These were selected as for Table 1 2A. except that the rafio was greater than or equal to 2.0, and the 95* percentile value amongst cervical cancers was greater ffian 
or equal 40 units, and the predicted protein contained a structural domain that is Irrigative of enzymatic function or of being modulatabte by small molecules (e.g. pkinase, peptidase, 
phosphatase, ATPase, or tonjransporter domains). The predicted protein domains are noted 



Pkey: Unique Eos probeset MenBier number 

ExAccrc Exemplar Accession number, Genbank accession number 

UragenelD: Urrigene number 

PPDomains: Predicted Protein Domains 

Unigene Title: Unigene gene Gtie 



R1: 



Ratio of tumor to normal adult fissues 



Pkey 


ExAccn 


UnigenelD 


PPDomains 


418007 


M13509 


HS.B3169 


SS.hemopexin.Pepua'ase.MI 0 


439606 


W79123 


Hs.58561 


TM,7tm_1 


400289 


X0782O 


Hs.2258 


temopexirU 5 eplidase_M10 


415817 


U88967 


Hs.78867 


S S,U^Y_clwsphatase^arb_anhyd 


416209 


AA236776 


Hs.79078 


TM.KORMA 


404996 


NM-001333 


Hs*7417 


PepJJdase_C1 



Unigene Tifla 

matrix metaDoproteinase 1 (inters t 
G prateirwxwpled receptor 87 
matrix metaSopretdnase 10 (stroma 
protein tyrosine phosphatase, recep 
MAD2 (mitotic arrest deficient, yea 
CTSL2CathepsinU 
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R1 

38.9 
23.8 
20.5 
16.4 
154 
13.1 
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10 
15 
20 

25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



428618 
429486 
419183 
428358 
420759 
458194 
446232 
424905 
452291 
424086 
425710 
433133 
447254 
431941 
427821 
436211 
403471 
410153 
457405 
421948 
439292 
413825 
425695 
438394 
432239 
408536 
432226 
419520 
426350 
421155 
423873 
450375 
418379 
457465 
412333 
450510 
436291 
446353 
435435 
425071 
433322 



444781 
428479 
406687 
423035 
449228 



457030 
448995 
415857 
438390 
429900 
446292 
422938 
408771 
424296 
436246 
411274 
400666 
426920 
412471 
430704 
455092 
453775 
438993 
426572 
449101 
427660 
402481 
414774 
412246 
418462 
424687 



408113 
427359 
402337 
420930 
443426 
439750 
420039 
448733 



AA885360 

AF155827 

U60669 

BE440042 

T11832 

AW383618 

AI281848 

NM.002497 

AF015592 

A1351010 

AF0308BO 

AB027249 

NMJKM153 

AK0Q0106 

M470158 

AK001581 

NA 

BE311926 

AA504860 

L42583 

AA090421 

AW451103 

NM_005401 

BE379623 

X81334 

AW381532 

AW182766 

AB009303 

NMJM3245 

H87879 

BE003054 

AA009647 

AA218940 

AW301344 

AW937485 

AAO10056 

BE568452 

A1290919 

T89473 

NMJJ13989 

H50621 

BE298227 

NMJH4400 

Y00272 

M31126 

AW449879 

AJ403107 

AB002134 

A1301740 

A(613276 

AA866115 

A1422017 

AA460421 

AF081497 

NM_001B09 

AW732573 

A1631874 

AW450963 

NM_002776 

AA393351 

M63193 

AW813091 

BE152428 

NM.002916 

AA828995 

AB037783 

AA205847 

AI741320 

XQ2419 

AI160873 

BE001596 

J05070 

NA 

T82427 
AW020782 

AW888850 

AF098158 

AL359053 

NMJXM605 

NMJM5629 



Hs.160199 
Hs.203953 
Hs.89663 
Hs. 83326 
Hs.127797 
Hs.265499 
Hs.194691 
Hs.153704 
Hs,28853 
Hs.102267 
Hs.159275 
Hs.104741 
Hs.17908 
HsJ272227 
Hs.98202 
Hs^34828 

Hs.15830 

Hs^34309 
Hs.5555 
Hs.71371 
Hs.159238 
Hs.27693 
Hs.2938 
Hs.135188 
Hs^73558 
Hs.90800 
Hs.2022 
Hs.102267 
Hs.1695 
Hs.8850 
Hs.137516 
Hs.122908 

Hs^42998 
Hs^101 
Hs.153661 
Hs.192328 
Hs.154424 
Hs.134156 
Hs.250822 
Hs.11950 
Hs.184572 
Hs.272620 
Hs-156739 
Hs.148590 
Hs.132195 
Hs.173381 
Hs^662 
Hs.127797 

Hs.30875 
Hs.279682 
Ks.1594 
Hs.47584 
Hs.155140 
Hs.119991 
Hs.69423 

Hs.132121 
Hs.73946 
Hs.335799 

Ks.35120 

Hs.170523 
Hs.23016 
Hs.114121 

Hs.77274 
Hs.69233 
Hs.85266 
Hs.151738 

Hs.194101 
Hs.79881 



Hs3329 
Hs£7664 
Hs34581 
Hs.187958 



pkinase 

heGcase_CSNF2_NheDc3se_C 
p450 

SSPepOdase_M1 Oternopexin 

he!icase_C 

p450 

TM,7tm_3Ribosomal_L13 

TM,pldnase 

TM,pkinase 

LysyLoxidase 

TM,SuifateJransp,STAS 

TM.CoBagen.pWnase 

SS.AAA.BAH 

pkinase;Furiivia©,Rficep - Ldoro 

TM,7tm_1 

Ammonium^trans p 

SS.THtrypsin 

Qycos_transf_2 

TM,7tn\_2 

filamenl,HC03_colranspfilamenl 

TM^AA,Ferric„redud 

TM,E1-E2_ATPase,Hydrolase 

TM,Band_41,Y_phosphat3se 

SS.projsomerase 

SS,Peplldase_M1 0,hemopexin 

SS,TM > E1-E^TPasa.CafiofLATPa 

CyCdytyltransf 

TrvUiemopexin,Peptidase_M10 

TM,Transghitamin_C,Transg!ulam 

SS,Lysyt_oxldase r A!dose_epim,E 

SS,TM,Peplldase_M10 l hemopexin 

TM,tfsmtegrin ,Pep_M 1 2B_propep 

AAA 

PribosyItran,Sulfatas8 
TM,7tm 1 

DNAJopoisoll.DNAJopoisoIVlGF 

abhydrolase 

HECTpkinase 

fipase,PtAT 

SS,TM,T4_deiodinase 

TMJonJransNBARC.CARD.mitDjc 

TM,pkinase 

PH4actamas8_B 



SS,Pepfid3se_M10. 
TM,QycoJransf 8 
WAF-AKP450 
SS,TM,trypsin,SEA 
TM.Dihydrocrotase 



heftcase_C 
TM,DSlJtm_17&nJ 



Ammonium_trans p 

THWoJase 

TMXJetraJorUrans 



connex3nhorrnone_rec,zf-C4 
trypsin 

SS,hemopexlivPep8dase_M10 
PDEase 

SS.TM, Grycos_transf_3,Carn._acy 
Epimerase 



AAA,PI3J 5 l4_kmase.PI3Ka,Pl3K. 

lntegrin._B 

hormone_recvZf-C4 

SS.TM.7tmJ 

hormone _ret^zf-C4 

SS.krirtgle.trypstn 

SulfotransferACOX 

SS,TM,«ntegrm_B,fh3 

SS.Pepfidase_M10,fh2.heirapexin 

SS,TM,trypsin 

TM,7tm_3Ribosornal L13 

TM,7tm_1 

SS,p450 

»_T2 



TMjntegrin_B,Ririn_BJecfinn- 

CARD,SuBbtransferOAGKc 

SSJM,SNF r ABC_tranjsodh,pkina 



Target CAT 

hypothetical protein FU 10339 
cytochrome P450, subfamily XXIV (vi 
matrix mstaHoproteinase 3 (strome) 
Homo sapiens cOMA FU 1 1 381 fis. do 
ESTs. Moderately similar to ALU*_HU 
refinote acid induced 3 
KIMA (never in mitosis gene a)-reia 
COC7 (cell division cyde 7, S.cer 
lysyi oxidase 

solute carrier family, member 4 
PDZ-binding kinase; T-cell original 
origin recognition complex, subuntt 
Homo sapiens cDNA FU2O099 fis, do 
ESTs 

hypothetical protein FU10719; K1AA 
Target Exon 

hypothetical protein FU 12691 
gb:ab03a10.s1 Stratagene fetal reti 
keratin 6A 

hypothefcal protein MGC5347 
ESTs 

protein tyrosine phosphatase, norw 
peptidytproryt isomer ase (cydophil 
matrix metalloprotalnase 13 (coHag 
ESTs ^ 
phosphate cytidyryttransf erase 1, c 
matrix rnetaltoproteinase 16 (membra 
transglutaminase 3 (E polypeptide, 
tysyf oxidase 

matrix metal Icprotelnase 12 (rnacrop 

a dtsintegrin and metaDoproteinase 

WgeSn-Gtel 

DNA replication factor 

gb:QV3-DT0044-221 299-045^)09 DT0044 

ESTs 

protein regulator of cytokinesis 1 

ESTs 

ESTs 

debdlnase, iodothyronlne, type II 
ESTs, Weakly similar to I38022 hypo 
serine/threonine kinase 15 
GPl-anchored metastasis-associated 
cell ajvision cycle 2, G1 to Sand 
pregnancy specific beta-1-gtycoprot 
H .sapiens XG mRNA (done PEP1 1) 
protein related with psoriasis 
airway trypstn-Uke protease 
dOrydropyrimidfrtase-tjke 2 
guanine nucteoSde binding protesi 
Homo sapiens cDNAFU 11 381 fis, do 
gb^45f12jc1 Na_CGAP^Bm23 Homos 
ESTs 

Rh type C oncoprotein 
centromere protein A (17kD) 
potassium votege-gated channel, de 
casein kinase 2, alpha 1 porypeptid 
ESTs 

kalOkreinlO 

NM_002425*tomo sapiens matrix metal 
ESTs 

endothelial celt growth factor 1 (p 
ESTs 

grtfmHT0323-151299-126-b04 WT0323 

repficaSon tactor C{acSvator 1) 

gfcod77b08^1 NC1_CGAP_Ov2 Homo sap 

hypothetical protein FU11183 

G protein-coupled receptor 

Homo sapiens cDNA: FU23228 fis, d 

NM_001821':Homo sapiens chorotderem 

plasminogen activator, urokinase 

zinc finger protein 

integrin, beta 4 

matrix metafloproteinase 9 (geteCn 
C4000647*:gil4758508lreqNP_004253. 
Homo sapiens cONA; FU 20869 6s, d 
Homo sapiens cDNA: FU2300S fis, d 
Target Exon 

gb^mWT0007-130500-551-f06 NT0007 
chromosome 20 open reading frame 1 
Homo sapiens mRNA tofl length loser 
sulfatransf erase family, cytosoQc, 
solute carrier family 6 (neurotrans 

225 



1Z7 
12.6 
123 
10^ 

m 

9.4 
8.9 

a9 

8.7 

a3 

7.8 

7.4 

7.1- 

6.9 

6.9 

6.9 

6.7 

6.5 

6.4 

6.3 

5.8 

5.8 

5.7 

&6 

&5 

5.4 

52 

5.1 

&0 

4.9 

4.8 

4.8 

4.7 

4.6 

4.6 

4.6 

4.6 

4.5 

4.5 

4.4 

4.4 

4.4 

4.4 

4.2 

a 

A2 
A2 
4.1 
4.1 
4.0 
4.0 
4.0 
4.0 
18 
17 
3.6 
16 
15 
3.5 
15 
15 
14 
3.4 
14 
14 
14 
14 
13 
13 
13 
13 
13 
13 
13 
12 
12 
12 
12 
12 
11 
11 
10 
10 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



444946 AW139205 
450841 AI741466 
428262 A1651324 
435399 AA579463 
446733 AA863360 
449746 AJ668594 
418844 M62982 
414581 AA25S213 
431629 AU077025 
445873 AA250970 
438113 A1467903 
422689 AW856665 
439453 BE264974 
413582 AW295647 
410664 NMJ306033 
456456 AA477609 
413273 U75679 
426343 NM.014642 
403763 

408360 AF123050 
401230 

418030 BE207573 
445640 AW9S9626 
432865 A1753709 
419667 AU077005 
406671 AA129547 
412530 AA766268 
431890 X17033 
4041B4 NA 
428450 NM.014791 
425698 NMJM6112 
453331 AI240665 
444826 A1674482 
414987 AA524394 
438746 AI885815 
429413 NM.014058 
407103 AA424881 
453379 AA035261 
421733 AL1 19671 
452220 BE158006 
417975 AA641836 
400301 X03635 
408938 AA059013 
411643 AS924519 
AL133053 



430129 BE301708 

417655 AA780791 

448005 AW207437 

423973 AF038461 

437897 AA770561 

425397 J04088 

432777 AA564991 

421247 BE391727 

425465 L18964 

419281 H96452 

434205 AF 11 9861 

453406 AI192987 

435542 AA687376 

443151 AI827193 

431630 NM.Q02204 

422310 AA316622 

441954 AI744935 

414907 X90725 

439810 AL109710 

429359 W00482 

432284 AA532807 

452947 AW130413 

423229 AC003965 
U39817 
AW247529 

424439 AA579635 
452755 AW138937 
429922 297630 
434149 Z43829 
417576 AA339449 
D86864 



453941 



416763 A1908127 

414733 BE514535 

443171 BE281128 

430637 BE160081 

452367 U71207 

408308 AL033377 

417900 BES0127 



Hs.155457 
Hs.270515 
Hs.7298 

Hs.25040 
Hs.176588 
Hs.1200 
Hs.72010 
Hs.265827 
Hs.251946 
Hs.8882 

Hs.6566 

Hs.71331 

Hs.65370 

Hs.89553 

Hs.75257 

Hs.169387 

Hs.44532 

Hs.83321 

Hs.31704 

Hs.152484 

Hs.92208 

Hs.285754 

Hs.266273 

Hs.271985 

Hs.184339 

Hs.159241 

Hs.8895 

Hs.148441 

Hs.294022 

Hs.184727 

Hs.201877 

Hs.256301 

Hs.61753 

Hs.1420 

Hs.212296 

Hs.30085 

Hs.1657 

HsJ226Q7 

Hs.192570 

Hs.15783 

Hs.233955 

Hs.14014 

Hs.170378 

Hs.136574 

Hs.146170 

Hs.156346 

Hsl269477 

Hs.102910 

Hs.1904 

Hs.42189 

Hs.283032 

Hs.61784 

Hs.269533 

Hs.132714 

Hs.265829 

Hs.98370 

Hs.8047 

Hs.77597 

Hs.85568 

HS2399 

Hs. 105822 

Hs.125532 
Hs.36820 
Hs.6793 
Hs.1770 
Hs^13436 
Hs.226117 
Hs.19574 
Hs.82285 
Hs.57735 
Hs.79748 
Hs.77171 
Hs.9030 
Hs^56290 
Hs.29279 
Hs.44197 
Hs.82906 



SS.TM^bhydrolase 

projsomerase 

death.pktnase 



TM,p450 



SS,TM,Rpoxygenase,PLAT 

TM,Cam_acyitransf,Qvofine_kin 

SS,tRNAjmtiSHlSH3,pkinase 

SS,nraPABPpkmase,14-3-3,rrrn 

TM,7tmJ 

heIicase_C,SNF2_Nhencase_C 

SSAAA 

carb_anhydrase 

TMJip3S8 t PLAT 

FBPase 

TMJg.pkinase 

TM,SCAN7tm_1 

TMJtmJ 

TM,ubiqui6n7tm_3,ANFjeceptor 
SS,TM,ianJrans,IQ 
SS.TM,Pepfidase_S28,Bombesin 
TM,alpha-amylase 

T M,ton_trans NB-ARC,CARD,WD40,m 

SSJM^isintegrin,Reprolysfn,P 

TM.pWnase.PlexIn.repealSema, 

abhydrotase 

vwa.FG-GAP.integrin^A 

SSJMJkiU 

pJdnaseJ<A1 

TM,pkinase^on_trans 

TM^istntegrin,Pep_M12B_propep 

pkinase.SAM 

connexinhorTTOne_rec,zWM,ccnn 
Ribosoma!_S2 1 transferrin 
trypsin 

THcNMP.Kndlngbypsin 
PANJaingle,trypsin 
SS,TM,ig,pkmase 
TMjntegrin JVF&GAP 
SS.trypsm 

TM,OesLr^P^C4.hofTnone_re 

Y_prtospnaiase 

DEAD,heKcase_C 

TM,pkinase 

TM,ayco_transL11 

Pepfioase_M41,AAAplunase 

ptdnase 

TM,fiprjxygenase,PLAT 

SS, projsomerase 

DNA^topoisdlX)NA^topoisoWlGF 



TM.lRWUynU ,SPRYF5_F8_type_ 

TM.pWnase.DAG.PE-blnd.OPR.pH 

THE1-E2_ATPase,HMA.Hydrdase 

SH3.e{hand,C2J , H.RhoGEF>\AA.PG 

pktee/urirv4^RecepJLdom 

pHnasQ,RhoGEF^g,PH,SH3 

DNA^mis_repa5r,HATPase_cAcylph 

SS,TM 1 FG<^,integrin_A 

SS,Tr^tn3Jg,pItee f Ribosocrial 

TM f BandJ r ,AAA£dc48_N 

SS.TM,pkinase,POLO_bcx 

acorulase T Acoritl3se_C 

SS,TM,ftpea^J^10,hemopexin 

TM,pkmase 

atpha-amylase 

SS.trypsin 

DEAD ( HRDC4ieBcase_C 

TfVtp450Ets 

DNAJgase 

GrycoJransf_29 

TMJmkerJiistone7trnJ 

TM,EPHJbd,&i3 1 pHnase t SAM 

TM^RaforrrryLtransf.GARS 

tP_transSH2,SH3 

TM f atpha-arriytase7tmJ 

TM,MCMHemsjaygenase 

SS l TM,7tm_1.rrm 

S_100Peptdase_M16 

SS .Hydrolase 

TM,7tm_2 

TW,WD40 I proJsomerase 



hypothetical prolan FU22408 3.0 

ESTs 3.0 

btphenyl hydrolass-tika (serine hyd 3.0 

gb:ac50c03.s1 Stratagene hNT neuron 19 

ESTs, WeaWy similar to tatty add 2.9 

ESTs, WeaWy similar to CP4YJHUMAN 19 

aracrildonate 12-tipoxygenase 2.9 

ESTs 2.9 

interferon, alpha-inducible protein 2.8 

porytAJ-binding protein, cytoptasmi 2.8 

ESTs 2.8 

gb:RC£CT0297-29010(W13403 CT0297 2.8 

thyroid hormone receptor Interactor 2.8 - 

hypothetical protein MGC5350 2.8 

npase, endothelial 2.8 

nuclear cap binding protein subunit 2.8 

stem-loop (histone) binding protein 2.8 

K1M0036 gene product 2.8 

NM_001059*:Homo sapiens tachykinin 2.7 

diubiquitin 2.7 

NM_01419r:Homo sapiens sodium chan 2.7 

neuromedin B 2.7 

ESTs, Weakly similar to KIAA0227 (H 17 

ESTs, Weakly similar to I38022 hypo 2.6 

a dfeintegrin and metaHoprotetnase 2.6 

met proto-oncogene (hepatocyte grow 2.6 

hypothetical protein FU13346 2.6 

Irrtegrin, alpha 2 (C049B, alpha 2 s 16 

NNL030903*:Homo sapiens olfactory r Z6 

WAA0175 gene product 2.6 

polycystic kidney disease 2-Eke 1 26 

ESTs 2.6 

ESTs 2.6 

hypothetical protein RJ 14950 2.6 

ESTs 2.5 

DESC1 protein 15 

hypothetica! protein MGC13170 15 

ESTs 2.5 

fibroblast growth factor receptor 3 2.5 

ESTs 2.5 

hypothetical protein FU23186 15 

estrogen receptor 1 2.5 

ESTs 2.4 

hypothetical protein FU22028 2.4 

Homo sapiens mRNA; cONA DKFZp434P1 1 14 

hypothetica) protein FU20401 2.4 

hypotheficai protein FU14813 14 

ESTs 14 

arachtdonate 12-fipoxygenase, 12R t 14 

hypothetical protein FU22969 14 

tDpoisomerase(DNA)n alpha (170kD 14 

ESTs 14 

genera! transcription factor IIH, p 14 

protein kinase C, iota 14 

ESTs 14 

hypotheficai protein PRO2015 14 

hypotheficai protein FU14451 13 

ESTs 13 

ESTs 13 

irrtegrin, alpha 3 (antigen C049C, a 13 

cytochrome P450. subfamily IIS, pd 13 

Fanconi anemia, carrrptementation gro 13 

pctoProscphiaVfikakmase 13 

EST 13 

matrix rnetaOoproteinase 14 (membra 13 

ESTs 13 

gb3d50f04 Jrt NCLCGAPJ3as4 Homo sa 13 

protease, serine, 26 13 

Bloom syndrome 13 

ptatelet-acfivafing factor acetythy 13 

Ggase I, DNA, ATP-dependent 12 

ESTs, WeaWy simSar to A34087 hypo 12 

HI histone family, member 0 12 

rrypothefical protein MGC5469 12 

prKKpTKjn^osytgrycir^rrride tormyttra 12 

acetyl LDL receptor; SREC 12 

soKrte carrier tarnSy 3 (activators 12 

rrrnichromosorne maintenanoB defirien 11 

TONDU 12 

S100 caldumtofing protein A1 1 (c 12 

eyes absent (Drosophila) hornolog 2 12 

hypothetical protein OKFZp564D0462 12 

COC2Q (cell division cyde 20, S.c 11 
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424490 


AJ278016 




TM nlrinaep ante 


ankyrin repeat domain 3 


2.1 


412834 


R77123 


Hs.79881 


TM,7ll71 1 


Homo sapiens cDNA: FU 23006 fis, ct 


2.1 


410855 


X97795 


Hs 6671ft 


SNF2 Kheftcase C 


RAD54 (S.cerevisiae}-iike 


2.1 


416804 


AA809S32 




HATPasej^SP90,PKD,zf-C2H2 


gb:nz17h04.s1 NC3_CGAP_GCB1 Homo sa 


2.1 


447674 


BE270640 


Hs.19192 


TM nVtnaeprae arf 


rvr! iri-ripnporipnl kinaea 9 


2.1 


450663 


H43540 


Hs.25292 


RSTMRNfkr HT1 


ritanttrlp.acA HI lams etihiintl 


Z1 


408805 


H69912 


Hs.48269 




vaccinia related kinase 1 


21 


429415 


NM 002593 


Hs.202097 


9£ QIR NTR MAM Til Til auwrt FP 


nmrrJIanpn f^pnHnnpnttriasp pnhancs 


21 


447827 


U73727 


Hs 1Q71H 


RS TM Y nhnenhataen kVmMAM 


protein tyrosine phosphatase, recep 


21 


428273 


AI867228 


n5.ouot 1 1 


rSut^yt (ranef 9 

\jjycDb_uBri5i_z 


ESTs 


21 


404274 






Q_c TM nVfnaee fn^ 


MM flfWQAA*'Hnnyi earripne u-me avian 


21 


403133 






pfuna5e,rv^iBir^t>aruj_'» i ,r\noucr 


i ai get exon 


21 


440249 


A1246590 


He 9/5797*» 


VVH Tain nWae/a 


PQTe 
CO IS 


21* 


438580 


AAfl119R9 


He 


TM,pkin asesug ar.tr 


CCTe 
Co IS 


9 1 


406400 






PC Til fmnrln 


nm_uu/ lyoJiorno sapjens KaiaKrem o 


0 1 


427375 


AL035460 


lie 177CJR 
ns. i f i ooD 


SS,2n_C3rbOpept,hoiTnon65Reprol 


iTteiBuocai imxypepuoasc w a- i 


0 1 


423453 




He 19B7Q1 


a o.ijranin, L<ur-un_r_iransT 


Uoh-us proien 


9 1 


433716 


nMDUOOUO 


He 99C11fl 


Acyt phosphatase 


Co IS 




420757 


X78592 


He QQQ1*; 


i M^onnone. rec/\noiuyen_recep, 


androQen receptor (dihydrotestostcf 


9 1 
£. 1 


425018 


BE245277 


He 1<^1Q£ 


UN3Se_l,T\_lBOd 


cir uanscnpuon idCKJi i 


21 




AC1RQ79'3 


US. lUOf /O 


TAJ C< CO ATDopo Uiu4ffllaenC4 CO 

i M,t i-cjCAi rase.rrycroiaseci-ci 


ATPase, Ca transporting, type 2C, no 


£1 


tor zoo 


A/\3£l*KJO 




projsornerase 


CCTe 
CO IS 


O 1 


407305 


AA715284 




TM nlcinxo Coma Plmrfn rnnoat 
1 IVl,pRiII«c,Owlld,i ic^l_lcptS<ll, 


nh-nvllfTW rl NHI (IftAP RK Hnmn ean 


21 


456327 


noo/t i 


He ^R774 


TM,Giyco.transfjB 


CCTe 

Co IS 




422429 


AA310527 




p!dnase,RGS t PHp*inase,PH,RGS 


gb:EST181333 Jurkat T-cells V Homo 


20 


402974 


NM.001501 


Hs.129715 


GnRHhoi 1 1 une5,hoiTnone4 


gor^dotrophvrete asing hormone 2 


20 


458015 


AW188099 


Hs.131813 


pkinase 


ESTs 


20 


452194 


AI694413 


Hs.332649 


TM,7lm_3ANF_receptof I sushi 


olfactory receptor, famSy 2, subfa 


20 


428028 


U52112 


Hs.182018 


TM,pJdnase,MBD 


lnterieu)dn-1 receptor-associated k 


20 


427747 


AW411425 


Hs.180655 


pWnase.Hpoxygenase,PLATlipox 


serine/threonine kinase 12 


20 


452841 


T17431 


Hs.65412 


TM,DEAD,heficase_C 


DEAD/H (Asp-au-Aia-AspyHis) box po 


20 


449539 


W80363 


Hs£8446 


pkinase.Fiiiir>-l3ce,Recep_U_dom 


ESTs 


20 


418140 


BE613836 


Hs.83551 


TM,E1-E2_ATPase 


microfibrillar-associatBd protein 2 


20 


430076 


AA465115 


Hs.318773 


AAABAH 


WAA1836 protein 


20 


425749 


AW328587 


Hs.159448 


Ribosomai_L7Ae,LRR J LRRCT l pWn a 


surfeit 2 


20 


425855 


AF135025 


Hs.159679 


SS.trypsrn 
pkmase 


katnkrein12 


20 


400135 


L40027 


Hs.118890 


glycogen synthase kinase 3 alpha 


20 



TABLE 14B 

Pkey: Unique Eos probeset ktenfifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey CAT number Accessions 
» 

412333 1289037J AV^74KAW9375o9AVV937658AW937654AW937492 

418804 179138J AA809632 AI9 1 7245 AJ701 732 AA228406 

420930 197735.1 AW8B8650 AW888651 BE149946 BE149943 BE149951 BE149947 AW888649 AA281840 AA281 822 AWB88552 

422429 216469.1 AA310527AVVS62295 Z44865 H06641 

422689 219896.1 AW856665 AA3 15006 AW954733 

435399 405576J AA679453 AW8 13779 AW8 13709 

438390 45662.1 AI422017 AI422945 A1363249 AJ423113 A1925592 AI420795 AJ208187 AM23279 AJ423645 AW24090 AJ359637 AL044732 D 17003 

438993 467651.1 AA828995 AAB34879 A1926361 

452947 939810J AW130413AI932362 

455092 1252971J BE1 52428 AW855572 AW855607 

457405 333127.1 AA504860AA504911 



TABLE 14C 

Pkey: Unique number corresponding to an Eos probeset 

Ret: Sequence source. The 7 digit numbers In this column are Genbank Identifier (GI) numbers. 'Dunham i et al." refers to the pubBcaSon entitled The DNA 

sequence of human chromosome 22" Dunham Let at, Nature (1999) 402489495. 
Strand Indicates DNA strand from which exons were predicted. 
NLposflfon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposifion 


400866 


8118496 


Plus 


17982-18115.20297-20456 


401230 


9929527 


Minus 


33835^0)6,34 539^599.36451^6745,48925^S098,528()4-52758 


401486 


7341763 


Plus 


32585-32756,36281-36540,4079140933,4401 8-441 79 


402337 


6957691 


Plus 


411&4286 I 16B11-16973,17107-17256.ig715-20040^2029-22205 


402481 


9797406 


Plus 


87891-88991 


403133 


7331427 


Plus 


38314-38634 


403471 


99X659 


Minus 


85867-85983 


403763 


7229888 


Minus 


4357543887 


404184 


4581418 


Minus 


12652-13548 


404274 


9885189 


Plus 


104127-104318 


406400 


9255 2S8 


Plus 


1553-17121878-2140,42524385,5922-6077 
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TABLE 1 5A: 752 GENES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT CERVIX 
Table 15A lists about 752 genes unregulated tn cervical cairo compared to nomial adult re 

equal to 7.0. the denominator was the median value for three non-mafignant cervical specimens, and the percentile value amongst cervical cancers was greater than or equal E 
units. 

Pkey. Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UntgenelD: Unigene number 

Unigene Trile: Unigene gene tiDe 

R1: Ratio of cervical cancer to normal cervix 



Pkey ExAccn UnlgenetD Unigene Title 



414915 NM_002462 Hs.7639t 

411248 AA551538 Ks.334605 

428227 AA321649 Hs.2248 

421508 NM_004833 Hs.105115 

443539 BE2B9042 Hs3651 

454390 AB020713 

416065 BE267931 

433226 AW503733 Hs.9414 

413503 BE410228 Hs.75410 

411669 BE612676 

414132 AI801235 

422809 AK001379 

448569 BE382657 

432906 BE265489 

418963 BE304571 

439963 AW247529 Hs.6793 

449722 BE280074 Hs.23960 

414812 X72755 

408405 AK001332 

432917 NMJH4125 Hs.279812 

412530 M766268 Hs.266273 

457465 AW301344 Hs. 122908 

408806 AW847814 Hs389005 

429083 Y09397 
401405 

426272 AW450671 Hs.189284 

424878 H57111 

412140 AA219691 

444371 BE540274 

418030 BE207573 

452291 AF015592 
400196 

416795 AI497778 



H&56966 
Hs.78996 



Hs.303116 

Hs.48480 

Hs.121028 

Hs.21486 

Hs.3123 

HsJ9529 



Hs.77367 
Hs.44672 



Hs.227817 



Hsl221132 
Hs.73625 
Hs.239 
Hs.83321 



424865 AF011333 
438011 BE466173 



H&20509 
Hs.153563 
Hs.145696 
Hs*3326 



428368 BE440042 

436923 AW2S3704 Hs. 122658 

415791 H09366 Hs.78853 

448775 AB025237 Hs.363 

435647 AI653240 Hs.49823 

431049 AA846576 Ks.103267 

429486 AF155827 Hs.203963 

428433 AA521410 Hs.41371 

418322 AA2B4166 Hs.84113 

417308 H60720 Hs.81892 

429574 BE268321 Hs. 2089 12 

407204 R41933 Hs. 140237 

408901 AK001330 Hs.48855 

AF085B33 Hs.135624 

AW973003 Hs.179909 

AI805943 Hs.326067 

BE296227 Hs.250822 

427488 M91401 Hs.178658 
400195 

414747 U30872 Hs.77204 

410324 AW292539 Hs.30177 

453028 AB006532 Hs.31442 

410608 AI538438 Hs.159087 

432503 AA551196 Hs.188952 

430512 AF182294 Hs.241578 

430709 R34356 

449962 AA004879 Hs.187820 

425408 AB002375 Hs.156814 

440774 AI420611 Hs.127832 

408201 AKD00568 Hs.43654 

436110 AA704899 Hs.291651 

426897 AW976570 Hs.97387 

447700 AI420183 Hs.171077 



rrryxovirus (influenza) resistance 1, homolog of murine 
Homo sapiens cDNA FU14408 us, clone HEMBA1004341 
smaH Inducible cytokine subfamiry B (Cys-X-Cys), mem 
absent in melanoma 2 

prole asome (prosome, rnacropato) subunit, beta type, 1 
WAA0906 proton 
proliferating cell nuclear antigen 
K1AA14B8 protein 

heat shock 70kD protein 5 (ghjcose-regulated protein, 

stromal celWerived factor 2-fike 1 

ESTs 

hypothetical protein FU 10549 

signal transducer and acfivator d transcription 1,9 

lethal giant larvae (DrosophHa) homolog 2 

akto-keto reductase family 1, member A1 (aldehyde red 

plaielet-acfivaling factor arerytrryoYoiase, isoform I 

cycthiBI 

monokine induced by gamma interferon 
hypothetical protein FU 10470 
PRO0327 protein 
hypothetical protein FU 13346 
DNA repflcafJon factor 

Homo sapiens cDNA: FU21532 fis, clone COL06049 

BCL2-retated protein A1 

Target Exon 

ESTs 

ESTs 

RAB6 Interacting, kinesin-fike (rabktoesin 6) 

forkheadboxMI 

neuromedin B 

CDC7 (cell division cycle 7, a cerevislae, homotog}- 
Eos Control 

HBVpX associated prbtein-8 
tymphocyte antigen 75 
spBcing factor (CC1.3) 

matrix metalloprotelnase 3 (strometysin 1, progelafin 
ESTs 

uracB-DNA gfycosytase 

nudix (nucleoside diphosphate Dnked moiety JQ-type m 
ESTs 

hypothetical protein FU22548 similar to gene trap PA 

hypothetical protein FU10339 

ESTs 

cycBrHiependent kinase inhibitor 3 (CDK2-associated 
KIAA0101 gene product 
hypothetical protein MGC861 

ESTs. Weakly similar to ALU 1.HUMAN ALU SUBFAMILY J SE 

hypothsfical protein FU 10468 

ESTs 

hypothefjcal protein FU 22995 

hypothefjcal protein MGC5178 

senne/threonine kinase 15 

RAD23 (S. cerevislae) homolog B 

NM_00705T:Homo sapiens ZW10 irrteractor (ZWINT), tran 

centromere protein F (35Q/400kD, mitosin) 

ESTs 

RecQproteWike4 

ESTs 

ESTs 

U6 snRNA-assodated Sm-Ske protein LSmB 
gbcyh85d01.s1 Soares placenta Nb2HP Homo sapiens cDNA 
ESTs 

KlAA0377gene product 
ESTs 

hypothefica! protein FU20561 

ESTs, Weakly simDar to 138022 hypothetical protein [ 

ESTs 

ESTs. WeaWy similar to T21259 hypothefjcal protein F 
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R1 

58.3 

36.2 

35.6 

33.6 

32.0 

30.5 

30.4 

30.0 

29.4 

28.9 

28.3 

28.1 

27.4 

27.2 

26.9 

26.5 

26^ 

25.3 

25.1 

24.6 

23.6 

23.1 

225 

22.9 

2Z8 

22.7 

22.6 

22.5 

22.2 

22.0 

21.6 

2U 

21.2 

21.0 

20.7 

20.3 

20.2 

20.0 

19.6 

19.6 

19.5 

19.5 

19.4 

19.3 

19.2 

19.2 

19.0 

19.0 

19.0 

183 

18.8 

18.8 

18.6 

18£ 

18,4 

ia3 
iai 

18.1 
17.9 
17.7 
T7.6 
17.3 
17.1 
16.8 
16.7 
16.7 
16.5 
16.5 
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433159 AB0358S8 Hs. 150587 kinesirv-Oce protein 2 185 

' 430456 AF052573 Hs.241517 polymerase {DNA directed), theta 163 

453883 AI638516 Hs.22630 cofactor required for Spl transcriptbnai activation, 165 

_ 453941 U39817 Hs.35820 Bloom syndrome 16.1 

5 438461 AW075485 Hs.286049 phosphoserine aminotransferase 16.0 

407999 AI126271 Hs.49433 ESTs, WeaHy similar ta YZ28_HUMAN HYPOTHETICAL PROTE 16.0 

413943 AW294416 Hs. 144687 Homo sapiens cDNA RJ129B1 fis, done NT2RP2006454 15.7 

407720 AB037776 Hs.38002 K1AA1 355 protein 15.6 

_ 425316 AA354977 Hs.191565 ESTs, Moderately similar b T14342 NSD1 protein - mou 15.6 

10 423673 BE003054 Hs.1695 matrix meraUoproteinase 1 2 (macrophage elastase) 15.5 

419777 D60134 Hs570975 ESTs 15.3 

453886 R66282 Hs.20247 ESTs,VVeaWysmiiiaTtDS65657alpha.1C-adrenerp^re 15.2 

443715 AI583187 Hs.9700 cycfinEI 155 

407786 AA687538 Hs.38972 tetraspanl 155 

15 431910 AKD00142 Hs.101774 hypothefcal protein FU23045 155 

417634 W27202 Hs.82327 gtutathione synthetase 15.1 

432692 AW974944 Hs.200577 ESTs 15.1 

446921 AB012113 Hs.16530 small inducible cytokine subfamily A (Cys-Cys), membe 1&1 

427999 AI435128 Hs,1B1369 ubcquitin fusion degradation 1-5ka 15.0 

20 413869 NMJKW878 Hs.75596 interteuton 2 receptor, beta 15.0 

431629 AU077025 Hs.265B27 interferon, arpha^nducible protein (ctonelFl-6-16) 14.9 

435354 AA678267 Hs.117115 ESTs 14.8 

406836 AW514501 Hs. 1561 10 immunoglobulin kappa constant 14.8 

416109 A1420311 Hs.126550 suppressor of Ktransport defect 1 14.8 

25 417933 X02308 Hs.82962 fhyrniaylate synthetase 14.7 

438970 AA837782 Hs.321058 ESTs 14.7 

409660 W31092 Hs.55847 mitochondnai ribosomal protein 64 14 J 

432401 NM_013330 Hs574479 NME7 14.6 

425397 J04O88 Hs. 156346 topofeomerase (DNA) II alpha (170kO) 14.5 

30 420734 AW972872 Hs593736 ESTs 145 

434256 A1378817 Hs.191847 ESTs 145 

418269 AAB06113 Hs.189025 ESTs 14.3 

427372 AW960673 Hs. 177530 ATP synthase, H transporting, rratochondrtal F1 comple 14.3 

427081 A1474533 Hs.170528 ESTs, Moderately similar to ALUC_HUMAN tlU ALU CLASS 145 

35 420309 AW043S37 Hs.21766 ESTs, WeaHy similar to ALU5_HUMAN ALU SUBFAMILY SC S 145 

429956 BE081342 Hs.283037 HSPC039 protein 145 

410361 BE391804 Hs.62661 guarryiate rinding protein 1, interferciwrriuable, 67 14.1 

443957 AA521049 Hs.34487 hypothetical protein FU2341 2 14.0 

418803 U50079 Hs.88556 histone deacetytase 1 14.0 

40 434094 AA305599 Hs538205 hypothetical protein PRO2013 14.0 

420139 NKL005357 Hs.95351 lipase, riomrone-sensigve 13.9 

444783 AKD01468 Hs.62180 anlllin (Drosophila Scraps homolog), actin binding or 135 

433255 AI274270 Hs.96840 KIAA1527 protein 13.9 

431838 A1097229 Hs.217484 ESTs, WeaHy similar to ALU1J1UMAN ALU SUBFAMILY J SE 135 

45 449801 AA477355 Hs.288300 hypothetical protein FU23231 135 

44707B AW885727 Hs.301570 ESTs 133 

441240 AA923749 Hs.132442 ESTs 13.8 

439398 AA2B4267 Hs.221504 ESTs 13.6 

404630 Target Exon 13.6 

50 408321 AW405882 Hs.44205 ccrfetafin 13.6 

426427 MS6699 Hs. 169840 TTK protein kinase 135 

413278 BE563085 Hs.833 teferon-sSmulated protein, 15 kDa 135 

403055 C200221 9*:gf|1 2737280Iref|XP_006682.21 keratin 1 8 (Ho 135 

456614 AV653110 Hs, 106650 hypotheM protein FU20533 13.5 

55 425261 BE385099 Hs.334727 hypothe6cal protein MGC3017 1i3 

439926 AW014875 Hs. 137007 ESTs 133 

411263 BE297802 Hs.69360 kinesaviike 6 (mitotic centromere-assodated Wnesin 135 

451141 AW772713 Hs.247186 ESTs 135 

447390 X95384 Hs.18426 transtational inhibitor protein p14.5 13.2 

60 419828 T81422 Hs.14922 ESTs 135 

428147 AW629965 Hs534983 ESTs, Weakty similar to 210926QA B cell growth factor 13.2 

410058 AI633888 Hs58435 FYrW>lndmg protein (FYB-1 20/130) 13.1 

407595 BE350012 Hs548365 ESTs 13.1 

432721 All 21478 Hs. 180532 glucose phosphate isomerase 13.1 

65 416975 NWL004131 Hs.1051 granzyme B (granzyme 2, cytotoxic T^yiTphocyte^associ 13.0 

413314 BE081585 gb:OT-BnT0635-21(M0O-156tf)7 BT0635 Homo sapiens cONA 13.0 

430929 AA489166 Hs.156933 ESTs 12.9 

449571 AW016812 Hs.200266 ESTs 12.9 

„ 400298 AA032279 Hs.61635 six transmembrane epithelial enBgen of the prostate 12.8 

70 417105 X60992 Hs.61226 CD6 antigen 12-6 

434263 N34895 Hs.44648 ESTs 12.6 

412059 AA317962 Hs.249721 ESTs. Moderately similar to PC4259 femfin associate 12.6 

407756 AA1 16021 Hs.38260 ubiquiSn specific protease 18 12.5 

437056 AI147061 gb:ok33a1U1 Soares_NSF_F8_9W_OT_P/LP_S1 Homosapien 125 

75 438768 AJ307416 Hs. 184675 ESTs, Moderately shnBar to ALU7_HUMAN ALU SUBFAMILY 125 

444478 W07318 Hs540 M^ihase phosphoprotein 1 125 

450738 AA010907 Hs.184456 hypothe&al protein 12.4 

418205 121715 Hs.83760 troponin I, skeletal, fast 12.4 

442994 AJ026718 Hs.16954 ESTs 12.4 

80 433301 AW296280 Hs. 152016 Homo sapiens cONA: FU221 40 fis, clone HEP20977 12.4 

437457 AA757900 Hs570823 ESTs, WeaHy similar to S65657 atprta-IOadrenergic re 12.4 

435327 BE301871 Hs.4867 mannosyl (atpha-1 glycoprotein beta-l^acetytg 125 

422765 AW409701 Hs.1578 baculoviral 1AP repeatcontaining 5 (survivin) 125 
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410245 C17908 Hs.194125 ESTs 12^ 

424927 AW973666 Hs.153850 IrypolhelicaJ protein C321DZ4 123 

418941 AA452970 Hs.1 55218 El B-55kD^ssodaled protein 5 12.3 

432325 AW973209 Hs.261782 ESTs 12^ 

5 414761 AU077228 Hs.77256 enhancer of zeste (Drosophfla) homo!og2 12.3 

418518 U66097 Hs.86724 GTPcydohydroIase 1 (top^esponsive dystonia) 12.2 

449296 AL137257 Hs.23458 Homo sapiens cDNA: FU2301 5 fe, done LUG00818 12.2 

415857 AA866115 Hs.1 27797 Homo sapiens cDMA FU 1 1 381 fe, done HEMBA1 000501 12.2 

427295 AW291212 Hs.293943 hypothetical protein MGC1 1266 12.2 

10 415443 T07353 Hs.7948 ESTs 12.1 

429770 AI766047 Hs.99736 ESTs 12.1 

428955 AA579297 Hs.26937 brain and nasopharyngeal carcinoma susceptibfllty pro 12.1 

435244 N77221 Hs.187824 ESTs 12-1 

. e 432810 AA863400 Hs^3054 ESTs 12.1 

15 434423 NM_006769 Hs.3B44 UM domain only 4 12.0 

443378 AW392550 Hs.9280 proleasome (prosome, macropainj subunit, beta type, 9 12.0 

459273 AW608906 Hs.334767 hypothetical protein MGC5629 12.0 

419945 AW290975 Hs.1 18923 ESTs 11.9 

442159 AW163390 Hs.278554 heterochrornatin-like protein 1 11.9 

20 436169 AA888311 Hs.17602 Homo sapiens cDNA FU 12381 fe, done MAMMA1 002566 11.9 

407804 AF228503 Hs.39957 pteckstrin 2 (mouse) hornotog 11.8 

401557 Target Exon 11.8 

434408 AI031771 Hs.132586 ESTs 11* 

406747 AI925153 Hs317493 annaxinA2 11.8 

25 409231 AA446644 Ks.692 GA733-2 antigen; epithelial glycoprotein (EGP) (KSA) 11.8 

429412 NM.005235 Hs^407 POU domain, dass 2. associating factor 1 11.8 

445655 AA873830 Hs.1 67746 B cell linker protein • 11.7 

419138 U48508 Hs.89631 ryanodine receptor 1 (skeletal) 11.7 

„ 427527 AI809057 Hs.302063 rmmunogloburm heavy constant mu 11.7 

30 432287 AK001057 Hs.274268 Homo sapiens cDNA FU10195 fe, done HEMBA1 004771 11.6 

408548 AA055449 Hs,63187 ESTs, Weakly similar to AIUC.HUMAN !!!! ALU CLASS CW 11.6 

409703 NM_006187 Hs.56009 7^^!igoadenyIatB synthetase 3 (100 kD) 11.6 

447082 T85314 Hs.42644 Woreotain-Uke 11.5 

„ 409931 BE293233 Hs.129771 ESTs 11.4 

35 426172 AA371307 Hs.125056 ESTs 1M 

424723 BE409813 Hs.1 52337 protein arginine rkTielhyitransterase 3(hnRNP methyltr 11.4 

456880 AW015644 Hs.155005 TEA domain family member 1 (SV40 transcriptional enha 11.4 

433849 BE465884 t&280728 ESTs 11.4 

430519 AF129534 Hs.49210 F-box only protein 4 11.4 

40 434442 AA737415 Hs.152826 ESTs 11.3 

457205 A1905780 Hs.198272 Target CAT 11.3 

422713 AA902780 Hs.119325 Huntir^firHnteracfing protein A 11.3 

443491 AW499665 Hs.9456 SW1/SNF related, matrix assoriated, acfin dependent r 11.3 

424339 BE257148 Hs.145416 endoglycan 11.3 

45 419741 NMJXJ7019 Hs33002 uWquuin carrier protein E2-C 11-3 

45020B AI686945 Hs.272062 ESTs 11.2 

446849 AU076617 Hs.16251 deavage and potyadenylatjon spedfc factor 3, 73kD 11.2 

424965 AW956282 Hs.144609 Homo sapiens. Similar to RIKEN cDNA 5730578N03 gene, 11-2 

442737 AB002319 HsX563 WAA0321 protein 11-2 

50 409113 AA074897 gb:zrri85a05.r1 Stratagene ovarian cancer (93721 9) Homo 11.2 

415782 AA169345 Hs.123177 ESTs 11.1 

417958 AA767382 Hs.193417 ESTs 11.1 

402539 AW502761 Hs.30909 WAA0430 gene product 11.0 

v __ 413677 AW503116 HsJ01B19 zinc finger protein 146 11.0 

55 414706 AW340125 Hs.76989 WAA0097 gene product 11.0 

421632 AA825426 Hs.238832 ESTs, WeaWy simitar to ALU1_HUMAN ALU SUBFAMILY J SE 11.0 

438995 AI277986 Hs.1 64875 ESTs 11.0 

400289 XD7820 Hs^258 matrix metatoprotBrnase 10 (strometysin 2J 10.9 

_ 432363 AA534489 gb:nf76g11.s1 Na_CGAP_a)3riomosari8nscD^^done3 , 10.9 

60 451655 H85689 Hs325560 ESTs 10.9 

429237 AA448417 Hs.104990 ESTs 10.9 

427719 AI393122 Hs.134726 ESTs 10.9 

444665 BE613126 Hs.47783 B aggressive lymphoma gene 10.8 

410093 AW58955B Hs.296120 ESTs, Weakly simOar to K1AA0970 protein [Haptens] 10.8 

65 ' 400080 Eos Control 10.8 

424517 AI539443 Hs.1 37447 Homo sapiens cDNAFU 121 69 lis, ctone rMrmiO0O643 10.8 

401539 NM_002675:Homo sapiens promydocyfic leukemia (PML), 10.8 

446099 T93096 Ks.17126 hypotheOcaJ prote'tn MGC15912 10.7 

_^ 451066 AI758660 HsJ206132 ESTs 10.7 

70 409235 AA188827 Hs.7988 ESTs, Weakly similar to 138022 hypothec protein [ 10.7 

451730 AF095687 Hs.26937 brain and nasopharyngeal carctoma sirscepWy pro 10.7 

428054 AI948688 Hs.266619 ESTs 10.6 

441636 AA081846 Hs.7921 Homo sapiens mRNA; cONA DKFZp566E1 83 (from done DKFZ 10.6 

„ 438654 A1005270 Hs.1 23543 ESTs 10.6 

75 424321 W74048 Hs.1765 tyn^ocyte^pedftc protein tyrosine kinase 10.6 

449035 AI815728 Hs.1 9980 DNA polymerase epsllon p1 2 subunit 10.6 

436137 AI056769 Hs.133512 ESTs 10.6 

417863 AB000450 Hs.82771 vacdnia related kinase 2 10.6 

rt _ 439975 AW328081 Hs.6817 inosme triphosphatase (nudeoside triphosphate pyrop 10.6 

80 434206 AW136973 Hs.288516 ESTs, Weakly similar to S69890 mitogen inducible gene 10.6 

454355 AW812535 gb:CM4-ST01 82-05109^021-c09 ST0182 Homo sapiens cDNA 10.6 

435542 AA687376 Hs^69533 ESTs 10.6 

431386 AA504359 Hs.1 10067 ESTs, WeaJdy similar to ALUSJflJMAN ALU SUBFAMILY SC S 10.5 
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416564 AW795793 Hs.179827 

447769 AW873704 Hs. 320831 

408329 AF155510 Hs.44227 
_ 410146 AW592655 
5 427600 AW630918 Hs.179774 

418007 M13509 Hs.83169 

407241 M34516 

435061 AI651474 Hs.163944 
iA 409653 AW451693 Hs.220826 
10 428294 AA425488 

433160 AW207002 Hs.134342 

408809 AW274673 Hs.279706 

410174 AA306007 Hs.59461 

424792 U92538 
15 422406 AF025441 

424687 J05070 

413809 L25851 

413507 BE145360 Hs.190064 
. _ 448119 H38587 Hs.82295 
20 457288 AA521458 

402025 

440572 AW183778 Hs.2495B4 

453323 AF034102 Hs.32951 

443780 NM_012068 Hs.9754 
25 422429 AA310527 

444314 AI140497 

426125 X87241 Hs.166994 

430848 AW021726 

422470 AB017919 Hs.117232 
30 449501 AI652924 

420731 AL042052 

404345 AA730407 

400438 AF185611 

438170 A19166B5 
35 432193 AA372264 

458715 AK000973 

427766 AA412258 

443426 AF098158 

403038 

40 434674 AA831879 

439685 AW956781 Hs.293937 
439428 AA835B25 Hs. 190490 
403310 

408392 U28831 
45 421849 AW410872 Hs. 108894 
433384 AI021992 Hs.124244 
443343 BE409809 Hs.301005 
437267 AW511443 Hs.258110 
455978 A1310151 Hs.173524 
50 435851 AA70C346 
452243 AL355715 
441703 AW390054 Hs.192843 
414001 AI610347 Hs.103812 
436669 AA535975 Hs. 174308 

55 421502 AF111856 Hs.105039 
417087 AA193193 
455855 BE147440 
410390 AA876905 
418526 BE019020 Hs.85838 

60 442660 AW138174 Hs.130651 
436186 BE390717 Hs.5074 
426773 NrvL015556 Hs.172180 
413476 U25849 Hs.75393 
418347 AA216419 
•65 448752 AA593867 
440349 AA884196 
431363 M88528 
430752 AA485330 

„ 436523 BE612990 

/O 415740 N80486 
411930 F06485 
430832 AI073913 
452234 AW084176 H&223296 
409997 AI906055 Hs.57749 

75 434957 AF283775 
407292 AA876638 
459109 AW292447 Hs.1 40821 
457892 AA744389 

ori 432074 AA525248 Hs.149723 

oO 440463 AI733087 Hs.12S994 
420851 AA281062 Hs^9493 
445326 AI220072 Hs.1 65893 
434953 8E049102 Hs.1 21573 



Homo sapiens cDNA FU 12257 6s, done MAMMA1001501, h 
Homo sapiens cDNAFU 14597 8s, clone NT2RM4002390 



Hs.153138 
Hs.1 16205 
Hs.151738 
Hs.851 



Hs.192738 



Hs.231942 
Hs.104432 
Hs.159156 

Hs.194601 
Hs.273193 
Hs.16725 
Hs.188817 
Hs.9329 

Hs.136985 



Hs.44565 



Hs.191933 
Hs.28555 



Hs.188325 
Hs.125286 



Hs.300842 

Hs31476 

Hs.266902 

HsJJ03278 

Hs.5212 

Hs,39911 

Hs.7740 

Hs.1 00588 



Hs.35380 



gb:M45f12jc1 Soares_NFLT_GBC_S1 Homo sapiens cDNAc 
proteasome (prosome, macropain) activator subunit 2 ( 
matrix metaftoproteinase 1 (interstitial coflagenase) 
gbcHuman omega fight chain protein 14.1 (Ig lambda ch 
ESTs 
ESTs 

gbzw46d02j1 Soares_total_fetus_Nb2HF8_9w Homo saple 
TASP for testis-specific adriamyrin sensitivity prote 
ESTs, Weakly simflar to A47582 B-ceB growth factor p 
DKFZP434C245 protein 

origin recognition complex, subunit 5 (yeast homo tog) 
Opa-toteracting protein 5 

matrix metalloproteinase 9 (getaiinase B, 92kO gelafi 
integrin, alpha E (antigen CD103, human mucosal lymph 
ESTs, Weakly similar to 138022 hypothetical protein [ 
detficator of cytokinesis 1 
ESTs 

NM_021624:Homo sapiens histamine H4 receptor (HRH4), 

ESTs, Weakly similar to MYSAJtUMAN MYOSIN HEAVY CHAIN 

solute carrier family 29 (nucleoside transporters), m 

activating transcription factor 5 

gb:EST1 81333 Jurkat T-cells V Homo sapiens cDNA 5* en 

gb:ow76b0as1 SoaresJetaLRver_spleen_1NFLS_S1 Homo 

FAT tumor suppressor (Drosophila) homotog 

gb:df27e02.y1 Morton Fetal Cochlea Homo sapiens cDNA 

pepSdyi arginine deiminase, type V 

ESTs 

ESTs 

rjrotocadherin11 

Target 

ESTs 

hypothetical protein FU10706 
hypothetical protein FU10111 
ESTs 

chromosome 20 open reading frame 1 

Target Exon 

ESTs 

ESTs, Weakly similar to FXD2JWMAN FORKHEAD BOX PROTE 
ESTs 

Target Exon 
WAA1641 protein 
hypothetical protein FU2041 1 
ESTs 

purine-rich element binding protein B 

ESTs 

ESTs 

ESTs 

programmed cefl death 9 
leucine zipper protein FKS614 

ESTs, Moderately similar to ALU1.HUMAN ALU SUBFAMILY 
Homo sapiens, done 1MAGE:3453347, mRNA, partial cds 
solute carrier famBy 34 (sodium phosphate), member 2 
Homo sapiens cDNA FU11484 fe. clone HEMBA1001835 
gtxRC1-HT0229O80100-015409 HT0229 Homo sapiens cDNA 
ESTs 

solute carrier family 16 (rronccartxjxyticacidtranspo 
ESTs 

similar to S. pombediml 

WAA0440 protein 

acid phosphatase 1, soluble 

gb:nc16e03s1 NCI_CGAP_Pr1 Horrio sapiens cDNA done si 
NAA1608 protein 

Homo sapiens cONA FU 13872 6s, done THYRO1001322 

neurotrophm 5 (neurotrophin 4/5) 

ESTs 

single-strand selective monofu notional uracil DNAgry 
Homo sapiens mRNA for FU 00089 protein, partial cds 
oxysteroi bincfing protain-Gke 1 
ESTs, Weakly similar to JE0350 Anterior gradJerrt-2 [H 
ESTs, WeaWy similar to 138022 hypothefical protein [ 
synaptic nuclei expressed gene % KIAA1011 protein 
x 001 protein 

gb:nz45eQ6.s1 NCI_CGAP_Pr12 Homo sapiens cDNA done s 
ESTs 

gb:ny5te10.s1 NCLCGAP_PMB Homo sapiens cONA done s 

ESTs 

ESTs 

hypothetical protein FU20142 
ESTs 

ESTs, Weakly simfer to TRHY_HUMAN TRICHOHYAU [H.sap 
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420361 N92054 Hs.194718 

415853 H06016 Hs.100855 

429599 AAB06106 Hs.123864 

417037 BE083936 Hs.80976 

449317 AW293413 Hs.132908 

436588 AA759233 Hs. 126506 

409261 BE315042 Hs.19210 
401069 

414065 AW515373 Hs.271249 

409902 A1337658 Hs.155351 

432258 AW973078 Hs.293039 

438581 AW977766 Hs.292133 
405536 

418216 AA662240 Ks.283099 

434573 AW372340 Hs. 159717 
439354 AF086174 
455410 AW936678 
400736 

419474 AW968619 Hs.155B49 
406464 

407881 AW072003 Hs.4096B 

427258 AM00091 Hs.39421 
404680 

433840 AA129782 Hs.3576 

423642 AW452650 Hs.157148 

457008 AM10446 Hs.1 12011 

435099 AO0O477O Hs.4756 

451846 T65840 Hs.11762 

41998B W39388 Hs.55336 
402967 

455601 AI368680 HsJ16 

441075 AA919991 Hs.1 7921 4 

451107 AA235108 Hs.17639 
404649 

420897 AW139261 Hs.232280 

418867 D31771 Hs.89404 

420298 AI199510 Hs^67912 

449893 T97999 Hs.18214 

420101 AW500529 Hs.95180 

428166 AA423849 Hs.79530 

420022 AA256253 Hs.120817 

444020 R92962 Hs.35052 
454765 AW819629 

415021 R54409 Hs^01693 

418506 AA084248 Ks.85339 

415009 C75253 Hs.220950 

428845 AL157579 Hs. 153610 

433348 AAB77996 Hs.125376 
417881 AIB79117 

446354 AW449650 Hs.202249 

427018 AA397538 Hs.136280 
434410 AA632644 

448072 AI459306 Hs^4908 

457322 AI815486 Hs^43901 

424317 AI865032 Hs76017 

433001 AF217513 Hs.279905 

404112 BE3Q2729 Hs.173162 

433334 AI927208 Hs.231958 

434960 AW374941 Hs.72545 

431658 BE409917 Hs.266935 

439158 R50323 Hs. 193838 

443081 K86858 Hs. 132909 

429432 AIS78059 Hs^02676 
• 452705 AW449390 Hs^57150 

437044 AUJ35864 Hs.69517 

430780 N95102 Hs.334858 

426793 X89887 Hs.1 72350 

418379 AA218940 Hs.137516 

431405 AM70895 Hs^52574 
405454 

438362 AA805678 Hs.1 2326 
401940 

424834 AK001432 Hs.1 53408 

442432 BE093589 HsJ8178 

459086 AA021163 Hs.???87 

418653 AI734064 Hs.136212 

444152 A1125694 Hs.149305 

437534 AA814471 Hs391800 

435074 A1760944 Hs.1 16937 

406722 H27498 Hs.293441 
442829 AW263123 Hs.1 27554 
431675 AA699965 Hs.202375 

447164 AF026941 Hs.17518 



zinc finger protein 265 

ESTs 

ESTs 

antigen identified by monoctonaJ antibody W-67 

19A24 protein 

ESTs 

hypothetical protein MQC1 1 308 

C11000374'^10764778|gblAAG22817.1|AF302150_1 (AF30 
Homo sapiens cDNA FU 13580 6s, done PLACE 1008851 
ESTs 
ESTs 

ESTs. Moderately similar to I78885 serirte/lhreonine-s 
NM_005805:Homo sapiens 26S prateasome-assocrated pad1 
AF15q14 protein 
ESTs 

gb:Homo sapiens nil length Insert cDNA done ZB94A08 
gb:PM2^)T002MJ8030(WK)4-a04 OT0023 Homo sapiens cDNA 
Target Exon 
ESTs 

C17000168:giI7294725IgblAAF5006Z1|(AE003544) CG7547 
heparan sulfate (gtuoosamine) 3>0-sulfotransferase 1 
ESTs 

Target Exon 

Homo sapiens mRNA tuH length insert cDNA done EURO! 

hypothetical protein M6C13204 

ESTs, Weakly similar to unknown [H .sapiens] 

flap structure-specific endonudease 1 

ESTs 

Homo sapiens, clone MGG17421, mRNA, complete cds 
Target Exon 

SKY (sex determining region Y)-bax 2 
ets variant gene 3 

Homo sapiens ublquifin protein figase (UBE3B) mRNA, p 

Target Exon 

ESTs 

msh (Drosophila) homeo box homotog 2 

ESTs, Weakly similar to ALU7JWMAN ALU SUBFAMILY SQ S 

ESTs, Weakly similar to B34087 hypothetical protein I 

WAA0767 protein 

M5-14 protein 

ESTs 

ESTs 

gb:RC5-ST0293-14020(M)14-HQ5 ST0293 Homo sapiens cDNA 
Homo sapiens, done IMAGE3638994, mRNA. partial cds 
G protein-coupled receptor 39 
ESTs 

WAA0751 gene product 

ESTs. Weakly similar to JC5314 CDC28AxJc2-like kinase 
gb:au54g09.y1 Schneider fetal brain 00004 Homo sapfen 
ESTs 

Homo sapiens cDNA: FU22288 fis, done HRC04157 
gb:np87b07x1 NCLCGAP_Thy1 Homo sapiens cDNA done s 
ESTs 

Homo sapiens cDNA FU20738 6s, clone HEPC8257 
ESTs 

doneHCaJ310PRO0310p1 
neighbor of COX4 
matrix metaDoprotetnasa 28 
ESTs 

IRNA setenocysteine associated protein 

ESTs 

ESTs 

synaptonema! complex protein 2 

ESTs. Moderately similar to SUR1JWMAN SURFEIT LOCUS 

cDNA for drfTerentiaily expressed C0 16 gene 

hypotheOcal protein MGC12250 

HIR (histone cell cycle regulation defecfive, S. cere 

fidgeWke 1 

riboscrnal protein LlOa 

Cia)00541:gjl5729884freqNP_006539.1| IGF-II mRNA-bin 
ESTs 

Target Exon 

Homo sapiens cDNA FU 10570 6s, done NT2RP20031 17 

hypotheScal protein FU 23468 

ESTs 

ESTs 

hypothetical protein MGC2603 

ESTs 

ESTs 

Homo sapiens SKC73 protein (SNC73) mRNA, complete cds 

ESTs 

ESTs 

Homo sapiens dg5 mRNA. partial sequence 
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420183 W92885 Hs.143408 ESTs 19 

421133 AAB14971 Hs.257634 ESTs 8-9 

407605 W03512 Hs.6479 rrypothefcal protein MGC1 3272 8.9 

_ 441370 AI242433 Hs.Z70085 ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAMILY J SE 8.9 

J 437966 AW891130 Hs.38173 ESTs 8.9 

426360 AW290981 Hs.2 11296 ESTs, WeaWy similar to 2109260A B cell growth factor 8.8 

448111 AA053486 Hs.20315 interferormduced protein with letratricopepSde rep a8 

408021 AW137133 Hs.245867 ESTs 18 

. _ 429228 AI553633 Hs.337139 ESTs 8.8 

10 433914 AF108138 Hs.1 12160 Homo sapiens DMA heGcase homotog (RF1) mRNA, partia 18 

431184 AW970116 Hs^10616 ESTs 18 

425219 AF207881 Hs.1 551 85 cytosofc ovarian carcinoma antigen 1 8.8 

439774 AL360257 Hs.213493 Homo sapiens mRNA full length Insert cDNA done EURO! 8.8 

. _ 432573 AA553612 Hs.324696 WAA1594 protein 8.8 

15 450881 W80462 Hs.270521 ESTs, Highly similar to ALU2_HUMAN ALU SUBFAMILY SB S 8.8 

437835 AI146771 Hs.158008 ESTs 8.8 

453204 R10799 Hs.191990 ESTs 17 

412719 AW016510 Hs.129911 ESTs 8.7 

408805 H69912 Hs.48269 vaccinia related kinase 1 8.7 

20 428281 AA194554 Hs.1 83434 ATPase, H transporting, lysosomal (vacuolar proton pu 8.7 

422583 AA410506 Hs.27973 WAAQ874 protein 17 

448148 NM_01657B Hs.20509 HBV pX associated protein-8 17 

453005 AW055308 Hs.31803 ESTs,WeaWysintotoN-WASP[H.saplens] 17 

464132 AW131759 Hs.248286 ESTs 17 

25 425263 NM.001197 Hs.155419 BOJ-mteracfing kffler (apoptoas-mducmg) 17 

416209 AA236776 Hs.79078 MAD2 (mHotic arrest deficient yeast, homotog)-fike 17 

441525 AW241867 Hs.127728 ESTs 8.7 

459539 A1279186 gb:qm24a04j(1 NCLCGAP_Lu5 Homo sapiens cDNA clone 3* 8.7 

443148 A1034357 Hs.211194 ESTs, Weakly similar to ALU8 JiUMAN ALU SUBFAMILY SX S 17 

30 424255 AI192657 Hs.143897 dysferfin, Rmb girdle muscular dystrophy 2B (autosom 17 

459435 AA320038 gb:EST22383 Adipose tissue, white II Homo sapiens cDN 8.7 

443117 AI248828 Hs.42029 ESTs 16 

457434 AW628192 Hs.1 8851 hypothetical protein RJ10875 16 

442505 AW003775 Hs.198248 UDP-GafcbetaGlcNAc beta 1.4- gaiactosyltransferase, p 16 

35 430901 AA488833 Hs.1 26711 ESTs, Weakly similar to 138588 reverse transcriptase 16 

439223 AW238299 Hs.250618 UL16 binding protein 2 16 

417739 Z43995 gb:HSC1QB121 normafized infant brain cDNA Homo sapien 16 

415961 H10983 Hs.155919 ESTs 16 

424042 Y10601 Hs.1 37674 ankyrin-fike with transmembrane domains 1 16 

40 451035 AU076785 Hs.430 plastjn 1 0 isoform} 8.6 

447155 AA100605 Hs.121557 ESTs, Weakly similar to DP1.HUMAN POLYPOSIS LOCUS PRO 16 

412668 AA456195 Hs.10056 hypothetical protein FU 14621 16 

458042 AW058464 Hs.6430 protein with poryghitamine repeat calcium (ca2) home 16 

456530 AL049437 Hs.100292 too sapiens mRNA; cDNA DKFZp586E1 120 (from done OKF 16 

45 433345 AI681545 Hs.1 52982 hypothetical protein FU13117 16 

445006 W91903 Hs.124814 ESTs ' 16 

453922 AFD53306 Hs.36708 budding uninhibited by rjenzrmidazotes 1 (yeast homoto 15 

455161 BE145900 gb:r^HT0208-221299-204-b12 HT0208 Homo sapiens cDNA 15 

424308 AW975531 Hs.1 54443 mirachramosome maintenance deficient (S.cerevisiae) 15 

50 430413 AW842182 Hs.241392 small inducible cytokine A5 (RAMTES) 15 

423494 AW504365 Hs.24143 Wiskott-Aldrich syndrome protein intaracting protein 8.5 

415018 U49395 Hs.77807 purinergic receptor P2X, Dgand-gated Ion channel, 5 15 

404534 C11001758*:gqi2621132|retlNP_075243.1| MEGF1 [Rattus 15 

438451 AI081972 Hs^20261 ESTs 8.5 

55 435176 AA744875 Hs.1 894 13 ESTs 15 

443245 AI040955 Hs. 151973 rrypotheScal protein FU23511 15 

443162 T49951 Hs.9029 DKF2P434G032 protefn 15 

457478 T15803 Hs.272458 protein phosphatase 3 (formetty 7B), catatytic subuni 15 

403839 Target Exon 15 

60 434932 BE613162 Hs.284135 hypolhefical protein MGC3038 15 

420991 AW504814 Hs.1 21 004 Homo sapiens mRNA for FU00111 protein, partial cds 14 

457854 BE547674 Hs.204169 ESTs, Weakly similar to S65557 alpha-1C-adrenergic re 14 

455994 BE179190 gb^CO-HT0613-21030fW32-f07 HT0613 Homo sapfens cDNA 14 

402796 Target Exon 14 

65 423426 AW389579 Hs.1 28434 Homo sapiens EUSC-1 mRNA, partial cds 14 

429568 AJ088691 HsJ08414 Homo sapiens mRNA; cDNA DKFZp564D0472 (from clone DKF 14 

4041 10 NMJKQ245*:Homo sapiens tubby super-tamQy protein (T 14 

424441 X14850 Hs.1 47097 H2A histone family, member X 14 

_ A 433155 AL037035 Hs.1 00426 Homo sapiens cervical cancer metastasis-suppressor 1 (B 14 

70 414839 X63692 Hs.77462 DMA (cytosme^)-rr^yltransferase 1 14 

405867 AA157857 Hs.182265 keratin 19 14 

418278 AI088489 Hs.83937 hypothetical protein ' 14" 

458696 AW375333 Hs.199890 ESTs 14 

456248 AL035788 Hs.82425 acfin related protein 2/3 complex, subimit 5 (1 6 kD) 14 

75 403152 AA576664 Hs.37078 v-crk avian sarcoma virus CT10 oncogens homotog-Cke 14 

407649 BE066724 Hs.37427 erythrocyte membrane protein band 4.1 (eSiptocytosis 14 

448387 AI874402 Hs.170810 ESTs 14 

433671 AW138797 Hs.132906 19A24 protein 14 

or . 425891 AI041717 Hs.132141 ESTs 14 

80 447347 AA570056 Hs.1 22730 ESTs, Moderatety sirniiar to K1AA1215 protein (Rsapie 14 

439079 AF085937 Hs.38348 ESTs 14 

458115 BE091587 gbdL2-BT0731-24040(H)69-H04 BT0731 Homo sapiens cDMA 14 

428144 BE269243 Hs.182625 VAMP {vesicte-asscciated rnembrane protein)-associated 14 
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424259 AKD01776 Hs.143954 hypothetical protein FU10914 13 

443056 A1457996 Hs.132578 ESTs 13 

410391 H 17881 Hs.1 5043 Homo sapiens done FUB5227 PR01367 mRNA, complete cds 13 

c 4079B9 AW135208 Hs.256092 ESTs 8.3 

5 410538 N39533 gb:yv27d04.s1 Scares fetal fiver spleen 1NFLS Homo sa 13 

452273 AI870S85 Hs.231022 ESTs 8.3 

454297 AI223335 Hs.50851 Janus kinase 1 (a protein tyrosine kinase) 13 

453718 AL119317 Hs.120360 phosphofipase A2, group VI {cytosoEc, catcrunwndepe 13 

ir . 401654 NM_007242:Homo sapiens DEAD/H (Asp^u-Ala-Asp/His) b 13 

10 432891 AF161483 Hs.279761 HSPC1 34 protein 13 

419923 AW081455 Hs.120219 ESTs 12 

433627 AF078866 Hs^84295 Homo sapiens cDNA: FU22993 fls, done KAT11914 12 

435452 AA8310O4 Hs.124874 ESTs 12 

418683 U90908 HsJ7241 hypothetical protein from denes 23549 and 23762 12 

15 440065 W03476 Hs366331 hypothetical protein MGC4595 12 

439752 T78968 Ks.14411 ESTs 8J2 

447983 AW612726 Hs^82113 ESTs. Weakly similar to 138022 hypothetical protein [ 12 

441966 AA568689 Ks.16131 hypothetical protein OJ12876 12 

„ 408182 AA047854 gb:zf49g04.r1 Soares retina N2b4HR Homo sapiens cDNA 12 

20 432180 Y18418 Hs.272822 RuvB (Ecoti homdogHike 1 12 

435005 BE551650 Hs.158126 Homo sapiens cONA RJ 13350 fis, done OVARC1 002 143 12 

414962 AF273304 Hs.235376 XPMC2 protein 12 

444476 AF020038 Hs.11223 isodtrate dehydrogenase 1 (NADP), soluble 12 

408175 W29089 Hs.1 9066 hypothetical protein DKFZp66702416 12 

25 413940 A1633205 Hs.159914 ESTs, Weakly similar to r78885 serineVttmJornne-sped 12 

437277 M748016 Hs.123370 ESTs 12 

431445 AA505135 Hs.44037 ESTs 11 

418927 BE349635 Hs.190284 ESTs 11 

452446 AA086123 Hs.297856 ESTs 11 

30 445380 A1222019 Hs.144838 ESTs 11 

421174 AW969058 Hs.291974 ESTs, Moderately simBar to A46010 X-linked refinopat 11 

444374 AA009841 Hs.11039 hypotheSca! protein MGC2722 11 

417247 N58024 gb:yv63c01.s1 Soares fetal Rver spleen 1NFLS Homo sa 11 

438335 AI498421 Hs.243168 ESTs 11 

35 445235 A1564022 Hs. 138207 ESTs 11 

422585 NM_016186 Hs.1 18620 protein 2-dependent protease inhibitor precursor 11 

442522 AI087038 Hs.146592 ESTs. Weakfy similar to ALU7_HUMAN ALU SUBFAMILY SQ S 11 

430684 A1808979 rte^93193 ESTs 11 

446442 BE221533 Hs.257858 ESTs 11 

40 441410 AA932689 Hs.233304 ESTs. Weakly similar to 138022 hypothetical protein [ 10 

419485 AA489023 Hs.99807 ESTs, Weakfy similar to unnamed protein produd [H.sa 10 

449539 W80363 Hs,58446 ESTs 10 

406663 U24683 Hs.302063 irnrnunogbbutin heavy constant mu 10 

AC 423767 H18283 Hs.132753 Wxw only protein 2 10 

45 450937 R49131 Hs^6267 ATP-dependant interferon response protein 1 10 

430977 AA490069 Hs306676 Homo sapiens cDNA RJ14302 fis, clone PUCE2000003 10 

455677 BE066061 HsJJ867 cysteine-nch. angiogenic inducer, 61 10 

436706 AA725808 Hs.194609 ESTs 10 

459407 N92114 gbza22h1 1x1 Soares fetal fiver spleen 1NFLS Homosa 10 

50 444132 AK000452 Hs. 10340 hypothetical protein FU20445 10 

437149 AI686651 HsJ202234 ESTs, Weakly similar to ALU4_HUMAN ALU SUBFAMILY SB2 10 

418499 A! 527392 Hs.302023 hypothetical protein FKSG25 10 

411298 AW835858 gfcPMlRT00174B129M014j07LTOT17H™ 10 

_ _ 432571 AF151054 Hs.278429 hepatocellular cardrron^asociaied antigen 59 10 

55 416295 AI064824 Ks.193385 ESTs 10 

427485 AF039652 Hs.178655 ribonudease H1 10 

409857 AW501908 gb:Ul-HF-BR0p-ajp^c-12-04JI/1 NtH_MGC_52 Homo sapien 7.9 

433854 AA610649 Hs.333239 ESTs 7.9 

458080 BE142728 gb:MR04fT01 57-021 299-004408 HT0157 Homo sapiens cDHA 7.9 

60 423573 AA328504 gb:EST31993Enu>yo,12week1Horrosapiere 7.9 

404495 C8001441*^il8923061|refINPJffi0114.1l hypotheCcsi pr 7.9 

443135 A1376331 Hs.156103 ESTs 7.9 

448939 BE267795 Hs.22595 hypomefcaJ protein FU10S37 7.9 

413283 R78669 Hs.23756 hypothetical protein similar to swine ac^euraminate 7.9 

65 443987 AW163123 Hs.10071 seven transmembrane protein TM7SF3 7.9 

434197 AA627223 gbmq63b04.s1 NCLCGAP_Ov6 Homo sapiens cDNA donesi 7.9 

436882 AW016722 Hs.194976 SH2 dorrrah^ontaining phosphatase anchor protein 1 7.9 

434502 AW974915 Hs.116550 ESTs 7.9 

435507 AI143579 Hs.26510 vacuolar protein sorting 33B (yeast homotog) 7.9 

70 444896 A1201480 Hs.144856 ESTs 7.9 

419320 H96666 Hs.6137 ESTs 7.9 

446269 AW263155 Hs.14559 hypothetical protein FU10540 7.9 

425569 AA359597 Hs.301701 Homo sapiens cONA RJ 12073 fis, done HEMBB 1002387 7.9 

445209 AW294230 Hs.80988 coRagen, type VI, alpha 3 7.9 

75 449193 AI637997 Hs.1 95653 ESTs 7.9 

447397 BE247676 Hs.18442 E-1 enzyme 7.9 

455037 BE144549 gb:MRO-HT01 67-0B1 19W)01-a02 HT01 67 Homo sapiens cDNA 7.9 

453367 AW732847 Hs.70573 PKCM-relaled HIT protein 7.8 

439317 AF0B6127 Hs^0600 ESTs,WeaHysirrtiaTtoT47156hypo^ 7.8 

80 424008 AF054815 Hs.1 37548 CD84 antigen (leukocyte antigen) 7.8 

406562 KM-004520^Horno sapiens kinesin heavy chain member 2 7.8 

435192 AKD00739 Hs.4835 eukaryofc translation initiation factor 3, subunit 8 7.8 

413500 BE144914 gb.-CM3-HT01 B3-18109W)23-b05 HT0183 Homo sapiens cDNA 7.B 
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436216 AA380887 Hs£085 dolichyVphosphale mannosyl transferase polypeptide 1, 7.8 

418523 AW194757 Hs^66804 ESTs 7.8 

447197 R36075 gb.-yhffibOU1 Soares placenta Nb2HP Homo sapsnscONA 7.8 

_ 430146 AW815330 gb^3V(WT021 W501(KMJ83-a09 ST0215 Homo sapiens cDNA 7.8 

5 441B41 AA971819 Hs.176083 ESTs 7.8 

457677 AA628890 Hs.158701 ESTs 7.8 

421090 BE301870 Hs.101813 sotute carrier family 9 (sodium/hydrogen exchanger), 7.8 

436481 AA379597 Hs.5199 HSPC1 50 protein similar b ubk^uitiivconjugafing enzy 7.8 

. . 434407 AW815333 gb:QV0-ST021 5-0501 00-08^g01 ST021 5 Homo sapiens cDNA 7.8 

10 406410 C5000010*:gni0440464|dbilBAB15765.1j (AK024475) FU0 7.8 

453579 AE04463 Hs.61857 ESTs 7.8 

427584 BE410293 Ks.179718 v-rnyb avian myeloblastosis vira! oncogena homolog-lik 77 

452139 AA099969 Hs.16331 Homo sapiens cDNA: FU21482 fis, done COL051 35 7.7 

405510 ENSP00000233779*^ffietical 6&0 kDa protein. 7.7 

15 440777 AA994020 Hs.128553 ESTs 7.7 

446424 AW134529 Hs^44647 ESTs 7.7 

448004 AW451477 Hs.257455 ESTs 7.7 

430610 AI821465 Hs.188810 ESTs, Weakly similar to ALU6_HUMAN ALU SUBFAMILY SP S 7.7 

427080 AW058287 Hs.173466 ras-rela^C3botuImumtoxinsubstjate2(mofama 7.7 

20 451693 BE220445 Hs.279635 ESTs 7.7 

417558 AF045229 Hs.82280 regulator of G^rotein signalling 10 7.7 

420344 BE463721 Hs.97101 putative G protein-coupled receptor 7.7 

427735 AA916785 Hs.1 80610 spficmg factor prdine/glutainine rich fj>orypyrimidin 7.7 

425423 NM.005897 Hs.157180 totradsternal A parfjcte-promoted polypeptide 7.7 

25 450663 H43540 Hs35292 ribonudease HI, large subunit 7.7 

432585 AA705591 Hs. 190209 ESTs 7.7 

402682 Target Exon 7.7 

400247 Eos Control 7.7 

421116 T19132 Hs.101850 refinoMrindlng protein l.ceHular 7.7 

30 426761 AI015709 Hs.172089 Homo sapiens mRNA; cOMA DKFZp586!2022 (from done DKF 7.7 

405514 ENSP00000241075:TRRAP PROTEIN. 7.7 

412406 AW948172 gkRC0^O)13-2B03WW21-b06 MT0013 Homo sapiens cDNA 7.7 

440226 AA873387 Hs.207330 ESTs 7.7 

435625 H50654 Hs.1 13999 ESTs 7.7 

35 418529 AW005695 Hs.250897 TRKtoedgene 7.6 

407758 D50915 Hs.38365 WAA0125 gene product 7.6 

447276 AL049795 Hs.17987 hypothetical protein MGC1203 7.6 

449938 AW970612 Hs.172635 Homo sapiens cDNA: FU21367 fis, done COL03051 7.6 

422893 X98411 Hs.1 21 555 myosin IF 7.6 

40 451593 AF151879 rfc26706 CGU21 protein 7.6 

424148 BE242274 Hs.1741 integrin.beta7 7.6 

447519 U46258 Hs.339665 ESTs 7.6 

409361 NWL005982 Hs.54416 sine ocutis homeobox (Drosophila) homotog 1 7.6 

Atm 435279 AW9QQ372 Hs.180793 ESTs, Weakfy ste to S65657 a^ 7.6 

45 426523 S68616 Hs.170222 sohrte carrier family 9 (sodiimVhydrogen exchanger), 7.6 

456926 AB018284 Hs.1 58688 WAA0741 gene product 7.6 

416294 D86980 Hs.79170 WAA0227 protein 7.6 

409206 AW364844 gb:QV34)T0044-221 299445-c03 DT0044 Homo sapiens cDNA 7.6 

417086 AA194446 Hs.73451 ESTs, Weakty similar to S55024 nebutin, skeletal muse 7.6 

50 418181 U37012 Hs.83727 deavage and poVadenylation specific factor 1, 160kO 7.5 

436910 AA926944 gfcrjm68g01.s1 Na_CGAP_GC4 Homo sapiens cDNA done 3" 7.5 

401008 Target Exon 7.5 

413245 BE244334 Hs.75249 ADP-nbosylaUon factor-tike 6 interacting protein 7.5 

446820 AW295037 Hs.254986 ESTs 7.5 

55 439279 AI039473 Hs.130636 ESTs 7.5 

426116 AA858729 Hs.144694 ESTs 7.5 

410098 BE326839 Hs.1 7433 hypothefjeat protein RJ20967 7.5 

422326 AI114875 Hs.78592 eukaryotic translation inigafion factor 2B, subunit 7.5 

435513 AW404075 Hs.42785 DC11 protein 7.5 

60 421629 N80121 Hs.4983 ESTs 7.4 

434663 AA641972 Hs.1 30058 ESTs 7.4 

452461 N78223 Hs.108106 transcription factor 7.4 

418811 AK001407 Hs.88663 hypothefjeat protein FU10545 7.4 

_ 405417 CX001144*^if7242973IdhjIBAA92547.1) (AB037730) K1AA1 7.4 

65 414076 AA467736 gbxc74e05^1 NCI_CGAP_Pr2 Homo sapiens cONA done, m 7.4 

435014 BE560898 Hs.10026 rmTochondriat nDosomal protein L17 7.4 

449610 A1242042 Hs.14044 ESTs 7.4 

403397 Target Exon 7.4 

436873 N23874 Hs.50477 RAB27A, rrrernber RAS oncogene family 7.4 

70 451386 AB029006 Hs.25334 spastic paraplegia 4 (autosomal dominant; spasBn) 7.4 

404914 MM w 004046*:Homo sapiens ATP synthase, H+ transporting 7.4 

419839 U24577 H&93304 phosphofipaseA2. group \fll (plateleVadrvafing fact 7.4 

432820 A1554057 Hs.152477 ESTs 7.4 

418978 TB5295 Hs.268606 ESTs 7.4 

75 446636 AC002563 Hs.15767 dtrcn {rho4nteracCng, serme/ttireonhe kinase 21) 7.4 

454639 AW811633 p>«(2.ST015WM109^1W05ST(M58Hrjrra)sapiere 7.4 

434522 AF189259 Hs.283081 garrana-amtnohutyric acid (GABA) receptor, Oieta 7.4 

458236 AW297043 Hs.255604 ESTs, WeaMy similar to A47234 tonreobox protein H6 (H 7.4 

441043 AA913422 Hs.192104 ESTs 7.4 

80 422838 AA524065 Hs.93670 Homo sapiens cDNA: FU22664 Rs, dooa HSI08202 7.3 

455096 AW855718 gb:RC1-a0279-07010fK)21-a06 CT0279 Homo sapisns cONA 7.3 

442307 AW027690 Hs.90037 ESTs 7.3 

425453 AW374284 Hs^97215 HorrwsarienschronTrjsonie 7.3 
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455327 AW896238 Hs.334805 Homo sapiens cDNA FU 14604 fis, done NT2RP1 000363, m 7.3 

420982 AW576160 Hs.100729 WAA0592 prolan 7.3 

424563 AA446932 Hs.151428 ret finger protein 2 7.3 

_ 417125 AW181998 CUG triplet repeat RNA-bindtng protein 1 7.3 

5 453902 BE502341 Hs.3402 ESTs 7.3 

446842 AB43510 Hs.176992 ESTs 7.3 

454128 AL031259 Hs.41639 programmed ceil death 2 7.3 

427011 BE302729 Hs.173162 neighbor of COX4 7.3 

450B72 AI742594 gb:wg55h05jc1 Soares_NSF_F8_9W_OT„PA_P^S1 Homo sapien 7.3 

10 451512 AI800236 Hs.207080 ESTs 7.3 

406708 A1282759 gb:qt84a01 jc1 Nd_CGAP_Co14 Homo sapiens cDNA clone I 7.3 

432576 AW157424 Hs.165954 ESTs, Weakly similar to 138022 hypothetical protein ( 7.3 

459304 AW005809 Hs.281076 ESTs, Weakly similar to CHD4_HUMAN CHROMODOMAIN HEUC 7.3 

401375 NM 020999*:Homo sapiens neurogenin 3 (NEUROG3), mRNA. 7.3 

15 41325B BE075114 gb:PM1-BT0585-11020OO0^c11 BT0565 Homo sapiens cDNA 7.3 

406016 Target Exon 7.3 

421506 BE302796 Hs.105097 thymidine kinase 1, soluble 7.3 

422742 AA316117 Hs.337128 ESTs 7.3 

440031 BE045970 Hs.244746 ESTs 7.3 

20 429389 M454779 Hs.201441 Homo sapiens cDMAFUl 1079 fis, done PLACE1 0051 11 7.3 

449856 AA002008 Hs.188633 ESTs 7.3 

444310 AI140432 Hs.175936 ESTs 7.3 

459274 AA382590 Hs.170980 WAA0948 protein 7.3 

425404 BE048060 Hs.1 33494 Homo sapiens clone TCCOA001 64 mRNA sequence 7.3 

25 431150 T63857 gteyc16e01.s1 Stratagene lung (937210) Homo sapiens c 7.3 

443217 NM_001545 Hs.9078 immature colon carcinoma transcript 1 7.2 

413405 AW022253 Hs.215976 ESTs 7.2 

447653 BE327277 Hs.161145 ESTs 7.2 

414704 NM-014757 Hs.76986 mastermind (DrosophHa), homolog of 7.2 

30 424046 AF027866 Hs.138202 serine (or cysteine) proteinase inhibitor, dade B (o 7.2 

- 409188 AW363284 Hs.32553 ESTs 7.2 

453493 A1039478 Hs.304447 ESTs. Weakly similar to ALULHUMAN ALU SUBFAMILY J SE 12 

456111 AK000150 Hs.78185 MAX-like bHLHZIP protein 7.2 

„ 400297 AI127076 Hs.334473 hypothetical protein DKFZp56401278 12 

35 446364 AB006624 Hs.14912 KIAA0286 protein 7.2 

432215 AU076609 Hs.2934 ribonudeofide reductase M1 polypeptide 7.2 

436943 AA773838 Hs.5353 caspase 10, apootosis-related cysteine protease 7.2 

446336 AW815036 Hs.151251 ESTs 7.2 
418469 U34879 Hs.85279 hydroxysteroid (17-beta) dehydrogenase 1 7.2 
40 414907 X90725 Hs.77597 poto (DrosophlaHike kinase 7.2 
429065 AI753247 Hs.29643 Homo sapiens cDNA FU 13103 fis. done NT2RP3Q02304 7.2 
424568 AF005418 Hs. 150595 cytodirama P450, subfamily XXVTA, polypeptide 1 7.2 
416450 AA180467 gbzp14g06\s1 Stratagene fetal refina 937202 Homo sap 12 
Ap 443714 AB033015 Hs.23341 WM1 189 protein 7.2 
45 455447 AW947507 o>:RCO4M)G02-1 40300-011 -a 12 MT0Q02 Homo sapiens cDNA 7.2 
437154 AI023133 Hs.10739 ESTs 7.2 
423059 AW378445 Hs. 123080 Homo sapiens unknown protein mRNA, partial cds 7.2 
419092 J05581 Hs.89603 mucin 1, transmembrane 7.2 
426736 AA431615 Hs.130722 ESTs 7.2 
50 417748 Z43011 Hs^1169 ESTs 7.2 
434748 A1852604 Hs.211884 ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAMILY J SE 7.2 
438929 AW195515 Hs^53177 ESTs 72 
452061 AKJ74259 Hs.469 succinate dehydrogenase complex, suburfl A, flavoprot 7.1 
__ 446416 AV658299 Hs.1 63959 ESTs 7.1 
55 415023 AA932146 Hs. 133494 Homo sapiens done TCCOA00164 mRNA sequence 7.1 
434766 AA742222 Hs.1 20634 ESTs 7.1 
432566 AW439330 Hs.256889 ESTs, WeaWy similar to 2109260A B cefl growth factor 7.1 
420252 AW270404 Hs.193161 ESTs 7.1 
„ 435403 AA779987 Hs.269658 ESTs 7.1 
60 430151 AW968203 gb:EST380393 MAGE resequences, MAGJ Homo sapiens cONA 7.1 
427908 AA417272 Hs.24122 ESTs 7.1 
417758 U27699 Hs.82535 sohite carrier family 6 (neurotransmitter transporter 7.1 
400098 Eos Control 7.1 
412647 AW975090 gb£ST387196 MAGE resequences, MAGN Homo sapiens cDNA 7.1 
65 437234 AI472213 Hs.247711 hypc4hefical protein FU20557 7.1 
453366 AW958751 Hs.28921 zinc finger protein 7.1 
425803 AI825204 Hs^11408 ESTs 7.1 
447383 N24231 gb.7x22a1 1/1 Soares melanocyte 2NbHM Homo sapiens cD 7.1 
„ 423854 BE275607 Hs.1708 chap^rodncc^rilngTCyi.sulnimlSfaarnma) 7.1 
70 450799 AW407504 gb:Ul-HF-BMf>adk-g-12-(WJlj1 NIH_MGC_38 Homo sapiens 7.1 
409592 BE280951 Hs.55058 BWcmam containing 4 7.1 
453945 NNLQ05171 Hs.36908 activating transection fector 1 7.1 
425196 AL037915 Hs.155097 carbonic anhydrase II 7.0 
__. 439778 AL109729 Hs.99364 putative transmembrane protein 7.0 
75 417662 R07478 Hs.268845 ESTs 7.0 
438087 AI863770 Hs.190422 ESTs 7.0 
452724 R84810 Hs.30464 cycfinE2 7.0 
448633 AA311426 Hs.21635 tubulin, gamma 1 7.0 
orv 433154 AA578526 Hs.160994 ESTs 7.0 
80 440094 AI551558 Hs.270372 ESTs, Weakly stm3ar to ALU1_HUMAN ALU SUBFAMILY J SE 7.0 
409253 H91200 Hs.52002 C05 anCgen-Oke (scavenger receptor cysteine rich fa 7.0 
431270 BE046609 gb:hn41e11.x1 NQ_CGAP_RDF2 Homo sapiens cDNA done 3 7.0 
407629 AA649242 Hs.62632 ESTs 7.0 
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408296 


AL117452 


Hs.44155 


DKFZP586G1517 orctan 


7.0 


445439 


BE243084 


Ks.12719 




7.0 


427106 


AA398193 


Hs.97584 


ESTs 


7.0 


408623 


AW811978 


Hs.254037 


ESTs 


7.0 


426561 


AA381437 




gb:EST94514 Activated T-ceQs 1 Homo sapiens cDNA 5" 


7.0 


408492 


AA555217 


Hs.183884 


ou)c3ryo0c trsnslstton irut&Gon foctof 4 Qsrnrns, 2 


7.0 


428894 


AA437066 


Hs.271738 


ESTs 


7.0 


419102 


AA23409B 


Hs.42424 


ESTs, Weakly similar to 2004399A chromosomal protein 


7.0 


429057 


M446019 


Hs.104967 


ESTs 


7.0 


422684 


BE561617 


Hs.119192 


H2A Nstone family, member 2 


7.0 


424701 


NMJJ05923 Ks.151983 


rretogen-acfivated protein kinase kinase kinase 5 


7.0 


412513 


AA322599 


Hs^163 


ESTs, WeaWy similar to AF151840 1 CQ-82 protein [H. 


7.0 


443599 


A1079559 


Ks.134125 


ESTs 


7.0 


400715 






ENSP00000237081 # :KIAA1217 PROTEIN (FRAGMENT). 


7.0 


446514 


AW449233 


Hs.150847 


ESTs 


7.0 


413992 


W26276 


Hs.136075 


RNA.U2 small nuclear 


7.0 


402442 






Target Exon 


7.0 


419497 


NNL0Q6410 Hs.90753 


TaMnterading protein (30kD) 


7.0 


439575 


W79259 




gb2d75c06j1 Soares_fetaLheartNbHH19W Homo sapiens 


7.0 


407027 


U63312 




gb:Kuman cosmid LL12NC01-242E1, ETVBgene, exons IB a 


7.0 



Table 15B 

Pkey: Unique Eos probesel identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 

408182 
409113 



CAT Number Accessions 



104479 1 
110079.2 



409206 


1108161J 


409857 


1156298 1 


410146 


1178974J 


410536 


1207322J 


411298 


1237955.1 


412406 


1293055.1 


412647 


1317604 1 


413258 


1355998J 


413314 


1360034 1 


413500 


1373933.1 


414076 


141490 1 


416450 


159551.1 


417247 


1660859 1 


417739 


1696198J 


417881 


170544.1 


418347 


174149 1 


422429 


216469 1 


423573 


229714.1 


426561 


269 158 J 


428294 


289365 1 


430146 


313562.1 


430151 


313668.1 


430709 


322338 1 


430848 


324621 1 


431150 


328626 1 


431270 


330676 1 


432363 


345469.1 


434197 


381655.1 


434407 


385744.1 


434410 


385798.1 


436910 


429182.1 


437056 


432262J 


439354 


47146.1 


439575 


47400.1 


444314 


600667 1 


447197 


711623.1 


447383 


71990.1 


450799 


847242.1 


450872 


849959.1 


454355 


1130264.1 


454639 


1227728J 


454765 


1233905.1 



AA047854 AA057506 AA053841 

AA074897 AA1 13914 AA064871 AA079329 AA071309 AA084710 AA1 29030 AA075042 AAD74794 AA071453 AA078803 AA148628 AA 122204 
AA074159 AA12S185 AA079117 AA127089 AA070912 AA079280 AA131372 AA078833 AA071087 AA076131 AA071047 AA079401 AA083070 
AA 102076 AA1 15163 AA07419B AA134725 AA1 13889 AA1 21 103 AA075041 AA065148 AA071310 AA101 144 AA079659 AA078931 AA079209 
AA070928 AA068994 AA06981 7 AA0761 87 AA069053 AA131489 AA071308 AA063317 AA070156 AA071430 AA076056 AA075684 AA070053 
AA126283 AA126078 AA075895 AA079208 AA074583 AA071086 AA079623 AA070627 AA078802 AA076622 AA065051 AA079143 AA071110 
AA079434 AA148748 AA079230 AA085188 AA074485 AA070580 AA0761 51 AA083166 AA0851 18 AA079450 AA085044 AA1 20938 AA079200 
AA1 001 88 AA081 472 AA1 22355 AA1 29031 AA085362 AA069220 AA070940 AA075968 AA074563 AA0840Z7 AA1 15929 
AW384844 AW364847 AW937534 AW937593 AW937659 
AW501908 AW502959 AW502540 
AW592655R05927R0S916 
N39533 AW753094 AW753093 

AW835858 AW835836 AW835823 AW835834 AVV835831 AW835832 AW835843 AW835816 AW835833 AW83581 5 AW835849 AW835835 
AW835848 AW835851 AW835852 AW835862 AW335855 AW335325 AW835B47 AW335838 

AW948172 AW9481 78 AW948169 AW948176 AW948191 AW948192 AW9481 86 AW9481 84 AW948187 AW948188 AW948189 AW948181 

AW948177AW948171 AW948183 AW948173 

AW975090 N441B2 

BE075114BE075283BE075118 

BE081585 BE081717 BE081863 BE081794 BE081659 

BE144914BE394989 

AA467738 AA135210 AW988166 AA467804 
AA180467 AA449184 AA464831 AA505048 
N58024 T58194T11693 N64222 T05848 
Z43995R12357 R34740 

AI8791 17 AW161351 Z45755 BE003661 AA206949 AA476541 

AA216419F03238AA229517 

AA310527 AW962295 244865 H06641 

AA328504 AA327783 AW962370 

AA381437 AA628833 AW407275 

AA425488AA496895 F23221 

AW815330 AW968170 AI732687 AI732725 AA468343 AA467817 AW063961 

AW968203 AI732757 AA470353 AA468025 AA468479 AI7341 51 

R34356AWS69880AA484613 

AW021726 AA487752 AA488085 

T63857 AW971220 AA493469 T63699 

BE046609BB046118AA501504 

AA534489 AW970240 AW970323 

AA677223 AA643443 AA650619 AA643463 AA643453 AAS43439 AA643438 AW802964 AW821595 AW821594 AA643431 AA643432 
AW827513 

AW81 5333 AW81 5409 AA632563 

AA632644AA635376AA664188 

AA926944AA767974AA737237 

AI147061 AA743380 AA765223 AW976398 AI803927 

AF085174 W31796 W04694 

W79259 AF085396 W73927 

A1140497 AW749525 AW749S26 AW749644 

R36075A1366546 R36167 

N24231BE617954N36313 

AW407504 W31274 AI738877 

AI742594AI761397 R31 198 AI81 9332 R31257 

AW812535 AW812536 AW390307 

AW81 1633 AW81 1652 AW81 1898 

AW819629AW854320 

237 
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455037 
455095 
455161 

5 4554,0 

455447 
455855 
455994 
457892 
1U 458080 
458115 



15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



1249783J BE144549 AW851677 AW851643 AW851711 AW851719 
1253078.1 AW855718AW855740AW855748 

1256167.1 BE145900 AW859906 BE145895 BE145831 BE1459H BE145820 BE145817 BE145890 BE145908 

1288380J AW936678 AW936S37 AW936682 AW936685 AW936817 AW93581 1 AW935762 AW936653 AW936815 AW936812 AW936683 AW936822 

AW936823 AW936821 AW936732 AW938730 AW936781 
1292444,1 AW947507 AW947509 AW947791 BE008335 
1375834.1 BE147440 BE147708 BE147563 BE147456 
1398737.1 BE179190 BE179206 BE179182 BE179185 BE179185 BE179194 
432926.1 AA744389 AA744270 AA744284 AA744299 AA745330 AA744337 AA846905 AA847638 
471050.1 BE142728AA834047AW937124 

47705.29 BE091587 BE091730 BE091577 BE091655 BE091729 BE091640 BE091578 BE091727 BE091803 BE0916SQ BE091721 BE088255 8E076582 

AW992312BE00B791 BE082385 BE083504 BE083466 AW997967 AW997991 BE1 66595 AW843686 AW844334 BE079091 AW603391 BE0B1427 
BE079514 BE184580 BE009962 BE008722 AW579912 AW860561 AW890184 AW795276 AW850410 AW860411 AW610330 AW880564 AW860578 
AW862519 BE073924 BE008687 BE073857 BE073921 AW274106 BE01 1060 AW26812D AI335067 AW793748 AW997736 BE0801 17 AW867987 
AI547161 AW8447S7 AW393596 AW579444 BE083334 AI547158 AW799863 AA5B5179 AW992792 AW88221 5 BE01 1 913 AW997894 AI5471 59 
AW992772 AW581 178 AA092247 AW843916 BE079190 AW878478 BE083648 BE06S454 AI469937 AW393S94 AW579899 AW939276 BE173265 
AW878S31 AW878638 AW992802 BE079913 AA63363B AW369008 BE075590 AW843456 AW992791 BE173247 AW843921 AW643333 AW878334 
BE090235 BE078240 BE065325 AW603276 BE169310 AW817299 BE091641 BE000160 AW898164 AW994624 AW999391 AW862797 AW899438 
AW750667 AW939685 AW940017 A1200402 BE167391 AW939318 AW799B37 AW939953 AW939681 BE078188 AA449059 BE076595 AW297451 
BE076544 AWB03372 BE081223 AW939237 BE084239 All 74202 BE077804 BE078028 AA512912 AI124808 AI147524 AI884882 AW939962 
AW939254 BE171687 AW998400 AW998348 AW9SB353 AW998288 AW998303 AW998302 AW998299 AA502748 BE077882 AW998295 BE09Q238 
AW504665AI423051 BE093093AW579913 AW606384BEO06143BE170415 AW99^ AW610555 AW844153 

AW939423 BE085404 AW579905 BE080994 AW468482AW876855 BE091581 BE080940 AI811189 AW868088 AW893127 BE080084 BE 184254 
AW998350 AWB84228 AW992315 AW992364 BE091569 AW750680 BE066386 AA578227 BE091735 AW938830 BE078710 BE0S7253 BE084182 
AW800B59 AWB01017 AW581371 BE088300AW995341 BE090233AW663786BE091739BE080113AW578162AVV799799AW992365AVV99467^ 
BE185170 AW792778 AW683225 BE075590 BE080111 AA582934 BE090227 AW75441 BE085584 BEO90223 AW581366 BEO10705 AW898740 
BE088170 AW992375 BE077833 BE083557 BE010688 AW998450 AW803434 BE083280 AW892655 AA506666 BE088288 BE005859 BE173856 
BE001319 AA610814 BE011965 BE005855 BE005889 AA973929 BE185729 AW88429B BE185743 BE001342 BE005876 AI002988 AW799056 
BE085411 AW841264 AW603110 BE006134 BE006139 BE005148 BE0Q6147 BE006155 AA578273 BE008706 BE1 85440 AW946428 AA501940 
AW603114 BE085757 AI480195 AA491145 AA772914 AA632730 AA508388 BE0801 96 BE1 85442 BE093446 AW945433 BE080119 BE001352 
AW839003 BE006145 BE085405 BE008680 BE081428 AW581373 AW607246 BE094328 BE001336 AW868170 BE074119 AW884149 BE091734 
BE008744 AI540867 BE185B08 BE080193 BE185858 AA476398 BE081040 BE074724 BE085426 BE074725 AW998297 AW867606 BE185798 
AW898734 BE076369 BE081672 BE088178 AA610264 BE0881 18 AA284217 AW578085 BE074518 BE001359 BE001328 AW820227 AW868196 
AW868190 AW904548 BE008525 BE012037 BE079051 BE005870 AW867804 AW878433 BE008751 BE005875 BE008748 BE09344O BE183050 
AA506676 BE0O1329 BE008803 BE080123 BE008041 AW99468B AW994675 AW994760 AW994891 AW994681 BE0801 89 BE080112 AW868173 
AI768000 AW883094 AW868179 BE080201 AW665449 BE0S7473 BE008746 BEf 84053 BE076437 BE076376 BE076402 AA480395 BE082436 
BE184134 BE185224 BE085428 BE008682 AW868181 AW998358 AW868102 BE083507 BE077974 BE008835 BE093439 BE076108 AI416987 
BE00B788 BE069909 BE093441 BE185502 BE183053 AW750669 BBJ11812 BE008672 BEQ81684 BE093445 AW868184 BEC81839 BE008797 



BE001678 AW581 358 AA503194 AW883721 AW883522 BE0855S4 AW888717 BE171078 BE078249 BE078194 AA565255 BE083488 AW842081 
AW842080 AW888204 BE008717 AA484369 AJ831719 AW997365 BE07S327 AA503958 BE091999 AW793852 BE080251 BE078086 BE092515 
BE170364 AW866193 AW087958 BE008042 BE008761 BE081681 BE081671 AW867400 BE082003 BE082253 BE081439 BE0814B6 BE081892 
AW606020 AA501 778 AW995417 BE045756 BE088394 AA491068 AW893099 AW578695 BE150440 BE008150 BE084684 AW992796 BE086891 
AW866792 AW753605 BEQ82Q45 BE081 106 BE008373 BE075399 AW996628 AW578707 BE084309 AW753604 BE185916 AW842220 BE185222 
BE006152 BE008795 AW578706 BE080256 BE183984 AI934532 AA449S48 AW578699 BE150514 AWB83580 AA493568 BE085748 AW753601 
BE150582 AW882677 BE091797 AW899123 BE081579 BE080121 AW8067H7 AW503410 BE001317 AW905799 BE150513 BE09220S AW998343 
BEQ86922 BE00880S AW844759 AW606009 BE150487 AW750728 BE150491 BE150515 AW606010 BE1505Q8 BE008718 AW578702 BE150509 
AA438751 AW883918 BE183883 AW753607 BE008569 BE 150446 AA533458 BE07921 9 AW838884 AW063806 AW063837 AW87B479 BE078815 
BE008802 AW99Z789 BE007925 AW802204 BE011825 BE092130 BE184059 BE079087 BE150558 BE185497 BE078808 AW8B3761 AW842295 
BE161523 AA48479S AA480390AW994667 BE073205AW607316 BE083201 AW802265 AW578700 BE078715 AW860403 AW897456 AW996558 
AW890602 AW86041 3 AA425412 BE008364 BE150438 AW602606 AI435235 AA574285 A! 823745 AA501773 A1002987 AW832749 BE185491 
AW995489 BE001442 AW946425 BE001588 AI524864 BE085556 AW867549AW504038 BE079832 AJ752160AW999398AW883904 AW882376 
AW467098 BE0801 16 AW883984 AW883995 AA424095 BE074091 AW996348 AW860625 AW860633 AW946513 BE083485 AW860412 AW802207 
BE075407AW838972 AW607023 AW602201 AW799772 AW862452 AW862451 BE505041 BE161537 AW602206 AW860404 AW860555 BE007843 
AW860632 AW852457 AW998019 AW850405 BE092062 AW603921 BE183386 AW868194 BE075664 BE078184 AI541202 AI2049493E092451 
AW503111 AA484587 AA484402 AW998675 AW89S064 BE069923 AW857965 BE069919 BE092069 AA807842 AW605500 AW505501 BE085409 
AA508738 BE0800S0 AW749523 AA493134 AW370137 AA491844 AA504425 AW605473 BE092456 BE010682 AW502608 BE079093 AA484911 
BE010942 A12D5087 AW794933 BE081848 BE01 1792 AW799897 BE174618 AW838848 AW821741 AW842724 BE008764 BE1 83962 AA501765 
BE092513 BE183342 AW799806 AA442935 BE092268 AA580022 AW843219 BE093308 BE092275 BE0871 1 1 BE183392 AW842678 BE185597 
BE183895 BE185278 BE082343 AW946219 BE079199 BE092272 AA586687 AW946109 AW946175 AW946184 BE008365 BE078172 BE085673 
BE076240 BE083194 BE0108O4 BE0791 96 AW878S36 AW799803 BE001348 BE077883 BE081835 AW992309 BE081012 BE07810S AWB81899 
BE008407 BE008410 AW842670 AW603738 BE088661 AA484571 A1799184 BE 174545 BE001405 AA436967 AW995B84 AW995785 AW896598 
AWB83999 BE075967 AA503938 BE092281 BE092279 BE087460 BE087559 BEC81 542 A1375386 AW843886 BE0801 15 BE171517 BE079898 
AW882382 BE001450 BE076430 AW579377 BE008412 BE008790 BE182296 BE182297 BE078B05 AWB99132 BE078810 BE185867 BE087790 
AA484928 AW578985 BE008400 BE074080 AW8Q5101 BE076110AW799304 A12G5094 BE008370 BE182345 BE1 82373 BE008401 AA984441 
BE182362 BE182372 BE008414 BE078186 BE009165BE010266 BE009162 BE009167 BE011005 BE073335 BE182370 AW750556 BE182347 
BE01 1000 AA484576 BE092982 BE 183897 BE092973 AA573037 AW882317 BE081832AA478471 AA551613 BE182366 AW838885 AW026827 
BE008413AW896605AA503558AA776622BE084825AA502971 BE081842BE010528AW802218AI888924AW867986AW881775BE079220 
A1241060 AW802041 AW802CO5 BE01 1244 BE087051 AA984758 AA452S97 AW992786 AW797500 BE077829 BE008402 AW881760 BE093516 
AW802084 AW369007 BE185123 BE087775 AW801018 BE093443 AW867978 AW843271 BE173850 AW997859 BB01062O AW992516 AW843908 
BE083200 BE164675 BE074340 AW880289 BE075433 BE008456 AW946438 BE066570 BE093547 AA508107 AW867992 BE076239 BE1S3881 
AW817422 BE087717 AW899147 BE0106O8 AW992295 AA436737 BBJ75412 BE093011 AW581656 BE089529 BE008756 BE150494 AW903020 
AW883102 BED76370 BE000625 BE166095 AW857979 BE182159 AW577501 AW577488 AW577491 BE0 10637 BE069910 BE093295 BE005243 
A1620783 AW992550 AW890590 AW577496 AW577504 AW842725 AW842666 AW864691 AW997722 AW842662 BE009233 BEQ878Q9 BE083196 
AA287768 AW939691 AW315631 BE001 453 AWB41903 BE077613AW577500 BE081479 AW992558 BE01 1065 AW843187 AW867990 AW898296 
BE074339 AA501 697 AW749997 BE076249 AW867991 BE0857 18 AW994607 BE01CS78 BE075436 AW386825 AA484467 BE081 144 AW577492 
AW997932 AW699089 AW842708 AW890727 AW8431 75 8E075428 AW8431 55 AW842679 AW842708 BE059915AW842721 AW438792 AI251478 
BE06991 1 BE067054 BE079889 BE075453 BE069927 AA491920 BE 170608 BE182305 BE080052 AW843408 BE011075 BE075959 AA525261 
AVV391518 BE079202 AA658195 BE076138 AW799901 AA493859 AW992510 BE011810 AA508724 BE075488 B8J75661 AA258982 BE078726 
BE069914 AA213698 BE075376 AA484500 AW580999 BE077872 AA503571 AW884724 AW8801 24 AW868454 AW577502 AW577489 AW799829 
AW992545 BE075806 AW994606 BE350368 AA557838 BE077682 AW844660 AW883431 BE085872 AW538887 AW843890 AW888404 AA578417 
BE0741 15 AW842680 AW277193 AW890728 AW605111 BE093940 AW890710 BE085560 AW868180 AW890778 BE0S9925 BE011054 BE075965 
AW842668 AW868310 BE01 1071 BEQ75429 AW843152 AW905848 BE075397 AW842752 BE075402 BE0779S0 AW837810 BE079998 BE183965 
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BE075431 AWB15917 AW998359 AW799883 AW603782 AA557480 AW841444 BE07591 5 AA548034 AW843393 AW391559 BE083265 AW939721 
AW800857 AW079109 AW364901 A1435993 AA385526 AW799848 BE182463 AA776111 AW799915 BE008399 BE075377 AW577809 BE010272 
BE182443 BE010296 AW577806 BE008415 BE184036 BE076597 A1817413 AW795053 AW896761 AW841433 BE182458 AW603796 AW84267B 
BE085455 AW884879 BE075414 AW83883S AW878273 AW998088 AW799778 AW899125 BE082247 AA774870 BE001401 BE001485 AWB17297 
AW796S70 AW3940S3 BE001396 AW394070 AW603797 BE1 82447 AW582483 AW843283 AW74952Q AW867449 AW899274 AW578232 
AW603765 AW843919 AW578235 BE184139 AW997742 BE183923 BE084210 AW802033 AW748724 AW93901B AW997459 AW842742 AA213697 
BE182308 BE01 1078 AW607702 AW882523 BE080016 AW580994 BE076531 AA443482 AW607407 AW883382 AW939399 AW605S27 AW844615 
AW939724 AW815931 AW883765 AA287421 BE075626 AW946171 AW841445 AW797994 AW81 5957 AA683300 AW369004 BE0753SB BE081560 
AW605626 AW939398 AA507280 AA506317 AW841230 AW992519 AA465332 AA425246 BE090234 BE090236 AA483259 AA451961 AA535566 
AA505406 AA888571 AA50356S AA507130 AA532944 AA501672 BE168S34 AA492022 AA507662 AW842286 AM94226 AA776038 AA442419 
AW579900 BE171816 AA853055 AA491916 AA447490 AA461 423 AA434543 AA243279 AW997466 AW603740 BE000295 AA658571 



TABLE 15C 

Pkey: Unique number corresponding to an Eos probeset 

Ref. Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham L et al' refers to the publication entitled The ONA 

sequence of human chromosome 22/ Dunham I. el aL, Nature (1999) 402489-495. 
Strand: Indicates DNA strand from which exerts were predicted. 
NLposiBon: Indicates nucleolide positions of predicted exons. 



Pkey 


run 


Strand 


Kit ivtcifmn 


wuno 


P1 1 QRQC 
0110003 


Minus 


RM«i1Jin9Q7 
OU 13 1-OUcOr 


400736 


8118985 


Plus 


143447-143851 


401008 


8117391 


Minus 


81421-81551,82364-82512.8286242938 


401069 


3927852 


Minus 


4568245831 


401375 


7417809 


Minus 


6121-6766 


401405 


7768126 


Minus 


69276-69452,6954*69958 


401539 


8072433 


Minus 


6202*62608 


401557 


8099866 


Minus 


112785-112924 


401654 


9097132 


Minus 


64595-64797 


401940 


3738108 


Plus 


153460-153592 


402025 


7547159 


Rus 


173835-173998 


402442 


9796503 


Phis 


141714-141842,142010-142122 


402682 


8138477 


Minus 


147522-147795 


402796 


3646083 


Minus 


612*6265,641*6689 


402967 


5360987 


Minus 


3351*34546 


403038 


7717439 


Minus 


290021-290284 


403055 


8748904 


Minus 


109532-110225 


403310 


8139936 


Minus 


18388*184026 


403397 


9438368 


Minus 


8448144655 


403839 


4176355 


Ptus 


21201-22223 


404110 


9212839 


Minus 


18344-18510 


404495 


8151634 


Minus 


59449-60477 


404534 


8247909 


Minus 


14785*148086 


404630 


9796665 


Plus 


7449*74715 


404649 


9796926 


Minus 


100027-100399 


4046B0 


9797204 


Minus 


15981*159979,16^*160321,161(J2*161304,162862-163W 


404914 


7341760 


Ptus 


9260*92827 


405417 


4753290 


Minus 


50704-51499 


405454 


7656675 


Ptus 


133807-134053 


405510 


7630909 


Minus 


10102*101174 


405514 


9454624 


Plus 


3595*36151 


405536 


9795661 


Ptus 


1640^1-16416^164397-16^16,166mi6o790,1677B*167935 


406016 


8272661 


Plus 


41341-41940 


406410 


9256394 


Minus 


11580*116104 


406464 


9789674 


Plus 


72161-72562 


406562 


7711584 


Plus 


3731*37426 



TABLE 16A: 200 GENES DOWN-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT CERVIX 

TaWe 1 6A shows 200 genes aown-regulaied in cervical cancer compared to normal adult cervix. These were selected as for Table 15A, except that the numerator and denominator 
were switched, the median value amongst norma! cervices was greater than or equal 40 urate, and the ra& was greater than cretn^ 
norma) cervix). 

Pkey: Unique Eos probeset identifier number 
ExAccm Exemplar Accession number, Genbank accession number 
UrrfgenelD: Unigene number 
Unigene Title: Unigena gene title 



R1: 


Ratio of cervical cancer to normal cervix 




Ptey 


ExAccn 


Unigene! D Unigena Title 


R1 


453596 


AA441838 


Hs.62905 hypothetical protein FU14834 


iai 


443912 


R37257 


Hs.184780 ESTs 


16.8 


420923 


ARJ97021 


Hs.273321 dBerenCafiy expressed In hematopoietic lineages 


13.6 


414422 


• AA147224 


Hs 337232 HomeoboxA13 


13.1 


420058 


AK001423 


HsS4694 Homo sapiens cDNA FU10561 fis, dona NT2RP2002672 


1Z9 


412639 


AWS61284 


Hs.296235 ESTs 


12.4 
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5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



418994 


AA296520 


Hs.89546 


selecfin E (endothelial adhesion molecule 1) 


1£4 


407938 


AA905097 


Hs.85050 


phosphdamban 


11.3 


410544 


AI446543 


Hs.95511 


ESTs 


1U 


413802 


AW964490 


Hs.32241 


ESTs, Weakly srmlar to S65657 alpha-1 (^adrenergic rece 


11.1 


423690 


AA329648 


Hs.23804 


ESTs, Weakly similar to PN0099 son3 protein [Rsapiens] 


11.0 


420674 


NMJM0055 


Hs.1327 


butyrytchoEnesterase 


10.9 


453050 


AW294092 


Hs.21594 


hypothetical protein MGC15754 


10.6 


424765 


AA428211 


Hs.284256 


hypothetical protein FU 14033 sim3ar to hypoxia indUd 


10.5 


452106 


AI141031 


Hs.21342 


ESTs 


95 


428780 


AI478578 


Hs.50S36 


ESTs 


9.5 


431706 


AJ816088 


Hs.295341 


adenylyl cyclase-associated protein 2 


9.2 


419589 


AW973708 


Hs.201925 


Homo sapiens cONA FU13446 fis, clone PLACE 1002988 


9.0 


430468 


NMJJ04673 


Hs.241519 


angiopoietin-Eke 1 


9.0 


443790 


NM.003500 


Hs.9795 


acyt-Coenzyme A oxidase 2, branched chain 


8.7 


448944 


AB014605 


Hs.22599 


atrophin-l interacting protein 1; acGvtn receptor Into 


&6 


401486 


NA 




C4000647*^i|4758508ireflNP_004253.1| airway trypsin-B 


a4 


417511 


AL049176 


Hs.82223 


chordln-Eke 


8.3 


429900 


AA460421 


Hs.30875 


ESTs 


8.2 


411908 


L27943 


Hs.72924 


cytkfine deaminase 


8.0 


408134 


AK000184 


Hs.42945 


acid sphingomyeTinase-fike phosphodiesterase 


ao 


448543 


AW897741 


Hs.21380 


Homo sapiens mRNA; cDNA DKF2p586P1 124 (from clone DKFZp 


&0 


437846 


AA773866 


Hs.244569 


esophagus cancer-related gene-2 


8.0 


421666 


AL035250 


Ks.1408 


endolhetin 3 


7.9 


450164 


AI239923 


Hs.30098 


ESTs 


7.9 


412642 


BE244598 


Hs.809 


hepatocyte growth factor (hepapdeGn A; scatter factor 


7.7 


425608 


AA360486 


Hs.92448 


ESTs 


7.6 


442748 


AI016713 


Hs.135787 


ESTs 


7.3 


415672 


N53097 


Hs.193579 


ESTs 


7.2 


414175 


AI308876 


Hs.103849 


hypothetical protein DKFZp761D112 


12 


409601 


AF237621 


Hs.80828 


keratin 1 (epidermolytic hyperkeratosis) 


7.0 


424634 


NMJJ03613 


Hs.151407 


cartilage intermediate layer protein, nucleotide pyrcph 


6.7 


414214 


D4995B 


Hs.75819 


glycoprotein MEA 


6.5 


436637 


AI783629 


Hs.26766 


ESTs 


as 


408621 


AI970672 


Hs.46638 


chromosome 11 open reading frame B 


as 


432101 


A1918950 


Ks.123642 


EphA3 


a3 


458440 


AJ095468 


Hs.135254 


Homo sapiens clone 1 thrornbospondin mRNA, complete cos 


a3 


424153 


AA451737 


Hs.141496 


MAGE-fike2 


6.3 


420228 


R25023 


Hs.12369 


ESTs 


6.2 


418390 


AF133820 


Hs.84665 


fitin tmrnunogtoburin domain protein (myofifin) 


ai 


444931 


AV652066 


Hs.75113 


general transcription factor IlLA 


6.1 


449394 


AA004368 


Hs.18160 


Homo sapiens cDNA FU1 1550 lis. clone HEM BA1 002970 


6.1 


425849 


AJ000512 


Hs.296323 


serunVglucocorBcokJ regulated kinase 


6.1 


410425 


BE278367 


Hs.63510 


WAA0141 gene product 


ao 


410765 


AI694972 


Hs.66180 


rnjcteosorne assembly protein 1-tke 2 


6.0 


424973 


X92521 


Hs.154057 


matrix melafloprotemase 19 


6.0 


436547 


AJ297351 


Hs^0824 


leucine zipper transcription factor-tike 1 


5.9 


429414 


AI783656 


Hs202095 


empty spiracles (Droscphfla) homotog 2 


5.9 


440594 


AW445167 


Rs.126036 


ESTs 


5.9 


452768 


AW069459 


Hs.61539 


ESTs 


5.9 


427669 


AW451832 


Hs^55938 


ESTs, Moderately simitar to WAA120Q protein [H .sapiens 


&9 


448533 


AL119710 


Hs.21365 


nucieosome assembly proton 1-fike 3 


5.9 


425010 


T16837 


Hs.4241 


ESTs 


a9 


426342 


AF093419 


Hs. 163378 


multiple PDZ domain protein 


S8 


437980 


R50393 


Hs 27 8436 


K1AA1 474 protein 


S8 


425292 


NMJJ05824 


Hs.155545 


37 kDa teudna-rich repeat (LRR) protein 


a7 


404097 


NA 




C5000242*:gil9389379{gblAAF8712aiLAC006434^24 (AC00643 


5.7 


422546 


AB007969 


Hs.301478 


WAA0500 protein 


5.7 


445872 


AI681573 


Hs.288671 


Homo sapiens cDNA FU 11 997 fis, done HEW 38 10 01 458 


5.7 


429999 


AI761902 


Ks.99597 


ESTs 


5.6 


453354 


W55946 


Hs.234863 


Homo sapiens cONA RJ12082 fis, done HEMBB1002492 


S6 


442082 


R41823 


Hs.7413 


ESTs 


5.5 


452073 


AA625150 


Hs.82098 


ESTs 


5.4 


430032 


AW936136 


H&99610 


ESTs 


5.4 


408767 


AA057279 


HSL211928 


ESTs 


5.4 


433234 


AB040928 


Hs.65366 


WAA1495 protein 


as 


431708 


AI598135 


Hs.1 08873 


ESTs 


&3 


421200 


AA284811 


Hs.264433 


ESTs 


52 


435133 


AJ010482 


Hs.31412 


Homo sapiens cDNA FU1 1422 6s, dons HEMBA1001008 


52 


409643 


AW450866 


Hs.257359 


ESTs 


5.1 


416676 


AW392022 


Hs.79507 


WAA0582 protein 


5.1 


420357 


U94333 


Hs.97199 


complement component C1q receptor 


5.0 


417355 


013168 


Hs.82002 


endotheCn receptor type B 


ao 


423448 


AK000776 


Hs.128753 


Homo sapiens cONA FU20769 fis, done COLO 5674 


5.0 


430965 


AA489732 


Hs.154918 


ESTs 


4.9 


419968 


X04430 


Hs.93913 


interteuldn 6 (interferon, beta 2) 


4.9 


447471 


AF039843 


Hs.18676 


sprouty (Drosophfla) homotog 2 


4.8 


404485 


NA 




Target Exon 


4.8 


429594 


AK001128 


H«L210297 


Homo sapiens cDNA FU 10265 fis, done HEMBB1001024 


4.B 


417692 


R09338 


Hs*0724 


Homo sapiens cONA FU10934 fis, done OVARC1000640 


4.8 


432304 


AA932186 


Hs.69297 


ESTs 


4.7 


430895 


U66581 


Hs>248121 


G protHirKXWpted receptor 22 


4.7 


448851 


AI582207 


Hs.177166 


ESTs 


4.7 


405523 






C8001409^4412^rjir!lS31212conagen atpha 1(X1VJ 


4.7 
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450656 AA010539 Hs.18912 ESTs 4.6 

422942 AF054839 Hs.122540 teiraspan2 4.6 

401479 T49304 Hs.110950 Rag C protein 4.6 

. 444192 AW469413 Hs.151145 ESTs 4.6 

5 439648 AW780192 Hs.267598 ESTs 4.5 

410378 R23324 Hs.41693 DnaJ (Hsp40) homotog, subfamily B, member 4 4.5 

444702 A1220122 Hs.326560 hypothefica) protein MGC2780 4.5 

410909 AW898161 Hs£3112 ESTs, Moderately similar to ALUSJttJMAN ALU SUBFAMILY SX 4.5 

452249 BE394412 Hs^02095 empty spirades (Orosophila) homolog 2 4.5 

10 430376 AW292053 Hs.1 2532 chromosome 1 open reading frame 21 4.5 

411037 BE145915 Hs.99472 ESTs 4.4 

442803 AI675298 Hs.199917 ESTs 4.4 

414831 M31158 Hs.77439 protein kinase, cAMP-<tependent regulatory, type II, be 4.4 

400628 NA ClOOOmi^gijUOSSSSIsp^lSICAIE^CHiaamGENALP 4.3 

15 414629 AA345824 Hs.76688 carboxytesterase 1 (monccytemiacn^hage serine esterase 4.3 

437110 AL049240 Hs.144995 ESTs 4.2 

410646 W79408 Hs.50745 ESTs 4.2 

456304 AI820973 gtuic21c02.y5 NQ_CGAP_Pr1 Homo sapiens cONA done, mRN 4.2 

_ _ 401270 Target Exon 4.2 

20 419447 BE092696 Hs.75928 ESTs 4.2 

414807 AI738616 Hs.77348 hydroxyrjrostagiandui dehydrogenase 15-(NAD) 4.2 

427019 AA001732 Hs.173233 hypoihetteal protein FU 10970 4.2 

434469 AA634806 gbab28c02.il Stratagene lung (937210) Homo sapiens cDN 4.1 

444618 AV653785 Hs.173334 ELL-RELATED RNA POLYMERASE II, ELONGATION FACTOR 4.1 

. 25 418947 W52990 Hs^286Q ESTs , 4.1 

416434 AW163045 Hs.79334 nuclear factor, InterleuWn 3 regulated 4.0 

454736 BE184348 gb:CMO-HT067&010500-355-e1 1 HTD676 Homo sapiens cDNA, 4.0 

407945 X69208 Hs.606 ATPase, Cu transporting, alpha polypeptide (Menkes synd 4.0 

447499 AW262580 Hs. 147674 protocadherin beta 16 4.0 

30 430686 NM.001942 Hs.2633 desmogleinl 4.0 

409882 AJ243191 Hs.56874 heat shock 27kD protein ramify, member 7 (caroTovascula 3.9 

419047 AW952771 Hs.90043 ESTs 3.9 

414272 AI651603 Hs.46988 ESTs 19- 

443B08 AW377736 Hs.12420 ESTs 3.9 

35 426883 H21520 Rs.35088 ESTs 3.9 

410659 A1080175 Hs.68826 ESTs 3.9 

431292 AA370141 Hjl2281 chromograrun B (secretogranin 1) 3.9 

432181 AA527E50 Hs.156037 ESTs 3.9 

422890 Z43784 Hs.75893 ankyrin 3, node of Raiwier (ankyrin G) 3.8 

40 453296 AA034413 Hs.62560 ESTs 3.8 

400878 NA Target Exon 3.8 

401103 NA a200imgiI7305361[ret]NP_(m65Z1|otogerin[Musrirus 3.8 

436670 AI690021 Hs.201536 ESTs 17 

432251 AW972993 HsJ232165 rjri/cytherrria rubra vera 1; cell surface receptor 17 

45 408793 BE258371 Hs.254660 ESTs 17 

419093 AI804054 Hs. 11 2885 spinal cord-derived growth factor-B 17 

434844 AF157116 Hs32350 hypothefcal protein LOC56757 17 

450776 NM-007250 Hs320861 KruppeHfce factor 8 17 

437140 AA312799 H*283689 acfivatorof CREMintesfis 16 

50 418421 R58620 Hs£5050 phosphotamban 16 

443476 AW068594 Hs. 133878 ESTs, Weakry similar to YCDIJttJMAN HYPOTHETICAL PROTEIN 16 

417194 N53793 gbryz07a01 .rl Soares jnulfiple_scterosis JNbHMSP Homo sa 16 

443567 AI077540 Hs. 134090 ESTs 16 

451879 A1821030 gb:yb52f1 1.y5 Stratagene ovrjy (937217) Homo sapiens cO 16 

55 421013 M62397 Hs.1345 mutated in colorectal cancers 15 

451896 AF196304 HsJ7197 SUMaUpednc protease 15 

413237 AJ468574 Hs.171965 ESTs 15 

424636 AA453734 Hs.10198 ESTs 15 

432660 AI288430 Hs.64004 ESTs 15 

60 414681 AL079440 Hs.74002 nuclear receptor coacfivatorl 15 

400802 NA Target Exon 15 

430015 AW768399 Hs.112157 ESTs 15 

451978 AW813747 Hs77371 Homo sapiens mRNA; cDNA DKFZp566J123 (from done DKFZp5 15 

449088 AI654048 Hs.196556 ESTs 15 

65 425113 AI936992 Hs. 154658 ptectetrtn and Sec7 domain protein 15 

458459 AI124553 Hs.48965 Homo sapiens cDNA FU21693 fis, clone COL09609 15 

420249 BE262895 Hs.276916 nuclear receptor subfamily 1, group D, member 1 3.5 

401159 NA Target Exon 15 

442789 AW904361 Hs.131191 ESTs, Weatfy similar to AUJ7_HUMAN ALU SUBFAMILY SQ SEQ 15 

70 426083 AW962712 Hs.126712 ESTs.WeaHysirnaartoAF1910201 E21G5 [Ksapiertsl 14 

407118 AA156790 Hs.262036 ESTs, Weakly similar to Z223_HUMAN ZINC FINGER PROTEIN 14 

4235B7 AA328074 Hs384256 hypothefcal protein FU 14033 simflar to hypoxia induci 14 ' 

443178 AI631241 Hs.47312 ESTs 14 

430694 AA810624 Hs30936 ESTs, WeaJdy similar to H2BH_HUMAN HJSTONE H2B H [Rsap 14 

75 423073 BE252922 Hs. 1231 19 MAD (mothers against decapentapleglc Droscphfla) homol 14 

437950 U79244 Hs.1 12642 ESTs 13 

419368 AT75351B Hs^09464 KIAA1604 protein 3.3 

447335 BE617695 Hs.286192 rrypothefcd protein FU20940 13 

451398 AI793124 Hs.1 44479 ESTs 3.3 

80 452814 AI092790 Hs.334703 bypotherJcat protein FU 14529 13 

407570 Z190Q2 Hs37096 zinc finger protein 145 (Kruppel^ expressed in pro 13 

412295 AW088826 Hs.117176 r^A)-tfnding protein, nuclear 1 13 

447261 NMJ06691 Hs.17917 extraceDuiar thk domain-containing 1 13 
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444216 
418771 
433036 
404584 
404195 
428819 
425198 
420833 
413156 
413607 
443960 
428790 
434520 
432247 
429303 
439734 
433546 
430317 
425130 
444195 
409007 
453773 
442974 
446936 
454086 
420271 
435545 
445175 

TABLE 168 



D25303 
AA807881 
AA574091 



AL135623 
AA352O90 
R47948 
AA127133 
T64741 
A1093577 
AF023456 
AA205273 
AA531287 
AW137635 
AC005013 
AI075877 
AB020545 
AA448208 
AB002351 
AL122107 
AL133761 
AI025670 
H1O207 
AW885909 
A1954365 
AA687415 
AV652851 



Hs^22 

Hs^5329 

Hs.105964 



Hs.193914 
Hs.128003 
Hs.188732 



Hs.255416 

Hs.193558 

Hs.177011 

Hs.105805 

Hs.44238 

Hs.149 

Hs.125461 

Hs^39189 

Hs.99163 

Hs.10587 

Hs.49599 

Hs.109308 

Hs.47314 

Hs.6975 

Hs.42892 

Hs.28107 

Hs.20255 



ESTs 
ESTs 

Target Exon 

NMJ)15718*:Homo sapiens NAOPH oxidase 3 (NOX3), mRNA. V 
KIAA0575 gene product 
hypothetical protein FU21213 
ESTs 

gbz!87e03.r1 Stratagene colon (937204) Homo sapiens cD 

gfcyc48fl 1.ii Stratagene liver (937224) Homo sapiens cD 

hypothetical protein FU21986 

protein phosphatase, EF hand caltiunvbinding domain 2 

hypothetical protein 

ESTs 

ESTs, Weakly similar to S65657 alpha- 1 (^adrenergic rece 
cAMP response elernenVbincfing protein CRE-BPa 
hypotheticaJ protein RJ11539 



ESTs 

WAAQ353 protein 

Homo sapiens mRNA; cDNA DKFZp434G0827 (from done DKFZp 
gb:DKFZp761C1413_f1 761 (synonym: hamy2) Homo sapiens c 
ESTs, Weakly similar to leurine-frch gfioma^nacfivated 
ESTs 

PRO1073 protein 

ESTs 

ESTs 

ESTs 



3.3 
3.3 
3.2 
3.2 
3.2 
3.2 

ai 

3.1 
3.1 

3.1 

3.1 

ai 

3.1 

ai 
3.1 

3.1 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 

ao 
ao 
ao 



Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 

Accession: Genbank accession numbers 

' Ptey CAT Number Accessions 

413156 135116J AA127133 AA384396AW958912T72119 

413607 1379911J T64741 BE158393 BE152805 

417194 1657323 J N53793 N53716 N53739 

434469 387447 J AA634806 C18732 AA729161 AA729860 

451879 88864^1 AI821030 T47126AI821318 

453773 980699J AL133761 AL133767 

454736 1232235.1 BE184348 AW81 7453 BE01 1068 

456304 176820J AI820973AI734077AI820984AA225796AA225060AA225101 

TABLE 16C 



Pkey: 
Ref: 



Unique number corresponding to an Eos probeset 

Sequence source. The 7 digit numbers in this column are Genbank Idenfifer (Gl) numbers. "Dunham I. etaL" refers to the 
sequence of human diromosome 22." Dunham 1. et at, Nature (1999) 402:489-495. 
Strand: Indfcates DMA strand from which exons were predicted. 
NLposrGon: Indicates nucleotide positions of predicted exons. 



pubficaficnenfittedTheDNA 



Pkey 

400628 
400802 
400878 
401103 
401159 
401270 
401486 
404097 
404195 
404485 
404584 
405523 



Ref 

3818355 
8567867 
9864757 
8568122 
6067118 
9797168 
7341763 
7770701 
3805917 
8096921 
9857511 
9454643 



Plus 

Minus 

Plus 

Minus 

Minus 

Minus 

Plus 

Ptus 

Minus 

Ptus 

Ptus 

Ptus 



NLposifion 

41851-41984 

174571-174856 

31493-32842 

98330-98449 

3180-3953 

141659-141813 

3258^32756,36281-38540,4079140933.4401 W4179 

55512-55781 

39186-39332 

75166-75264,124036-124232 
138651-139153 

11455^114688,117^117407,119490-119599.123237-123395,131140-131217 



TABLE 17A: 605 genes upreguraied in testicular cancer relative to normal body tissues 

Table 17A fists droul 605 genes upregulated In cervical cancer relative to normal body fissues that are likely to encode proteins amenable to modulation by small molecules, peptides, 
or antibodies. These genes were selected from 59580 probesets on the Eos/Afrymetrix Hu03 Genechtp array. Gene expression data for each probeset obtained from this analysis 
2^!2S «A0. a normaE ted value renting me relative level of mRNA expression. The protein products of these genes often contain one or more domains 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGenelD: UniGene number 

PredProtDornains: Certain predicted protein obmains. AbbreviaSons used: TM, fjansmembrane domain; SS, signal sequence; =Y, very Bkefy to contain; =M. 
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Bkery to contain; ofter protein domain abbreviations are from PFAM {Nucleic Acids Research, 2002, 30276-280). 
UniGene Title: UniGene gene title 

R1 95th percentile of cervical cancer AIs divided by the 50th percentile of normal tissue Als, where the 10th percentile of aT normal tissue Als was subtracted from 

^ both the numerator and denominator 

Pkey, ExAccn; UnigenelD; Unigene Title; Pred.ProLDomains; R1 

408522; AI541214; Hs.46320; Small pruEne-rich protein SPRK [human, ; none,Comrfin; 33.942 
1 422168; AA586894; Ms. 11 2408; SlOOcaldumtinding protein A7 (psorias; efhand,S.100;TM=M;SS=N; 33.05 

1 U 424038; AF077374; Hs.139322; small prorlne-rich protein 3; C<jmifin;TM=M;SS=N; 32.856 

422158; L10343; Hs.112341; protease inhibitor 3, skirMlerived (SKAU wap;TM=M;SS=Y; 29.604 

433091; Y12642; Hs.3185; rymphocyte antigen 6 complex, locus D; UPAf^LY6.toxin,Activin recp;TM=M;SS=Y; 27.95054945 

421948; L42583; Ks334309; kerafin 6A; fflarnent,RhoGAP,DUF286,bZIP,Tropc<Tiyra 26.778 - 

446292; AF081497; Hs.279682; Rh type C glycoprotein; Arrtrr»riUTTUlransp.Fec<^TM=Y;SS=M; 26.1 133829 
1 J 407242; M18728; ; gfcHuman nonspecific crossreacung anfig; ig;TM=M;SS=M; 23.382 

424687; J05070; Hs.151738; matrix metaltoproteinase 9 (gelaSnase B; fn2Jiemopexin^epfjd3se_M10;; 22.522 

412719; AW016610; Hs.816; EST* none,none; 21.198 

406690; M29540; Hs.220529; cardnoembryonfc antigen-related ceB ad; ig;TM=M;SS=M; 20.028 

402075; ; ; ENSP00G0Q251056*:Plasrna membrane calcium; none; 19.038 
ZU 431958; X63629; Hs.2877; cadherin 3, type 1. P-cadherin (placenta; cadherin,Cadherin C tenrcTM=Y;SS=M; 17.92061281 

412471; M63193; Hs.73946; endothelial cell growth factor 1 (piatel; Oycos transf_3,Qycos_trans 3N;TM=M;SS=M; 17.8978979 

417308; H60720; Hs.81892; KIAA0101 gene product none;TM=M;SS=N; 17.08333333 

429259; AA420450; Hs.380088; PtakopMin; none^none; 17.08235294 

417079; U65590; Hs.81134; interieukin 1 receptor antagonist IL1n 16.91568628 
ID 439926; AW014875; Hs.137007; ESTs; nomyTone; 16.69 

419693; AA 13374 9; Hs. 30 1350; FXYD domain-containing ion transport reg; ATP1G1_PIM_MAT8;TM=Y;SS=M; 16.385 

413753; U17760; Hs.75517; laminin, beta 3 (nicein (125kD), kafinin; laminin_EGF,laminin Nterm;; 15.75294118 

413278; BE563085; Hs.833; interteron-sCrrujlaied protein, 15 kDa; ubtquitinr. 15.48600509 

401781 ;; ; Target Exon; friamentTM=M;SS=N; 15.43558831 
J U 420440; NMJW2407; Hs.97644; mammagtobin Z Uteroglobin; 15^94 

441633; AW958544; Hs.1 12242; norma! mucosa of esophagus specific 1; none;TM=M;SS=M; 15.12264151 

452240; AI591147; Hs.61232; ESTs; none,none; 14.63 

428957; NrVL003881; Hs.194679; WNT1 Induct signaling pafJiway protein; tsp 1,vwc,lGFBP;TM=M;SS=M; 14.49772727 

414987; AA524394; Hs.294022; hypolhefca] protein FU14950; SH2;TM=M;SS=N; 14.4389313 
5 D 432374; W68815; Hs.301885; Homo sapiens cDNA FU11 346 fis. done PL; none,none; 1 4.00909091 

400289; X07820; Hs.2258; matrix metaDoproteinase 10 (stromerysin; hemopexinPepBdase M10,Astaan;; 13.824 

414812; X72755; Hs.77367; monoldne induced by gamma irrterferon; ILB;TM=M;SS=Y; 13.7754386 

421552; AFQ26692; Hs. 105700; secreted frizzed-related proton 4; Fz,NTR;; 13.74595843 

400284; ; ; NM_0001 25*:Homo sapiens estrogen recepto; hcm^_rec,zf-C4,OesLrecep;Tr^SS=M; 1 331 578947 
HK) 428227; AA321649; Hs.2248; small inducible cytokine subfamily B (Cy; IL8;TM=M;SS=Y; 13.052941 18 

411274; NR.002776; Hs.69423; kaltikrein 10; trypsin;TM=M;SS=N; 13.038 

406687; M31126; Hs.352054; matrix metaltoproteinase 11 (stranelysin; herrwpexin,Pep5dase_M10;; 1&0Q311527 
427666; AI791495; Hs.180142; calmoduEn-Eke skin protein (OSP); etad;TM=M;SS=N; 12.79 
400301; X03535; Hs.1657; estrogen receptor 1; F^hc^neje^ 

syrtf_C t AAA,E7,RF)^DNAJbirKfm^ 12472 
410001; AB041036; Hs.57771; kalfikrein 11; trypsiri;Tf^M;SS=M; 1Z47 

422310; AA316622; Hs.98370; cytochrome P450, subfamDy HS, polypept rone,pkmase^n3Jg; 12.28597122 
430630; AW269920; Hs.2621; cystafin A (stefin A); cystafJn;TM=M;SS=N; 12.13379205 
437044; AL035864; Hs.69517; differentially expressed in Fanconfs an; none;TM=M;SS=M; 1204945055 
418462; BE001596; Hs.85266; rntegrin, beta 4; m3jntegrirLB,Cak-t«ta,EGF;TM=M;SS=M; 11.95538462 
443859; NM_013409j Hs.9914; folBstafjn; kazafc; 1155467422 

426350; NM_003245; Hs.2022; transglutaminase 3 (E polypeptide, prate; TransglutamiriJtfiBr^to 11.61 

408243; Y0Q787;Hs.624;irrterleu^ 
. 444781; NMJ)1440Q; Hs.1 1950; GPl-anchored metastasls-assodated prate; UPAR fc .LY6Jactamase_B; 11.55285714 
-O 428484; AF1 04032; Hs.1B4601; solute carrier family 7 (cafionic amino ; 

418663; AK00110TJ Hs.41690; desmocoltin 3; cadherm.Cadherin C term,none; 11.456 
433001; AF217513; Hs.279905; clone HQ0310 PRO0310p1; nones 1 1.45352113 

423217; NMJKM094; Hs.1 640; collagen, type VII, alpha 1 (epidermolys; Kurn^BPTl,fn3 ( vwa,Cc^ag8n l beta4adainase;TM 1 132234432 
OU 428970; BE276891; Hs.194691; refinofc add induced 3 (RAIG1); metaboc 7trru3;TW=Y;SS=M; 1128686327 
424834; AKQ01432; Hs.153408; Homo sapiens cDNA FU10570 fe, clone NT; noncnone; 1 1.076 
451541; BE279383; Hs.26557; plakophlCn 3; Armadilto seg;TM=M;SS=N; 11.0381579 
418478; U38945; Hs.1174; cycTrn-dependent Wnase inhibitor 2A (me; anlq; 11 

423673; BE003054; Hs.1695; matrix metaBoproteinase 12 (macrophage ; hemopexifvPeptidase M10;TM=lytSS=M; 1 1 
O J 425071; NMJD13989; Hs.154424; detodinase, iodothyronine, type II; T4 dexxfrnase;TM=M;SS=Y; ia93859649 

437938; AI950087; Hs369628; gtKwq05cO2jc1 NCl_CGAP_Kid12 Homo sapten; none^ione; 10.78064516 

425367; BE271188; Hs.155975; protein tyrosine phosphatase, receptor t none;TM=M;SS=Y; 10.74825175 

439708; AW&72527; Hsw59761; ESTs, Weakly slmftar to DAP1 HUMAN DEATH; none.none; 10542 

437897; AA770561; Hs.146170; hypothetical protein FU22959; zf-DHHOnone; 10.49538462 
/U 431629; AU077025; Hs^65827; interferon, a!pha*ducible protein (do; none;TM=M;SS=Y; 10.48210736 

41 1558; AA 102570; Hs.70725; gamma-amlnobutyric add (GABA) A recepto; Neur_(^LBD,Neur_chanjriemb;TM=Y;SS=M; 10^5714286 

409142; AL136877; Hs50758; SMC4 (structural maintenance of chromoso; ABC traaM.SMC_N.SMC C.DUF164 none; 10 142 

421508; NM_004833; Hs.1 051 15; absent in melanoma 2; PAADJ)AWN.HlN;TVbM;SS=N; 10.1 

418641; BE243136; Hs.86947; a disintegrin end metaHoproteinase doma; aTsmtegnAReprorysiaPepJ<12B^ ia072 
/ J 425397; J 04088; Hs.156346; topdsomerase (DNA) n alpha (170x0); DNA^raseB,DNA_top«sorV l HATPase cn 9.996363636 
414035; Y00630; Hs.7571 6; serine (or cysteine) protemaseiru^r^serpinr. 9.896825397 
421 506; BE302796; Hs.105097; ftymidine kinase 1. soluble; TK;TM=M;SS=N; 9388888889 
407786; AA687538; Hs.38972; tetraspan 1; transmembrane4;T^Y;SS=M; 9.876056338 
424441; X14850; Hs.147097; H2A hfetone family, member X; histone,CBFD_NFYB HMF;; 9351635514 
438091; AW373062; Hs.351546; nuclear receptee subfamily 1, group I. m; hormone jety*C4,ncne; 9.840720222 
413859; AW992356; Hs3364; Homo sapiens pyruvate deriydiogenase kina; SAM_P^,nona; 9.8231 70732 
^uX* CO^tS^?9^ 208960 1 {23Q/24(M)): ^^.sp^<^SK3,P!ecf^ 
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409893; AW247090; Hs£7101; miniduomosome maintenance deficient (S.; MCM,eMo_keLred;TM=MSS=N; 9.78787878B 

442599; AF078D37; Hs.324051; ReW^asscdaied inhibitor; SH3,ank;TM=M:SS=N; 9.637037037 

425550; NM.Q01944; Hs.1925; desmogtein 3 (pemphigus vulgaris antigen; cadherin;TM=M;SS=M; 9.596 

417900; BE2501 27; Hs.82906; COC20 (cefl division cycle 20, S. cerevi; WD4Q;TM=M;SS=N; 9.558 

444946; AW139205; Hs.156457; hypothetical protein FU22408; abhydrolase,abhydn)bse_2;TM=Y;SS=M; 9.55 

421481; AW391972; Hs.104696; WAA1324 protein; rane;TM=M;SS=M; 9.529085873 

408591; AF015224; Hs.46452; mammagtobin 1; Uterogiobin;TM=ttSS=M; 9.506 

444381; BE3B7335; Hs.283713; hypothefica! protein BC014245; Co!lagen;TM=M;SS=M; 9.477961433 

444006; BE395085; Hs.334762; type t transmembrane protein Fn14; tdI_R3cepLa,PK0,MHCJ;TM=M;SS=Y; 9.415151515 

413719; BE439580; Hs.75498; small inducible cytokine subfamily A (Cy; IL8;; 9.408 

424364; AW383226; Hs.1 63834; ESTs, Weakly simitar toG01763 atrophia-; ras;TM=M;SS=N; 9.36 

429002; AW248439; Hs.2340; junction plakogtobtn; ArmaaTto_seg;TW=M;SS=N; 9.31 5693431 

421379; Y15221 ; Hs.103982; smafl inducible cytokine subfamily B (Cy; IL8;TM=M;SS=Y; 9.31 

418004; U37519; Hs.87539; aldehyde dehydrogenase 3 family, member ; atdedh;TM=M;SS=M; 9.29 

454034; NM_000691; Hs^75; aldehyde dehydrogenase 3 family, member ; aWedhr. 9.264 

417389; BE260964; Hs.82045; mkfldne (neurite growth-promoting factor; PTN_MK;TM=M;SS=Y; 9.241561 181 

445033; AV652402; Hs.72901; cyciirHiependent kinase inhibitor 2B (pi; ante 9.207272727 

443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;SS=N; 9.195167286 

439223; AW238299; Hs.250618; UL16 binding protein 2; tdUecepLa.PKD,MHCJ;TM=M;SS=Y; 9.108 

428758; AA433988; Hs.98502; CA125 antigen; mucin 16; SEA;TM=Y;SS=N; 9.028 

421777; BE562088; Hs.108196; HSPC037 protein; none;TM=M;SS=N; 9.004 

448988; Y09763; Hs.22785; gammaeminobutyrfc add (GABA) A recepto; Neur_chan_LBD,Neur^chan_rrremb;TM=Y;SS=M; 9.001096491 

418969; W33191; Hs.28907; hypothetical protein FU20258; SK3;TM=M;SS=N; 8.942 

455601; AI368680; Hs.81 6; SRY (sex determining region Y>box 2; HMG.box; a87 

42921 1; AF052693; Hs.198249; gap junction protein, beta 5 (connexin 3; connexin;TM=Y;SS=M; 8.77131783 

456906; AF1 17646; Hs.156637; Cas-Br-M (murine) edropte retrovtrai tn ztC3HC4,CbLN,Cbl^N2 < CbLN3;TM=M;SS-N; 8.738 

430397; A1924533; Hs. 105607; bicarbonate transporter related protein ; H0O3_cotransp;TM=Y;SS=N; a736 

417034; NMJJQ6183; KS.B0982; neurotensin; none;; 8.592 

429083; Y09397; Hs.227817; BCL2related protein A1; Bcl-2;TM=M;SS=N; 8.536 

408113; T82427; Hs.194101; Homo sapiens cDNA: FU20869 fc, done A; 7bTL3,none; a49 

439285; AL133916; Hs.47860; hypothetical protein FU20093; tg.pWnase,U^LRRrrr,LRRCT,none; 8.460555738 

409420; 215008; Hs-54451; laminin. gamma 2 (nicein (100kD). kairni; temjiun^Janunin.EGF^ a414 

438746; AI885815; Ks.1 84727; Human rnelanoma-assodated antigen p97 (m; transferrin,GuanylateJin,PDZ.SH3; B376205788 

439606; W79123; Hs.58561; G protehvcoupled receptor 87; 7tmJ;TM=Y;SS=M; &37 

430486; BE062109; Hs.241551; chloride channel, calcium activated, fam; none;TM=Y;SS=M; 8.364 

429170; NM.001394; Hs.2359; dual specificity phosphatase 4; RrKXiane$e,DSPc,Y4te B.266 

417771; AA804698; Hs.82547; reflnoic acid receptor responder (tazaro; noncnone; a248314607 

431620; AA126109; Hs.264981; Z-ff^Dgoadenytate synthetase 2 (69-71; NTPJransf^TM=M;SS=N; 8.156 

412270; AC005262; Hs.73797; guanine nudeoGde binding protein (G pn. G^pha^TM=M;SS=N; 8.142857143 

448733; NMJJ05629; Hs.1 87958; solute carrier family 6 (neurotransrnitte; SNF;TM=Y;SS=N; ai37559809 

427557; NM.002659; Hs.179657; plasminogen activator, urokinase recepto; lFAR_LYb\ET,PLA2Jnh;; 8.043478261 

424439; AA579635; Hs.1770; llgase I, DMA, ATMependent; DNAJgase;; a0381 94444 

418322; AA284166; Hs.841 13; cyc&wtependent kinase mruTntor 3 (CDK; Yjtephatase 1 DSPc;TM=M;SS=N; a024752475 

453857; AL080235; Hs^5861; Ras-toduced senescence 1 (RIS1); note;TM=Y;SS=M; 8 

424046; AF027866; Hs.138202; serine (or cysteine) proteinase inhlbfto; serpin;TM=M;SS=N; 7.982 

418526; BE019020; Hs.85838; solute carrier femBy 16 (rrwtwcarboxyiic; none;TM=Y;SS=M; 7.973684211 

413219; AA878200; Hs. 118727; Homo sapiens cDNA FU 13692 Bs, clone PL; Hl^,deaIh,TNFR^c6^^W}oA^rrydro; 7.892 

422809; AK001379; Hs.1 21 028; hypothetical protein FU1Q549; IQ;TM=M;S$=N; 7.824 

452203; X57522; Hs,352018; transporter 1 . ATP-binding cassette, sub; ABCjran^CjTtenTbrane.S^ 7.823874755 

431630; NMJJ02204; Hs.265829; integrtn, alpha 3 (anfigen C049C, alpha ; FG-GAP,r^abd_gtycop,integriiUVTM=Y;SS=M; 7.7589852)1 

432874; W94322; Hs279651 ; melanoma inhibitory activity; $H3;TM=M;SS=Y; 7.75887574 

439453; BE264974; Ks.6566; thyroid torrnone receptor mteractor 13; AAA^C_tran,CoaE;TM=M;SS=N; 7.757751938 

452747; BE153855; Hs.61460; Ig supertamlry receptor LNIR; ig,Rhabd_giycop;TW=Y;SS=M; 7.624 

438089; W05391 ; Hs.351546; nuclear receptor subfamSy 1 . group t, m; homxma jec,zf£4,none; 7.605660377 

427747; AW411425; Hs.180655; serine/Threonine kinase 12; pHnase;TM=M;SS=N; 7.578 

430280; AA361258; Hs^37868; mteneuWn 7 receptor; fn3,none; 7.476 

429299; AJ620463; Hs.347408; hypothetical protein MGC13102; none;TM=Y;SS=N; 7.442528736 

441384; AA447849; HsJ288560; retinotc add induced 3; 7tm_3,none; 7.442495127 

446163; AA026880; Hs.25252; probefin receptor, none;NA;NA; 7.436781609 

414774; X02419; Hs.77274; plasminogen acfivator, urokinase; Wiigte,trvr^plarrLthk)nms^ 7.435897436 

439237; AW408158; Hs.31 B893; ESTs. Weakly stmQar to A47682 B^el gn Fum^pWnase,Recep_Uomain,YLP^one: 7.398360656 

432636; AA340864; Hs.278562; daudin 7; PMP22_Ctauojn;TW=Y;SS=M; 7^94039735 

431890; X17033; Hs771985; integrin. atoha 2 (CD49B, alpha 2 subuni; vwa^tegrin^A f F&GAP;TM=Y;SS=M; 7^83419589 
416084; L16991; Hs.79006; deoxylhymidylate kinase (thvrnWylate km; ncne^one; 7382 
436972; AA284679; Hs.25640; daudin 3; PMP22_Oaudin;TN*=Y;SS=M; 7.327160494 
409799; D11928; Hs.76845; phosphosertne phosphatase-Iike; Hydrolase;TM=M;SS=N; 7.316 

448569; BE382657; Hs214S6; signal transducer and acfivator of trans; SH2, STAT,STAT_bind, STAT jjrot;TM=M; S S=N; 7315412186 
428450; NM.014791; Hs.1 84339; WAA0175 gene product; KAl,pkfoase;TM=M;SS=N; 7.2984375 
422283; AW41 1307; Hs.114311; COC45 (ceB division cycle 45, S.cerevts; 0)C45;TM=M;SS=N; 7^8 
451253; H48299; Hs^6126; daudin 10; PMP22 - tor^Perj8daseJA1 l l^tetra;TM=Y;SS=M; 7.256802721 
41681 9; U77735; Hs.80205; pin>2 oncogene; pkinase~ 7734455959 

421817; AF146074; Hs.1 08660; ATP-binding cassette, sub4amDy C (CFTR Fasc»^C_tran^Cjnernbrane,GTP^FTU,T^SS= 7.162534435 

451035; AU076785; Hs.430; plasfin 1 (I isoform); emand,caAdaprjn_N,-; 7.145454546 

424008; R02740; Hs. 137555; putafive chernckine receptor; GTP-tf nding; 7tm w 1;TM=Y;SS=M; 7.126 

414482; S57498; Hs.76252; endoOiefin receptor type A; 7tm_1;TM=Y;SS=M; 7.122413793 

425003; AF1 19046; Hs.1 54149; apunWapynmidiiuc endonuclease(APEX ; Troponin,Exo_endojmosJQ;lT*^;SS=^ 7.106719368 

430890; X54232; Hs.2699; gtypican 1; Qypican;TM=W;SS=M; 7.088937093 " 

407792; AI07771 5; Hs.39384; putative secreted Bgand homologous to t none;TM=M;SS=Y; 7.052 

426514; BE616633; Hs. 1701 95; bone morphogenetic protein 7 (osteogenic; TGF^jetaJQ^jiropepSdes 7.042 

431241 ; AA496799; Hs.36958; ESTs; SH2.RasGEF^one; 7.03 

437139; W73685; Hs.1 18513; ESTs, WeaHy similar to RTA RAT PROBABLE; 7tmJ;TM=Y;SS=M; 7.03 
42031 1; AW445044; Hs38207; Human DNA sequence from done RP4-530115; none^ione; 7.026 
439979; AW600291; Hs.6823; hypothetical protein FU 10430; none;TM=M;SS=N; 7.008 
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422846; BE513934; Hs.1583; neutrophil cytosotte factor 1 (47kD, chr; SH3,PX;TM=M;SS=N; 6.991626794 
416250; AA581386; Hs.73452; Kremen % kringle,CUB,WSC;; 6.972 
430770; AA765694; Hs.123296; ESTs; none^none; 5.95 

418869; AW516565; ; gb:xq01d05.x1 SoaresJWCeC_cervicalJumo; nona,RasGAP,WW,IQ; 6.948 

428953; AA306610; Hs.348183; tumor necrosis factor receptor superfami; 60s_n^osoniat,Ribosomal_L10,TNFR_c6,DEAD^ 6.914 

418283; S79895; Hs.83942; cathepsin K (pycnodysostosfe); PepCdase_C1~ 6.876190476 

419667; AU077005; Hs.92208; a disintegrin and rretatioproteinase doma; c1sintegrin l Repr<^ 1 Pep_M12Bj)ropep;TM=M;SS=M; 6.86297071 1 

421 143; AB024536; Hs.102171; immunoglobulin superfamay containing le; ig,LRR,LRRNT,LRRCT;TM=M;SS=M; &849056504 

456181; L36463; Hs.1030; ras inhibitor; RA,SH2.VPS9;TM=M;SS=N; 6.762 

436856; AI468355; Hs.127310; ESTs; pkDiase,rrm;TM=M;SS=N; &72142B571 

41 1125; AA151647; Hs.68877; cytochrome b-245, alpha polypeptide; none;TM=Y;SS=M; 6.720348837 

439750; AL359053; Hs.57664; Homo sapiens mRNA fuD tength insert cDN; IMPDH.C jMPDH_N.CBS.integrm_B,Rcin_B_tectin; 6.717307692 

450334; AF035959; Hs.24879; phosphatide add phosphatase type 2C; PAP2;TM=Y;SS=M; 6.715240642 

426437; BE076537; Hs.169895; ubtD^hvconjugauhg enzyme E2L 6; Armatfiltojseg.UQ.con.none; 6.688194444 

439738; BE246502; Hs.9598; sema domain. hnmunogtobuSn domain (Ig).; SemaPSI,talegrin_B;TM=Y;SS=N; 6.670553936 

428385; AF112213; Hs.184062; putative Rab54nteracflng protein; SH2,SH3n 6.662921348 

456534; X91195; Hs.100623; phosphoflpase C. be1a3, neighbor pseudo; UM,PDZ,pWnase^ 6.653713299 

425289; AW139342; Hs.155530; Interferon, gamiT&lnducibte protein 16; PAAELQAPIN.H1N;; &652671756 

426500; NMJ14638; Hs.170156; KJM0450 gene product; C2,PW > LOY;TM=M;SS=N; 6.639555172 

438113; AM67908; Hs.8882; ESTs: 7tm_1.none; 6.6 

444783; AK001468; Hs.62180; artflTm (DrosophBa Scraps homolog), act; Ptinone; 6.6 
408482; NM 000676; Hs.45743; adenosine A2b receptor, 7tm_1;TM=Y;SS=M; 6.548148148 

410290; AA402307; Hs.322844; hypothe8cal protein DKFZp554A176; SemaPSl,T1G l mtegrin_B;TM=Y;SS=M; 6.532763533 

414809; A1434699; Hs.77356; transferrin receptor (p90, CD71); PA;TM=Y;SS=N; 6.526951673 

426440; BE382756; Hs.169902; solute carrier family 2 (facilitated glu; sugar_trJM=Y;SS=M; 6.512704174 

420039; NM.004605; Hs.376147; suifotransferase family, cytosofic, 2B, ; SuHbtransfen; 6.495 

423031; A1278995; Hs.374579; ESTs; none,none; 6.447658402 

421445; AA913059; Hs, 104433; Homo sapiens, done IMAGE4054868. mRNA; tonJransXJetnMsp; 6.426566667 
433933; A1754389; Hs.355397; Homo sapiens done TCCCIA00164 mRNA sequ; none;NA;NA; 6.4 
435094; AI560129; Hs.289008; EST; none,none; 6.312 

432106; N58323; Hs.269098; ESTs, Weakly simflar to RETROVIRUS-RELAT; SH3PDZ,Guanylate_km f none; 6.276556777 
427640; AF058293; Hs. 18001 5; CMfopachrome tautornerase; COX8,SHMT,MF,GSTj;EF1Gjtomah%^ 
6.272727273 

435232; NR.001262; Hs.4854; cydifHtependent kinase inhibitor 2C (p1; anlcTM=M;SS=N; 6.269720102 

418203; X54942; Hs.83758; COC28 protein kinase 2; CKS;; 6^19081272 

41 1263; BE297802; Hs.69360; kinesin-lBce 6 (mitotic centromere-asscc; Wnesin;TM=M;SS=N; 6.19 

409512; AW979187; Hs.293591; melanoma differentiation assodated prot DEAD,hefcase_C.CARD;TM=M;SS=N; 6.188888889 

449230; BE613348; Hs.355392; melanoma cell adhesion molecule; ig jscdh,Ribos<OTal w L6.F-box;TM=Y;SS=M; 6.188046647 

440006; AK000517; Hs.6844; NALP2 protein; PYRlN-ContaWng APAF1-B; AAA,NB^RC,PAAD_DAP!N;NA;NA; 6.15903876 

450581; AF081513; Hs.25195; TGF-beta 4; TGF-beta,TGFb_propeptWe;; 6.152 

432314; AA533447; Hs.285173; ESTs; Xfinx,none; 6.123040752 

418844; M62982; Hs.1200; arachWonate 124fpoxygenase; Bpoxygenase,PlAT;TM=M;SS=N; 6.12 
421733; AL1 19671; Hs.1420; fibroblast growth factor receptor 3 (ach; ig «pldnase;TM=Y;SS=M; 6.095758355 
422051 ; AW327545; Hs.l 1 1 024; sotute carrier family 25 {rrctochcndriai ; mfojcaTr;U1=M;SS=N; 6.089164786 
452683; AI089575; Hs.374574; progesterone membrane binding protein; homeobox,none; 6.06284153 
445537; AJ245671; Hs.12844; EGF-fike-dornam, multiple 6; EGF.MAM;; 6.05513308 
444309; UB3236; Hs. 10803; calcium and integrin binding protein (ON; etiiand;; 6.0401 5544 
414166; AW888941; Hs.75789; N-myc downstream regulated; DEAD.rielicase_C,rrm^,^^ 

beta,DUF139,TmDSPc,tspJ,ra)c^aLS21 l rvp;TM^SS^ 6.009562842 
438108; AI471795; Hs^87776; varriDoid receptor-related osmoticaily a; ar^fonJrans;TM=Y;SS=N; 6.004 
413869; NMJXJ0878; Hs.75596; irrterleukm 2 receptor, beta; none;7M=Y;SS=M; 5.984536083 
405484; ; ; C3002124^12737280lretlXP_006m2| k; none; 5578964401 

414907; X90725; Hs.77597; polo (DrosophlaHike kinase; RibosomaU^ae.pklnase.PCXOJw^^ 5578431373 
419216; AU076718; Hs.164021 ; small inducible cytokine subfamily B (Cy; IL8^ 5.976 

414135; NM.004419; Hs.2128; dual specificity phosphatase 5; Rnodar^J)SPc,Yjjhosphatase;TM=M;SS=N; 5569387755 
411756; BE294350; Hs.71891; diseddrn domain receptor family, member; pktnase/5J8Jype_C;TM=Y;SS=M; 535184136 
424291; AL120051; Hs. 144700; ephrin-B1; Ephrfn;TM=Y;SS4t 5.951550388 
453459; BE047032; Hs.257789; ESTs; none,none; 555 

456373; BE247706; Hs.86693; membrane-sparmlng 4-domains, subfamily A; none;TM=Y;SS=N; 5538 

429359; W00482; Hs.2399; matrix metaUoprotamasQ 14 (nrembrane-in; hemopexto f PepSdase_M1ftTM=HSS=M; 5.917857143 

414703; BE243877; Hs.380063; ATPase, Na? transporting, beta 3 potypep; Na_K-ATPase;TM=Y;SS=M; 5.910455487 

448775; AB025237; Hs.388; nudix (nucleoside diphosphate Enked moi; NUDD£;TM=M;SS=M; 5.901 886793 

452239; AW379378; Hs.356289; protdn tyrosine phosphatase, receptor t none^one; 5568362832 

418345;AJ001696; Hs^41 407; serine (or cysteine) proteinase inhibito; serpin;TM=Y;SS=M; 5.842 

452875; BE275760; Hs.30928; DNA segment on chrenrosome 19 (unique) 11; Eukjwrin;TM=M;SS=M; 5.816363636 

439625; AF086453; Hs.58611; ESTs; FcdOead,gryc<^_en2y^_sulph_syrnp; 5511594203 

447343; AAS6641; Hs^36894; ESTs, Highly similar to 802392 alpha-2-m; nona,none; 5.81 

422765; AW409701; Hs.1578; bacutoviral IAP repeatcontaWng 5 (sun BIR;TM=M^S=N; 5.805 

415198; AW009480; Hs.943; natural killer ceil transcript 4; none;TM=M;SS=N; 5.804137931 

431941; AK000106; Hs.272227; Homo sapiens cONA FU20099 fis, done CO, pkinase,Furirf4ite^ep_Ldcmain,none; 55 

457001; J03258; Hs^062; vitamin D (1,25- allvydroxyvitamin D3) re; torrnonejec^C4,Metaltothto_5;T^ 5.794 

439335; AA742697; Hs.62492; NM_052863:Homo sapiens secretogtoKn. fa; none; 5.778588808 

439246; AI498072; Hs.351474; rrtembrane^ssodated tyrostne- and threon; ank,rjkinase,UPF0073n 5.763492064 

452461; N78223; Hs.108106; transcription factor; 2f^W,urjkrdtm^.YDG„SRA;TM^SS=N; S728 

414883; AA926960; Hs.348669; COC28 protein kinase 1; CKS;; 5.714634146 

424517; A1539443; Hs.137447; Homo sapiens cDNA FU12169 fis, done MA; SH2,STAT.STAT_bind.STATjTOt,none; 5.701666667 

419056; M89957; Hs.89575; CD798 antigen fmmiurK)gtobu&>^ssociated; ig,iTAM;TM=Y;SS=M; 5.692 

432269; NM.002447; Hs.2942; macrophage stimulating 1 receptor (c-met pktoase t Serra,PSl,TlGA4_EXTRA;TM=M;SS=M; 5.686 

452696; Al 826645; Hs.211534; ESTs; ArfGap,PH^GuanytateJin,PDZ t SH3; 5.683673469 

411030; BE387193; Hs.67896; 7-60 protein; none;TM=M;SS=N: 5676767677 

447131; NM_004585; Hs. 17466; retinoic acid receptor responder (tazaro; none;TM=Y;SS=N; 5.672977625 

426227; U67058; Hs.154299; Human proteinase activated receptor-2 mR; 7trru1;TW=Y;SS=M; 5.665 

407722; BE252241; Hs.38041; pyridoxal (pyrkkadne, vitamin B6) kmas; p&B;TM=M;SS=N; 5.655616943 
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427490; Z95152; Hs. 178695; tratogei^acfivated protein kinase 13; pkinase;TM=M;SS=N; 5.6485623 
415010; NVL004203; Hs.77783; membrane-associated tyrosine- and threon; an*.pHnase,UPF0073;: 5.648 
452690; AI538070; Hs.15085; ESTs; p^rJ.homeobco^chanANFjecepton 5.646 

424321; W74048; Hs.1765; lymphocyte-specific protein tyrosine kin; SH2,SH3,pJdnase;TM=M;SS=N; 5.642405063 

418703; WL014448; Hs.87435; Rho guanine exchange factor (GEF) 16; SH3 t PH,RhoGHF r Bma_VP3;TM=M;SS-N; 5.636 

426108; AA622037; Hs.166468; programmed cefl death 5; DUF122;TM=M;SS=N; 5,635087719 

424490; AJ278016; Hs.55565; ankyrin repeat domain 3; ank.pkinase;TM=M;SS=N; 5.620930233 

432065; AA401039; Hs.2903; protein phosphatase 4 (formerly X). cata; Metafophos;TM=M;SS=N; 5.608352145 

417018; M16038; Hs.80887; v-yes-1 Yamaguchi sarcoma viral related ; SH2.SH3,pkinase;TM=M;SS=N; 5.596052632 

430696; AA531276; Hs.59509; ESTs; pJdnase,PP2C,none; 5.575112108 

435017; AA336522; Hs. 12854; artglotensm II. type I receptor-associat none;TM=Y^S=M; 5.556910569 

439963; AW247529; Hs.6793; platelet^cfivafing factor acetylhydrola; PAF^H_lb,Upase_GDSUTM=M;SS=N; 5.5561 95965 

415012; NM.004383; Hs.77793; c-src tyrosine kinase; SH2.SH3^kinase;TM=fykSS=N; 5.555421687 

424909; S78187; Hs.153752; cell dmston cycle 25B; Rhodanese^ 5.549751244 

413969; X14034; Hs.75648; phosphoQpase C. gamma 2 (phosphafidyun; SH2 t SH3.C2J>H ( PM 3 LC-Y l PW 3 LC-X.POGFn 5.541366907 
406621; X57809; Hs.181125; immunoglobulin lambda locus; ig,HSP70.Ppx-GppA;TM=M;SS=N; 5.54076087 
417700; M36542; Hs.1101; POU domain, class 2, transcription facto; homeobox,pou;TM=M;SS=N; 5.535 
456362; AW973003; Hs.179909; hypoOiefical protein FU22995; none;TM=M;SS=N; 5.52661597 
436576; AI458213; Hs.77542; ESTs; 7tm_1,DnaJ; 5.52638191 

425465; L18964; Hs.1904; protein kinase C, iota; pktnase,OAG.PE-blnd,pkmase.C 1 OPR;TM=M;SS=N; 5^519672131 

412276; BE262621; Hs.73798; rnacrophage migrafion inhibitory factor 0 MtF.sugarJr.none; 5.516453382 

417433; BE270266; Hs32128; 5T4 oncofetal trophoWastgrycorjrotein; LRR,LRRNT f LRRCT;TM=Y;SS=M; 5.514964789 

447827; U73727; Hs.19718; protein tyrosine phosphatase, receptor t fn3 f ig,Yjjhosphatase 1 MAM;TM=Y;SS=^ 5.494202899 

419508; AW997938; Hs.90786; ATP-bmding cassette, sub-family C (CFTR; ABC_tran^C^membrane;TM=Y;SS=M; 5.471947195 

410608; A153B438; Hs.159087; ESTs; ubiqiiien.lntegrin.B.UBMone; 5.465384615 

448833; AA31 1426; Hs.21635; tubulin, gamma 1; tubuEn;TM=M;SS=N; 5.460076046 

408716; AI567839; HsJ 5171 4; Homo sapiens mRNA for K1AA1769 protein, ; UvrD-heficase,RNB,Runt;TM=M;SS=N; 5.450413223 

426410; BE298446; Hs.305890; BCU-Rke 1; Bd-2.BH4.ncne; 5.444805195 

457819; AA057484; Hs35406; FU20522 Hypothetical protein FU20522; nene,none; 5.444281525 

422597; BE245909; Hs.118634; ATP-binding cassette, sub-family B (MDR£ ABC_tranABC_menibrane.PRK;TM=Y;SS=N; 5.437931035 

429191; AF065215; Hs.198161; pliosphofipase A2. group WB (cytosotfc); C2JHA^_B jmjC;TM=M;SS=N; 5.4375 

449961; AW265634; Hs.133100; ESTs; pWr^^riiv4ike 1 Recep_Ldorr^^^ 5.43521 126B 

409012; AL1 17435; Hs.49725; DKFZP4341216 protein; PH,RhoGEF;TA*=M;SS=M; 5.433333333 

443466; BE243123; Hs.321045; IKK-retated kinase epsflon; Inducible Re pkinase^I01;TM=M;SS=N; 5.429657795 

434826; AF 155661; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C.none; 5.423322684 

423189; M59371; Hs.171596; EphA2; m3.pWnase,SAM 1 EPH_lbd;TM=Y;SS=M; 5.421621622 

452291; AF015592; Hs.28853; COC7 (cell division cycle 7, S. cerevisi; pWnase;TM=M;SS=N; 5.412 

432527; AW975028; Hs.102754; ESTs; none,none; 5.40625 

422278; AF072873; Hs.114218; frizzled (Drosoph3a) homctog 6; Fz,Frizzted,7tm_2;TM=Y;SS=M; 5.405504587 

410024; AW191024; Hs.55016; rrypothefcal protein FU21935; SH3;TM=M;SS=N; 5.396 

434467; BE552368; Hs.231853; Homo sapiens cDNA FU13445 fe. done PU 7 tm J .none; 5391472868 

438974; AF08981 6; Hs.6454; cluomosome 19 open reading frame 3; PDZr. 5389250814 

439670; AF088076; Hs.59507; ESTs, Weakly similar to AC004858 3 U 1 sm; none^one; 5.382 

437016; AU076916; Hs.5398; guanine monphosphate synthetase; PHD.SET.zf. 

CXXaEGF^note^WW^ 
424848; A1263231; Hs.327090; EST; SH3 J>DZ,Guanylate Jdn,none; 5.36 

452721; AJ269529; Hs.301871; solute carrier family 37 (glyceroWiiho; MORMsugarJnTM=Y;SS=M; 535971 223 

405932; ; ; C15000305;gq3806122lgbIAAC69198.1| (AF0; ras;TM=M;SS=N; 5.349226804 

416714; AF283770; Hs.79630; CD79A anfigen (intmunoglobuiln-associated; ig,rrAM,Zn - ctus;TM=Y;SS=M; 5.345153846 

453143; AA382234; Hs356289; protein tyrosine phosphatase, receptor t serpin;; 5333667335 

423973; AF038461; Hs. 136574; arachidonatB 12-fipoxvgenase, 12R type; T?xaygenase,PLAT;TM=M;SS=N; 533 

408308; AL033377; Hs.44197; hypothetical protein DKFZp564D0462; nonejione; 5328 

414821; M63835; Hs.77424; Fc fragment of IgG, high affinity la, re; lg;TM=Y;SS=M; 5.316 

427337; Z46223; Hs.176683; Fc fragment of IgG, low affinity tllb, r, ig;TM=Y;SS=M; 5309638554 

410165; BE560228; Hs.71869; apoptosis-assoclated speck-Ske protein ; PAADJ3AHN,CARD;Ttt=M;SS=N; 5.293560606 

415817; U88967; Hs.78867; protein tyrosine phosphatase, receptor* fr^,Yj)hc)sp^at2se l cam_anrrytoe;T^Y;SS^ &28 

427315; AA179949; Hs.175563; Homo sapiens mRNA; cDNA OKFZp564N0763 (f; none 1 spectHn.SH3,PKCH; 5^78947368 

431441; U81961; HsJZ794; sodium channel, nrarvoltage-gated 1 alpha; ASQTM=Y;SS=N; 5.274746193 

416207; NMJH4745; Hs.79077; Homo sapiens, clone MGC2908, mRNA, comp; none;TM=Y;SS=M; 5.272222222 

415117; AF120499; Hs.78016; potynucteo&te kinase 3-phosphatase; VTral_he8c3se1;TW=M;SS=N; 5.27 

435905; AW997484; Hs.5003; KIAA0456 protein; Srtt.RhoGAP.FCH;TM=M;SS=N; 5.251865672 

409430; R21945; Hs.346735; splicing factor, arrjinlne/serine-nch 5; DSPc.Rhodanese.none; 5^48 

431846; BE019924; Hs.271580; uroplaWn 1B; trarBmembrane4;TM=Y;SS=M; 5\232 

422017; NM_(»3877; Hs.110776; STAT Induced STAT inhjbitor-2; SH2^ 1212418301 

436469;AK001455;Hs.5198; Dc^sywlroTTOcr^ 

421502; AF1 11 856; Hs. 105039; solute carrier family 34 (sodium phospha; Rbosomal_l2aNa_R_cotraris;TM=Y;SS=N; 5.202 

425356; BE244879; Hs. 155939; inositol poryphosphatB-S^ihcspha^ 14; Exo_endo_phos,SH2;TM=M;SS=M; 5.19979716 

437412; BE069288; Hs.34744; Homo sapiens mRNA; cDNA DKFZp547C136 (fr, ABC_traaGTP_EFTU^BC_rnembrane.none; 5.199074074 

416602; NM.006159; Hs.357895; Protein kinase Oblnding protein NELL2; EGF.vwcTSPNp, 5.198224852 

429556; AW1 39399; Hs314807; ESTs; none;TM=M;SS=N; 5.192439863 

427857; AL133017; Hs.288679; hypothefical protein FU22865; nryosaUiead,IQ^r^TM^SS=M; 5.190251572 
400517; ; ; lengsin; none;TM=M;SS=N; 5.18 

413436; AF238083; Hs.68061; sphingosine kinase 1; OAGKc;TM=M;SS=N; 5.172881356 

423527; AI206965; Hs.105861; hypothetical protein FU13824; none;TM=M;SS=N; 5.165060241 

419138; U48508; Hs39631; ryanodine receptor 1 (skeletal); ionJrans,SPRY ^YDR w rTPR,RyR,MlR;TM=Y;SS=N; 5.156976744 

437809; AL1 37723; rte^855; Homo sapiens mRNA; cDNA DKFZp434D0818 (f; none^one; 5.1 54676259 

452069; AB028949; rte.183994; WAA1026 protein; Meiallophos;TM=M;SS=N; 5.152360515 

409340; BE174629; Hs321130; hypothetical protein MGC2771; 

aajemBases.pyrkJoxaLdeC.teomr^ 
442875; BE623003; Hs^3625; Homo sapiens done TCCCTA00142 mRNA sequ; K^tetra,DUF51 .none; 5.142 
434883; AW381 538; Hs,19807; hypothetical protein MGC12959; Sm.PH,WW,RhoGAP^ 5.141534392 
434808; AF 155108; Hs.256150; NY-REN-41 anfigen; none;TM=M;SS=N; 5.14 

431341; AA307211; Hs.251531; proteasome (prosome, macropain) subunit,; protaasome;TM=M;SS-N; 5.13358254 
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431685; AW29613S; Hs.267659; vav 3 oncogene; CH,DAG_PE-bind,PH,RhoG£F,SH2 t SH3,DC1 ;TM=M;SS=N; 5.129476584 
411190; AA306342; Hs.69171; protein kinase OtBce 2; pWnase,pkinase_C t HR1;TM=M;SS=N; 5.121527778 

^SZ? A ? 34887; "s- 5765 ^ cadherin, EGF LAG seven-pass G-type rece; 7tmJ.EGF,cadherto,laminin_EGF,lam 5.107438017 
433562; W07162; Hs. 150326; RAB25 RAB25, member RAS oncogene family; ras,ABCjrafi,arf;TM=M;SS=M; 5.10251046 
J 419493; AF001212; Hs.90744; proteasome (prosome, maoopalnj 26S subu; COK5_acQvator,Pa,none; 5.095194085 
41 1027; AF072099; Hs.67846; leukocyte immunogJobuMte receptor. ; inositol P,ig;TM=M;SS=N; 5.092 
435243; AW292886; Hs.348932; hypothetical protein dJ434014.3; lRF,none; 5.092 
434417; AL1 1 0157; Hs.3843; Homo sapiens mRNA; cDNA DKFZp586F2224 (f; DSPcnone; 5.091922006 
A 415323; BE269352; Hs.949; neutropha cytosoGc factor 2 (65kD, chn. SH3,TPR;TM=M;SS=N; 5.088932806 
1 U 418629; BE247550; Hs.86859; growth factor receptor-bound protein 7; SH2.PH.RA,- 5.082840237 
420030; BE503994; Hs.146233; K1AA0418 gene product; SH3,none; 5.080645161 
444065; AW449415; Hs.10260; Homo sapiens cONA FU11341 8s, done PL; SH3" 5.063953488 
421677; H64092; Hs.38282; ESTs; A1pp,Armadi[kJLseg,IB8; 5.056 
411 165; NMJJ00169; Hs.69089; gatactosidase, alpha; Mefibiase;; 5.054133858 
1 J 428479; Y00272; Hs.334562; cell dMston cycle 2, G1 to S and G2 to; pkinase,ICEj)iaiCE_p20;TM=M;SS=M; 5.054 

423883; AF250238; Hs.1 34514; ATP-bindlng cassette, sub-tamay A (ABC1; ABC_tran t photoRC,SRP54,Ca channeJ_8,Pterin 4a;TM=Y;SS=M; 5.051724138 
421917; AB028943; Hs. 109445; KIAA1020 protein; BTB t zfC2H2 ? PI3_P14_Wnase,P13Ka;TM=M;SS=N; 5.051282051 
422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor t Wnesin.fn3,Yj>tu)sphatase;TM=M;SS=N; 5.047311828 
410026; AI912061; Hs.55016; hypothefical protein FU21935; none.nons; 5.04674221 
ZV 426395; BE151985; Hs.355669; hypothetical protein FU23316; pWnase.none; 5.040298508 

418054; NMJJ02318; Hs.83354; rysyl oxkJase-Gke 2; SRCR,LysyLoxWase;TM=M;SS=M; 5.039039039 
444895; AI674383; Hs.22891; solute carrier family 7 (cafionic amino ; ASC,death,TNFR_c6; 5.037151703 
41 3472; BE242870; Hs.75379; sohite carrier family 1 (gHal Wgh affi; SDF;TM*Y;SS=M; &034 
445272; BE268912; Hs.14601; herratopoiefic cell-specific Lynsubstrat; SH3.HS1 jep;Tf*=M;SS=N; 5.03030303 
410772; BE275297; Hs. 194685; Homo sapiens done 24675 mRNA sequence; ToporswnJ>ac,Topriirc; 5.027985075 
418613; AA744529; Hs.86575; mrtogen-acCvated protein kinase kinase ; pkfoase,CNH;TM=M;SS=N; 5.014652015 
415166; NF*_003652; Hs.78068; carboxypeptidase Z; Zn_carbOpept.Dioxygenase.Fzn 5.012269939 
416498; U33632; Hs.79351; potassium channel, subfamBy K. member 1; tonJrans;TM=Y;SS=M; 5.001811594 
410687; U24389; Hs.65436; lysyi oxidase* 1; LysyLoxidase;; 4.997983871 
3 U 430024; AI808780; Hs.227730; integrin, alpha 6; mtegrh\AFG^AP;TW=Y;SS=M; 4.994871795 

409220; BE243323; Hs.51233; tumor necrosis factor receptor superfami; TNFR_c6,death, Lipoprotein 5,TIL;TM=Y;SS=M; 4.987135506 
423804; AW40344B; Hs.1706; interferons tirnulated transcription fact IRF^-C3HC4,IBR^f-RanBP;TM=M;SS=N; 4.985185185 
42301 1; NM_000583; Hs.1 23 022; adrenergic, aipha-2C-, receptor; 7tmJ;TM=Y;SS=M; 4.984 
419577; L36531; Hs.91296; integrin, alpha 8; totegriiLAFG^AP;TW=Y;SS=N; 4.988 
402328; ; ; Target Exorr. pkinase;TM=M;SS=N; 4.96728972 
421242; AW161386; Hs.13561; hypothetical protein MGC4692; none;NA;NA; 4.966334165 
435523; T62849; Hs.1 1090; membrane-spanning 4-dornains, subfamily A; none;TM=Y;SS=M; 4.964491363 
414203; BE262170; Hs.78629; ATPase, Na? transporting, beta 1 porypep; none.none; 4561956522 
409582; R27430; Hs771565; ESTs; rwne T Neurj^an_LBD.Neur_.chan jnemb; 4.946 
4U 451292; AB037716; Hs^6204; WAA1295 protein; SH3;TM=M;SS=N; 4543181818 

453449; W16752; Hs.32981; sema domain, immunoglobutin domain (lg),; ^,Sema.PS!n 4.930508475 
425233; Z17861; Hs.155218; E1B-5ScDa-asscctated protein 5; SPW,SAP,pkmase,fn3,ig; 4.925347222 
425247; NM_00S940; Hs.155324; matrix nretaltoproteinase 11 (strornefystn; hemopexm,Pepfidase M10n 4.92 
422282; AF019225; Hs.114309; apcllpoprotein L; MotA_ExbB;TM=Y;SS=M; 4.912181303 
4D 442572; AI001922; Hs.135121; hypothetical protein FU224 15; none,HSP70; 4:910224439 
425743; BE396495; Hs.1 59428; BCL2-assoctated X protein; Bd-2;TM=Y;SS=N; 4.909972299 
449523; NMJXJ0579; Hs.54443; chemcWne (C-C motif) receptor 5; 7tm_1;TM=Y;SS=M; 4.904 
409213; U61412; Hs^1133; PTK6 protein tyrosine kinase 6; SH2.SH3,pWnase;TM==M;SS=N; 4.897338403 
- A 411770; KM.014278; Hs.71992; heat shock protein (hsp110 famSy); HSP70;TM=M$S=N; 4.894 
DU 446872; X97058; Hs.16382; pyrimkfinergic receptor P2Y, G^>rctein c; 7tm 1;TM=Y;SS=M; 4.886 
423198; M81933; Hs.1 634; ceil division cycle 25A; Rhodanese,none; 4.884 
445462; AA378776; Hs.288649; hypothetical protein MGC3077; none;; 4.876379691 
448153; Y10805; Hs^0521; HMT1 (hnRNP rnetliyttrarisferase, S. cerevi; NusG;; 4.876117497 
427792; M63928; Hs.1 80841; tumor necrosis factor receptor superfami; SRP14.TNFR_c6n 4.87368421 1 
449027; AJ271216; Hs.22880; GjpepBdytpefjQdase ill; PepfJdaseJM9 l EGF,lg,NeureguSn;TM=M;SS=N; 4.872641509 
421541; NKL003942; Hs.105584; ribosomal protein S6 kinase. 90kD, polyp; pkinase.pkinase C;TM=M;SS=N; 4.869318182 
429619; AL120751; Hs^1 1568; eukaryofic translafion initiation factor; none.none; 4.B68073879 
458873; AW150717; Hs.345728; STAT induced STAT inh2wtor 3; none^one; 4.861538462 
^ 437669; AI358105; Hs.123164; ESTs, Weakly similar to match to ESTs AA; none.pkjnasa.pkinase.C; 4.854651163 
OU 405545; ; ; Target Excn; ABC„traii 1 SRPM^C^erribrane;TM=Y;SS=M; 4.85 

424779; AL046851; Hs.1 53053; CD37 antigen; transroembrane4;TM=Y;SS=M; 4.848387097 
424263; M77640; Hs.1 757; L1 ceO adhesion molecule (hydrocephatus; fn3,igJRK;TWNY^S=M; 4.846153846 
425421; L11669; Hs.157145; tetracycline transporter-fike protein; sugar^tr;TW=Y;SS=M; 4.843694494 
421267; BE314724; Hs.103081; rfeosornal protein S6 kinase, 70kD, polyp; pkinase,pHnase C;TM=M;SS=N; 4.842532468 
OD 418736; T18979; Hs.87908; Snf2-related C8P activator protein; heticase_CATJicck,S^£N;TM=M;SS=N; 4.842 
444143; AW747996; Hs.160999; ESTs, Moderately sirnflarto A56194 throrn; Bd-2jnane; 4.841071429 

417331; AW411297; Hs.81 972; SHC (Src homology 2 o^n-containing) t; SH2PID^K^SCAN>^-WndrngJ<RAB;Tl^ 4.839464883 

422010; AA302049; HsJ1 181; Homo sapiens cDMA: FU23230 fis, done C; none.SDF^ugar tn 4.837837838 

434521; NM_002267; Hs^886; karyopherin alpha 3 (imporfin alpha 4); Armadillo segJBB;TM=M;SS=N; 4.833333333 
IK) 450447; AF21 2223; Hs.25010; hypothetical protein P15-2; rJTF2;TM=M;SS=^ 4.821666667 

453082; H 18835; HsJ1608; hypothetical protein FU20041; lon^trans;TM=Y;SS=M; 4.820936639 

417949; AL049795; Hs.83004; interteukin 14; none^rmadHto - seg,IBB.VVD40; 4.81443299 ■ 

439569; AW602166; Hs.222399; CEGP1 protein; EGF.Tr^_c6,gram!irwCUB.Kerafm_BZTIUTM^SS=M; 4.81 

432581; AU076465; Hs^78441; WAA0015 gene product PP2C;TM=M;SS=N; 4.805063291 
/ 3 432194; AL040801; Hs.273219; breast cancer anfj-estrogen resistance 1; SH3;; 4.803191489 

^^t\ J^S > ? 8 KndIn9 2 ^ ^ fer4 -NW>arA^S JdnaseAsA^TPase;TM=M;SS=rl; 4.800990099 
450690; AA296696; Hs.333418; FXYD dcn^am^ taming ton transport reg; ATP1 G 1_PLM_MAT8;TM=Y;SS=M; 4.795480881 
448950; AF288687; HsJ275; CGM52 protein; E1-E^TPase,Hydrolase;TM=Y^S=N; 4.776923077 

OU 432827; Z68128; Hs.3109; Rho GTPase activating protein 4; FCH,RhoGAP,SH3;TM=M;SS=N; 4.7601 15607 

419981; AA897581; Hs.1 28773; ESTs; pktnasa,DAG J'E^^xmase^C.OPR.none; 4.748 

431657; AI345227; Hs.1 05448; ESTs, Weakly sirnflarto B34087 hypothetl; pxmase^A28_alpha,PA28_beta t CU,amine_^ 4.746 
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41295B; BE391579; Hs.75087; Fas-acfivaied serine/threonine Wnasa; none;; 4.736781609 

414443; AU077268; Hs.76144; platelet-derived growth factor receptor. jg,pkjnase;TM=Y;SS=N; 4.733 

419250; AW770185; Hs.356066; U5 snRNP-specifc protein, 1 16 kD; 7tm_1 ,BAH^f-CXXC.DNAjrefoytase; 4.725454546 

417903; NM.002342: Ks.1116; ryrnphotaxin beta receptor fTNFR superfam; TNFRjc6;TM=M;SS=M; 4.718858132 

414368; W70171; Hs.75939; uridine monophosphate kinase; PRK,CoaE^ 4.718836565 

426059; BE292842; Hs.166120; Interferon regulatory factor 7; IRF;; 4.718543046 

414788; X78342; Hs.77313; cycfirvdependent kinase (COC2-Cke) 10; pkmase;TM=M;SS=N; 4.708 

407601; AC002300; Hs.37129; sodium channel, nrjnvohage-gaied 1, beta; ASC;TM=Y;SS=M; 4.707920792 

448520; AB002367; Hs.21355; doubtecorfin and CaM kinase-fike 1; pkinase,DCX;TM=M;SS=N; 4.707671958 

407143; C14076; Hs.332329; EST; none;TM=Y;SS=M; 4.682675815 

428582; BE336699; Hs. 185055; BENE protehi; none;TM=Y;SS=H 4.681818182 

408806; AW847814; Hs.75608; Homo sapiens cDNA: FU21532 fis, clone C; SH3.PDZ.GuariytateJdn.none; 4.680440771 

448133; AA723157; Hs.73769; folate receptor 1 (adult); Fblate_rec,MlP;TM=M;SS=M; 4.679841897 

418836; AI555499; Hs.16171 2; ESTs; ptanase,Actvin recp 1 PDZ t ZU5,dea!h; 4.679180887 

425308; M97639; Hs. 155585; receptor tyrosine Wnase-H® orphan rec; ig T krtng!e,pkinase,Fz;TM=Y;SS=M; 4.675342466 

414665; AA160873; Hs.356307; serum amyloid A1; 2 f-C2H2,BTBXtetra l none; 4.67447496 

449843; R85337; Hs.24030; solute carrier family 31 (copper transpo; none;TM=Y;SS=M; 4.673701299 

428245; AF151048; Hs. 1831 B0; anaphase promoting complex suburtit 1 1 jy, none;: 4.656756757 

417088; M54915; Hs.81170; pim-1 oncogene; pkinase;TM=M;SS=N; 4.655190476 

420340; NM_000734; Hs.97087; CD3Z antigen, zeta pdypepfide (TTT3 com; fTAM;TM=M;SS=M; 4.65 

425966; NMJM1761; Hs.1973; cycfin F; cycDn.F^cycBruC;TM=HSS=N; 4.644 

417929; R27219; Hs.74647; Human T-cefl receptor acBve alpha-chain; ig.abhydrolase; 4.640384615 

430603; AA148164; Hs.247280; HBV associated factor, zM3HC4^f-RanBP,pklnase; 4.630653266 

419273; BE271180; Hs.293490; ESTs, WeaHy similar to 138022 hypothec none.none; 4.628 

453880; A1803166; Hs.135121; ESTs. Weakly similar to 138022 hypothec HSP70,none; 4.619047619 

459399; BE407712; Hs. 153998; creatine kinase, rrritochondrial 1 (uttqui; none^one; 4.618577075 

412970; AB026435; Hs.177534; dual specificity phosphatase 10; Rtodanese,DSPcr, 4.616 

433577; AW007080; Hs^84192; ESTs; none.none; 4.614 

444838; AV651680; Hs.208558; ESTs; lntegrin_AF&GAP,none; 4.612149533 

408369; R3B438; Hs.118747; SLC15A2 Solute earner family 15 (rWpep; PTR2;TM=Y;SS=N; 4.602 

450825; AC005954; Hs.25527; tight junction protein 3 (zona ccctudens; PDZ.Guanylate_kin;; 4.596875 

443951; F13272; Hs356835; ferritin, Bght polypeptide; PMP22J2auoln,none; 4587931035 

433083; AL042759; hfe.191762; ESTs; SK3,PX;TM=M;SS=N; 4.586 

407239; AA076350; Hs.67846; leukocyte tmnuinogtobu!h>rike receptor, ; ig;TM=Y;SS=M; 4.58557047 

412926; AI879076; Hs.75061 ; macrophage myristoylated alanine-rich C ; MARCKSn 4.579087049 

422009; AI742845; Hs.110713; DEK oncogene (DMA binding); SAPp, 4576347305 

41 2584; X54870; Hs.74085; DNA segment on cfromosome 12 (unique) 24; noneJedin_c; 4.57312253 

414561; A1064813; Hs. 195 155; Homo sapiens amino add transport system; AaJrans;TM=Y;SS=N; 4.573015873 

422627; BE336857; Hs. 11 8787; transforming growth factor, beta4nduced; Fascir^^C^traruABC,rr>embrane,GTP^RU;T^SS^ 4.570526316 
459053; A1807052; Hs.97792; ESTs; none.7tnU.GPS; 4.569230769 

424247; X14008; rfc234734; rysozyme (renal amyfoidosrs); ry3^.FAD_Syrlth,ld^ldh_C I pkinase;; 4.566195373 

439975; AW328081; Ks.6817; inosine triphosphatase (nucleoside triph; Ham1p_Eke;TM=M;SS=N; 4.56056338 

416178; AI808527; Hs. 192822; seroloafcauy defined breast cancer anfi; none;TM=M;SS=N; 4.558 

408051; AI623351; Hs.172148; ESTs; PKRhoGAP^one; 4.552307692- 

421846; AA017707; Hs.1432; protein kinase C substrate 80K-H; etod.idljecepLar 4547761194 

439659; AW970780; Hs.594B3; teucintxfch repeatcontainlng G protein; 7bn J,LRR;TM=Y;SS=N; 4.54716981 1 

426201; AW162614; Hs.128499; ESTs; SH3,none; 4.541666667 

424905; NMJW2497; Hs.153704; NIMA (never In mitosis gene a)-reiated k; pkinase;TM=M;SS=N; 4.536 
445229; BE276013; Hs.343828; Homo sapiens mRNAfor FU00086 protein, ; G-atoha;TM=M;SS=N; 4.530588235 
413109; AW389845; Hs.110855; ESTs; PH04.none; 4529761905 

426125; X87241; Hs. 166994; FAT tumor suppressor (Drosophfla) homota; EGF^adheravlarninin_G;TM^Y;SS=M; 4.529710145 
402330; ; ; Target Exon; pkmase,none; 4528070175 

439238; N47305; Hs502161; EDG-8 (endothefial differentiation, sph; 7trnJ;TM=Y;SS=M; 4.524 
433437; U20536; Ks^280; caspase 6, apoptosis^etaled cysteine pn ICE_Dl0JCEji20;; 4523715415 
413781; J05Z72; HS.B50; IMP Cmosine monophosphate) dehydrogenas; C8SJMPW_CvuVP^N.NP0;Th*=M;SS=N; 4522900763 
431429; AF072813; Hs.252831; retteuton 3; ReiiculOT,Fz^Migte4^ase;Tr*=Y;SS=N; 4512 
, 424078; ABQ0S62S; Hs.139033; paternally expressed 3; zf-C2H2.KRAB.none; 4512 
420602; AF060877; Hs.99236; regulator of G-protetn signalling 20; RGS;TM-M;SS=N; 451 
449101; AA205847; Hs^3016; G protein-coupled receptor; 7tnx.1;TM=Y;SS=M; 4506 
408157; AA047685; Hs.62946; ESTs; none,pWnase; 4504 

446291; BE397753; Hs.14623; interferon, gannr^ndurible protein 30; G1LT;TM=M;SS=Y; 4.50215208 
431326; AW9705B0; Hs.198689; WAA0728 protein; none^cne; 4.501 

428072; BE258602; Hs. 182366; heat shock protein 75; HATPasejc.HSP90;TM=M;SS=N; 4.48828125 
415149; X12451; Hs.78056; cathepsfn U Peptjdase„C1^ 4.484375 

421959; AW751497; Hs.98370; cytccrircme P450, subfamOy IIS. potypept p450;TM=Y;SS=M; 4.48 

445143; U29171; Hi37891 8; casein kinase 1. delta; zM^C43anw^B_box^pkmase^^Z;TM^SS=N; 4.478092784 

421071; AI31 1238; Hs.104476; ESTs, Weakfy similar to CGHU1E collagen ; nons;TM=Y;SS=M; 4.477337111 

410590; BE615216; Hs.64746; chloride iritraceflular channel 3; none;TM^M;SS=N; 4.476 

438774; AA431620; Hs^79034; hypothefcaJ protein MGC2745; none.nona; 4.474874372 

410726; AI623B59; Hs. 1 5936; ESTs; pkmase.pro.isornerasejione; 4.47 

429903; AL1341 97; Hs.93597; cydto-dependent kinase 5, regulatory su; COK5_activator,none; 4.468 

426485; NM_006^; r^170040; ptateteWerr^ growth ' 

433646; AA603319; Hs. 1551 95; ESTs; p«i.hc<rteob<5xJlgj^^ 4.458 

410293; AK000047; Hs.61960; hypothetical protein; KJetra;TM=M;SS=N; 4.453020134 

453464; A! 884911; Hs.32989; receptor (calcitonin) acfivity rrodifying; none;TM=Y^S=N; 4.448198198 

410583; AW770280; Hs.36258; ESTs. Moderately similar to JC5238 galac; SH3,PDZ.GuanyteteJdn jione; 4.446927374 

441455; AJ271671; Hs.7854; zinenron regulated transporter-Oce; 2p;TM=Y;SS=M; 4.445010183 

453064; R40334; Hs.89463; potassium large conductance cakaunvacfi; none,none; 4.436480187 

443303; U67319; Hs5216; caspase 7, apoptosis-related cysteine pr; pkmaseJCEj)10JCej)20;TM=M;SS=M; 4.433411215 

41 1825; AK000334; Hs.352415; sdute carrier famQy 39 (zmc transport; SNF.2p;TM=Y;SS=N; 4.432765152 

42B376; AF1 19555; Hs. 18401 1; pyrophosphatase (inorganic); r^phcsphatase;TM=M;SS=N; 4.42857143 

429592; AB 029041; Hs.209646; KIAA11 18 protein; Troponin.Exo endo _phos,IQ;TM=MSS=N; 4.428 

419344; U94905; Ks777445; diacytglycerol kinase, zeta (104kO); ar^GKaOAGKrj,r^G^PE^;TM=M;SS=N; 4.426229508 
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427138; N77624; Hs.173717; phosphatfcfic acid phosphatase type 2B; PAP2jtone; 4.4234375 

414496; W73853; Hs.355424; ESTs; p!dnase.F5J : 8.type_C^h_5hoflrione; 4.42114094 

429432; AI678059; Hs.202676; synaptonemal complex protein Z none;TM=M;SS=N: 4.42 

429922; Z97630; Hs2261 17; HI histone family, member 0; rmker_histona;TM=M;SS=N; 4.419207317 

448700; AW208257; Hs.156326; Human DMA sequence from done RP1M45L2; none;TM=M;SS=N; 4.418181818 

435411;AW444619; Hs.138211; ESTs; none.pldnase; 4.414 

414581; AA256213; Hs.72010; ESTs; none,(^j3cyttrarisf 1 Cto)fira^ 4.41 

41B55B; AW082266; Hs.86131; Fas (TNFRSF6)^cdated via death domah death.DED-,; 4.408523909 

442259; AI69Q269; Hs201345; ESTs; Ace^itrar^,RhoGAP,FCH,SH3,Kelch.fn3; 4.406 

415860; D56051; Hs.78888; diazepam binding inhibitor (GABA recepto; ACBP;TM=M;SS=N; 4.404678363 

434419; AL040506; Hs.296938; dual specrfcity phosphatase 7; DSPc;TM=M;SS=N; 4.404 

404440; ; ; NM_.021048:Homo sapiens melanoma antigen.; MAGE;TM=M;SS=N; 4.4 

435542; AA687376; Hs.351226; ESTs; SH3jg,p.toe,PaspectriaRhoGEF f none; 4.394 

413367; NMJXJ6517; Hs.75317; solute carrier family 16 (rrorwcarboxyBc; sugarJr;TM=Y;SS=N; 4.39028777 

435732; AF 229 178; Hs.123136; leucine rich repeat and deaft domain con; none^one, 4.38490566 

427359; AW020782; Hs.79881; Homo sapiens cDNA FU23006 fis, done L; 7tm_1jwne; 4.382129278 

425749; AW328587; Hs.159448; surfeit 2; none; 4382 

417874; BE616160; Hs.82829; protein tyrosine phosphatase, non-recept; Yj>hosphatase;TM=Y;SS=N; 4381422925 

414806; D14694; Hs.77329; phosphaGdytserine synthase 1; PSS;TM=Y;SS=M; 4380681818 

431837; T79326; Hs.331967; olfactory receptor, famDy 2, subfamily ; none,7tm_3,5UsriANF_recepbn 4.376 

417115; AW952792; Hs.334612; small nudear ribonudeoprotein potypept; Srapkinase;; 4.370247934 

434876; AF 160477; Hs.61460; Ig superfamfly receptor LNIR; ig,Rhabd_gtycop;TM=Y;SS=M; 4.37 

430379; AF134149; Hs.240395; potassium channel, subfamily K, member 6; briJrans;TM=Y;SS=M; 4.367777778 

403912; ; ; C5000394*:gil12737280JrefiXP„00668Z2l k; none;TM=M;SS=N; 4.357684478 

425268; AF083420; Hs.168913; serine/threonine kinase 24 (Ste20, yeast; pkinase;; 4356348449 

434263; N34895; Hs.79187; ESTs; ig,none; 4.358527132 

404760; ; ; Target Exon; cadherin;TM=M;SS=M; 4.356 

413076; U10564; Hs.75188; weel (S. pombe) homotog; pWnase;TM=M;SS=N; 4.35472973 

420757; X78592; Hs.99915; androgen receptor (dihydrotestosterone r, rtorrnonejec,2f^Androgen_recep;TM=M;SS=N; 4.354 

42681 2; AF105365; Hs.172613; solute carrier Camay 12 {rjotassiurn/chto; none;TM*Y;SS=N; 4.353244838 

431674; AA098901; Hs.301642; G-protein coupled receptor; none,GCV_H; 4.35 

431886; L77954; Hs271980; mitogen^cBvated protein kinase 6; pldnase;TM=M;SS=N; 4 .347893916 

447719; BE387402; Hs.19333; hypothetical protein FU 10349; adenytateldnase f ATP^TM=M;SS=N; 4.346007605 

424837; BE2761 13; Hs.333034; f^acetyltransferase, homotog of S. cerev; Acetyttransf;TM=M;SS=N; 4344 

449437; AI702038; Hs.100057; Homo sapiens cONA: FU22902 6s, done K; none.none; 4334722222 

411768; NM.013371; Hs.71979; inteneukin 19; IL10;; 4.322 

445350; AF052112; Hs.12540; rysophosphottpase I; abhydrolase_2;TM=M;SS=N; 4320359281 

425964; AW889928; Hs.9071; progesterone membrane binding protein; horneobox,rtone; 4316667925 

450998; BE387614; Hs.25797; spSring factor 3b, subunit 4, 49kD; rrm;TM=M;SS=N; 4316573557 

408908; BE296227; Hs.250822; serine/threonine kinase 15; pHnasen 4316 

400290; H18836; Hs.31608; hypothetical protein FU20041; none,CysJawt 4.314728682 

438899; AF085833; Hs. 135624; ESTs; noiw ( R3_Pi4Jdri3se^3KaR3K>C2^l3K^rrxlPI3Kj)85B; 4.314084507 

418883; BE387036; Hs.1211; add phosphatases, tartrate resistant; Metaltophos;TM=M;SS=M; 4312121212 

419607; R52557; Hs.91579; Homo sapiens done 23783 mRNA sequence; IMP4;TM=M;SS=N; 4304407714 

421532; AW 138207; Hs.146170; hypothefical protein FU22969; ArmadiHo_seg,HEAT;TM=M;SS=N; 4.304 

430017; AA263172; Hs.35; protein tyrosine phosphatase, non-recept; Yjtephatase;TM=M;SS=M; 4.302 

447224; BE617125; Hs.142076; gb:601441664F1 f5lH.MGC_65 Homo sapiens c; none;NA;NA; 4.302 

425424; NM_004954; Hs.157199; ELKL motif kinase; pkmase,UBA f KA1;TM=M;SS=N; 4301639344 

454042; H22570; Hs.47660; hypothefical protain FLJ20093; ig I pkir«se 1 LRR.LRRNT l LRRCT t norie; 430141844 

446143; BE245342; Hs.306079; sec61 homotog; NUDIX^ecY.EI Jer^drog,trarekeUwTM=Y^S=M; 4.300872093 

428981; BE313077; Hs.93135; ESTs, WeaHy simBar to ALU2.HUMAN ALU S; nono^rm; 4292620865 

432562; BE531048; Hs.278422; DKFZP586G1122 protein; zM2H2;TM=M;SS=N; 4.290258449 

432945; AL0436B3; hte.8173; hypothetical protein FU 10803; none;TM=M;SS=M; 4288405797 

421921; H83383; Hs.355993; transtocase of inner mitochondrial membr; rf-Trm10J)DP,eflraitf,CH£p 4284 
448564; AL044962; rte.21453; inositol 1 ,4,5^isphosphate 3^dnase C; IPK,~ 4.28057554 
453941; U39817; Hs.36820; Bloom syndrome; DEADJieflcase_C,HRDC;TM=M;SS=N; 4.28 

437712; X04588; Hs35844; neurotrophic tyrosine kinase, receptor, ; TropornYOsin,pfee,U^L^^ 4277477478 
417426; NMJJ02291; Hs.82124; laminin, beta 1; laminm_EGF ( lammrjOtt^ 4276162791 
450296; AU041949; Hs.24756; hepatocyta growth factor-regulated tyros; none^one; 4273927393 
438012; AA393254; Hs.43619; ESTs; ArmaaTtoseg.none; 4.273134328 
409619; AK001015; Hs.55220; BCL2-associated athanogene 2; BAG;TM=M;SS=N: 4273109244 
418529; AW005695; Hs.250897; TRK-fused gene; BaruL41,ERM,pkmaseWlRRCT.^ 
4.272123894 

415214; A1445236; Hs.125124; EphB2; fn3^dnase,SAM,EPHJbd;TM=Y;SS=M; 4258 

438233; W52448; Hs.56147; ESTs; Neur.chan JBO.Neur_charunernb.MAGE; 426284585 

429019; AA443280; Hs279907; myosin MA; rnyosio.head < pkmase,PRKIQ;TM=M;SS=N; 4262 

424959; NM_005781; Hs. 153937; activated p21cdc42Hs kinase; la7i,Wh_C,SH3,rj)dnase,UBA;TM=M;SS=N; 4258695652 

453655; AW960427; Hs342874; transforming growth factor, beta recepto; zona.peOudda.none; 4257208766 

417414; AA434589; Hs367676; dUTP pyrophosphatase; dUTPaseJCRAB^ 4251785714 

453905; KM.002314; Hs.36566; UM domain kfnase 1; pWnase,UM.PDZ^f-PARP;TM=M;SS=N; 4249116608 

424232; AB015982; Hs. 143460; protein kinase C, rru; pWnase,DAG_PE-brnd,PH;TM=M;SS=N; 4.247692308 

404883; ;; ENSP(K)0()02160mSc)alun^lurx» ' 

41S07; L35645; Hs.73964; EphA4; fn3,pWrjase.SAM£Pa.lbd;TM=Y;SS=M; 4239285714 

41 1 089; AA456454; Hs.355702; ceO division cycle 2-fika 1 (PITSLRE pr; none^one; 4237313433 

436957; AA902488; Hs. 122952; ESTs; none, DAGKr^OAGKa,RA, DAG_PE-bind; 4238 

452568; AA805634; Hs.300870; Homo sapiens mRNA; cONA DKFZp547M072 (fr; POJ^Janase;TM=M;SS=M; 423537415 

433535; AF111 106; Hs.3382; protein phosphatase 4. regulatory subuni; HEAT;TM=M;SS=N; 4234793187 

432728; NMJJ05979; Hs.278721; HLAdassQ region expressed gene KE4; 2pJ^chan;TM-Y;SS=Wfe 4.234545455 

416350; AF1 88625; Hs.189507; phc^phoDpase A2, group UD; phosfip;TM=M;SS=Y; 4234 

409533; AW9 59543; Hs. 144609; mtogen-acfivated protein kinase kinase ; PepSdase_C48^one; 4230666667 

427127; AW802282; Hs. 22265; pyruvate dehydrogenase phosphatase; PP2C^ona; 4228009259 

403362; ; ; NH.001615*:Homo sapiens aeon, gamma 2. ; acting 422688478 

417866; AW067903; Hs.82772; collagen, type 50, alpha 1; Coaagen.COm.TSPNJaminin_G,CorA: 4226388889 

249 



WO 03/042661 



PCT/US02/36810 



428897; AJ245719; Hs. 194385; hypothetical protein FU20234; SH2;TM=M;SS=N; 4.224731183 

425771; BES61776; Hs. 159494; Barton agammaglobufinemia tyrosine kinas; SH2.SH3,pklnase,PH.BTK;TM=M;SS=N; 4.22358421 1 
418566; C21220; Hs.321717; hypothetic^ protein FU10875; 2f-C2H2.BTB,K^tetra,7tmJ; 4.222807018 
454038; W27953; Hs.217493; RakophiKn; none,none; 4.22 

424381; AA285249: Hs.146329; protein kinase Chk2 (CHEK2); pkinase,FHA,OnaJ;TM=M;SS=N; 4.21875 

419223; X6011 1; Hs.1244; C09 antigen (p24); transmembrane4;TM=Y;SS=M; 4.217130515 

436756; Z18364; Hs.1 98298; v-src avian sarcoma (SdimidtRuppn A-2); noncnone; 4.216 

450167; AA446404; Hs.24563; NTF2-related export protein 1; NTF2;TM=M;SS=N; 4.215163934 

416224; NM_002902; Hs.79088; reticutocalbin 2, EF-hand calcium bindin; emand;; 4512041885 

432539; AL138169; Hs578378; karyopherin beta 2b, transporfin; none,DS,UPF0139,Oyco„hydro_38; 4.207407407 

416661; AA634543; Hs.79440; fGF-11 mRMA-binding protein 3; KrWomain^TM^SS=N; 4.206 

432284; AA532807; Hs587740, ESTs; pkinase.none; 4.205454546 

418758; AW959311; Hs.172012; hypothetical protein DKRp434J037;pkinasejyO1;TM=M;SS=N; 4.204142012 

450056; BE047394; Hs.502; ESTs, Weakry similar to S71512 hypotheti; ABCJranABCjnernrjrane.lg.MHCJLbete.SRPKpro 4.202572347 

412817; AL037159; Hs.74619; proteasome (prosome, macropain) 26S subu; PCjep;TM=M;SS=N; 4.202061856 

425394; AA356730; Hs.323949; kangai 1 (suppression of tumorigenicfly ; trarismembrane4.none: 4.195014663 

449335; AW150717; Hs.345728; STAT induced STAT inhibitor 3; SH2;TM=M;SS=N; 4.192248062 

41 5023; AA932145; Hs.355397; Homo sapiens done TCCOAD0164 mRNA sequ; none;MA;NA; 4.192 

443907; AU076484; Hs.9963; TYRO protein tyrosine kinase binding pro; none;TM*M;SS=Y; 4.191878981 

445330; R52656; Hs.21691; ESTs; 7tmJjione; 4.189922481 

430016; NM_004736; Hs.227656; xenotropic and polytrapic retrovirus rec; SPX,EXS;TM=Y;SS=N; 4.188333333 
434633; AI189587; Hs.120915; ESTs; SH3,PH r RhoGAP,none; 4.187106918 

452908; AB001451; Hs.30965; neuronal She adaptor hornoiog; SH2^D^_carbOpeptTM=M;SS=N; 4.186885246 
439318; AW837046; Hs.6527; G protem-coupled receptor 56; 7tm_2,CvtC_asm,GPS;TM=Y;SS=M; 3.930957684 
432201; A1538613; Hs.238241; Transmembrane protease, serine 3; tdLrecerX.a,trypsin;TM=Y;SS=M; 3.893103448 
428969; AF120274; Hs. 194689; artemm; TGF-beta;; 3.884030418 
444633; AF111713; Hs. 12284; JuncOonai adhesion molecule 1;ig;TM=Y;SS=M; 3.831669044 

432305; M62402; Hs.274313; insulin-like growth factor binding prate; thyragiobutin_1,IGFBPA2M_N;TM=M;SS=N; 3 J42995346 

405547; ; ; NM_01 8833": Homo sapiens transporter 2. A; ABC_tran 1 SRP54ABC_membrane;TM=Y;SS=M; 3.676 

407853; AA336797; Hs.40499; dickkopf (Xenopus laevis) hornoiog 1; none;TM=M;SS=Y; 1634 

426427; M86699; Hs.169840; TTK protein kinase; pkJnase;; 3.562 

427585; D31 152; Hs.179729; collagen, type X, alpha 1 {Schmid metaph; C1q,Coflagen;; 3.49 

405546; ; ; rTM_018833*:Homo sapiens transporter 2, A; ABC_tran f SRPM^C_merrt)rane;TM=Y;SS=M; 1422661 871 

439820; AL360204; Hs.283853; Homo sapiens mRNA fuB length insert cDN; ncne,none; 3.402 

404210; ; ; NM.005936;Homo sapiens myeloid/hyrnphdd ; FHA,PDZ,RA,DIL;TM=M;SS=N; 3.368807339 

424522; AL134847; Hs.1 49957; ribosomal protein S6 kinase, 90kO, polyp; pkmase t pkrnase_C;; 3.213402062 

418678; NM.001327; Hs.87225; cancartestis antigen (NY-£SO-1); none;TM=M;SS=N; 3.084 

451106; BE382701; Hs.25960; N-MYC oncogene; HUiMyc_N_terrn;TM=M;SS=N; 155 

TABLE 17B 

Pkey: Unique Eos probeset idenfifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

418869 12789 J4 AA229762AA230035 

TABLE 17C 

Pkey: Unique number corresponding to an Eos probeset 

Ref. Sequence source. The 7 (figjt numbers m this column are Genbank Identifier (Gl) numbers. Dunham I. et aL' refers to the pubDcation entitled The DMA 

sequence of human crirornosome 21" Dunham LetaL, Nature (1999) 402:489495. 

Strand: Indicates DNA strand from which exons were predicted, 

reposition: Indicates nucleotide positions of predicted axons. 



Pkey 


Ref 


Strand 


NlpostGon 


402075 


8117407 


Plus 


121907-122035,122804.122921,124019-12416 


401781 


7249190 


Minus 


83215-83435,83531-83656,83740*39013423 


405484 


5922025 


Plus 


199214-199579,199672-199920,200262-20049 


405932 


7767812 


Minus 


123525-123713 


400517 


9796686 


Minus 


49996-50346 


402328 


4464283 


Mrrus 


13758-13922,14558-14752 


405545 


1054740 


Plus 


118677-118807,119091-119296,121626-12182 


402330 


4464283 


Minus 


15325-15380,15484-15588,15842-15915 


404440 


7528051 


Plus 


8043O-81581 


403912 


7710730 


Minus 


72000-72290.72431-72700,72929-73199 


404760 


7767724 


Plus 


223266-223352,224472-224585 


404883 


5101762 


Minus 


94626-94730,96998-97069 


403362 


8571772 


Plus 


54099-64260 


405547 


1054740 


Plus 


124361-124520,124914-125050 


405546 


1054740 


Pius 


124010-124183 


404210 


5006246 


Plus 


169926-170121 



Table 18A: 194 Up-Regulated Genes in Uterine Cancer Versus NcrniaJ AduU Tissues 

Table 18A lists about 1 94 genes up-regutated in uterine cancer compared to normal adult tissues. These were selected from 59680 probeseis on the Afiymetrix/Eos-Hu03 GeneChip 
array such that the ratio of "average" uterine cancer to "average" normal adult tissues was greater than or equal to 10. The 'average* uterine cancer level was set to the 2 1 * highest 
amongst uterine cancers. The "average" normal adult fesue level was set to the 90 s percentile value amongst ncn-malignant ussues. to order to remove gene-specific background 
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levels of non-specific hybridization, the 19* percentile vafue amongst non-malignant tissues was subtracted from both the numerator and the denominator before the ratio was 
evaluated. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigeneiD: Unigene number 

Unigene Title: Unigene gene CUe 

R1: Ratio of tumor vs. normal tissue 
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Pkey ExAccn 



UnigeneiD Unigene Title 



449034 
435094 
438817 
421478 
452838 
450451 
428153 
428187 
438993 
436775 
430491 
441377 



A1624049 

AI560129 

AJ023799 

A1683243 

U85011 

AW591528 

AW513143 

AI687303 



400292 



AA731111 

AL109791 

BE218239 

X07820 

AA250737 



Hs.277523 

Hs.163242 

Hs.97258 

Hs.30743 

Hs.202072 

Hs.98367 

Hs.285529 

Hs.52620 

Hs.291891 

Hs.241559 

Hs.202556 

Hs.2258 

Hs.72472 



442438 AA995998 
447350 AI375572 
453964 AI961486 
443830 A1142095 
459325 AW088369 
415245 N59650 
446608 N75217 
426635 BE395109 
433426 H69125 
437960 A1669586 
441081 A1584019 
440048 AA897461 
447835 AW591623 
440870 A] 687284 
412925 AI089319 
408562 AI436323 
429272 W25140 
453197 A19162S9 
437933 AI950087 
420610 AI683183 
448672 At955511 
452461 N78223 
413335 A1613318 
44S611 AI970394 
449260 AA741180 
412140 AA219891 
443715 A1583187 
432113 AA935055 
424834 AKD01432 
410658 AW105231 
426465 AI758948 
446704 AI337228 
419503 AA243642 
444342 NM.014398 
436076 A1193277 
406687 M31126 
445258 AI635931 
440901 AA909358 
434636 AA083764 
429334 D63078 
418852 BE537037 
459583 A1907673 
436787 AA908554 
400301 XD3635 
428771 AB028992 
444929 AI685841 
453922 AF053306 
405609 

410102 AW248508 
433283 8E041135 
443270 NMJXM272 
410247 AF181721 
422589 AA312735 
452771 T05477 
407276 AB64186 
420440 NMJH2407 
451105 AI761324 



Hs.1939 
Hs.12744 
Hs.143273 
Hs^82184 
Hs.27252 
Hs.257846 
Hs.129327 
Ks.133525 
Hs^22194 
Hs.169006 
Hs.158469 
Hs.164129 
Hs.150539 
Hs.179243 
Hs^1141 
Hs.110567 
Hs.109057 

Hs.99348 
Hs.225106 
Hs.108106 
Hs.48442 
Hs.197075 
H&29879 
Hs.73625 
Ks.9700 
Hs.152385 
Hs.153408 
Hs.192035 

Hs.197083 
Hs.137422 
Hs.10887 
Hs.120954 
Hs^72620 
Hs.147613 
Hs.1 28612 
Hs.241334 
Hs.186180 
Hs^73294 

Hs.1 92756 
Hs.1657 . 
Hs.193143 
Hs.161354 
HsJ6708 

Hs.279727 
Hs.175622 
Hs.9192 
Hs.61345 
Hs.179725 



Hs57644 



gbis41a09Lx1 NCLCGAPJJH Homo sapiens cDNA 

EST 

ESTs 

ESTs 

Preferenfialty expressed antigen in melanoma 
ESTs 

hypothetical protein FU 22252 

G protein-coupled receptor 49 (GPR49) {HG38) 

kitegrin*, beta 8 

ESTs 

Homo sapiens mRNA full length insert cDNA do 
ESTs 

Matrix MetaUoprotemase 10 (Stromolysin 2) 
BMPR-lb^one rnorphogeneCc protein receptor lb 
predicted exon 

gbujs26b03.s1 NCi_CGAP_Krd5 Homo sapiens cONA 

HER4(c-erb-B4) 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs, Moderately simitar to plakophiun 2b [H 
ESTs, Weakly similar to envelope protein [lis 
ESTs 

Homo sapiens cONA FU 13793 fa. done THYRO10 
ESTs 

Roundabout homotog 2 transmembrane receptor (robo2) 
ESTs 

ESTs, Weakly similar to ALU5 HUMAN ALU SUBFAM 
ESTs; Weakly similar to Gag-Pd pdyprotein 
dlstaWess homeo box 5 
ESTs 

transcription factor 

ESTs 

ESTs 

ESTs 

RAB6 interacting, kmestn-tike (rabkinesinS) 

cycEnEI 

ESTs 

Homo sapiens cDNA RJ10570 fis. done NT2RP20 
ESTs 

gtrfy16f07ji1 NO jCGAP_Ut3 Homo sapiens cDNA 

ESTs 

ESTs 

sMartolysosome-assodatedmembraregty^ 
ESTs 

pregnancy specific beta-1-gfycoprotein 9 

ESTs 

ESTs 

ESTs 

Homo sapiens cDNA: FU 23038 Gs, done LNG020 
hypothefcal protein FU20069 
gb:IL-8T152-080399404 BT152 Homo sapiens cDN 
ESTs 

Estrogen receptor 1 
WAA1069 protein 
ESTs 

budding uninhibited by benzimid azotes 1 

predicted exon 

ESTs; 

ESTs 

Homer, neuronal immediate early gene, 1B 

RU2S 

ESTs 

gb£ST03366 Fetal brain, Stratagene (cat93620 
gbap«34h07j(1 NQ_CGAP_Ut4 Homo sapiens cDNA 
nianunaglobm 2 

gtew6CM1.x1 NCLCGAP_Co16 Homo sapiens cONA 
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R1 

55.7 

45.2 

4Z6 

35.2 

27.3 

26.0 

24.8 

24.2 

16.7 

14.3 

13.5 

13.5 

\22 

10.7 

10.1 

10.0 

9.8 

9.7 

9.1 

9.0 

8.9 

8.9 

8.8 

&7 

8.5 

8.3 

7.3 

11 

7.1 

7.0 

7.0 

6.9 

6.3 

6.2 

6.2 

6,1 

&1 

6.1 

6.0 

6.0 

6.0 

6.0 

5.9 

5.7 

5.7 

5.7 

as 
as 

&4 
5.4 
5.3 
5.3 
5.3 
5.3 
5.2 
S2 
52 
52 
5.1 
5.1 
5.0 
5.0 
5.0 

ao 

4.8 
4.8 
4.7 
4.7 
47 
47 
4.6 
4.6 
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453616 NM.003462 
424115 AA335497 
414245 BE148072 
423244 AL039379 
441031 AI1 10684 
447048 AW393080 
456861 AI630223 
428758 AA433988 
420149 AA255920 
433479 AW511459 
449416 A1651016 
457551 AW821319 
450109 A1539295 
435954 AA740151 
415511 AI732617 
410153 BE311926 
406411 

416209 AA236776 
416456 H57052 
454692 AW813350 
452249 BE394412 
436211 AK001581 
449765 N92293 
434988 A1418055 
423515 AA327017 
435407 AI149774 
440886 AW511032 
444783 AK001468 
452039 AI922988 
407300 AA102616 
425176 AW015644 
449433 A1672096 
419335 AW960146 
422711 D60641 
453096 AW294631 
441962 AW972542 
445034 AW293376 
418677 S83308 
422219 AW978073 
440304 BE159984 
421863 A1952677 
431322 AW970622 
400250 

428227 AA321649 
420092 AA814043 
415138 C18356 
437212 AI765021 
409867 AW502161 
421477 AI904743 
427119 AW880562 
458154 AW816379 
434539 AW748078 
424717 H03754 
412078 X69699 
447342 AI199268 
413472 BE242870 
446619 AU076643 
453891 AB037751 
443613 AI079356 
441285 NM-002374 
409731 AA125985 
417847 AI521558 
441484 AA935481 
415802 M169515 
448112 AW245919 
428330 U2524 
402606 

407905 AW103655 
424917 AI636208 
436982 AB018305 
451842 AW20539 
455666 BE065813 
431731 BE266322 
443695 AW204099 
410356 AW975168 
406030 

409745 AA077391 
430481 AA479678 
437641 AA811452 



Hs.33846 

Hs.293955 

HsJ5850 

Hs.209602 

Hs.7645 

Hs.228320 

Hs.98502 
Hs.88095 
Hs.249972 
Hs.246311 



Hs.17957 
Hs.130425 
Hs.182362 
Hs.15830 

Hs.79078 
Hs.176625 

Hs.61252 

Hs.80961 

Hs.206832 

Hs.161160 

Hs,162204 

Hs.1 17178 

Hs.190516 

Hs.62180 

Hs.172510 

Hs.120769 

Hs.301430 

t&9012 

Hs.284137 

Hs.21739 

Hs.11325 

Hs.289008 

Hs.1 60323 

Hs.87224 

Hs.125395 
Hs.108972 



Hs^248 
Hs.88045 
Hs.78045 
Hsi10775 

Hs.104650 
Hs.114574 

Hs.214410 

Hs.152213 

Ks.73149 

Hs.19322 

Hs.75379 

Hs313 

Hs.3B353 

Hs.167 

Hs£6145 

HsJffl8312 

Hs.58972 

Hs.6006 

Hs^01018 

Hs.2256 

Hs.252905 
Hs.96901 
Hs5378 
Hs.267087 

Hs311374 
Hs.1 12759 
Hs.13337 



Hs.203269 
Hs391911 
415211 R64730xomp Hs 155986 
443450 N66045 Hs.1 33529 
457438 NWL014053 Hs*70594 
451254 AI571016 Hs.172967 



dynein, axonemal, tight htermediate polype pt 4.6 

ESTs " 4.6 

WAS protein family, member 1 4.6 

ESTs, Weakly similar to ubiquitous TPR motif, 4.5 

fibrinogen, B beta potypepfide 4.5 

Homo sapiens cONA: FU23537 fis, clone LNG076 4.4 

PHD finger DMA binding protein isoform 1 {int 4.4 

Homo sapiens cDNA FU 14303 fis, done PLACE20 4.3 

ESTs 4.3 

ESTs 4.3 

ESTs 4.3 

Homo sapiens cDNA: FU23296 fis, done HEP106 4.3 

ESTs 4.3 

ESTs 4.3 

ESTs 4.3 

Homo sapiens cDNA FU12691 fis, done NT2RM40 4.3 

predicted exon 4.2 

MAD2 (mitotic arrest deficient, yeast, homoto 4.2 

hypothetical protein EDAG-1 4.2 

gb:MR3ST0192-10010(M)24-g07 4.1 

ESTs 4.1 

polymerase (DMA directed), gamma 4.1 

EST, Moderately simitar to ALU8.HUMAN ALU SUB 4.1 

ESTs 4.1 

ESTs 4.0 

ESTs 40 

ESTs 4.0 

ESTs 4.0 

ESTs 4.0 

Homo sapiens cDNA FU20463 fis, clone KAT0614 4.0 

ESTs, Moderately similar to TEF1JHUMAN TRANSC 4.0 

ESTs 3.9 

Homo sapiens cONA FU12888 fis. clone NT2RP20 3.9 

Homo sapiens mRNA; cOMA OKFZp586l1518 3.9 

ESTs 3-9 

Homo sapiens cONA: FU21814 fis, clone HEP010 3.9 

ESTs 3.8 

SRY (sex deterrninirtg region Y)-box 5 18 

gb:EST390182 MAGE resequences 18 

ESTs 3.8 

Homo sapiens mRNA; cOMA DKFZp434P228 18 

gb£ST382704 MAGE resequences, MAGK 18 

IN^^^M-GAMMAINDUCED PROTEIN 18 

ESTs 3.8 

essuefactorpathv^rnhibitor2TFPI2 18 

ESTs 18 

gb:UWiF^R()p#-g-12-<)4ilJl NIH JAGC_52 17 

hypothefcal protein FU 10292 17 

ESTs 17 

gfcQV4-ST0234.181 199-035-gOI ST0234 17 

ESTs 17 

wingless-type MMTV integration site family 17 

paired box gene 8 (PAX-8) 17 

ESTs: Weakly similar to HI! ALU SUBFAMILY J 3.7 

solutB carrier family 1 (giial high affinity 17 

secreted phosphoprolein 1 (osteopontm) 17 

Honw sapiens mRNA full length Insert cDNA do 17 

gbxjz39b09^1 Scares JtiiHMPu_S1 Homo sapiens c 16 

rnrcrotiibute-assodated protein 2 16 

thymosin, beta, identified in neuroblastoma c 16 

Homo sapiens cDNA: FU22316 fis, dona HRC052 16 

ESTs 16 

ESTs 3.6 , 

ESTs _ 16 

matrix rretafloproteinase 7 (malnr/sin) 16 

predicted exon 16 

ESTs 16 

Homo sapiens cONA: FU23049 fis, done LNG025 16 

spondin 1 , (f-sponcTn) extraceBular matrix p 16 

ESTs,Mrjderatetysin%rtoALU4_HUMANALUSU 16 

gb:RC2-BT031 8-1 101004)1 2-a08 BT0318 Homo sapi 16 

ESTs, Weakly similar to SP49_HUMAN SPUCEOSOM 3.6 

ESTs, WeaWy similar to AF1 26780 1 reSnat sh 16 

EST s, WeaWy similar to urmamed protein produ 3.6 

predicted exon 16 

gb:7B14E12 Chromosorrte 7 Fetal Brain cONA Libr 15 

ESTs, Ktoderately surfer to ALU8.HUMAN ALU SU 15 

ESTs 15 

ESTs; Highly similar to SPERM SURFACE PROTEIN 14 

ESTs 14 

FLVCRprotem 14 

ESTs 14 
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419563 AA526235 Hs.193162 Homo sapiens cONA FU 11983 fe, done HEMBB10 3.4 

427778 AA412323 Hs.105323 ESTs 3.3 

435031 AI632091 Hs.1 16877 ESTs 3.3 

407366 AF026942 gb:Homo sapiens ctg33 mRNA, partial seqcenca 3.3 

417411 AW500008 Hs.6966 Human DNA sequence from done RP1-187J 11 one 3.3 

431548 AI834273 Hs.9711 Homo sapiens cDNAFU13018fis, done NT2RP30 3.2 

432415 T16971 Hs.289014 ESTs 3.2 

423126 AA322245 Hs.290165 ESTs 3.2 

433420 AJ674093 Hs.293961 ESTs 12 

435174 AA687378 Hs.194624 ESTs 3.2 

444743 AA045648 Hs.11817 nuOKfrudeosidealphtisphatermkednioielyX 3.2 

452588 AA889120 Hs.110637 HomeoboxAlO 3.2 

427304 AA761526 Hs.163853 ESTs 3.2 

419917 AA320068 Hs.93701 Homo sapiens mRNA; cDNA DKFZp434E232 (from d 3.1 

417728 AW138437 Hs^4790 WAA1573 protein 3.1 

419356 AI656166 Hs.7331 ESTs 3.1 

458627 AW088642 Hs.97984 ESTs; Weakly similar b WASP-famfly protein ( 3.1 

435185 AA669490 Hs.289109 dlmelhylarginine GTrrffithytamirwhydrolase 1 11 

416623 N74925 Hs.38761 Homo sapiens cDNA:FU21 564 fis, done COL064 3.1 

405174 predicted exon 3.1 

403776 predicted exon 3.1 

426274 D38122 Hs.2007 tumor necrosis factor (Hgand) superfamity, m 3.1 

431255 AA497043 Hs.115685 ESTs 3,1 

442353 BE379594 Hs.49136 ESTs 3.1 

456662 KM 002448 Hs.1494 msh (Drosophila) homeo box homotog 1 (former! 11 

416530 U62BQ1 Hs.79351 kafBkrein 6 (neurosin, zyme) 3.1 

454392 BE260893 gte601 150677F1 NIH_MGC_19 Homo sapiens cONA c 3.1 

406400 kaflikrein 8 (neuropsln/ovasfn) 3.0 

439949 AW979197 Hs.292073 ESTs 3.0 

430704 AWB13091 gbJ?C35T01 86-240400-1 11-d07 ST0 186 Homo sapi ' 3.0 

401517 predicted exon 10 

417830 AW504786 Hs.132808 epilr^celltransforrn^^ 10 

435267 N23797 Hs.110114 ESTs . 10 

426384 AI472078 ESTs 10 

422797 AB033064 Hs.120908 KIAA1 238 protein 10 

428832 AA578229 gb:nB2b12i}1 NCLCGAP..HSC1 Homo sapiens cONA 10 

449722 BE280074 Hs.23960 cycfinBI 10 

418478 U38945 Hs.1 174 cydtrwiependent kinase inhibitor 2A 10 

422689 AW856665 gb:RC3^T0297-29010W)13^03 CT0297 Homo sapi 10 



TABLE 18B 

Ptey: Unique Eos probeset identifier number • 

CAT number. Gene duster number 

Accession: Genbank accession numbers 



Pkey CAT number Accession 

409745 115237 1 AA077391 AI347618 AI361 453 AI088754 AW207491 AVi^12AA921874AA286833M150722BE1523MAW188822BE152450 

409867 1156530J AW502161 AW502587 AW502345 

422219 213547 J AW978073 AW978072 AA807550 AA306567 

422689 219896J AW856665 AA31 5006 AW354733 

426384 266211.1 A1472078AA377209 AA865807 

426465 267664J AI758948 AA379527 AA379948 AA379262 AW963933 

428832 296144 1 AA578229 AA438432 AA481 375 AA4813S3 

430704 322217J AW813091 AW206655AA484440 

431322 331543.1 AW970622 AA5O3009 AA502998 AA502389 AA502805 T92188 

437938 44573.2 A1950087 M70208 R97040 N36809 A13081 19 AW967677 N35320 A1251473 H59397 AW971573 R97278 W01 059 AW967671 AA908598 

AA251875 AI820501 AI820532 W87891 T85904 U71456 T82391 BE328571 T751Q2 R34725 AA884922 BE328517 AJ 21 9788 AA884444 N92578 F13493 
AA927794 A1560251 AW874068 AL134043 AW235363 AA663345 AW008282 AA488964 AA283144 A1890387 AI950344 AI741346 AI6B9062 AA282915 
AW102B98 AI872193 AI763273 AW173586 AW1 50329 AI653832 A176268B AA988777 AA488892 AI356394 AW103813 A1539642 AA542789 AA856975 
AW505512 A19S1530 AW629970 BE612881 AW276997 AW513601 AW51 2843 AA044209 AW856538 AA1 80009 AA337499 AW961 101 AA251669 
AA251874 A1819225 AW205862 A168333B AI858509 AW276905 AI633006 AA972584 AA908741 AW072629 AW513996 AA293273 AA969759 N75628 
N22388 H84729 H60052 T92487 AI022058 AA780419 AA551005 W80701 AW6 1 3456 Al 373032 A1564269 FD0531 H83488 W37181 W78802 R66056 
AI0O2839 R67840 AA300207 AW959581 T63226 F04005 

438993 467651.1 AA828995AA834879AI926361 

442438 542469 1 AA995998 A1916584 R61781 T77332 F07756 F08149 F07647 

443613 575391.1 AI079356W23287 

449034 794817 1 AW24049AW1 17770 AI858360 

451105 859083 1 AI761324AW880941 AW880937 

452771 930983 1 T05477 T07855AI917711 

454392 115882.1 BE260893AA078319RB5057AW803024 H85811 AA078293 
454692 1229118.1 AW813350AW815082 AW81 3476 AW81 3383 
455666 1349545.1 BE065813 BE065788 BE065889 BE055832 
458154 491768 1 AW816379 AAS88282 AA873046 AA879195 
458881 798085.1 A1630223 A1630470 



TABLE 18C 

Pkey. Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers In this column are Genbank Identifier (GO numbers. 'Dunham I. et at' refers to the pubfcafion entitled Trie DNA sequence of 

human dvtxnosome 22.' Dunham I. et aL, Nature (1999) 402:489-495. 
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Strand: Indicates DNA strand from which exons were predicted. 
Ntposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposifion 


401517 


7677912 


Plus 


29278-29770 


402606 


9909429 


Minus 


81747-82094 


403776 


7770611 


Minus 


1414-15U1624-1756 


403899 


7381715 


Minus 


91 44-9350 


405174 


7108030 


Minus 


102814-103063 


405609 


5757553 


Minus 


42814-43010 ( 43583^783,4486345033.4642W65M.4781548Qtt^ 








52918,55469-55601,57111-57307,58169^8296,60215^0332,61482-61727 


406030 


8312328 


Minus 


96123-96547 


406400 


9256298 


Rus 


1553-1712,1878-2140,4252-4385,5922-6077 


406411 


9256407 


Plus 


7400-7527 



Table 19* 225 Up-ReguJated Genes Encoding ExtraceButar/Cen Surface Proteins, UTERINE Cancer Versus Normal Adult Tissues 

Table 19A lists about 225 genes up-regulated in uterine cancer compared to normal adult tissues that are likely to encode extracellular or cell-surface proteins. These were selected 
as for Table 18A, except that the ratio was greater than or equal to 2.0, and (he predicted protein contained a structural domain that is indicative of extracellular localization (&g. ig. 
fn3, egf, 7Un domains, signal sequences, transmembrane domains). The predicted protein domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccrc Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene tifie 

PS Domain: Protein Structural Domain 

R1 : Ratio of tumor vs. normal tissue 



PIcpv 


ExAccn 


1 IntnonelD 
ui uy&i RJIL/ 


1 tnfapna Hflp 




U 65011 




Profpfpfitfallv PYnrpcepH anlioen in melanoma 


438993 


AA828995 


Hs.52620 


mtegrin, beta 8 


400289 


xrt7R9n 


Hs.2258 


Matrix MetaDo proteinase 10 (Stromo 


t HKJDUO 


N75217 




ESTs 


433426 


nOa Li. J 


[Hi 1 J OUCH 


ESTs 


•MUO/U 


AIRR79R4 


no. I oKJOOiJ 


Hnmn «anlpn<i pDMA PI J137Q3 fe do 


408562 


AI436323 


Hs.31141 


Roundabout homolog 2 transmembrane 


420610 


A1683183 


Hs.99348 


disiaHess hcmeo box 5 


412140 


AA219691 


HS73625 


RAB6 interacting, kbestn-Cke (rab 


443715 


AI583187 


Hs.9700 


cydmEl 


432113 


AA935Q65 


Ks.152385 


ESTs 


419503 


AA243642 


Hs.137422 


ESTs 


444342 


NM.014398 


Hs.10887 


similar to rysoscm©- associated roemb 


436076 


AI193277 


Hs.120954 


ESTs 


406687 


M31126 


Hs.272620 


pregnancy specific beta-1-gryooprot 


418852 


BE537037 


Hs.273294 


hypothetical protein FU20069 


4595B3 


AI907673 




gb:IL-BT152-08039M04 BT1 52 Homo s 


400301 


X03635 


Hs.1657 


Estrogen receptor 1 


405609 






predicted exon 


453922 


AF053306 


Hs.36708 


budding uninhibited by benzimidazcl 


410102 


AW248508 


Hs.279727 


ESTs; 


433283 


BE041135 


Hs. 175622 


ESTs 


443270 


NM.004272 


H&9192 


Homer, neuronal Immediate early gen 


410247 


AF181721 


Hs.61345 


RU2S 


422589 


AA312735 


Hs. 179725 


ESTs 


407275 


AI364186 




flb:qw34h07 jcI NCI_CGAPJUt4 Homo sap 


420440 


NM.002407 


Hs.97644 


rnammaglobln 2 


453616 


NM.003462 


Hs33B46 


dynekv axonemal light intermecSat 


424115 


AA335497 


Hs.293965 


ESTs 


414245 


BE148072 


HS75850 


WAS protein family, member 1 


458861 


Al 630223 




PHD finger DNA binding protein bof 


449416 


AI651016 


Hs^46311 


ESTs 


420149 


AA255920 


Hs.88095 


ESTs 


433479 


AW511459 


Hs^49972 


ESTs 


457551 


AW821319 


Hs .288928 


Homo sapiens cDNA: FLJ232S6 fe, d 


406411 






predicted exon 


416456 


H57052 


Hs.176626 


frypotheCcal protein EDAG-1 


454592 


AW813350 




gb:MR3«T0192-10010W)24-g07 ST0192 


436211 


AK001581 


Hs.80961 


polymerase (DNA directed), gamma 


434988 


AI418055 


Hs.161160 


ESTs 


444783 


AK001468 


Hs.62180 


ESTs 


440866 


AW511032 


Hs.190516 


ESTs 


425176 


AW015644 


Hs.301430 


ESTs, Moderately similar to TEF1_HU 


445034 


AW293376 


Hs.160323 


ESTs 


418677 


S83308 


Hs.87224 


SRY (sex determining region Y>oox 


400250 






predicted exon 


428227 


AA321649 


Hs.2248 


bterferorv^mrna Induced protein 


415138 


C18356 


Hs.78045 


Gssue factor pathway inhibitor 2 T 


458154 


AW816379 




gb:QV4-ST0234-181 199-035^01 ST0234 


421477 


AI904743 


Hs.104650 


hypothetical protein FU 10292 



PS Domain 


R1 


TM 


27.3 


SS,TM,'mlegrin_B 


16.7 


SS.hemopexm 


12.3 


TM 


8.9 


TM 


a7 


TM.PAX 


7.1 


SS,TM&fn3 


7.0 


TMJiomeobox 


6.2 


TMJdnesin 


6.0 


TM.cyclin 


6.0 


TM 


5.9 


TM 


&5 


TM,Lamp 


5.4 


TM 


5.4 


TMJiemopexln 


5.3 


TM 


5.2 


TM 


5.2 


TM,rwnronejec > zf-C4 


5.1 


TI^MyoskUa3,rrryosin_head 


5.0 


TM 


5.0 


SS.TM, 


5.0 


TM 


4.8 


TM 


4.8 


TM 


4.7 


TM 


47 


TM 


4.7 


TM,UterogIobin 


4.6 


TM,Rjbosomal S27e 


4.6 


TM 


4.6 


TM.WH2 


4.6 


TM.PHD 


4.4 


SS.TM. 


4.3 


TM 


4.3 


TM 


4.3 


TM 


4.3 


TM,vwa,FG-GAP 


4.2 


TM 


4.2 


TM 


4.1 


TM 


4.1 


TM 


4.1 


TM.PH 


4.0 


TM.F&GAP 


4.0 


TM.Gr/roJransf_29.TEA 


4.0 


TM 


3.8 


TM,HMGJbox 


as 


TM,rfcLdeacetyl 


3.8 


TM.IL8 


3.8 


TM,Kurdt?_BPTI,Gflarnma 


18 


TM.WW 


17 


TM 


17 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



413472 
447342 
446619 
453891 
441285 
409731 
441484 
428330 
407905 
435982 



BE242870 

AJ199268 

AU076643 

AB037751 

NMJM2374 

AA125985 

AA935481 

L22524 

AW103655 

AB018305 



Hs.75379 

Hs.19322 

Hs.313 

Hs.36353 

Hs.167 

Hs.56145 

Hs.58972 

Hs.2256 

Hs.252905 

Hs.5378 



443695 AW204099 
437641 AA811452 
415211 R64730.comp 
443450 N6604S 
457438 NM.014053 
435031 A1632091 
417411 AW500008 
435174 AA687378 
444743 AA045648 
433420 AI674093 
419917 AA320068 
417728 AW138437 
403776 

426Z74 D38122 
416623 N74925 
405174 

431255 AA497043 
456662 NM_002448 
416530 U62801 
454392 BE260893 
406400 
401517 

417830 AW504786 
435267 N23797 
449722 BE280074 
418478 U38945 
422689 AW856665 
441794 AW197794 
416658 U03272 
431130 NM_006103 
418113 A1272141 
402373 AL135225 
431989 AWS72370 
400284 

438578 AA811244 
423513 AF035960 
448966 AW372914 
431870 AW449902 
409457 AW818081 
438777 AAB25487 
451807 W52854 
433326 AJ37948S 
448221 BE622615 
448141 AI471598 
456311 AA225632 
405454 

459287 AL079369 
438935 H40665 
421312 AA824627 
418882 NM-004996 
424345 AK001380 
417956 AA210704 
445537 AJ245671 
448089 A1467945 
446643 AA194417 
456671 AB011142 
457256 AA459443 
438986 AF085888 
435313 AI769400 
417351 T90278 
412198 AA937111 
413278 BE563085 
421502 AF111856 
418092 R45154 
410008 AA079552 
420362 U79734 
431974 AW972689 
438209 AL120859 
447578 AA912347 
414812 X72755 
421515 Y11339 
416402 NMJJ00715 



Hs.6966 

Hs.194624 

Hs.11817 

Hs^93961 

Hs.93701 

Hs.24790 

Hs.2007 
Hs.38761 



Hs.1494 
Hs.79361 



Hs.23960 
Hs.1 174 



Hs.79432 
Hs.2719 
Hs.83484 



solute earner family 1 (gfial high 


TM.SDF 


ESTs; Weakly similar to UH ALU SU 


TM 


secreted phosphoprotein 1 (osteopon 


TM,OsteoponSn 


Homo sapiens mRNAfuS length laser 


TM 


mcroUibul&- associated protein 2 


TM,tubuti:vbindmg 


thymosin, beta, identified in neuro 


TM.Thymosin 


ESTs 


TM,m3,ig,Yj)hosphatase 


matrix metaHoprotejnase 7 (matriry 


SS,Pepfidase_M10 


ESTs 


SS.TM.Ephrin 


spondin 1, (f-spondtn) extraceflula 


SS.TM, 


predicted exon 


TM 


ESTs, Weakiy similar to AF1 26780 1 


TM 


ESTs 


TM 


ESTs; Highly similar to SPERM SURFA 


TM.IQ.RIIa 


ESTs 


TM 


FLVCR Dtotein 


TM 


ESTs 


TM,RhoGEF,PH 


Human DNA sequence from done RP1-1 


TM 


ESTs 


TM.SPRY 


nudix (nucleoside diphosphate Unke 


TM,mutT 


ESTs 


TM 


Homo sapiens mRNA; cDNA OKFZp434E23 


TM 


WAA1 573 protein 


TM 


predicted exon 


SS.TM.tL8 


tumor necrosis factor (Bgand) supe 


TMJNF 


Homo sapiens cDNA: FU21564 6s, d 


TM,Ets 


predicted exon 


TM 


ESTs 


TM 


msh (DrosophJa) homeo box homotog 


TM.homeobox 


katlikrein 6 (neurosin, zyme) 


TM,trypsin,pro isom erase 


gb:601150677F1 NIH_r/GCJ9Homosapi 


TM 


kaffikrein 8 (neurDpsia/ovasin) 


TM, trypsin 


predicted exon 


TM.HMG14J7 


epithelial cell transforming sequen 


TM 


ESTs 


TM 


cyciinBI 


TM^ydin 


cycBn-dependent kinase inhibitor 2 


TM,ank 


gtxRC3CT0297.2901(KW13^03 CT0297 


TM.SNF2.N 


ESTs 


TM.ank 


fibrillin 2 (congenital contractu ra 


TM.EGF.TB 


epMictyrnls-speafic; whey-acidic pr 


SS.wap 


ESTs 


TM,HMG_box 


dooachrome tautomerase (dopachrome 


TMJEA 



Hs3910S9 ESTs 

Estrogen receptor 1 
Hs.164168 ESTs 
Hs, 1297 19 transglutaminases 
Hs^87462 Homo sapiens cDNA FU11875 fe, do 
Hs.105500 ESTs 

gb*mST0276-101299-O59-b09 ST0276 
Hs.142179 ESTs,WeakrysirraTartoOW2^jrws 
Hs^7099 DKFZP554J 0883 protein 
Hs. 159430 ESTs 

gb:601440775T1 N1H_MGC_72 Homo sapi 
Hs.197531 ESTs 
Hs.190016 ESTs 

predicted exon 

gbflKFZp564G2378_r1 564 (synonym: h 
Hs.31564 ESTs 
Ks.291670 ESTs 

Hs.89433 ATP-Wnding cassette, sub-family C 
Hs.145479 Homo sapiens cONAFU10518fis. do 
Hs. 190465 ESTs 

Hs.1 2844 EGF-Cke-domain; multiple 6 
Hs.173698 ESTs 
lis .282050 ESTs 
Hs.1 14293 KIAA0570 gene product 
Hs.231816 ESTs 
Hs.269307 ESTs 
Hs.1 89729 ESTs 
ESTs 
ESTs 

interferorv*rjrnu!aied protein, 15 k 
Hs.105039 solute carrier family 34 (sodium ph 
Hs. 106604 ESTs 

gbzm20h12s1 Stratagene pancreas ( 
Hs.97206 hunfingfJn interacting protein 1 
Hs.200934 ESTs 
Hs.6111 KIAAD307 gene product 
Hs.1 35585 ESTs 

Hs.77367 monokine induced by gamma interfere 
Hs.105352 GalNAc atpha-2, 6-siaiyttransfer3se 
Hs.1012 conplemeirtcomporuird^ding prot 



SS 

TM4wmTorte_rec^C4 
TM.formyLtransf^lRS,GARS 
TM Jransgtoteminji 
TM 

TM.MHCJ.ig 

TM 

TM 

TM 

TM 

TM 

TM.DZIP 

TM,Sec7 

TM 

TM 

TM 

TM,GiWtch 

TM^Cjnembrane,ABCJran 
TM 

SS^ushi 



Hs.1 5049 
Hs.69165 
Hs.833 



SS.TM. 

TM,CJaLadaptor_s 

TM 

SS 

TM,Spin-Ssty 
TM.MBD 
TM.CH 
TM 

TM,urjiquitin 

TM,Na_PLcotrans 

TM,pkinase 

TM.FG-GAP 

TM,ENTH,1„LWEQ 

TM.bZIP 

TMXLH.PAS 

TM 

SS.IL8 

TM,GrycoJransf_29 
TM^sushi 



3.7 
3.7 
3.7 
3.7 
3.6 
3.6 
3.6 
3.6 
16 
3.6 
3.6 
3.6 

3.5 - 

14 

3.4 

3.4 

3.3 

3.3 

3.2 

12 

12 

11 

11 

11 

11 

11 

11 

11 

11 

3.1 

3.1 

10 

10 

10 

10 

10 

10 

10 

29 

2.9 

2.9 

29 

2.9 

2.9 

2.9 

29 

2.8 

28 

ZB 

ZB 

ZB 

ZB 

ZB 

ZB 

28 
ZB 
2.8 
2.8 
2.7 
27 
27 
27 
27 
27 
26 
26 
26 
26 
25 
25 
25 
25 
25 
25 
25 
25 
25 
25 
25 
25 
25 
24 
24 
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439599 AF086534 Hs.187561 ESTs, Moderately similar to ALU1JW TM 14 

428242 H5S709 Hs.2250 leukemia inhibitory factor (chofine SS,UF_OSM 2.4 

417693 AW959741 Hs.40368 adaptor-related protein complex 1 , TM,CteLadaptor_s 2.4 

c 428679 AA431765 gbzw80cO3.s1 Soares JesSsJJHT Horn TM.HECT 14 

-> 436311 AA708958 Hs.168732 ESTs TM 14 

426920 AA393351 Hs.132121 ESTs TM 2.4 

42669B AA394104 Hs.97489 ESTs TM 2.4 

443426 AF098158 Hs.9329 Homo sapiens mRNA for fls353, compl TM 24 

406815 AA833930 Hs^88036 IRNA isopentenytpyrophosphate trans TM.IPPT 24 

10 434808 AF155108 Hsi56150 ESTs, Highly similar to NY-REN41 a TM 23 

432441 AW292425 Hs.163484 EST Work_head 23 

435615 Y15065 Hs.4975 potassium voltage-gated channel, KQ TM 23 

402298 predicted exon TM.rf-C2H2.KRAB 2.3 - 

435542 AA687376 Hs.269533 ESTs TM 23 

15 442952 AT743261 Hs.131860 ESTs TM 2.3 

418203 X54942 Hs.83758 C0C28 protein kinase 2 TM.CKS 13 

429228 AI553633 Hs.104985 ESTs TM 2.3 

418969 W33191 Hs.28907 hypothetical protein FU20258 TM.SH3 13 

_ 447570 AI868315 Hs.99569 ESTs TM.PHD 2.3 

20 405032 predicted exon TM,FM(Mke 2.3 

-416566 NM_003914 Hs.79378 cycEnAI TM,cydin 13 

420900 AL045633 Hs.44269 ESTs TM.FAD_binding_5 13 

430563 AA481269 Hs.17B381 ESTs TM^BCjnembrane.p450 13 

417372 T99755 Hs*290814 ESTs TM 13 

25 449083 A1948808 Hs.191144 ESTs TM 13 

410361 BE391604 Hs.62661 guanyiate bincfing protein l.huerf TM.GBP 13 

434131 AI858275 Hs.143659 ESTs TM 13 

431846 BE019924 Hsi71580 UraplaWn 1B TM,transmembrane4 13 

n _ 425638 NMJH2337 Hs.158450 nasopharyngeal epithelium specific TM 13 

30 440006 AKD00517 Hs.6844 hypothetical protein FU20510 TM 13 

445870 AW410053 Hs. 13406 syn!axin18 TM 13 

430639 AW025427 Hs.233552 ESTs TM.pWnase 13 

439018 AW300887 Hs^6638 rrembrane-spanriing 44cmains, subfam SS.TM, 13 

_ _. 422095 AI858872 Hs.288966 ceruloplasmin (ferroxidase) SS,TM,CiH3xidase 12 

35 411558 AA102670 Hs.70725 "Human GABA-A receptor pi subunit m TM.neur_chan 12 

408380 AF123050 Hs.44532 diublquifin TM .7tm_3^NF_receptDr 12 

403721 predicted exon TM 12 

440711 AA904389 Hs.143511 ESTs TM.rrm 12 

Aex 457285 AI038858 Hs.228780 ESTs, Highly similar to AF1 995971 TM.efhand 12 

40 422956 BE545072 Hs.122579 ESTs TM 12 

433482 AI953499 Hs.152617 ESTs TM 12 

431980 AA523696 Hs.222695 Homo sapiens cDNA: FU20988 fis. ci TM 12 

420777 AA280223 Hs.130865 ESTs TM 12 

446659 AI335361 Hs£26376 ESTs TM 12 

45 410227 AB009284 Hs.61152 exostoses (muftipte^Bke 2 TM 12 

422282 AF019225 Hs. 11 4309 apoSpoprotein L TM 12 

431701 AW935490 Hs.14658 ESTs TM,Occludm 12 

426910 AA470023 Hs.190089 ESTs TM,MMR_HSR1 12 

405636 Hs.153595 predicted exon SS.TM^GF^dljecepLa 12 

50 401933 predicted exon TMJonJrans 21 

436679 A1127483 Hs. 120451 ESTs, Weakly similar to unnamed pro TM 11 

451061 AW291497 Hs^13659 ESTs, WeaWy simDar to K1AA1357 pr TM 11 

410664 NWL006033 Hs.65370 lipase, endothelial SS.TM,RibosomaLL22 > Epase 11 

44937B AW664026 Hs£9892 ESTs TM 21 

55 43334S AI681545 Hs.152982 EST duster (not In UniGene) TM 21 

425851 NM.001490 Hs.159642 glucosamlnyl (N-acetyi) transferase SS,TM.Branch 21 

431832 AW276866 Hs.192715 ESTs TM,Ets.SAM_PMT 21 

448275 BE514434 H&20830 synapSc Ras GTPase acfivaSng prot TMJdnesin ,abhydrolase_2 21 

„ 423049 X59373 Hs. 188023 ESTs TMJiomeobox 21 

60 427510 Z47542 Hs.179312 small nuclear RNA activating ccmple TM 11 

418076 R61388 Hs.6724 ESTs TM 11 

413670 AB000115 Hs.75470 hypothetical protein, expressed in TM 11 

429183 AB014604 Hs. 197955 WAA0704 protein TM 21 

439031 AF075079 gb:Homo sapiens fuD length Insert TM 21 

65 431060 AF039307 Hs^49171 homeoboxAH TMJwmeobox 21 

451494 AI799444 Hs.247095 ESTs, Moderator/ shraTar to ALU7..HU TM 21 
419978 NMJJ01454 Hs.93974 forkhead boxJ1 TM,Fork_head 21 

404535 Z25884 Hs. 121 483 chloride channel 1 , skeletal musd SS 21 

445181 AW338972 Hs.147471 ESTs TM 21 

/O 452367 U71207 Hjl29279 eyes absent (Drosophila) homotog 2 TM,Hydrolase 21 

443591 A1078281 Hs.179240 ESTs TM 21 

448105 AW591433 Hs.170875 ESTs, Weakly sirnuar to TMS^HUMAN TM,trypsin 21 

424310 AA338648 Hs£0334 ESTs TM 10 

450193 AI916071 Hs.224623 ESTs THpWnase 10 

75 436009 H57130 Hs.120925 ESTs SS,TM,Ephiin 10 

453313 BE005771 Hs. 153746 Homo sapiens cDNA: FU22490 fe, cl TM 10 

419833 AA251131 Hs.220697 ESTs TM.WHEP.TRS 10 

437555 AA759263 Hs. 14041 ESTs TM,Nramp 10 • 

411828 AW161449 Hs.72290 wireless-type MMTV integration site TM.wnt 10 

oO 440052 AI633744 Hs. 195648 ESTs TM.PAC 10 

410718 AI920783 Hs.191435 ESTs TM,SQS_PSY 10 

404767 predicted exon TM 10 

447462 AW337214 Hs.158973 ESTs TM 10 
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442255 AI701857 Hs.202388 ESTs 

410292 AA843087 Hs.124194 ESTs 

442748 AI016713 Hs.135787 ESTs 

458760 AI498631 Hs.111334 ferritin, fight polypeptide 

409799 D11928 Hs.76845 phosphoserine phosphatase^ 
401324 predicted exon 

432140 AK000404 Hs.272688 hypothetical protein FU20397 

447541 AK00Q288 Hs. 18800 hypothetical protein FU20281 

421379 Y15221 Hs.103982 small indudble cytokine subfamUy 

TABIE19B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT number Accession 

409457 1132521J AW81 8081 AW392887AW5 14700 AW392881 

410008 11681SJ AA079552BE142525BE142527 

422689 219B9BJ AW856665 AA315006 AW954733 

428679 294049 J AA431765AA432015 

438993 467651.1 AA828995AA834879AI926361 

439031 46798J AF075079 H48601 H48795 

448221 75534.-1 BE622615 

454392 115882J BE260893 AA078319 R85057 AW803024 H85811 AA078293 

454692 1229118.1 AW813350AW816082AW813476 AW813383 

458154 491768.1 AW816379AA888282 AA879046 AA879195 

458861 798085.1 A1630223 A1630470 

459287 977129.1 AL079369 D81804 

TABLE 19C 



TM 
TM 
TM 

TM.HC03.cotransp 
TM, Hydrolase 
TM,rnyosin_head 
SS 

TM.zf.CCHC 
SS.TM.lljB 



2.0 
10 
2.0 
2.0 
2.0 
2.0 
2.0 
10 
Z0 



Pkey: Unique number corresponding to an Eos probeset 

Ren Sequence source. The 7 digit numbers in this column are Genbank toenfffier (Gi) numbers. ■Dunham I. et at." refers to the pubBcafion entitled The DNA sequence of 

human chromosome 22." Dunham I. et a)., Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which axons were predicted. 
NLposition: Indicates nucteo&ie positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


401324 


9863791 


Plus 


234057-234174 


401517 


7677912 


Plus 


29278-29770 


401933 


3810668 


Minus 


48725-49057.51864-51955.52424-52589 


402298 


6598824 


Plus 


36758-37953 


402606 


9909429 


Minus 


81747-82094 


403721 


7528046 


Minus 


156647-157366 


403776 


7770611 


Mnus 


1414-1513.1624-1756 


404767 


7882B27 


Minus 


23244-23759 


405032 


7107731 


Minus 


131945-132224 


405174 


7108030 


Minus 


102814-103063 


405454 


7656675 


Plus 


133807-134053 


405609 


5757553 


Minus 


42814-43010,4358343783,4486345033.46429-4655^ 








51727,51823-51959.52702-52918^69^5601^7111-57307,58169^8296,60215- 








60332.61482-61727 


405636 


5123990 


Pius 


56364-56587 


406400 


9256298 


Plus 


1553-1712.1878-2140,4252-4385,5922-6077 


406411 


9256407 


Rus 


7400-7527 



Table 20A: 56 Up-Regulated Genes Encoding Extracellular/Cell Surface Proteins, Uterine Cancer Versus Normal Adult Tissues 

Table 20A fists about 56 genes up-regulated in uterine cancer compared to normal adult tissues that are Iftely to encode either enzymes or proteins amenable to modiMon by smaU 
rnoJecules. These were selected as for Table 18A, except that the raSo was greater than or equal to Z0. and the predicted protein contained a structural domain that is indicative of 
enzymatic funcfion or of being modulated by small molecules (e.g. pkinase, peptidase, isomerase, transporters). The predicted protein domains are noted 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UmgenelD: Unigene number 

Unigene Title: Unigene gene title 

PSDomain: Protein Structural Domain 



R1: 


Ratio of tumor vs. normal tissue 






Ptey 


ExAccn 


UnlgenelD Unigene Title 


PSDomain 


R1 


428187 


AJ687303 


HsJ&5529 G protein-coupled receptor 49 (GPR49) 


7tmJ 


24.2 


400289 


XD7820 


Hs.2258 Matrix r^tatoprotsinase 10 {Stromoty 


hernopaxin 


12.3 


447350 


AI375572 


Hs.172634 HER4{oerb-B4) 


kinase 


as 


420610 


AI683183 


Hs.99348 dtstaWess homeo box 5 


homeo box 


6.2 


405609 




predicted scon 


Myosin_tarVnyosinJiead 


5.0 


458851 


NM_007358 


Hs.31016 Pr©^DMbinQlng|>rote£n 


PHD 


4.4 


410153 


BE311926 


Hs.15830 Homo sapiens cONA FU 12691 Bs, done 


NA 


4.3 



257 



WO 03/042661 



PCTAJS02/36810 



436211 


AK001581 


Hsi0961 


polymerase (DNA directed), gamma 


NA 


4.1 


444783 


AK001468 


Hs.62180 


ESTs 


PH 


4.0 


416677 


S83308 


Hs.87224 


SRY {sex determining region Y}-bax 5 


HMG box 


3.8 


413472 


BE242870 


Hs.75379 


solute carrier family 1 


SDF 


17 


443613 


AI079356 


Hs.21807 


gb:oz39b09.s1 Soares_NhHMPu_S1 Homos 


zf-C2H2 


16 


428330 


122524 


Hs2256 


matrix metafloproteinase 7 (maWlysin) 


Peptidase M10 


16 


443695 


AW204099 


Hs.112759 


ESTs. Weakly similar to AF126780 1 re 


NA 


3.6 


435031 


A1632091 


Hs. 116877 


ESTs 


RhoGEF,PH 


13 


417411 


AW500008 


Hs.6966 


Human DNA sequence from clone RP1-187 


NA 


13 


435185 


AA669490 


Hs.289109 


dtmetrrytarginlne dmefhylaminohydrola 


NA 


11 


416530 


U62801 


Hs.79361 


kallikrein 6 (neurosin, zyme) 


trypsin.projsomerase 


3.1 


406400 


AA343629 


Hs.104570 


kaUlkrein B (rteuropsin/ovasln) 


trypsin 


3.0 


418478 


U38945 


Hs.1174 


cycEn-dependent kinase inhibitor 2A 


ank 


10 


441734 


AW197794 


Hs.253338 


ESTs 


ank 


29 


402373 


AL135225 


Hs.301865 


dopachrcme tautomerase (dopachrcme de 


TEA 


29 


423513 


AF035960 


Hs.129719 


transglutaminase 5 


Transghrtamin_N 


28 


448141 


AI471598 


Hs.197531 


ESTs 


bZIP 


28 


415076 


NKL000857 


Hs.77890 


guanytate cyclase 1, soluble, beta 3 


guanyi atejcyc 


27 


418882 


NMJW4996 


Hs.89433 


ATP-fctnding cassette, sub-family C 


ABC membraneABC ban 


27 


448435 


BE293439 


Hs.182278 


calmodufin 2 


NA 


26 


417351 


T90278 


Hs.15049 


ESTs 


CH 


25 


430372 


A1206173 


HsJ211375 


ESTs 


SH3.emand.C2.PH 


Z5 


431974 


AW972689 


Hs.200934 


ESTs 


bZIP 


25 


428046 


AW812795 


Ks. 155381 


ESTs, Moderately similar to 138022 hy 


ank 


24 


421515 


Y11339 


Hs.105352 


GalNAc atpha-2, S-statyUransferase 1 


Gtyco transt_29 


24 


403095 






predicted exon 


homeobox,PAX 


24 


405815 


AA833930 


Hs.288036 


tRNA teopentenytpyropnosphate transfe 


IPPT 


24 


435615 


Y15065 


Hs.4975 


potassium voltage-gated channel 


ion_channel 


2.3 


402298 






predicted exon 


zf-C2H2,KRAB 


23 


418203 


X54942 


Hs.83758 


CDC28 protein kinase 2 


CKS 


23 


430563 


AA481269 


Hs.178381 


ESTs 


ABCjnembrane^SO 


23 


447570 


AI868315 


Hs.99669 


ESTs 


PHD 


23 


439018 


AW300887 


Hs.26638 


rnernbrane-spanning 4-domains, subfamt) 


NA 


23 


415539 


AI733881 


Hs.72472 


BMPR-lb; 


bone morphogenetic protein NA 


22 


422095 


AI868872 


Hs288966 


cerutoplasmin (terroxidase) 
diubiqiritin 


Cu-oxidase 


22 


408360 


AF123050 


Hs.44532 


ANFjeceptor.sushUtmJ 


22 


440711 


AA904389 


Hs.143511 


ESTs 


rrm 


22 


457285 


A1038858 


Hs.228780 


ESTs, Highly similar to AF1 99597 1 A- 


efhand 


22 


418506 


AA084248 


Hs.85339 


G protein-coupled receptor 39 


NA 


22 


410664 


NMJM6033 


Hs.65370 


lipase, endothelial 


Ribosomal_L22,Gpase 1 PLAT 


21 


425851 


NMJJ01490 


Hs.159642 


glucosamine (N-acetyt) transferase 1 


Branch 


21 


448275 


BE514434 


Hs.20830 


synaptic Ras GTPase activating protein 


kinesin,PHD,abhydrolase_2 


21 


429782 


NM.005754 


Hs.220689 


Ras-GTPase-adrvating protein SH3-dom 


rrm,NTF2 


21 


404535 


Z2S884 


Hs.121483 


chloride channel 1 , skeletal muscle 


NA 


21 


448105 


AW591433 


Hs.170675 


ESTs, Weakly similar to TMS2 


trypsin 


21 


446342 


BE298665 


Hs.14846 


Cationic amino acid transporter (ecto 


NA 


20 


458760 


AI498631 


Hs.111334 


ferritin, Bght polypeptide 


HC03_cotransp,zf-C3HC4 


20 


409799 


011926 


Hs.76845 


phosphosenne phfl5ph-Hti^stM?kft 
predicted exon 


Hydrolase 


20 


401324 






myosin_head 


20 



TABLE 20B 



Pkey. Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Gen bank accession numbers 

Pkey CAT number Accession 

443613 575391 J AI079356 W23287 
458861 79808SJ AI630223AI630470 

TABLE 20C 

Pkey. Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers in this ccfumn are Genbank Idenfifier (GQ numbers, "Dunham 1. et aL" refers to the pubflcaSon enfjlled The DNA sequence of 

human chromosome 22" Dunham I. et aL, Nature (1999) 402489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLpositioni Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposifon 


401324 


9863791 


Plus 


234057-234174 


402298 


6598824 


Plus 


36758-37953 


403095 


8954339 


Phis 


150025-150240,151564-151690 


405609 


5757553 


Minus 


4281443010,43583-43783,4486345033,46429-46554,478154801^9961^ 








51727^1823^1959^02-52918^5469^1^111-57307^16^58296.60215- 








6033261482-61727 


406400 


9256298 


Plus 


1553-17121878-21 40,4252-4385.5922-6077 
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Table 21 A; 270 Up-Regulated Genes, Uterine Cancer Versus Normal Uterus 

™ 'f^If? 3b0l !ll 70 98ne f u P^ ulate ? " **** ^P 3 ™* 10 Th ** ^ selected as for Table 18A, except &ial the ratio was greater than or equal to 

5.0, and (he denominator was the median value far six non-malignant uterine specimens. ^ 

Ptey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number. Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of tumor vs. normal tissue 



Pkey ExAccn 



UnigenelD Unigene Title 



449034 
435094 
438461 
434779 
441633 
429183 
436775 
441031 
446921 
413753 
421515 
414646 
453891 
425196 
444863 
449785 
446839 
449801 
411773 
414812 
410361 
423645 
442438 
415786 
458017 
435525 
413335 
420297 
452799 
434311 
408243 
430713 
452092 
444342 
443830 
442547 
421633 
403381 



440500 
436291 
431668 
439018 
424966 
425495 
428862 
438986 
422731 
441081 
415992 
431211 
409865 
448158 
401519 
441730 
432441 
448275 
438424 
447342 
408369 
423081 
414484 
420931 
459142 
411094 
436679 
452607 
443171 
459081 
431195 
444459 



AI624049 

AI560129 

AW075485 

AF153815 

AW958544 

AB014604 

AA731111 

AJ110684 

AB012113 

U17760 

Y11339 

AA353776 

AB037751 

AL037915 

AW384082 

AI225235 

BE091926 

AA477355 

NM.006799 

X72755 

BE391804 

AI215632 

AA995998 

AW419196 

AA813426 

AI831297 

AI613318 

AI628272 

AI948829 

BE543469 

Y00787 

AA351647 

BE245374 

NNL014398 

AI142095 

AA306997 

AF121860 

BE395109 
AA972165 
BE568452 
AW969610 
AW300887 
AU077312 
AA358454 
NMJW0346 



AL138411 

AI584019 

C05837 

M86849 

AW502208 

AI627292 

AI243276 

AW292425 

BE514434 



AI199268 

R38438 

AF262992 

BE314385 

AF044197 



BE066142 

AI127483 

AJ160Q29 

BE281128 

W07808 

AA503083 



Hs^77523 

Hs.286049 

Hs.50151 

Hs.1 12242 

Hs.197955 

Hs291891 

Hs.7645 

Hs.16530 

Hs.301103 

Hs.105352 

Hs.901 

Hs.36353 

Hs.155097 

Hs.301323 

Hs.288300 

Hs.16244 

Hs.288300 

Hs.72026 

Hs.77367 

Hs.62661 

Hs.147487 

Hs.257924 

Hs.192034 

Hs.123310 

Hs.48442 

Hs.88323 

Hs^13786 

Hs.266263 

Hs.624 

Hs.2642 

Hs^7842 

Hs.10887 

Hs.143273 

Hs^68362 

Hs.106260 

Hs.129327 

Hs.150308 

Hs.5101 

Hs.151179 

lk.26638 

Hs.1 53385 

Hs.78026 

Hs.2316 

Hs.269307 

Hs.169006 
Hs.145807 
Hs.5566 

Hs.190877 

Hs.149017 

Hs.163484 

Hs^0830 

Hs.25895 

Hs.19322 

Hs.182575 

Hs.123159 

Hs.100431 



Hs.120451 
Hs.61438 
Hs3030 

Hs.79742 
Hs.148676 



gb:ts41a09jc1 Na_CGAP_Ut1 Homo sapiens 
EST 



potassium inwardly-rectifying channel 
ESTs 

K2AA0704 protein 
ESTs 

fibrinogen, B beta polypeptide 
CC chemokine SCYA18 (MIP4) (PARC) 
Laminin, beta 3 (ntcein (125kD), kalinin 
GaiNAc atpha-2, 6-e4aryltransferase I, I 
C048 antigen (B-cefl membrane protein) 
Homo sapiens mRNAfufl length insert cDN 
carbonic anhydrase A 
ESTs 

Homo sapiens cDNA: FU 23231 As, clone C 
mitotic spindle coHed-coi! related prot 
Homo sapiens cDNA: FU23231 lis, clone C 
, protease, serine, 21 (lesfc'm) 
monokine induced by gamma interferon 
guanylate binding protein 1, interferon* 
ESTs 

gb:os26W3.s1 NCl_CGAP_Kid5 Homo sapiens 
ESTs 

ESTs, WeaHy similar to KIAA0705 protein 

ESTs 

ESTs 

ESTs 

ESTs 

Homo sapiens cDNA FU141 1 5 fis, done MA 
interieukbiS 

eukaryofic translation elongation factor 
hypothetical protein FU11210 
similar to lyscsome-asscciated membrane 
ESTs 

ESTs, Weakly similar to hypothetical pro 

sorting nextn 10 

0 

ESTs 
ESTs 

ESTs; Highly similar to protein reguiafi 
ESTs 

membrane-spanning 4-domalns, subfamHy A 
solute carrier famSy 7 (cationte amino 
ESTs, Weakly similar to similar to ankyr 
SRY (sex-determlrdng region Yj-bax 9 
ESTs 

gb£)KFZp434A1229_r1 434 (synonym: Mes3) 
ESTs, Moderately similar to ptekophifin 
Homo sapiens cONA FU 13593 fis, clone PL 
Homo sapiens connexto 26 (GJB2) mRNA, co 
gb:UW-BR0p-aju-eWKJI Jl NIH_MGC 5 
ESTs 
0 

ESTs 
EST 

synaptic Ras GTPase activating protein 1 
ESTs, WeaWy similar to PW kinase [Ks 
ESTs; WeaWy similar to HI! ALU SUBFAMJ 
sohjte carrier Cam3y 15 (H*/peptide tra 
sperm associated an Eg en 4 
gb:601154649F1 NIH_MGCJ9 Homo sapiens c 
small inducible cytokine B subfamily (Cy 
pb:RO8T029-120199-219J BT029 Homo sapi 
gteCM4-BT0320-221199^47-g10 BT0320 Homo 
ESTs, Weakly simflar to unnamed protein 
ESTs 
TONDU 

gb2b03a1Zr1 SoaresJetalJung_NbHL19W 

ESTs 

ESTs 
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R1 

557 

45.2 

19.5 

15.6 

15.2 

14.6 

14.3 

14.0 

13.0 

12.9 

112 

12.0 

11.7 

11.4 

1U 

11.1 

10.9 

10.3 

10.3 

10.2 

10.1 

10.1 

10.0 

10.0 

10.0 

9.9 

9.7 

9.6 

9.6 

9.4 

9.3 

9.3 

9.2 

9.2 

9.1 

9.0 

9.0 

89 

as 

8.7 
8.7 
8.7 
8.7 
8.6 
8.6 
8.5 
8.4 
&4 
8.3 
82 
8.2 
80 
8.0 
7.9 
7.9 
7.8 
7.8 
7.8 
7.7 
7.7 
7.6 
7.6 
7.6 
7.5 
7.5 
7.5 
7.5 
7.4 
7.4 
7.4 
7.4 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35. 

40 

45 

50 

55 

60 

65 

70 

75 

80 



422765 
414918 
429334 
448885 
409219 
400491 
403485 
408350 
445873 
400995 
406088 
403378 
426227 
422038 
431842 
429732 
427494 
429272 
427258 
449309 
400104 
416402 
404767 
406690 
439750 
403127 
418203 
425658 
421712 



AW409701 

AI219207 

D63078 

R35027 

AA393383 

H25530 

AW183350 
AA250970 



1/67058 

R39098 

NM_005764 

U20158 

A1628365 

W25140 

AA400091 

AW589823 



414564 
457942 
410442 



445537 
429597 
413472 
410664 
428575 
406400 
426317 
441460 
412570 
424349 
448681 
44525B 
456032 
404727 
422810 
440044 
416498 



422170 
449611 
402539 



407910 
457887 
431765 
420344 
443494 
456844 
416623 
413982 
458091 
402104 
428771 
435313 
441666 
416111 
427308 
423069 
416655 
417079 
449409 
400855 
454692 
414869 
439662 
445181 
437129 
440128 
443715 



M29540 

AL359053 

AI904493 

X54942 

AA364923 

AK000140 

D49441 

AA164803 

AW665665 

X73424 

AB020639 

AJ245671 

NM.003816 

BE242870 

NM_006033 

M19684 

AA312350 
AI962478 
AA033517 
AF141289 
AL109781 
A1635931 
AW957446 

AA317400 

AW665167 

U33632 

NMJXJ3378 

AI791949 

AI970394 

AW502761 

AI081687 

AA650274 

A1240007 

AF124249 

BE463721 

T99719 

AI264155 

N74925 

BE503035 

AF150286 

AB028992 

AI769400 

A1188346 

AA033813 

D26067 

W15613 

AW968613 

U655S0 

AI650935 

AW813350 

AA157291 

H97552 

AW338972 

AL049327 

AA962623 

AI5831B7 



Hs.1578 

Hs.72222 

Hs.186180 

Hs.133331 
Hs.50868 

Hs.250127 
Hs.251946 



Hs.168102 

Hs.192028 

Hs.271473 

Hs.2488 

Hs.130412 

Hs.1 10667 

Hs.39421 

Hs.224189 



NNL000715 Hs.1012 



Hs.220529 
Hs.57664 
Hs.99890 
Hs.83758 

Hs.107139 

Hs.155981 

Hs.71994 

Hs.153034 

Hs.63788 

Hs.151017 

Hs.1 2844 

Hs.2442 

Hs.75379 

Hs.65370 

Hs.184929 

Hs.169294 
Hs^26804 
Hs.74047 
Hs.145550 
Hs^1754 
Hs.147613 
Hs^01711 



Hs.259563 

Hs.79351 

Hs.171014 

Hs.112432 

Hs.197075 

Hs.30909 

Hs.170225 

Hs.41296 

Hs.148812 

Hs^68541 

Hs^7101 

Hs.270404 

Hs.1 52981 

Hs^8761 

Hsk279193 



Hs.193143 

Hs.1 89729 

Hs^01776 

Hs.79018 

Hs.174905 

Hs.1 613 

Hs.79428 

Hs.81134 

Hs.301694 



Hs.72163 

Hs^69060 

Hs.147471 

Hs.189144 
Hs.9700 



bacutoviral (AP repeal-containing 5 (sur 

HypotheScal protein FU 13459 

Homo sapiens cONA: RJ23038 fts. done L 

gfcyg60g02j1 Scares Want brain 1NIB H 

ESTs 

sotute carrier family 22 (organic cation 
0 

ESTs 

Homo sapiens cONA: FU23107 fts, clone L 

0 

0 

0 

Human proteinase activated receptor-2 mR 
ESTs 

epHheBal protein ujwegulaied in card 

ryrnphocyte cytosoOc protein 2 (SH2 doma 

ESTs, Weakly sim3ar to sre-2 [Cetegans 

ESTs 

ESTs 

ESTs 

0 

complement component 4-binding protein, 
0 

CEA (carcinoembryonfc antigen-related ce 
ESTs 

polymerase {DNA directed), delta 1, cata 

COC28 protein kinase 2 

gb:EST75602 Fmeal gland I! Homo sapiens 

hypothetical protein 

mesothefin 

ESTs 

ESTs 

propionyl Coenzyme A carboxylase, beta p 
estrogen-related receptor gamma 
EGF-Gke-domain; multiple 6 
a disintegrin and metailoproteinase doma 
solute carrier family 1 (glial high affi 
Dpase, endothelial 

serine (or cysteine) proteinase inrnbito 
kalEkrein 8 (neuropsin/ovasin) 
transcription factor 7 (T-cdl specific, 
ESTs, Moderately similar to ALUC.HUMAN I 
etectron-transfer^avofjrotein, beta pel 
sdute carrier family 7 (cationic amino 
Homo sapiens mRNA full length insert cON 
ESTs 
ESTs 
0 

gb:EST19374 ReOna II Homo sapiens cDNA 
EST 

potassium channel, subfamily K, member 1 
VGF nerve growth factor inducible 
anti-MuBerfan hormone 
ESTs 

WAA0430gene product 



fibronecfin leucine rich transmembrane p 
ESTs 

novel SH2-ccntaining protein 1 
PutathveGproteb-coupied receptor GPCR 
Homo sapiens cDNA: FU 22389 fis, done H 
COP-dlacylglycero! synthase (phosphatide 
Homo sapiens cDNA: FU21564 fis, clone C 
ESTs 

gteAFI 50288 Human mRNA from cd34+ stem c 
0 

WAA1069 protein 
ESTs 
ESTs 

chromatin assembly factor 1, subunit A ( 
WAA0033 protein 
adenosine A2a receptor 
BO_2/adenovirus E1B 19kMnterac8rg pro 
InterteuMn 1 1 
ESTs 
0 

gb^-ST0192.10010(M24g07 ST0192 Homo 

ESTs 

ESTs 

ESTs 

gfcHomo sapiens mRNA; cONA DKFZp564E016 
ESTs, WeaWy similar to NPT2_HUMAN RENAL 
cyclmEl 
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7.3 
7.3 
7.3 
7.3 
7.3 
7.2 
12 
7.2 
7.1 
7.1 
7.1 
7.0 
7.0 
7.0 
6.9 
6.9 
6.9 
6.9 
6.9 
6.9 
6.9 
6.8 
6.8 
6.8 
6.8 
6.8 
6.8 
6.8 
6.7 
6.7 
6.7 
6.7 
6.7 
6J 
6.7 
6.6 
6.6 
6.6 
6.6 
6.6 
6.5 
6.5 
&5 
6.5 
6.4 
6.4 
6.4 
6.4 

a4 

6.4 
6.4 
&4 

a4 

6.4 
6.3 
6.3 
6.3 
6.3 
6.3 
6.2 
6.2 
6.2 
6.2 
6.2 
SJZ 
6.2 
6.1 
6.1 
6.1 

ai 

6.1 
6.1 
6.1 

ai 
ai 
ai 
ao 
ao 
ao 
ao 
ao 
ao 
ao 
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422355 


AW403724 


Hs.140 


immunoglobulin heavy constant gamma 3 


5.9 


405291 






0 


59 


432113 


AA935065 


Hs.152385 


ESTs 


59 


441236 


AA923489 


Hs.130432 


ESTs 


5.9 


424418 


BE503432 


HsiS6170 


HSKM-B prolan 


5.9 


453028 


AB006532 


Hs31442 


RecQ proleln-Cke 4 


5.8 


407137 


T97307 


Hs.199067 


EST 


5.8 


443462 


AI064690 


Hs.171176 


ESTs 


5.8 


454392 


BE260893 




gb:601 150677F1 NIH_MGC_19 Homo sapiens c 


58 


456311 


AA225632 


Hs.190016 


ESTs 


5.8 


446501 


AI302616 


Hs.150819 


ESTs 


58 


433921 


AA618174 




gbrnq14fl)1.s1 NC1_CGAP_Trry1 Homo sapiens 


58 


409615 


AW444861 




gb:UVH-8!3^2^04-0-UI^1 NCI_CGAP_Su 


5.8 


459350 


BE384526 




gb:601 27791 3F1 NiH_MGC_20 Homo sapiens c 


5.8 


403824 






0 


5.8 


428187 


AI687303 


Hs^85529 


G protein-coupled receptor 49 (GPR49) 


5.8 


412140 


AA219S91 


Hs.73625 


RAB6 interacting, ttinesin-tike (rabkines 


5.7 


410658 


AW1 05231 


Hs.192035 


ESTs 


5.7 


426465 


A1758948 




gb1y16f07jc1 NCl_CGAPJJt3 Homo sapiens 


5.7 


443695 


AW204099 


Hs.112759 


ESTs, WeaHy sinter to AF1 26780 1 retin 


5.7 


437372 


AA323968 


Hs.283631 


hypothetical protein DKFZp547G183 


.5.7 


405392 






0 


5.7 


437100 


AI761073 


Hs.14535 


Homo sapiens cDNA: FU22314 fis, done H 


5.7 


449796 


AA004321 


Hs.194397 


ESTs 


5.7 


409361 


NM_005982 


Hs£4416 


sine ocufis home obex (DrosophSa) homoto 


57 


428987 


N^004751 


Hs.194710 


glucosaminyi (N- acetyl) transferase 3 


57 


404220 






0 


5.6 


420973 


AA743415 


Hs^91368 


ESTs 


56 


430491 


AL109791 


Hs.241559 


Homo sapiens mRNA fun length insert cDN 


5.6 


442549 


AI751601 


Hs3375 


TNF receptor-associated factor 4 


5.6 


409867 


AW502161 




gb:UI-HF-BROp-ajr-g-12-0-ULr1 NIH_MGCJ> 


5.6 


451110 


AI955040 


Hs^01584 


ESTs 


56 


418216 


AA662240 


Hs.283099 


AF15q14 protein 


5.6 


411897 


AW875066 




gb:RC6-PT0001-18010XH)21-F04PT0001 Homo 


5.6 


456161 


BE264645 


Hs.282093 


Homo sapiens cDNA: FU21918 lis, done H 


5.6 


406536 






0 


5.6 


432540 


AJ821517 


Hs.105866 


ESTs 


5.6 


446315 


NM-016293 


Hs.14770 


bridging integrator 2 


5.6 


443270 


NMJJ04272 


Hs3192 


Homer, neuronal immediate early gene, IB 


56 


451035 


AU076785 


Hs.430 


plastin 1 (I isofbrm) 


5.6 


406685 


M18728 




gb:Human nonspecific crossreacfing an tig 


5.5 


454590 


AW809762 


1&222056 


Homo sapiens cDNA FU1 1 572 fis, done HE 


55 


402430 






0 


5.5 


446704 


AI337228 


Hs.197083 


ESTs 


5.5 


435282 


AA677428 


Hs.189731 


ESTs 


5.5 


426062 


N57014 


Hs.44013 


ESTs 


5.5 


415451 


H19415 


Hs^68720 


ESTs, Moderately similar to ALU1JHUMAN A 


5.5 


456002 


AS628729 


Hs.191450 


ESTs, Weakly similar to type 11 membrane 


55 


409613 


AW444816 


Hs.171537 


Homo sapiens cDNA FU21596 Gs, done C 


5.5 


430259 


BE550182 


Hs. 127826 


RaJGEF-Cke protein 3. mouse homotog 


5.5 


434609 


R76593 




gb.7i6Ocll.rl Scares placenta Nb2HP Homo 


5.5 


430250 


NM.016929 


Hs^83021 


chtoride intracellular channel 5 


5.5 


418327 


U7O370 


Hs.84136 


paired-tike homeodomafri transcription fa 


5.4 


400379 


NMJI18432 


Hs.283076 


Homo sapiens ovarian cancer related prol 


5,4 


436076 


A1193277 


Hs. 120954 


ESTs 


5.4 


432119 


T80289 




gb.7d03h04 jl Scares Infant brain 1 NIB H 


5.4 


417175 


R44558 


Hs.94002 


ESTs 


5,4 


445774 


AI254165 


Hs.145504 


ESTs 


5.4 


455604 


BE011183 




gb:Pr^N0218-10Q5OO-OO3<JO9 BN0218 Homo 


5.4 


411426 


BE141714 




gb^/r>HT0101-06109^032-c04 HTO101 Homo 


5.4 


445262 


AW205650 


K&253503 


ESTs 


5.4 


412517 


BE271584 




gfc601 141065F1 N1H_MGC_9 Homo sapiens cD 


5.4 


434756 


AA827650 


Hs359307 


ESTs 


5.3 


454417 


A1244459 


Hs.1 10826 


trinudeoSde repeat containing 9 


5.3 


439949 


AW979197 


Hs^92073 


ESTs 


5.3 


414995 


CI 8200 




gb£18200 Human placenta cONA (TFupwara 


53 


428071 


AF212848 


Hs.1 82339 


transcription factor ESE-3B 


5.3 


412323 


AW937143 




gbPM1-OT0041-281299-001-«)1 DT0041 Homo 


5.3 


434283 


AW235341 


Hs£8715 


mouse thiamin pyrophosphcWnase homotog 


5.3 


447798 


AM25049 


Hs.1 19629 


ESTs, Moderately similar to ALU INHUMAN A 


5.3 


401723 






0 


5.3 


406270 






0 


5.3 


452194 


AI694413 


Hs.298262 


ESTs, WeaHy similar to CU88J8.1 (Rsapi 


5.3 


415757 


AA830854 


Hs.187810 


ESTs 


5.3 


430051 


AA464611 


Hs£2515 


transdurin (betaHite 2 


52 


435615 


Y1S065 


Hs.4975 


potassium voltage-gated channel, KQT-fik 


5.2 


459583 


A1907673 




gML-BT152-C8039W04 BT152 Homo sapien 


5.2 


449009 


BE044755 


fe224812 


ESTs 


52 


424001 


W67883 


Hs.137476 


WAA1051 protein 


5.2 


409479 


BE163800 


Ks.136912 


ESTs 


5l2 


437852 


BE001836 


fe256897 


ESTs, Weakly simSar to dJ36501 2. 1 [H^a 


5.2 


435928 


H64345 


Hs.183961 


ESTs 


5.2 


447397 


BE247676 


Hs.18442 


E-1 enzyme 


5.2 
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449183 


AW445022 


Hs.196985 


Homo sapiens cONA: FU21135fe,ctoneC 


5.2 


410146 


AW592655 




gb:hf45H2jc1 Soares_NFlJ"_GBC_S1 Homos 


5.2 


458154 


A1208666 


Hs.192081 


ESTs 


5.2 


410153 


BE311926 


Hs.15830 


Homo sapiens cDNA FU 12891 fis, done NT 


5.1 


433509 


AF085332 


Hs.58314 


ESTs 


5.1 


422569 


BE552132 


Hs.1 18442 


cycfinC 


5.1 


430564 


AW969834 




gb£ST381912 MAGE resequences. MAGK Homo 


5.1 


411231 


AW833501 




gb^4-7T0008^91199^)2Se09n0008 Homo 


5.1 


412194 


AW900282 


Hs.115412 


Homo sapiens cDNA FU 13881 fis, done TH 


5.1 


425188 


AK002052 


Hs.155071 


hypothetical protein FU11190 


5.1 


417173 


U61397 


Hs.81424 


uKquitin-liXe 1 (sentrin) 


5.1 


433279 


AW971745 




gb:EST3B3834 MAGE resequences. MAGL Homo 


5.1 


454112 


NM.000885 


Hs.301806 


ESTs 


5.1 


423261 


Z43509 




gb:HSC1 EA031 normalized Infant brain cDN 


5.1 


434084 


AK)61640 


Hs.1 92788 


hypothetical protein PR01 905 


5.1 


446115 


AI733075 


Hs .292682 


ESTs, WeaWy similar to S69913 hypertens 


5.1 


416719 


H79731 




gbyu81f12.r1 Scares fetal iver spleen 


5.1 


421462 


AF016495 


Hs.104624 


aquaponn 9 


5.1 


424517 


AI539443 


Hs.137447 


Homo sapiens cDNA FU12169 fe, done MA 


5.1 


403383 






0 


5.1 


430832 


A1073913 


Hs.100686 


ESTs, Weakly similar to secreted cement 


5.1 


436070 


AK000073 




gbiHomo sapiens cDNA FU20056 fis, done 


5.0 


416969 


A1815443 


Hs.283404 


organic calion transporter 


5.0 


444929 


AJ 585841 


Hs.161354 


ESTs 


5.0 


453922 


AF053306 


Hs.36708 


budding uninhibited by benzimidazoles 1 


5.0 


439031 


AF075079 




gteHomo sapiens fuD length bisert cONA 


5.0 


414539 


BE379046 




gb:601236646F1 NIH.MGC.44 Homo sapiens c 


5.0 


425349 


AA425234 


Hs.79886 


ribose 5-phosphate isomerase A (ribose 5 


5.0 


449986 


AW864502 




g>JWSN0016-120400404b12 SN0016 Homo 


5.0 


418717 


AI334430 


Hs.86984 


ESTs 


5.0 


438769 


AA830684 


Hs.163426 


ESTs 


8.0 


441859 


AW194364 


Hs.128022 


ESTs, WeaWy similar to RG1 MOUSE F1G-1 


5.0 


446469 


BE094848 


Hs.15113 


homogentisate 1,2-dbxygenase 


5.0 



TABl£21B 

Ptey. Unique Eos probeset identifier number 
CAT number: Gene duster number 
Accession: Genbank accession numbers 



Pkey CAT number Accession 

409615 1143425J AW444861 BE074994 BE074966 BE074992 
409865 1155518 1 AW502208 AW502365 AW502148 
409867 1156530 J AW502161 AW502587 AW502345 
410146 1178974J AW592655 R05927 R06916 
411094 1231982J BE086142AW817074 

411231 1236356J AW833501 AW833506 AW833722 AW833332 AW833509 AW83351 1 AW833767 AW833339 
411426 1245515 1 BE141714AW845993AW845989 

411897 1264907 J AW875066AW875079AW875075AVV875062AW875061 AW875074 

412323 1288770 1 AW937143AW937150AW937141 AW937151 AW337132AW937160AW937191 AW937174AW937195AW937173 
AW9371 59 AW937139 AW937171 AW937142 AW937145 AW937165 AW9371 63 AW937164 AW9371 37 AW937179 
AW9371 56 AW937140 AW937135 AW937170 



412517 


130281J 


BE271584AA112511 


414484 


1452830.-1 


BE314385 


414539 


1460320J 


BE379046BE395459 


414995 


1511738J 


C18200D78681T82025 


416719 


1611345J 


H79731 H79732 


422731 


220507_1 


AL138411AL138412AA315B60 


422810 


221630J 


AA317400AA434584 


423261 


226553 1 


Z43509 H09001 AA375202 AW954383 


425858 


257265J 


AA364923AW963483BE182774C21461 


426465 


267664.1 


A1758948 AA379527 AA379948 AA379262 AW963933 


430664 


321423.1 


AW9S9334 AA528493 AA483165 AWS69842 


432119 


34170.1 


T80289 AF052168 


433279 


361800.1 


AW971745 AA581359 AA581358 


433921 


377350.1 


AA618174 A1114549 R36464 R36465 


434609 


38950.1 


R76593AF147390R76594 


436070 


41426.1 


AK000073 AA380183 AA380181 AW963533 


437129 


43343.1 


AL049327AA847105 


439031 


46798.1 


AF075079H48601H48795 


442438 


542469.1 


AA995998 AI916584 R61781 T77332 F07756 F08149 F07647 


446865 


78535J 


R35027 R12D34BE407120 


449034 


794817.1 


A1624049 AW117770 AI858350 


449986 


821463.1 


AW864502 AW864369 AI678780 


454392 


115882.1 


BE260893 AA078319 R85057 AW803024 H8581 1 AA078293 


454692 


12291 18 J 


AW813350 AW816082 AW813476 AW813383 


455604 


1337197.1 


BE01 1 183 BE01 1 170 BE01 1333 B£01 1 1 B8 BE01 1181 BE011324 8E011161 BE011169 


458091 


472385.1 


AF150286AAB35857 


459081 


889426.1 


W07808 Al 822086 


459142 


918906.1 


A1903396A1903361 AI903360 


TABLE 21C 
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Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (GI) numbers. 'Dunham L et al" refers to the pubficafjon entitled The DNA 

sequence of human chromosome 22/ Dunham I. el aU Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted 

NLposition: Imficates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposioon 


400855 


1931571 


Minus 


17801-18228 


400995 


8099094 


Plus 


141185-141601 


401519 


6649315 


Plus 


157315-157950 


401723 


7655694 


Plus 


147273-147503 


402104 


8119072 


Plus 


122409-122600 


402430 


9796372 


Minus 


62382-62552 


403378 


9438244 


Minus 


44264-44443 


403381 


9438267 


Minus 


26009-26178 


403383 


9438267 


Minus 


119837-121197 


403485 


9965528 


Rus 


2888-3001.319&-3532.3655-4117 


403824 


9798468 


Ptus 


473487 


404220 


6706820 


Plus 


46107-46439 


404727 


8081050 


Phis 


115534-115747 


404767 


7882827 


Minus 


23244-23759 


405291 


3845420 


Plus 


19999-20473,20672-21036.21147-21285,21378-21667 


405392 


6624069 


Minus 


116167-116289,11BB79-119030 


406086 


7107817 


Plus 


9418-9573 


406270 


7534217 


Plus 


13138-13591 


406400 


9256298 


Plus 


1553-1712.1878-2140,4252-4385.59224077 


406536 


7711478 


Plus 


25655-25782 



TABLE 22A: 430 SIGNIFICANTLY DOWN-REGULATED GENES. UTERINE CANCER VERSUS NORMAL UTERUS 

Table 22A fists about 430 genes significant down-regulated in uterine cancer compared to normal uterus. These were selected as for Table 21 A, except that the numerator and 
denominator were switched, and the ratio was greater than or equal to 14 (ie. 14-fold down-regulated in tumor vs. normal uterus). 

Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene tMe 

R1: Ratio of tumor vs. normal Ossue 



Ptey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


414063 


H26904 


Hs.75736 


apofipoprotein D 


93.0 


447990 


8E048821 


Ks^0144 


small inducible cytokine subfamily A, member 14 


75.7 


407815 


AW373860 


Hs^01716 


ESTs 


68.7 


452547 


AA335295 


Hs.74120 


adipose specific 2 


61.1 


415165 


AW887604 


Hs.78065 


complement component 7 


55.1 


453655 


AW960427 


Ks^00878 


ESTs, Moderately similar to TGR3_HUMAN TGF-BE 


54.0 


429350 


AT754634 


Hs.131987 


ESTs 


52.6 


407228 


M25079 


Hs.155376 


hemoglobin, beta 


5Z0 


425869 


AA524547 


Hs.160318 


FXYD domain-contaning ion transport regulate 


51.6 


416585 


X54162 


Hs.79386 


lefornodin 1 (smooth muscle) 


51.4 


408614 


AL137698 


Hs.46531 


Homo sapiens mRNA; cDNA DKFZp434C1915 (from c 


49.7 


417542 


J04129 


Hs.82269 


progestagen-associated endometriaj protein (p 


49.3 


412295 


AW088826 


Hs.22971 


ESTs 


48.0 


421998 


R74441 


Hs.1 17176 


poly(AHxndirtg protein, nuclear 1 


47.0 


452093 


AA447453 


Hs.27860 


Homo sapiens mRNA; cDNA DKFZp586M0723 (from c 


46.7 


429707 


W76631 


Hs^11819 


matrix rrietatoproteinase 23B 


45.7 


416950 


AL049798 


Hs.80552 


derm atopon tin 


45.6 


408221 


AA912163 


Hs.47447 


ESTs 


44.6 


406791 


AI220684 


Hs-272572 


hemoglobin, alpha 2 


43.0 


446500 


U78093 


Hs.15154 


sushkepeat-containlng protein, X chromosome 


4£6 


407938 


AA905097 


Hs.85050 


phosphdamban 


41.1 


410677 


NM.003278 


Hs.65424 


l-n.lLjji.ji.j-i_ni1». /-J. i_iiji.M-|_jljl-ii_l t.t.. ./*.» ■■ ...inf ntnl 

tetranectin [piasminogerHjtnding protein) 


41.0 


412524 


AA417813 


Hs.11177 


ESTs 


39.4 


452426 


AJ904823 


Hs.31297 


Homo sapiens cDNA: FU 23001 fis, clone LNG002 


38.6 


414290 


AI568801 


Hs.71721 


ESTs 


38.2 


439627 


BE621702 


Hs.29076 


Homo sapiens cDNA FU21841 fc, clone HEP018 


38.0 


400258 




Hs.79064 


decxytrypusine synthase 


37.0 


414807 


AI738616 


Hs.77348 


rrydroxy prostaglandin dehydrogenase 15-(NAD) 


38.1 


410023 


AB017169 


Hs.57929 


sfil (Drosophita) homotog 3 


35.4 


407663 


NMJH6429 


Hs.37482 


COPZ2 for nonclathrin coal protein zeta-COP 


34.3 


410286 


AI739159 


Hs.61898 


DKFZP586N2124proteln 


33.8 


418988 


A1123555 


Hs*1796 


ESTs 


33.1 


409060 


AI815867 


Hs.50130 


necdin (mouse) homotog 


33.1 


436569 


BE439539 


Hs.279837 


glutathione Srtransferase M2 (muscts) 


32.8 


420574 


N.VL000055 


Hs.1327 


rjutyrylchonnesterase 


32.6 


417967 


BE244373 


rte.1119 


nuclear receptor subfam3y 4, group A, member 


32.4 


450810 


BE207588 


Hs.25511 


transforming growth factor beta 1 induced tra 


31.7 


438150 


AA037534 


Hs.300878 


ESTs, Moderately similar to TGR3.HUMAN TGF-8E 


31.6 
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430468 


NMJ04673 


Hs.130699 


ESTs 


31.5 


453060 


AW294092 


Hs2l594 


ESTs 


3U 


424206 


NMJW3734 


Hs.198241 


amine oxidase, copper containing 3 (vascular 


30.8 


422126 


AW973784 


Hs.1 12028 


Misshapen/NlK-reJalsd kinase 


30.5 


406082 


S47833 


Hs.82927 


adenosine monophosphate deaminase 2 (isofotm 


30.3 


421639 


NMJJ12082 


Hs.297921 


Homo sapiens mRNA full length insert cONA do 


30.3 


402520 








29.9 


418043 


AW377752 


Hs.83341 


H. sapiens mRNA for tyrosine kinase receptor 


29.7 


443906 


AA348031 


Hs.7913 


ESTs 


29.7 


■450958 


AL137669 


Hs.25700 


Homo sapiens mRNA; cONA OKFZp434M0435 (from c 


3.4 


418828 


AF020774 


Hs.88844 


Homo sapiens hair and skin epidermal-type 12- 


29.4 


412828 


AL133396 


Hs.74621 


prion protein (p27-30) (Creutzf ekkJakob dise 


29.4 


429507 


NM_003102 


Ks.2420 


superoxide dismulase 3, extracellular 


29.2 


400545 






29.1 


425078 


NM_002599 


Hs.154437 


phosphodiesterase 2A, cGMP-sWated 


29.1 


429942 


Al 338993 


Hs.1 34535 


ESTs 


28.9 


438303 


AB028S98 


Ks.6147 


K1AA1075 protein 


28.7 


419971 


AA400027 


Hs.296234 


ESTs, Highiy similar to rrotogen-acGvaied pro 


28.7 


443060 


D78B74 


Hs.8944 


procollagen C-endopepSdase enhancer 2 


28.7 


452877 


A1250789 


Hs.32478 


ESTs 


28.6 


412442 


A1983730 


Hs.26530 


serum deprivation response (prtosphatJdytserfri 


28.6 


424378 


W28020 


Hs.184367 


GTPase activating protein-like 


28.6 


421823 


N40850 


Hs.28525 


ESTs 


27.9 


447786 


BE620810 


Hs.39619 


hypothetical protein LOC57333 


27.6 


400023 






AFFX control: 18S ribosomai RNA 


27.5 


453874 


AW591783 


Hs.36131 


collagen, type XIV, alpha 1 (undufin) 


27.2 


414134 


X60188 


Hs.861 


mitogen-activated protein kinase 3 


27.1 


428451 


AW970451 


Hs.98570 


ESTs 


265 


435520 


AA297990 


Hs5315 


HNOEUso protein 


28.6 


437179 


AA393508 


Hs.171409 


serologically defined colon cancer antigen 8 


26.4 


441481 


AA935303 


Hs.270553 


ESTs 


26.0 


450227 


BE388192 


Hs.78521 


Homo sapiens cDNA: FU21 1935s, done COL00 1 


25.6 


403731 






25.5 


452814 


AI092790 


Hs.55016 


hypothebcal protein RJ21935 


25.5 


410038 


R57171 


Hs.57975 


calsequestrin 2, cardiac muscle 


25.5 


416854 


H40164 


Hs.80296 


PurWnje cell protein 4 


25.4 


418421 


R58620 


Hs.85050 


phosphotamban 


25.4 


407000 


U12139 




gbiHuman atpha1(Xl) collagen (COL11A1) gene. 


25.3 


421803 


NMJM2205 


Hs.108441 


3-hy droxy anthrantl ate 3,4-dioxygenase 


25.3 


445613 


BE550889 


Ks.158491 


ESTs 


25.1 


432302 


AA345857 


Hs274307 


WAA1442 protein 


24.8 


420796 


L34355 


Hs£9931 


sarcogtycan, alpha (50kD dystraphin-assoaate 


243 


423720 


AL044191 


Hs23388 


Homo sapiens cDNA: FU21 310 lis, done COL021 


24.7 


417302 


BE245812 


Hs.8941- 


ESTs 


24.6 


421913 


Al 934365 


Hs.109439 


osteogtycin (osteoinductive factor, mlmecan) 


24.6 


440130 


AI083899 


Hs.1 57527 


ESTs 


24.5 


431967 


AJ243553 


Hs.283404 


organic cation transporter 


24.5 


424580 


AA446539 


Hs.35092 


ESTs 


24.4 


406907 


225427 




gbittsapiens protehvserine/threonine kinase 


24.2 


443745 


AB039670 


Hs.9728 


ALEX1 protein 


24.1 


429101 


AW452174 


Hs.173780 


ESTs 


23.5 


410591 


AW239226 


Hs.65450 


reficuton 4 


23.4 


408853 


AW291484 


Hs.254967 


ESTs 


23.3 


407979 


AA046306 


Hs.62927 


ESTs 


23.1 


448519 


AI867182 


Hs.202255 


ESTs 


22.8 


424585 


AA464840 




gtxzx43h11 j1 Soares_Jotal_fetB_Nb2HF8_9w Ho 


22.7 


407891 


AA4S6620 


Hs.41135 


Endomucin 2 


22.6 


40719S 


01 1747 


Hs.177415 


Fmkel-Biskis-Reiny murine sarcoma virus (FB 


22* 


426990 


AU044315 


Hs.173094 


Homo sapiens mRNA; cDMA DKFZp564H142 (from d 


22JS 


450493 


M93718 


Hs.166373 


nitric codde synthase 3 {endothelial cell) 


22.1 


420120 


AL049610 


Hs.95243 


transcription elongation factor A (SUj-Cke 


22.0 


423690 


AA329648 


Hs.23804 


ESTs 


22.0 


402865 








21.9 


417387 


AW021102 


Hs.21509 


ESTs 


21.9 


456698 


NM.001928 


Hs.155537 


D component of complement (sdlpstn) 


21.9 


459722 






Homo sapiens cDNA: FL) 23449 fe, done HS1058 


21.8 


422927 


AW247388 


Hs.301423 


calcium binding protein 1 (cafbrain) 


21.8 


402195 








21.7 


416213 


AW978753 


Hs.1Z7327 


ESTs 


21.6 


440274 


R24595 


Hs.7122 


scrapie responsive protein 1 


21.6 


455B18 


AI733747 




gteznB6d04.y5 Stratagene lung carcinoma 93721 


21.4 


420861 


A1039044 


Hs*8827 


Homo sapiens mRNA for FU00033 protein, parti 


21.4 


405228 








21.3 


441292 


AF131218 


Hs.7765 


chromosome 16 open reading frame 5 


21 2 


432553 


AA553334 


Hs211095 


ESTs 


21.3 


417098 


AB017365 


Hs.173859 


frizzled (Drosophua) homotog 7 


212 


453642 


AB70936 


Hs.34074 


dpepSdytpepfidaseVI 


212 


405313 






21.1 


410243 


D83402 


Hs.289D06 


ESTs, Weakly similar to alternatively spSced 


21.1 


413186 


AU077141 


Hs.75231 


solute carrier family 16 (momxarboxylic acid 


21.1 


425954 


AK000633 


Hs.164476 


hypotheGcal protein RJ2Q526 


21.0 


421770 


AA374192 • 


Hs.108124 


ribosomsl protein L41 


21.0 


435265 


AA779958 


Hs.1 85932 


ESTs 


20.8 
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430035 

430233 

436130 

434843 

429303 

442422 

410399 

435869 

447384 

440610 

445806 

433557 

435467 

440191 

417511 

406976 

443547 

417998 

419313 

408322 

448422 

403121 

424198 

459060 

457829 

445029 

424362 

417067 

413972 

435891 

447551 

400637 

409882 

430310 

402741 

401703 

409229 

453856 

430342 

404033 

411939 

431227 

452669 

439698 

416253' 

418556 

408877 

415994 

417054 

404654 

420174 

400625 

406150 

457835 

420105 

404619 

423282 

424097 

448543 

427605 

406535 

418947 

414323 

457111 

418373 

424461 

451565 

407751 

432031 



AL050284 Hs^27782 DKFZP586M 101 9 protein 

AW367902 Hs.236443 Homo sapiens rnRNA; cONA DKFZp564N1063 (from c 

AA341497 Hs.31408 ESTs 

R43707 Hs.133159 ESTs, Weakly similar to PIHUSD salivary profi 

AW137635 Hs.44238 ESTs 

AI344415 Hs.156082 ESTs 

Hs.63236 synudein, gamma (breast cancer-specific pro I 

Hs.54650 ESTs, Weakly similar to (defline not availabJ 

Hs.40528 ESTs 

Hs.130800 ESTs 

Hs.13323 hypothetical protein FU22059 

Hs.81 24 PH domain containing protein in refina 1 

Hs^1681 ESTs 

Hs.1 16107 Homo sapiens genomic DNA, chromosome 21 q, sec 

Hs.82223 chonfin-Gke 

gb.Human alpha-1 collagen type II gene, exons 

Hs^3767 ESTs 

gb:EST379495 MAGE resequences, MAGJ Homosapi 

Ks.87279 ESTs 

Hs.249986 ESTs 

gb:601 194177F1 NIH_MGC_7 Homo sapiens cDNA ci 

Hs.143026 KIAA1087 protein 

Hs.79625 heterogeneous nuclear ribonucleoprotein D (AU 

Hs.21 0843 ESTs, Weakly similar to dJ 1039K5.2 [Rsapiens 

Hs.1 2256 midline 2 

Hs.1 46001 Homo sapiens mRNA; cDNA DKFZp586F0824 (from c 

HsJJ1088 solute carrier fantfy 22 (extraneuronai monoa 

Hs.162717 ESTs, Weakly similar to HPPD.HUMAN 4-HYDROXYP 

Hs.5002 copper chaperone for superoxide dsmutase 

Hs.929 myosin, heavy porypepSda 7, cardiac muscle, 

HS.56B74 heat shock 27kD protein family, member 7 (car 

Hs.239069 four and a half UM domains 1 



AF255910 

AJ377221 

AI733098 

AL137516 

AI244368 

AW450278 

AI990417 

AL049176 

M60299 

AW271273 

AW967420 

AA843387 

AW181985 

BE263813 

AB029010 

H89244 

A1742291 

AF196481 

AL137646 

AJ001417 

8E279548 

AW249394 

BE066634 

AJ243191 
U60115 



451962 
424100 
451509 
453512 
429924 
423780 
427030 
439872 
407836 
451427 
424462 
451533 
422319 



H60333 

AA804789 

NM.005938 

AI365585 

X63755 

AA216363 

AW779554 

BE250559 

T02850 

AA479033 

NM.002923 

AF017060 

AI824144 



BE256338 

AW015571 

BE514535 

AL137563 

M13981 

AW897741 

NM,000997 

W52990 

NM.014759 

AA482027 

AW750770 

D83S42 

NMJXXJ897 

BE276096 

AF039198 

H58589 

AW078832 

AI793080 

A1969529 

ALW0160 

W39693 

AA352013 

AA397600 

T81058 

T79340 

AI091441 

AU076666 

NM.004657 

AW403342 



Hs.251928 nuclear pore complex interacting protein 

Hs.19447 Homo sapiens mRNA far FU00106 protein, parti 

Hs£39663 myelridyrympririd or mbced-Tmeage leukemia (t 

Hs.146246 ESTs 

Hs.2743 keratin, cuficte, ultrahigh sulphur 1 

Hs.262958 ESTs, Weakly similar to alternatively spliced 

Hs.55876 ESTs 

Hs.15463 ESTs 

gb:FB12A9 Fetal brain, Stralagene Homo sapien 

Hs.130315 ESTs 

Hs.78944 regulator of G-protelnsignarmg 2. 24kD 

Hs.174151 aldehyde oxidase 1 

Hs^3912 ESTs 



Hs.192375 ESTs, Highly similar to (JJ127B20.3 [H.sapiens 

Hs32244 ESTs 

Hs.77171 rrurwmrornosome maintenance deficient (S. cere 

Hs.1 26378 putafive ABC transporter 

Hs.1734 inhibln, alpha 

Hs21380 Homo sapiens mRNA; cDNA DKFZp586P1124 (from c 

Hs.1 79779 ribosomal protein L37 

Hs22860 ESTs 

Hs.233500 WAA0273 gene product 

Hs.142569 ESTs 

Hs.84344 CGM35 protein 

Hs.1 48090 cadherin 15, M^adherin (myo tubule) 

Hs.456 leukotrieneC4 synthase 

Hs.38205 from HaLa cycTm-de pendent kinase 2 interact] 

Hs284126 hairless (mouse) homolog 

Hs.35156 Homo sapiens cONA FU1 1027 fis, done PLACE10 

Hs 226806 ESTs 

Hs.123525 ESTs. Weakly similar to NGAL RAT NEUTROPHIL G 

Hs.171637 Homo sapiens cDNA: FU21937 fis, ctona HEP044 

Hs209542 ESTs, Weakry similar to B cell linker protein 

Hs.226138 Homo sapiens mRNA; cONA DKFZp566H2446 (from c 

gb:EST59935 Infant brain Homo sapiens cDNA 5* 

Hs^7S31 ESTs 

gb:yd26c08.r1 Scares fetal liver spleen 1NFLS 

HsJ22575 Homo sapiens cONA: FU21042 fis, done CAE112 

Hs.26401 tumor necrosis factor (Bgand) surjerfam3y, m 

Ks.148101 serum consfituent protein 

Hs26530 serum deprivation response (phosphaSdytserin 

Hs.1 15232 sp0cmgfactor3a.subunit2.66kD 
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454421 

449282 

420495 

429790 

422796 

427980 

409543 

440206 

455904 

427707 

437140 

417637 

419171 

417808 

426232 

440747 

415307 

407049 

454054 

411085 

443104 

424106 

446716 

448677 

434919 

401171 

456804 

453621 

413419 

426515 

428937 

424562 

444655 

447424 

425439 

445707 

405324 

434340 

422942 

421620 

420037 

426818 

425485 

404947 

412677 

401551 

408053 

425016 

418179 

418994 

457514 

426275 

457924 

430712 

455144 

407524 

426712 

429954 

446208 

442792 

420485 

426767 

436950 

415195 

442197 

433457 

402316 

409736 

407964 

433677 

425507 

413724 

408922 

413055 

435977 

442208 

402426 

412399 

413200 

404597 

453143 

455984 



BE409759 

AL048056 

AJ338247 

AK001352 

AWB97265 

AA418305 

AW410200 

AI762232 

BE156173 

NM 005578 

AA312799 

AA204969 

NM.002846 

AF177909 

Z70024 

AW297226 

F05232 

X72632 

AI336329 

AF022991 

AA088470 

AA412442 

AA436575 



A1821740 
AA380954 
AI421645 
AW749983 



BE394222 

T82221 

AI420859 



AK81105 

D38024 

A1591214 

AI193043 
AF054839 
AW662990 



AI131291 
NIUL006207 

AW029608 

AW139474 

AA376049 

X51630 

AA296520 

AA775208 

BE151551 

AL390142 

AW044547 

AW875942 

X64985 

AW173177 

AI918130 

BE258323 

AB52340 

AF218586 

AA384398 

L05779 

AKD00150 

AW837912 

AA830194 

AA078628 

AW130334 

A1791912 

AI684745 

AA131466 

RB7388 

AV655701 

AL138079 

AW298984 

N53816 
AA127395 

AA382234 
BE177442 



Hs.59563 Homo sapiens mRNA far FU00007 protein, parti 

Hs.23437 Homo sapiens cDNA FU 13555 6s. done PLACE10 

Hs.98314 Homo sapiens mRNA; cDNA DKFZp586L0120 (from c 

Hs^21737 hypolhefcai protein FU10490 

gWMWWW)57-150400-335^04 NN0057 Homo sapi 
gtezv96g05.s1 Soares_NhHMPu_S1 Homo sapiens c 
gfcm05b12j<1 N1H.MGCJ 7 Homo sapiens cDNAd 

Hs.46794 ESTs 

gb:GV0-HT0367-201 299-079-302 HT0367 Homo sapi 

Hs.1 80398 UM domain-coiilaining preferred translocafion 

Hs.283689 activator of CREW in testis 

Hs.234863 Homo sapiens cDNA FU1 2082 fc, clone HEMBB10 

Hs.89655 protein tyrosine phosphatase, receptor type, 

Hs.1 2828 Ueety (Drosophfla) homotog 1 

Hs. 1 681 57 nudear transcription factor Y, gamma 

Hs.137840 ESTs, Moderately similar to SIX1_HUMAN HOMEOB 

Hs.27495 prostate cancer associated protein 7 
(HONE) 

Hs.301519 Homo sapiens cONA FU 12536 fis, clone NT2RM40 

Hs.68398 period (Drosophila) homotog 1 

Hs.83135 p53-responsive gene 6 

Hs.98132 ESTs 

Hs.16602 ESTs 

Hs^27051 ESTs 

Hs.1 16531 ESTs 

Hs.27268 Homo sapiens mRNA; cDNA DKFZp564N196 {from d 
Hs.1 39851 caveoSn2 

gb:QV3-BT0537-28010(W)7f>e04 BT0537 Homo sapi 
Hs.48938 Homo sapiens cDNA FU21802 fis, done HEP007 
Hs.231444 ESTs 

Hs.56729 lymphocyte-specific protein 1 

Hs.150557 basic transcription element Knifing protein 1 

Hs.11590 cathepsinF 

Hs.181641 ESTs 

Hs.157425 double homeobox, 2 

Hs.156336 ESTs 

Hs.128685 ESTs 

Hs.1 22540 tetraspan2 

Hs.1 08675 heme-binding protein 

Hs.135569 ESTs, Weakly simitar to NEUROD [Rsapiens] 

Hs.98866 ESTs 

Hs.170040 plateleWerived growth factor receptor-tike 

Hs.17384 ESTs 

Hs^46862 ESTs 

Hs.1 541 62 ADP-ribosylation factor-like 2 

Hs.1145 Wilms tumor 1 

Hs.89546 SetecSn E (endothefiai adhesion molecule 1) 

Hs.136423 ESTs 

gb:RC0-HT0297-20119*O31-f12 HT0297 Homo sapi 

Hs^88697 Homo sapiens cONA FU 13861 fis, done THYRO10 

Hs.196284 ESTs 

p£CMW r T0013-131299467-b10 PT0013 Homo sapi 
gteUsapiens mRNA HTPCRX11 for olfactory rece 

Hs.197755 ESTs 

Hs.21374 ESTs 

Hs225795 ESTs, Highly similar to OTX1 HUMAN HOMEOBOX P 

Hs.131194 ESTs 

Hs.288835 cefl death-inducing DFFA-Eta effector b 

Hs.192491 ESTs 

Hs.1 13 epoxide hydrolase 2, qtoplasmic 

Hs.78185 MAX-Gke bHLHZIP protein 

gbrGV3AT0048-2601 O0-068o02 LT0048 Homo sapi 

Hs.199417 Homo sapiens mRNA for FU00027 protein, part 

gtr.7P07H07 Chromosome 7 Placenta! cDNA librar 
Hs^81111 ESTs 

Hs.190885 ESTs, Moderately similar to ALU1_HUMAN ALU SU 
Hs.165983 hypothetical C2H2 zinc finger protein RJ2250 
Hs.23767 Homo sapiens cONA FU 1 2666 fis, done NT2RM40 
gb:ym88g04j1 Soares adult brain N2b4HB55Y Ho 
Hs.75183 cytochrome P450. subfamily HE (ethanoMnduc 
Hs.5012 brain-specific menibrane-anchored protein 
Hs.255595 ESTs, WeaWy similar to PSF.HUMAN PTB-ASSOCIA 

Hs.14394 hypothetical protein FU20157 
Hs.222414 ESTs 

Hs.1 701 21 protein tyrosine phosphatase, receptor type, 

gb:Rd-HT0595-20040(M>12-fi)1 HT0595 Homo sapi 
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416193 
407065 
441785 
413784 
429092 
408499 
453754 
450826 
428486 
405895 
409108 
423334 
422948 
447852 
419084 
456771 
438564 
448705 
454460 
458893 
426759 
453769 
434179 
404111 
402056 
458602 
427530 
414716 
400632 
443918 
432037 
412921 
421905 
441704 
414272 
448224 
404611 
448381 
454719 
446973 
457760 
440144 
407387 
427850 
404244 



T25400 

Y10141 

AW138139 

BE165819 

AI190864 

AW205323 

AW972580 

U43030 

AW583497 

AA339443 
AK000906 
AW810824 
AW504781 
AA496539 
AW016739 
AA381553 
H05072 



435487 
414213 
455916 
448943 
418026 
454082 
453308 
458823 
452532 
418464 
409473 
449779 
457546 
403368 
432163 
421531 
428283 
443528 
402399 
410545 
450300 
403552 
406929 
436365 
402550 
441782 
415672 
430582 
425770 
432683 
441871 
447481 
405114 
401082 
454316 
421572 
424591 



BE161733 
A1590401 
R35261 
A1743448 



AI262208 
AA405093 
AF199598 

AA305475 

AW450592 

6E009345 

AI660247 

AW58766 

A1651603 

R48700 

H58589 

D61580 

BE006547 

H95724 

AA668123 

AW082297 

AB000895 

AM16756 



W07343 

BE297765 

BE156710 

A1608810 

BE379727 

AF283508 

AW959731 

AW207574 

AI905811 

R87580 

AL137716 

AAQ04258 

AA568484 

AKD00440 
AA713505 
AI439096 
AK001778 

U32324 
AL041440 

U04690 
AW444548 

AW140126 

N53097 

AJ215509 

NM_014363 

AW995441 

AI306150 

AF052151 



AW366144 
AA531607 
R55704 



gb:PTH1069 HTCOL1 Homo sapiens cDNA 5R sim 
gb:Rsapiens DAT1 gene, partial VNTR. 

Hs.244598 ESTs 

gb:CM04flr0486-2203OW0lKJ12 HT0486 Homo sapi 

Hs.178226 ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAM 

Hs.253475 ESTs 

Hs.172753 ESTs 

1&25537 cardbtrophtn 1 

Hs. 184504 pancreatic polypeptide 

Hs.48793 ESTs 

Hs.127273 hypothetical protein FU10044 

Hs^1351 ESTs 

gb:UI.HF.BN0^iH>WWJlJl NIH.MGC_50 Homo 

Hs.1 79902 transporter-like prolan 

Hs.232201 ESTs 

Hs.1 98253 major histocompafibaity complex, class II, D 

Hs.124984 ESTs, Moderately similar to unnamed protein p 

Hs.748 fibroblast growth factor receptor 1 (fms-rda 

Hs.97283 ESTs, Weakly similar to ALU 1 .HUMAN ALU SUBFAM 

Hs^1213 ESTs 

Hs.24947 ESTs 

Hs.116177 ESTs 



Hs.276489 ESTs 
Hs.126519 ESTs 

Hs.97044 KvchanneHnteracfirtg protein 2 



HsJ22660 

Hs.300459 

Hs.128942 

Hs.32699 

Hs.201988 



Hs.20733 
Hs.35156 
Hs.21036 

Hs.4283 

Hs.134170 

Hs*8523 

Hs.161051 



Hs.1 82538 



Hs.193288 

Hs.83213 

Hs.63168 

Hs.32538 

Hs.179501 

Hs.110757 

Hjl296567 
Hs.25218 
Hs.153632 

Hs.272799 
Hs.291769 
Hs.25832 
Hs.9547 

Hs.64310 
Hs.58210 



Homo sapiens cOKA FLI1 1 658 fis. clone HEMBA10 

ESTs 

ESTs 

ESTs. Weakly similar to UV-1 protein (Usapl 

ESTs 

ESTs 

EH-domain containing 2 

Homo sapiens cDNA RJ 11 027 fis. clone PLACE10 

Homo sapiens mRNA; cONA DKFZp434A1010 (from c 

gb:R(2^N013M40400-01 1-b03 BM0130 Homo sapi 

ESTs 

ESTs 

ESTs 

gb:Homo sapiens mRNA for cadherin FIB1, parfj 
ESTs, Moderately similar to ALU6.HUMAN ALU SU 



phospholipid scrambtase 4 

gb:601 176246F1 NIH.MGCJ7 Homo sapiens cDNA c 
gb:avr>HT0368^10300-181-d01 HT0368 Homo sapi 
ESTs 

fatty acid binding protein 4, adipocyte 

cell death regulator even 

ESTs 

ESTs 

DMA segment on chromosome 21 (unique) 2056 ex 
gb:ym89h07.r1 Scares adult brain N2b4HB55Y Ho 
Homo sapiens mRNA; cDNA DKFZp434D2030 (from c 
ESTs. Weakly similar to ALUB_HUMAN !B1 ALU C 
ESTs 

hypothetical protein FU20433 
ESTs 

Homo sapiens mRNA; cDNA OKFZp564P1 16 (from ci 
hypothetical protein FU10916 



mtsrleukin 1 1 receptor, alpha 
ESTs 



gb:Human olfactory receptor (OR17-21Q) gene, 

Hs.163118 ESTs 

Hs.1 32357 ESTs 

Hs.193579 ESTs 

Hs.143954 ESTs 

Hs.1 594 92 spastic ataxia of Charlevoix-Saguenay (sacsin 

Hs.10475 ESTs 

Hs.1 53450 ESTs, Weekly simHar to 1 9091 23A Ma giucose c 

Hs.1 8685 Mouse Mammary Turmor Vims Receptor hcmolog 



gb:QVO-HT0101-06109M32-b12 HT0101 Homo sapi 
Hs.1 25143 ESTs. Weakly similar to POL2 MOUSE RETROVIRUS 
Hs.1 50963 hypocrefln (orexin) receptor 1 
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15.9 

15.9 

15.9 

15.9 

15.8 

15.8 

15.8 

15.8 

15.7 

157 

15.7 

15.6 

15.6 

15.6 

15.6 

15.6 

15.6 

15.6 

15.5 

15.5 

15.5 

15.4 

15.4 

15.4 

15.4 

153 

15.3 

15.3 

15.3 

15.3 

15.3 

15.3 

15.3 

15.3 

15.3 

15.2 

15.2 

15.2 

15.2 

15.2 

15.2 

112 

15.2 

15.2 

15.1 

15.1 

15.1 

15.0 

15.0 

15.0 

15.0 

14.9 

14.9 

14.9 

14.9 

14.9 

14.6 

14.8 

14.8 

14.8 

14.8 

14.8 

14-8 

14.8 

14.8 

14.8 

14.8 

14.7 

14.7 

14.7 

14J 

14.7 

14.7 

14.7 

14.7 

14.7 

14.6 

14.6 

14.6 

14.6 

14.6 

14.6 

14.6 
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441503 


AW172263 


Hs.185202 


416199 


R83537 




420360 


U83171 


Hs.97203 


425126 


N32759 


Hs.172944 


417421 


AL138201 


Hs.82120 


405100 






454012 


M76424 


Hs.37014 


402457 






454613 


AW810814 




429821 


AL096749 


Hs .225433 


431073 


BE254470 


Hs.249186 


421143 


AB024536 


Hs.102171 


401223 






438627 


AJ087335 


Hs.123473 


407124 


R03160 


Hs.268857 


437217 


AW779241 


Hs. 15531 6 


427627 


R87582 


Hs.179915 


410258 


X52638 


Hs.739 


413237 


A1468574 


Hs.171965 


412975 


T70956 


Hs.75106 


426488 


X03350 


Hs.4 


416667 


AK000526 


Hs.79457 


405479 






418432 


M14156 


Hs.85112 


426316 


NM.002430 


Hs.301852 


412171 


AW897452 




447241 


BE382838 


Hs.19322 


402100 






438286 


AW139266 


Hs.134807 


407947 


AJ500332 


Hs.102367 


402275 






402358 






439624 


AA838771 


Hs.124407 


444455 


AI149879 


Hs.175024 


455314 


Y17114 


Hs.73393 


427872 


AA835058 


Hs.21111 


409826 


AW501112 


Hs.34487 


414002 


NMJJ08732 


Hs.75678 


442682 


A1014545 


Hs.231027 


457033 


AF029674 


Hs.173422 


410480 


R97457 


Hs.63984 


401007 






458274 


AF149297 


rK8087 


454106 


D19687 


Hs.245146 


432928 


AA570454 


Hs.186467 


425352 


NMJXJ0939 


Hs.1897 


433887 


AW204232 


Hs.279522 


434927 


H46612 


Hs.293815 






422581 


NM.016339 


Hs.1 18562 


424823 


NM.006226 


Hs.153322 


408107 


AA806754 


Hs.62835 


401577 






433883 


AI925688 


Hs.222312 


408104 


AW972927 


Hs.293968 


404642 






400675 






406059 






448386 


A8037750 


Hs.21061 


407287 


AI678812 


Hs.201658 


TABLE 22B 





ESTs 

gbryq12a08.r1 Soares fetal Dver spleen 1NFLS 
small Inducible cytokine subfamily A (Cys-Cys 
chorionic gonadotropin, beta polypeptide 
nudear receptor subfam3y 4, group A. member 

carbonic anhydrase VII 

gb:MR2-ST0129-201099404-e01 ST0129 Homosapi 
Homo sapiens mRNA; cDNA DKFZp434G153 (from d 
cone-rod homeobox 

immunoglobulin superfamity containing leucine 
ESTs 

ESTs. WeaWy similar to ALU1 HUMAN ALU SUBFAM 
ESTs 

guanine nudeoSde binding protein (G protein 

6i5hosphafrudo-2-kmase/friJC^ 

ESTs 

dusterin (complement lysis inhibitor, SP-40, 
ateohol dehydrogenase 2 (class I). beta polyp 
hypothetical protein FU20519 

tosulin-tike growth factor 1 (somatomedia C) 
Human DNA sequence from clone 437G10 on chrom 
gb:CMO.NN0058-150400-337-b08 NN0058 Homo sapi 
ESTs 



ESTs 

Homo sapiens cDNA: FU23447 fis, done HSI033 

eyes absent (Drosophtia) homolog 4 

ESTs 

hypothetical protein FU23412 

FBJ murine osteosarcoma viral oncogene homolo 

EST 

KIAA1605 protein 

cadherin 13, rkadherin (heart) 

NAG-5 protein 
ESTs 

ESTs, Moderately similar to ALU INHUMAN ALU SU 
proopiomelanocortin (adrenccorticotropin/bet 
ESTs 

ESTs. Weakly similar to PLR.HUMAN PHOSPHOLEMM 



ESTs 



WAA1329 protein 



14.6 
14.6 
14.6 
14.5 
14.5 
145 
14.5 
UJ5 
14.5 
14.5 
14.5 
14.5 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.3 
14.3 
14.3 
14.3 
14.3 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 



Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 

Accession: Genbank accession numbers 

Pkey CAT number Accession 

408922 109017J R87388 R84328AA058916 

409543 1138723J AW410200AW409705 AW411433 BE296786 BE270309 

409736 1 1 51 89 J AA078628 R09051 AA07B197 AA077334 AW748808 AW748807 

412171 1280759J AW897452 Z20302 D55805 D52877 D60432 

413784 1389150J BE165819 BE165853 W01386 

414213 1426375J BE297765 BE262061 BE302686T83915 

416193 1577102_1 T25400 H26834 H44554 R73193 

416199 1577561.1 R83537 W80940 H27368 

417998 171375J AW967420AA210915 AA236991 AA210916 

418464 1759038 -2 R87580 

418556 1767866.-1 T02850 

422796 22150OJ AW897265AVW274AL1 19504 AW897275A^ 
TIK241 AA326794 AL138130 AW407975 AW999277 

423780 231952J AA352013 AA330878 AA339379 AW96S303 
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424585 241151.1 AA464840 AA343628 

426275 263712J BE151551 AA373783 BE182852 BE008826 BE008827 BE008781 BE008699 

427980 285225.1 AA41 8305 A1264351 

439872 47823J T81058 AL357200T70270 

442197 535550J AW837912 AW837934 AA984475 AW997490 

447852 73973,1 AW5047B1 BE620394 

448422 762770J BE263813BE253504A1500202 BE251145 

453521 974526J AW749933 AL045823 

454316 1109350.1 AW366144 AW366154 AW366142AW366151 AW366140AW366155BE141715BE141718BE141698 

454613 1226904J AW81 081 4 AW81 0787 AW81 0854 AW81 0773 AW81 0735 AW81 0785 AW81C660AW81 0834 AW81 0874 AW81 0723 

AW810881 AW810791 AW810844 AW81 0659 AW81 0576 

454719 1230846J BE006547 AW8 15578 AW81 5311 AWB56304 

455144 1254914.1 AW875942 AW858234 AW875938AW875941 AW858235AW875958 

455818 137219.1 AI733747AA 129802 

455904 1382290.1 BE156173 BE1 56305 BE 1561 96 

455916 1382748.1 BE1 56710 BE 156725 BE156712 

455984 1397288.1 BE177442 BE177439 BE177445 BE177440BE177448 BE177444 BE177433 
TABLE 22C 



Pkey. Unique number corresponding to an Eos probesel 

Ret Sequence source. The 7 digit numbers in this column are Genbank identifier (Gl) numbers. 'Dunham I el aT relers lo the publication entiUed The DNA sequence of 

human chromosome 22." Dunham I. et aL, Nature (1999) 402:489495. ^ 
Strand: Indicates DNA strand from which exons were predicted. 
NLposfjon: Indicates nucleotide positions of predicted exons. 

Pkey 

400469 
400545 
400625 
400632 
400637 
400675 
401007 
4010B2 
401223 
401551 
401577 
401703 
402056 
402100 
402195 
402275 
402316 
402358 
402399 
402426 
402457 
402520 
402550 
402741 
402865 
402959 
403121 
403368 
403552 
403731 
404033 
404111 
404244 
404282 
404597 
404642 
404654 
404947 
405100 
405114 
405228 
405313 
405324 
405479 
405895 
406059 
406150 
406535 



Rer 


Strand 


N Imposition 


8954013 


Plus 


131475-131652 


9600107 


Minus 


124618-124861 


7228177 


Minus 


117266-117441 


3818355 


Plus 


72875-73447,75874-76425 


8894326 


Plus 


68901-69507 


8118750 


Plus 


11223-11816 


8117333 


Minus 


140821-141050 


3242744 


Plus 


22937-23494,27677-27966 


8099088 


Plus 


148940-150214 


8096896 


Minus 


189824-190728 


9280797 


Minus 


139377-139674,141195-141281.142217-142340 


4826475 


Plus 


135-1229 


8084234 


Plus 


207002-207288 


8117697 


Plus 


133549-133792 


7689778 


Minus 


147901-148884 


2935596 


Minus 


31 0S5-31 233,33680-33771,34345-3441 1 ,38890-391 25.39779-39943 


7527774 


Minus 


10751-10919.18817-19052,22131-22328 


8886976 


Minus 


131788-132729 


1905915 


Minus 


24502-24666.24986-25102 


9796361 


Minus 


73590-73824 


9796782 


Minus 


16513-16577,16838-16926 


7596899 


Minus 


171761-171996 


7652009 


Minus 


8041340673 


9212200 


Minus 


18603-18760,19719-19890 


9716300 


Rus 


3197-3429.3722-3914,5795-5987,6802-6961,86534815.9292-9660 


9368493 


Plus 


36729-37084 


9180223 


Rus 


40594258 


4388738 


Rus 


70286-70429.75165-75258 


6862638 


Minus 


117504-117662 


7543752 


Minus 


144000-144618 


8122195 


Plus 


7976-8156 


9408736 


Plus 


161506-161781 


5672609 


Minus 


98173-98517 


2276311 


Rus 


6150342205 


9958262 


Minus 


114369-114599 


9796810 


Rus 


102999-103145 


9797010 


Rus 


6275-6527 


7382205 


Rus 


2974040105,30176-30412 


8076846 


Rus 


144114-144234 


8096938 


Minus 


97013-97560 


7248990 


Rus 


92234-95905 


3638954 


Rus 


6892449093 


3342751 


Minus 


5475-5677 


6453391 


Rus 


1668-1844 


7677903 


Minus 


6699047484 


9103984 


Minus 


13856-14004 


9886026 


Minus 


5933149701 


7711477 


Rus 


8313S43362 



TABLE 23A: 626 genes unregulated In uterine cancer relative to normal body tissues 
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was expressed as average intensity (At), a normalized value reflecfing the relative level of mRNA expression. The protein products of these genes often contain one or more domains 
indicative of have oncogenic function or of transducing intracellular signals, or of being modulatable by small molecules, peptides, or antibodies (e.g. pkinase, death-domain, 7tm, 
phosphatase, or ion ..transporter). Certain predicted protein domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGenelD: UniGene number 

Pred.Prot. Domains: Certain predicted protein domains. Abbreviate used: TM, transmembrane domain; SS, signal sequence; =Y. very GteJy to contain; =M, 

likely to contain; other protein domain abbreviations are from PFAM (Nudeic Adds Research, 2002, 30:276-280). 
UniGene Title: UniGene gene title 

R1 95th percentile of uterine cancer Als divided by the 50lh percentile of normal fissue Als, where the 1 0th percentile of afl normal tissue Als was subtracted from 

both the numerator and denominator 

Pkey; ExAccn; UnigenelD; UnjgeneTitte; Pred.Prot Domains; R1 

428330; L22524; Hs.2256; matrix metalloproteinase 7 (matrilysm, ; Peptidase_M10;; 35.1 1 

420440; NM.002407; Hs.97644; mammaglobin ^ Uteroglobin;; 22.80 

439335; AA742697; Hs.62492; NM_052863:Homo sapiens secrekxjobin, fa; none;; 21 .66 

425723; NMJJ14420; Hs.15931 1; oTcktopf (Xenopus laevis) homolog 4; none;; 21.1 1 

421481; AW391972; Hs.104696; K1AA1324 protein; none;TM=M;SS=M; 20.20 

437938; AI950087; Hs.369628; gb:wq05cO2.x1 NCl_CGAP_Kid12 Homo sapien; none,none; 19.83 

406687; M31 126; Hs.352054; matrix metal toprotetnase 1 1 (sliccnelysin; hemopexin f Pep6dase_M10;; 17.68 

446619; AU076643; Hs.313; secreted phosphoprotein 1 (osteoponBn, ; Osteoponfin;; 17.60 

418281; U0955O, Hs.1 154; oviductal glycoprotein 1, 120kD (mucin 9; <3ycoJiydroJ8;TM=M;SS=M; 17.48 

431 130; NM.006103; Hs.2719; HE4; eptoTdymb-spedfic, whey-adoic pn wap:TM=M;SS=Y; 16.59 

400301; X03635; Hs.1657; estrogen receptor 1; F^rwrmonejec^^.OesLrecep,^^ 

synLC>W\ 1 E7 l RFX_DNA_Wnding;TM=M;SS=N; 16.1 1 
419355; AI656166; Hs.7331; hypothetical protein FU22316; Asparaginase_2.none; 15.90 
433222; AW514472; Hs.238415;dickkopf (Xenopus laevis) homolog 4; none,PH04; 15.39 
417931; W95642; Ks.82961; trefoil factor 3 (intestinal); trefoil;; 15.39 

400284; ; ; NM_000125*:Homo sapiens estrogen recepto; rKmrwne_rec^04 t OesUecep;Tf^M;SS=M; 15.23 
456662; NM_002448; Hs.1494; msh (Drosophila) homeo box homolog 1 (fo; homeoboiyione; 15.04 
438817; AI023799; Hs.163242; ESTs; ncmnone; 1172 

453857; ALD8Q235; Hs.35881; Ras-tnduced senescence 1 (RIS1); none;TM=Y;SS=M; 13.67 
424687; J05070; Hs.151738; matrix nietalloproteiTiasB 9 (gelatinase B; m2,hemopexin,Peptjdase_M10;; 13.51 
458627; AW088642; Hs.97984; SRY (sex determining region Y>box 17 (S; HMG bcx,TM=M;SS=N; U44 
410001; AB041036; Hs.57771; kaflikrein 11; bypsin;TM=M;SS=M; 13.41 

421445; AA913059; Hs.104433; Homo sapiens, done IMAGE:4054868 1 mRNA; fon_trans,K_tetra,asp; 13.27 
449048; Z45051; Hs.22920; similar to S68401 (cattle) glucose indue; Lamp;TM=M;SS=M; 1176 
436972; AA284679; Hs.25640; claudin 3; PMP2?J3audin;TM=Y;SS=M; 12.59 
450693; AW450461; Hs.203965; ESTs; Sema,ig ( none; 1Z52 

415457; AW081710; Hs.7369; Homo sapiens testes specific A2 homolog ; MORN^ugar tr;TM=Y;SS=M; 1Z46 

413719; BE439580; Hs.75498; small indudbte cytokine subfamily A (Cy; IL8;; 12.23 

431629; AU077025; Hs.265827; interferon, alpha4ndudbte protein (do; none;TM=M;SS=Y; 1Z09 

417389; BE260964; Hs.82045; mldkine (neurile grc*promoting factor; PTN_MK;TM=M;SS=Y; 1Z08 

407786; AA687538; Hs.38972; tetraspan 1; transmernbrane4;TM=Y;SS=M; 11.91 

444381; BE387335; Hs.283713; hypothetical protein BC014245; Collagen;TM=M;SS=M; 11.86 

446608; N75217; Hs.175622; ESTs; AmiacliIlo_seg,HEATJ l BS;TM=M;SS=M; 11.72 

447835; AW591623; Hs.164129; ESTs, Weakly similar b 133022 hypothetj; none,UQ_con; 11.59 

420161; AI3B0089, Hs.158951; ESTs; none.lg.pkinase.LRR.LRRCT; 11.49 

451253; H48299; Hs.26126; dawfin 10; PMP22_aauoTaPeptidasB.M1jetetra;TM=Y;SS=M; 11.45 

453968; AA847843; Hs.6271 1; Wgh rnobffity group (nonhistone chromoso; HMG bax,none; 1 1 .42 

448133; AA7231 57; Hs.73769; folate receptor 1 (adutt); Fdate_recMIP;TM=M;SS=M; 11.37 

421552; AF026692; Hs.105700; secreted frizzletkelated protein 4; FZ.MTR;; 1 1.08 

452367; U71207; Hs.29279; eyes absent (Drosophila) homolog 2; Hydrolases 11.01 

409745; AA077391; ; gtx7B14E12 Chromosome 7 Fetal Brain cDNA; 7tnv1^-C3HC4,fn3,SPRY,KRAB^f-C2H2jve^B bc*;TM=Y;SS=M; 10,95 

415138; C18356; Hs.295944; tissue factor pathway Inhibitor 2; Kunltz.BPTl.nona; 10.91 

416658; U03272; Hs.79432; fibrillin 2 (congenital contractual are; EGF,TB,granulin,PSI,EB,TIL;TM=M;SS=M; 1031 

41 1558; AA102670; Hs.70725; gamrrcwmirtobutyric add (GABA) A recepto; Neur_<^an_LBD.Neur_chan_memb;TM=Y;SS=M; 10.72 

438091; AW373062; Hs.351546; nudear receptor subfamily 1, group I, m; hormone jec,zf-C4,none; 10.66 

425071; NMJH3989. Hs.154424; debdinase, iodothyronlne, type II; T4_deioa1n3se;TM=M;SS=Y; 10.66 

430832; A1073913; Hs.100685; ESTs, Weakty similar to JE0350 Anterior ; none,none; 10.52 

451497; H83294; Hs.284122; Wnt inhibitory factor-1; EGF.WIF^ ia50 

421478; A1683243; Hs.97258; ESTs. Moderately similar to S29539 ribos; ncnejwne; 10.50 

409231; AA446644; Hs.692; GA733-2 antigen; epithelial glycoprotein; thyroglobulin_1;TM=Y;SS=M; 10.35 

443785; AW449952; Hs.190125; bas«>herjx4oop4K*ix-PAS protein; H1H,PAS;TM=M;SS=N; 10.34 

409142; AL136877; Hs£075B; SMC4 (structural maintenance of chromoso; ABC Jran,M.SMC_N,SMC OOUF164,none; 10.34 

431846; BE019924; Hs.271580; uroptakin 1B;trarisrnembrane4;TW=Y;SS=M; 10.34 

415539; AI733881; Hs.72472; NAME OMITTED ... receptor kinase; ptoaseA^n_recp,PD2^U5.death; 10.31 

41 1274; NMJ02776; Hs.69423; kaflikrein 10; trypsin;TM=M;SS=N; 10.24 

423673; BE003054; Hs.1695; matrix rnetalloproteinase 12 (macrophage ; hemopexm f PepGdase^M10;TM=M;SS=M; 10.24 
441377; BE218239; Hs.202656; ESTs; none,none; 10.17 

400292; AA250737; Hs.72472; NAME OMITTED ... receptor kinase; pkinase^ctivlruecp^DZ^S.oeath; 10.17 

452594; AU076405; Hs.29981; solute carrier famfly 26 (sulfate trans p; xan_urj)errnease,Sutfate_transp.STAS,HMG box; 10.12 

429663; M68874; Hs.21 1 587; phosphdipase A2, group IVA (cytosoDc, ; C2,PLA2_B;TM=M;SS=N; 9.87 

413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kina; SAM_PNT,none; 9.87 

408562; A1436323; Hs.31141; roundabout (axon guidance receptor, Dros; ig^n3;TM=M;SS=N; 9.86 

428970; BE276891; Hs.194691; reSnofc acid Induced 3 (RAIG1); metabo; 7tm_3;TM=Y;SS=M; 9.72 

438089; W05391; Hs.351546; nuclear receptor subfamay 1, group I, m; hormone rec^C4,none; 9.68 

41 1089; AA456454; Hs.355702; cefl division cyde 2-Eke 1 (PfTSLRE pr; none.none; 9.53 

450451; AW591528; Hs.202072; ESTs; none^one; 9.53 

456062; A1866286; Hs.719S2; ESTs, Weakly similar to B36298 profine-*; none^one; 9.50 
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418113; AI272141; Hs.83484; SRY (sex determining region Y>box 4; HMG_box,homeobox;TM-M;SS=N; 938 

412791; AI131 192; Hs.143199; ESTs, WeaHy similar to S72481 probable ; pkinase.PBD.none; 9.35 

432435; BE218886; Hs.282070; ESTs; none.none; 9.35 

416530; U62801; Hs.79361; kaflikrein 6 (neurosin. zyme); trypsin;TM=M;SS=M; 9.32 

439018; AW300887; Hs.26538; membrane-spanning 4-domains. subfamily A; none;TM=Y;SS=M; 9.23 

445537; AI245671; Hs.12844; EGF-tedomain. multiple 6; EGF.MAM," ai9 

410407; X66839; Hs.63287; carbonic anhydrase IX; carb_anhydrase;TM=M;S5=M; 9.19 

417165; R80137; Hs.302738; Homo sapierts cONA: FU21425 fis. clone C; Sulfate Jrarep.STAS.HMG_box; 9.17 

453459; BE047032; Hs.257789; ESTs; none.none; 9.14 

431674; AA098901; Hs.301642; Gprotein coupled receptor; none,GCV_H; 9.05 

418004; U37519; Hs.87539; aldehyde dehydrogenase 3 famiy, member ; aWedh;TM=M;SS=M; 9.00 

413278; BE563085; Hs.833; Interferon-stMated protein, 15kDa; ubiquity 8.93 

436954; AA740151; Hs.130425; ESTs; none,none; 8.91 

420344; BE463721; Hs.97101; putative G protein-coupled receptor; Melhyttransf_5;TM=Y;SS=M; 8.89 

425397; J04088; Hs.156346; topoisomerase (DNA) II alpha (170kD); DNA^gyraseB.ONA^topoisolV.HATPase c;; 8.85 

407792; AI077715; Hs.39384; putative secreted Hgand homologous to f; none;TM=M;SS=Y; 8.80 

451027; AW519204; Hs.40808; Homo sapiens. Similar to RIKEN cONA 281 0; none.none; &79 

422809; AK001379; Hs.121028; hypothetical protein FU10549; IQ;TM=M;SS=N; 8.72 

413385; M34455; Hs.840; Inddeamine-pyrrole 2.3 dioxygenase; IDO;TM=M;SS=N; a70 

444784; D124B5; Hs.11951; ectonudeotide pyrophosrjhatase/phosphodi; Somatomedm_B.Endonudease.Pr^^ 8.69 

421502; AF111856; Hs.105039; solute carrier family 34 (sodium phospha; Ribosomal L20,Na_R_cotrans;TM=Y;SS=N; 8.67 

437935; AW939591; Hs.5940; mucin 13. epithelial transmembrane; EGF,SEA;TM=Y;SS=M; &56 

408592; AL0401 27; Hs.34074; dipepfidylpeplkfase VI; DPPIV^N Jerm,Peptidase_S9.none; 8.55 

414812; X72755; Hs.77367; monokine induced by gamma interferon; ILB;TM=M;SS=Y; 8.53 

428187; AI687303; Hs.285529; G protein-coupled receptor 49; 7tm_1,none; 8.49 

448672; AI955511; Hs.374290; ESTs; Bg.chan^NF.receptor.SBP bac 3;TM=Y;SS=M; 8.44 

425775; U25128; Hs.159499; parathyroid hormone receptor 2; 7tm_2,HRM;TM=Y;SS=M; 140 

443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;SS=N; 8.40 

452093; AA447453; Hs.27860; Homo sapiens rnRNA; cDNA DKFZp586M0723 (f; 7tm_1.none; 8.33 

407894; AJ278313; Hs.41 143; phosphdrrosilide-spedfic phospholipase ; C2,Pt-PLC-Y,PI-PLC-X;TM=M;SS=N; 8.23 

409799; D1 1 928; Hs.76845; phosphoserine phosphatase*; Hydrolase;TM=M;SS=N; 8.21 

419508; AW997938; Hs.90788; ATP-Wnding cassette, sub-family C (CFTR; ABCJran,ABCjnernbrane;TM=Y;SS=M; 8.20 

424441; X14850; Hs.147097; H2A histone family, member X; histone.CBFD_NFYB.HMF;; 8.20 

408243; Y00787; Hs.624; InterieuWn 8; HLH,PAS,IL8;TM=M;SS=N; aOO 

415752; BE314524; Hs.78776; putative transmembrane protein; none;TM=Y;SS=N; 7.99 

422608; AW160644; Hs.118695; potassium voltage^ated channel, subfami; ion_trans,K_tetra;TM=Y;SS=N; 7.99 

433001; AF217513; Hs.279905; clone HQ0310 PRO0310p1 ; none;; 7.95 

409649; AA159216; Hs.55505; hypolhetical protein FU20442; Yjjhosphatase.DSPc;TM=M;SS=N; 7.95 
424078; AB006625; Hs.1 39033; paternally expressed 3; zf-C2H2.KRAB.none; 7.86 
432179; X75208; Hs.2913; EphB3; EPHJbd,fn3 t pkinase,SAM;TM=Y;SS=M; 7.85 

424581; M62062; Hs.150917; catenin (cadherto-asscciated protein), a; Vixulin,DNA_rrgase_ZBD;TM=M;SS=N; 7.84 

420610; AI683183; Hs.99348; distal-less homeo box 5; bomeobax;TM=M;SS=N; 7.81 

436856; AI469355; Hs.1 27310; ESTs; pkinase,rrm;TM=M;SS=N; 7.81 

41 1125; AA151647; Hs.68877; cytochrome b-245,~alpha polypeptide; none;TM=Y;SS=M; 7.80 

407811; AW1 90902; Hs.40098; cysteine knotsuperfamily 1, BMP antagon; TGF-beta.DAN;; 7.78 

424399; AI905687; Hs.348419; AI905687:IL-BT095-190199419 BT095 Homo ; nonB;TM=M;SS=M; 7.65 

418835; A1655499; Hs.161712; ESTs; pWnaseJWnjecp,PDZ£U5,death; 7.64 

435793; AB037734; Hs.4993; WAA1313 protein; none;TM=M;SS=N; 7.61 

426201; AW182614; Hs.128499; ESTs; SH3.none; 7.59 

447400; AK000322; Hs.18457; hypolhelical protein FU20315; zf-C3HC4;TM=Y;SS=M; 7.55 

41 0850; AW3628S7; Hs.302738; Homo sapiens cDNA: FU21425 Ms, clone C; Sulfate transp,STAS,HMG box; 7.55 

453464; AI884911; Hs.32989; receptor (calcitonin) activity modifying; none;TM=Y;SS=N; 7.54 

417115; AW952792; Hs.334612; small nuclear ribonucleoprotein pofypept; SrapHnase;; 7.52 

437897; AA770561; Hs.146170; rrypofhefoal protein FU22969; zfOHHCnone; 7.38 

443991; NM_002250; Hs. 10032; potassium interrredlatefemall conductance; CaMBD.SK^channd.ion trans;TM=Y;SS=M; 7.36 

414617; AI339520; Hs.288817; ESTs, Moderately similar to N Chain N, M; r«xokmase,hexokinase2;TM=Y;SS=N; 7.35 

422017; ML0Q3877; Hs.110776; STAT Induced STAT Inhibitor^ SH2;; 7.33 

424834; AK001432; Hs.153408; Homo sapiens cONA FU10570 Bs, clone NT; none.none; 7.30 

409041; AB033025; Hs.50081; Hypotheucal protein. XP 051860 (K1AA1 19; none;TM=M;SS=M; 7.28 

417079; U65590; Hs.81134; interteukin 1 receptor antagonist; IL1„ 7.28 

429170; NM.001394; Hs.2359; dual speofkaty phosphatase 4; Rtoo^e,DSFt.Yj)r»spr^ase 1 ^bosomal_S3 _N;TM=M;SS=:N; 7.28 
418506; AA084248; Hs.372651; Unknown protein for MGC:29643 (formerly ; none,none; 7.27 
448913; AA1 94422; Hs.22564; myosin VI; rrrruf-RanBP I pkinase,GSTj; i Ets I SA^ 

aH2.PHD3mTniSAT_hook.SAM;TM=M;SS=N; 7^6 
409340; BE174629; Hs.321130; hypothetical protein MGC2771; 

aajjermeases,pyridoxaUeC,b^ 
424317; AI865032; Hs.26017; ESTs; none.pkmase. 7.21 

410361; BE391804; Hs.62661; guanylate binding protein 1, Interferon-; GBP,GBP_C;TM=Y;SS=M; 7.21 
428450; NM.014791; Hs.184339; KIAA0175 gene product; KA1.pkinase;TM=M;SS=N; 7.14 
43B707; L08239; Hs.5326; amino add system N transporter 2; porcu; ACAT,MBOAT;T?^=Y;SS=M; 7.05 
423011; NM.000683; Hs.123022; adrenergic, atpha-2C-. receptor; 7tmJ;TM=Y;SS=M; 7.03 
435021; AA922192; Hs.73962; ESTs: EPH_Ibd,pldnase.fn3.SAM 1 none; 7.02 
446163; AA026880; Hs.25252; prdacfjn receptor; none;NA;NA; 7.01 

447768; X86400; Hs. 19520; FXYD domain-containing ion transport reg; ATP1G1_PLM_MAT8;TM=M;SS=N; 7.00 

439453; BE264974; Hs.6566; thyroid tormone receptor kiteractor 13; AAA^BC_tran,CoaE;TM=M;SS=N; 6.99 

451035; AU076785; Hs.430; piasfin 1 (I isoform); efhand,CHAJaptin Jfc 6.99 

450581; AF081513; Hs.25195; TGF-beta 4; TGF-teta.TGFb_propepfjde^ 6.95 

424054; AA334511; Hs.26638; membrane-spanning 4-domains. subfamiry A; none;TM=Y;SS=M; 6.93 

432519; AI22131 1; Hs.130704; ESTs. WeaHy similar to BCHU1A S-100 pro; none,none; 6.93 

4364B1; AA379597; Hs.5199; HSPC150 protein similar to ubiquifln-con; UO.con;TM=M;SS=N; t92 

419693; AA 13374 9; Hs.301350; FXYD domain-containing Ion transport reg; ATP1G1_PLM_MAT8;TM=Y;SS=M; 6l92 

437139; W73685; Hs.1 18513; ESTs, WeaHy similar to RTA RAT PROBABLE; 7tm 1;TM=Y;SS=M; 6.87 

418054; NM.002318; Hs.83354; lysyl oxidase-lite 2; SRCR,Lysyi_oxaase;TM=M;SS=M; 6.87 
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416203; X54942; Hs.83758; COC28 protein kinase 2; CKS;; 6.86 
410467; AF102546; Hs.63931; dachshund {Drosophfla) hcmolog; SkLSno;TM=M;SS=M; 6.86 
425247; NMJ105940; Hs.155324; matrix metaDoproteinase 11 (strornerysin; hemopexin.Pep&lase.MIO^ 6.85 
453064; R40334; Hs.89463; potassium large conductance cakaum-acfi; none,none; 6.83 
452046; AB018345; Hs.27657; WAA0802 protein; none;TM=M;SS=N; 679 
417771; AA804598; Hs.82547; retinoic acid receptor responder (lazaro; none,none; 679 
422293; X94453; Hs.1 14366; pyrroline-5^boxy1ate synthetase (glut a!dedh^ase;TM=M;SS=N; 6.77 
431470; M832417; Hs.139650; ESTs; none^ lP kin3se,LRR,LRRCT; 6.76 
41B738; AW388633; Hs.6682; solute carrier family 7, (cationic amino; none,none; 6.75 
418751; BE389014; Hs.372548; phosrjhoinaiiikJe-SJdnase, reguIatDry sir; SH2.none; 6.74 
417886; AA214584; ; ESTs; SPRY.7tm_3^NF_receptor^one; 6.72 
412926; A1879076; Hs.75061; macrophage myristoytated alanme^ich C ; MARCKS;; 6.70 
437960; A1669586; Hs.369312; ESTs; none,none; 6.68 
1 ^ ^S 661 01 Hs - 3481 ^ fc™or necrosis factor receptor supetfami; 60s_ribosomal,Ribosomat_L1 OJNFR c6,DEAO;;a66 

1 J 444006; BE395085; Hs.334762; type I transmembrane protein Fn14; WUecepta.PKD.MHC l;TM=M;SS=Y; &65 
413040; M193338; Hs.12321; sodium calcium exchanger; Na_Ca Ex;TM=Y;SS=M; 6.64 
449656; AA002008; Hs.188633; ESTs; PIP5K.none; 6.64 

447495; AW401884; Hs. 18720; programmed cell death 8 (apoptosis-induc; pyrjedorTM=l*SS=N- 6 62 
446063; AI720140; Hs.151079; ESTs; ISK.Channel.none; 6.61 
424762; AL119442; Hs.183684; eukaryotic translaSon initiation factor; nrxe,none; 6.60 
421554; AW137676; Hs.97775; ESTs; nonejione; 6.59 
418478; U3B945; Hs.1174; cycfirvdependent kinase inhibitor 2A (me; ank,- 6.55 
424905; NNUJ02497; Hs.153704; NIMA (never in mitosis gene ablated k; pkinase;TM=M;SS=N; 6.54 
448730; AB032983; Hs.21894; KIAA1157 protein; PP2C;TM=M;SS=N; 6.54 
2.0 433577; AW007080; Hs.284192; ESTs; noreyrane; 6.53 

1252 !.™^i^V.5F : ^storming growth factor, beta-induced; Fasdcfa,ABCJran^BC^^ 6.53 
442133; AW874138; Hs.129017; ESTs; type la transmembrane protein; lRR,LRRrTT,LRRCT;TM=Y;SS=M; 6.52 
430259; BE550182; Hs.375142; RalGEF-fike protein 3, mouse homctog; fn3,RA,RasGEF;TM=M;SS=M; 6.52 
434263; N34895; Hs.79187; ESTs; ig,none; 6.49 

418322; AA284166; Hs.841 13; cycfirwiependent kinase tohHjftor 3 (CDK; Yj)hosphatase,DSPc;TN4=M;SS=N; 6.48 
419942; U25138; Hs.93841; potassium large conductance caldum-adr; CaKB;TM=Y;SS=M; 6.47 
421064; AI245432; Hs.101382; tumor necrosis factor, alpha-induced pro; none;TM=M;SS=N; 6.47 
432636; AA340864; Hs.278562; daudin 7; PMP22 J2audin;TM=Y;SS=M; 6.45 

4316B5; AW296135; Hs.267659; vav 3 oncogene; ^,DAG_PE^ l PH,RhoGEF,SH2,SH3,OC1;TM=M;SS=N; 6 44 
3 O 428832; AA578229; Hs.324239; ESTs. Moderately similar to ZN91JWMAN Z; Osteoporrfin J»ne; 6.39 
436775;AA731111;Hs.372225;ESTs;none ( none;6.39 

424343; AW956360; Hs.4748; adenylate cyclase activating por/pepSde; 7trrL2.HRM.none; 6.37 

421071; AI311238; Hs.1 04476; ESTs, Wealdy simitar to CGHU1E collagen ; none;TM=Y;SS=M; 6.37 
Ar\ 438209; AL120659; Hs.6111; aryMiydrocamon receptor nuclear transl; HLHPAS,IL8;TM=M;SS=N; 6.37 
4U 438993; AA828995; ; 8 b:od77b0&s1 Nd_CGAP_Ov2 Homo sapiens ; EGF.rretalthio.integrin.B.PSI.none; 6.27 

406400; ; ; kaflikrein 8 (neuropsin/ovasin) (KLK8); trypsin;TM=M;SS=M; 6.27 

429556; AW139399; Hs.314807; ESTs; none;TM=M;SS=N; 6.26 

409269; AA576953; Hs.22972; steroid 5 alphareductase 2-like; H5AR g; Steroid dh;TM=Y;SS=M; 6.25 
A _ 435732; AF229178; Hs.123135; leucine rich repeat and death domain con; none.none; &24 
4D 439668; AI091277; Hs.302634; frizzled (Orosophila) homolog 8; Frizzted f Fz.7tm.2 f town 2;TM=Y;SS=M; 6.24 

412276; BE262621; Hs.73798; macrophage migrafion inhibitory factor (; MIF.sugar tr.none; 6.23 

436961; AW375974; Hs.156704; ESTs; none,none; 6.23 

434808; AF155108; Hs.256150; NY-REN-41 antigen; none;TM=:M;SS=N; 6.22 

440006; AK000517; Hs.6844; NALP2 protein; PYRIN-Containlng APAFI-li; AAA.NB-ARC.PAAD DAPIN;NA;NA; 6.20 
JU 416224; NM..002902; rte79088; reBcukxalbto Z EF-hand cald 

449027; AJ271216; Hs.22880; dipeptidylpepedase III; F^8daseJM9,EGF3g,NeureguRn;TM=M;SS=N; 6.19 

418318; U47732; Hs.84072; transmembrane 4superfamlly member 3; transmembrane4;TM=Y;SS=M; 6.19 

452551; L27071; Hs.29877; TXK tyrosine kinase; Beach.WD40.Sr^SH3,rjldnase.JM=M;SS=N; 6.14 

418969; W33191; Hs.28907; hypothetical protein FU20258; SH3;TM=M;SS=N; 6.12 
DO 445462; AA378776; Hs.288649; hypothetical protein MGC3077; none;; 6.11 

456534; X91195; Hs.100623; phosphoEpase C. beta 3. neighbor pseudo; UM,PDZj)kln3se;; 6.11 

449700; L02867; Hs.78358; paraneoplastic anfigen; none;TM=M;SS=N; 6.10 

428479; Y00272; Hs.334562; ceil division cycle 2, G1 to S and G2 to; cWnase,IC£4>10,ICEj>20;TM=M;SS=M; aiO 
gz(\ mm - AA236776; Hs.79078; MAD2 (mitoSc arrest deficient, yeast, h; HORMA;TM=M;SS=N; 6.09 
OU 433159; AB035898; Hs.150587; kmesin-iike protein 2; baPJdnesfo;; 6.08 

432432; AA541323; Hs.11583l; ESTs; ig.Sema.PSI.none; 6.07 

409619; AK001015; Hs.55220; BCU-assodated athanogene 2; BAG;TM=M;SS=N; 6.04 

412723; AA648459; Hs. 335951; hypothetical protein AF301222; none;TM=M;SS=N; 6.03 
/r 42 4273; W40460; Hs.144442; phospholipase A2. group X; phosfip;TM=M;SS=Y; 6.03 
OD 409430; R21945; Hs.346735; spHcing factor, argmine/serinewich 5; DSPc.r%0danese.none; 6.00 

421143; AB024536; Hs.102171; mirnunoglobufin superfamfly containing te; lg,lJ^RXRRNT,LRRCT;TM=M;SS=M; a00 

428677; A1657119; Hs.351582; troponin J, cardiac; none;TM=M;SS=N; 6.00 

450098; W27249; Hs.8109; hypotheScal protein FU21080; SET^MYND;TM=M;SS=N; &00 
- A 410422; AL042014; Hs.63348; Homo sapiens, clone MGC: 15203, mrW. com; CIcLCoBagenn 5.99 
70 419972;AL041465;Hs.182982;QoIgin^7;none^ 

421251; Z28913; Hs.1 02948; enigma (UM domain protein); UM.PDZ; 5.97 

403362; ; ; NM_001615':Homo sapiens acfin. gamma 2. ; acfin;; 5.95 

451541; BE279383; Hs.26557; plakophifin 3; Armadiflo seg;TM=M;SS=W; 5.95 

420253; AI656055; Hs.96200; neighbor of A-kinase anchoring protein 9; none;NA;NA; 5.93 
/ J 421506; BE302796; Hs. 105097; thymidme kinase 1. soluble; TK;TM=M;SS=N; 5^3 



80 



450447; AF212223; Hsl25010; hypothetical protein P15-2; NTF2;TM=M;SS=N; 5.92 
450747; AJ064821; Hs.129953; ESTs, Highly similar to 1818357A EWSgen; rmuf-RanBP,GAS2; 5 92 

429910; NWL000867; Hs.2507; S-hydrnxyfryptarrdne (serotonin) receptor; 7tm.1;TM=Y;SS=N' 5 90 
447131; NM„004585; Hs. 17466; retinoic acid receptor responder (tazaro; none;BA=Y;SS=N; 5 89 
437952; D63209; Hs.5944; solute earner famSy 1 1 (proton-coupled; none;TM=Y;SS=M; 5.89 
446291; BE397753; Hs.1 4623; hterferon, gamn»inducible protein 30; QLT;TM=M;SS=Y- 5 89 
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453102: NMJJ07197; Hs.31664; frizzled (Drosophfla) homobg 10; Fz f Frizzted,7tm_2;TM=Y;SS=M; 5.87 

426761; A1015709; Hs.1 72089; PORIMN Prc-oncosis receptor inducing me; none;TM=Y;SS=M; 5£5 

425367; BE2711B8; Hs.155975; protein tyrosine phosphatee. receptor t; none;TM=M;S$=Y; 5.85 

426108; M622037; Hs.1 66468; programmed cell dealh 5; DUF122;TM=M;SS=N; 5.84 

450502; T08065; Hs.118262; ESTs; ionjransjonjrans; 5.84 

442652; AI005163; Hs.201378; Homo sapiens cDNA FU40427 fis; none;TM=M;SS=N; 5.83 

424917; AI636208; Hs.96901; hypoihetica! protein FU23049; none;TM=M;SS=N; 5.83 

448569; BE382657; Hs.21486; signal transducer and activator of trans; SH2.STAT ,STAT_bmd, STAT_prot;TM=M;SS=N; 5.82 
422616; BE300330; Hs.1 18725; selenophosphate synthetase 2; AIRS,A!RS_C;TM=M;SS=N; 5.82 

445133; AW157646; Hs.1 98589; ESTs; emarKi,srjecmn,GAS2,SH3,Plecfin,RA^ 5.79 

426215; AW963419; Hs.155223; stanraccakan 2; Stanniocalcin;; 5.78 

414482; S57498; Hs.76252; endolhelin receptor type A; 7tm 1;TM=Y;SS=M; &75 

414809; AI434699; Hs.77356; transferrin receptor (p90. CD71); PA;TM=Y;SS=N; 5.74 

452683; AI089575; Hs.374574; progesterone membrane binding protein; rwmeobox,none; 5.72 

432201; A1538613; Hs.298241; Transmembrane protease, serine 3; tdLrecapLatrypsin;TM=Y;S$=M; 5.72 

429345; R1 1 141; Hs.199695; hypothetical protein; K_telra,SAM; 5.72 

449458; A1805078; Hs.208261; ESTs; Frizzied,Fz,none; 5.72 

418526; 8E019020; Hs.85838; solute carrier family 16 (monocarboxyTrc; none;TM=Y;SS=M; 571 
418848; AI820961; Hs.193465; ESTs; PDZ,pkinase,none; 5.70 

426227; US7058; Hs.154299; Human proteinase acSvated receptor-2 mR; 7lmJ;TM=Y;SS=M; 5.69 

41 1 190; AA308342; Hs.69171; protein kinase (Mike 2; pkinase,pWnase - .CHR1;TM=M;SS=N; 5.69 

41 1263; BE297802; Hs.69360; kmesin-fike 6 (mitotic centrornere-assoc; Wnesin;TM=M;SS=N; 5.69 

445136; AI348014; Hs.1 43949; ESTs, Weakly similar to Achaete-Scute ho; Jrare,ion_trans; 5.69 

409223; AA312572; Hs.362852; phosprrainositide-3-kinase, regulatory su; SH2,SH3,RhoGAP,none; 5.67 

430016; NMJJ04736; Hs.227656; xenotropic and pdyiropjc retrovirus rec; SPX,EXS;TM=Y;SS=N; 5.66 

429638; AI916662; Hs.211577; kinectin 1 (kinesin receptor); bZlP.TrorJornyosin.specirm.LBP BP! CETP,B56,M;TM=Y;SS=M; 5.65 

450334; AF035959; Hs.24879; phosphatidfc acid phosphatase type 2C; PAP2;TM=Y;SS=M; 5.64 

453950; AA156998; Hs.348037; eukaryoiic translation initiation factor, none;; 5.64 

425889; M57414; Hs.161305; tachykinin receptor 2; 7tmJ;TM=Y;SS=M; 5.64 

432527; AW975028; Hs.102754; ESTs; none,none; 5.64 

441384; AA447849; Hs.288660; refinoic acid induced 3; 7tm_3,none; 5.63 

419080; AW150835; Hs.18878; hypothetical protein FU21620; 20G^elLQxy;TM=M;SS=N; 5.63 

447217; BE465754; Hs.17778; neuropilin 2; CUB,MAM,F5_F8_type_C;TM=M;SS=M; 5.61 

440422; AW452696; Rs.130760; myosin phosphatase, target subunft 2, BTB.Kelch.ank.none; 5.5B 

431341; AA307211; Hs.251531; proleasome (prosome, macropain) subunSl; proteasome;TM=M:SS=N; 5.58 

432805; X94630; Hs.3107; CD97 antigen; 7tm.2,EGF,GPS,FecCO;TM=Y;SS=M; 5.55 

449230; BE613348; Hs.356392; melanoma cell adhesion molecule; lg,lsodh.RSbcsomal_L6,F-box;TM=Y;SS=M; 5.55 

441607; NM^OOSOia, Hs.7912; neuronal cell adhesion molecule; WD40,m3,ig;TM=M;SS=N; 5.54 

400303; AA242758; Hs.79136; LIV-1 protein, estrogen regulated; none.none; 5.54 

434826; AF155661; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 5.53 

404210; ; ; NM_005936:Homo sapiens myetoid^mphoid ; FHA,PDZ,RA.DlUTM=M;SS=N; 5.53 

408051; A1623351; Hs.172148; ESTs; PH.RhoGAP.none; 5.53 

436726; AA324975; Hs.1 98689; ESTs, Weakly similar to T00079 hypothefi; emand.spectrm,GAS2,SH3^ediaRA^yIoseJ^^ 

LZ,M,ldh_C,CHAIP3;TM=M;SS=N; 5.53 
416084; L16991; Hs.79006; deoxythymkrytate kinase (thymidylate kin; none.none; 5.52 
428667; AI375550; Hs.346868; nucleolar protein p40; homolog of yeast ; none,none; 5.51 
433907; AW296107; Hs.1 52686; ESTs; ArrrtadIIta_seg ( non9; 5.50 
442821; BE391929; Hs.8752; transmembrane protein 4; none; £50 
422282; AF019225; Hs.1 14309; arxiRpoproteln U MotA_ExbB;TM=Y;SS=M; 5.49 
439820; AL360204; Hs^83853; Homo sapiens mRNA full length insert cDN; none^one; 5.49 
428771; AB028992; Hs.193143; WAA1069 protein; C2,FVPLC-Y,PW 3 LC-X;TM=M;SS=N; 5.48 
452256; AK000933; Hs.28661; Homo sapiens cONA FU 1 0071 fis, done HE; GDI.7trnJ .none; 5.48 
442013; AA506476; Hs.375009; Human DNA sequence from done RP11-353C1; none.none; 5.48 
408056; AA312329; Hs.42331; ephrin-A4; Ephrin;TM=M;SS=M; 5.47 
422765; AW409701; Hs.1578; baculoviral IAP repeatcontairmg 5 (sun BIR;TM=M;SS=N; 5.47 
420297; AI628272; Hs.1 28757; ESTs, Weakly similar to ALU1.HUMAN ALU S; pkmaseJUDOR^one; 5.47 
428385; AF112213; Hs.1 8406 2; putative RabWnteracting protein; SH2,SH3n 5.45 

424517; AI539443; Hs.137447; Homo sapiens cDNA FU12169 fis. done MA; SH2,STAT,STAT_bind,STAT_protnone; 5.45 

441560; F13386; Hs.7888; v-erb-a avian erythroblastic leukemia vi; r^nase,Fte(»p_Ldrimain 1 Furav4ike.YU>,rwne; 5.44 

414883; AA926960; Hs.348669; CDC28 protein kinase 1; CKS;; S43 

450402; BE218027; Hs.89969; ESTs; SH3.none; 5.42 

428484; AF1 04032; Hs.1 84601 ; solute carrier family 7 {caOonic amino ; 

aaj)errreases,pyridoxaLdeC^ran^ornam 5.42 
430696; AA531276; Hs.59509; ESTs; pkinase.PP2C.ncne; 5.42 

412350; A1659306; Hs.73826; protein tyrosine phosphatase, norwecept Y_phosphatase.Band_41.PDZ;TM=M;SS=N; 5.42 

444783; AK001468; Hs.62180; anSfin (DrosophHa Scraps homolog), act; PH.none; 5.41 

448379; AI097453; Hs.21035; K1AA1130 protein; none^ip; 5.41 

410082; AA081594; Hs.15831 1; Musashi (Drosophita) homolog 1; irm;TM=M;SS=N; 5.41 

411817; BE302900; Hs.72241; rnitogen-activated protein kinase kinase : pWnase;TM=M;SS=M; 5.40 

445413; AA151342; Hs.12677; CGM47 protein; UPF0099;TM=M;SS=M; 5.39 

451863; AL120634; Hs.331803; ATPase, Ca transporting, plasma membrane; cpn60_TCP1 1 E1-E2_ATPase,Cafion JVTPase C.CationJkTPase N.Hydrdase;; 5.38 

442875; BE623003; Hs.23625; Homo sapiens done TCCCTA00142 mRNA seqir, K_tetra,OUF51,none; 5.38 

439963; AW247529; Hs.6793; platetet-adivaSng factor acetytrr/drob; PAF-AHJb.Upase_GOSL;TM=M;SS=N; 538 

450825; AC005954; Hs.25527; tightjuncfkm protein 3 (zona occluders; PDZ,GuanytateJdnn 5.34 

441031; AH 10684; Hs.7645; fcrinogen, B beta polypeptide; nl)rinogen_(;G^haarf;TM=M;SS=M: 5.33 

408369; R38438; Hs.118747; SLC15A2 Solute carrier famiry 15 (HWpep; PTR2;TM=Y;SS=N; 5.33 

435391; AA704588; Hs.58934; ESTs; PiP5K,none; 5.33 

41 1779; AA29281 1; Hs.72050; non-metastafic celts 5. protein expresse; KDK" 5.33 

422170; AI791949; Hs.1 12432; anthMuflerian rmrrnone; TGF-beta^ 5.32 

447350; Al 375572; Hs.1 72634; v-erb-a avian erythroblastic leukemia vi; nldnase,Recep_L_dcOT^Funn^ 1 YLP4wne; 532 
449964; AW001741; Hs.24243; hypothefcal protein FU10706; pkinase;TM=M;SS=N; 5.31 
426427; M88699; Hs.1 69840; TTK protein kinase; pkinase;; 5.30 
430407; H23551; Hs.30974; ESTs; pkinasePBanone; 5.29 
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416847; L43821; Hs.80261 ; enhancer of filamentaiion 1 (cas-lte do; SH3;TM=M;SS=N; 5.27 

425308; M97639; Hs.155585; receptor tyrosine kinase-iike orphan rec. ig,loing>.cJdnase.Fz;TM=Y;SS=M; 5.27 

424595; AB020639; Hs.151017; estrogeiKelated receptor gamma; r»rmone_rec,zf-C4;TM=M;SS=N; 5.27 

428013; AF151020; Hs.181444; hypoQieficaJ prolan; none;TM=Y;SS=M; 5.26 

447384; A1377221; Hs.40528; ESTs; SH3,Sorb,none; 5.26 

441824; AB007871; Hs.7977; WAA0411 gene product SH3,RhoGAP;TM=M;SS=N; 5.26 

438493; AI130740; Hs.6241; pruisphoinositide^ase, regulatory sir. SH2.SH3,RhoGAP;TM=M;SS=N; 5.26 

428579; NM_005756; Hs.184942; G protein-coupled receptor 64; 7tm 2,GPS;TM=Y;SS=M; 5.25 

414359; M62194; Hs.75929; cadherin 11, type 2, O&oadherin (osteob; cadherin,Cadherin C term;TM=Y;SS=M; 5,25 

426440; BE382756; Hs.169902; solute earner family 2 (facilitated gtu; sugar tr;TM=Y;SS=M; 5.24 

427157; U51 166; Hs.173824; foymine-DNA glycosytase; UDG;TM=M;SS=N; 5.24 

423685; BE350494; Hs.49753; uveal autoantigen with coiled coil domai; ank f bZIP,M,DUF164 f AlP3^ 5.23 

452721; AJ269529;Hs.301871;solutecarrierfan^ tr;TM=Y;SS=M; 5.23 

427747; AW411425; Hs.180655; sertoe/threoruna kinase 12; pkinase;TM=M;SS=N; 5.23 

417821; BE245149; Hs.82643; protein tyrosine kinase 9; cofi&LADF; 5.23 

412507; 136645; Hs.73964; EphA4; fn3,pWnase,SAM,EPHJbd;TM=Y;SS=M; 5.23 

426770; AI948618; Hs.150178; ESTs; Sulfate Jraiisp,STAS;TM=Y;SS=N; 5.23 

422583; AA410506; Hs.27973; KIAA0874 protein; ank,G^pha;TM=M;SS=N; 5.22 

414368; W70171; Hs J5939; uridine monophosphate kinase; PRK,CoaE^ 5.22 

448093; AW977382; Hs.15898; 2,4-dienoyl CoA reductase 2, peroxisomal; adh short;; 5.21 

443646; AI085198; Hs.164226; Thrombospondin 1; EGF,tspJ,vwc,TSPN,lsp 3,none; 5.18 

457916; BE085271; Hs.8834; ring finger protein 3; pkinase,none; 5.18 

433933; AT754389; Hs.355397; Homo sapiens clone TCCOA00164 mRNA sequ; none;NA;NA; 5.18 

436469; AKQ01455; Hs.5198; Down syndrome critical region gene 2; none- 5.17 

433662; W07162; Hs.150826; RAB25 RAB25, member RAS oncogene family; rasABC tranMTM=M;SS=M; 5.17 

450511; R07423; Hs.85092; thyroid hormone receptor interactor 11; Myosin tafl,EGF; 5.16 

4091 32; AJ224538; Hs.50732; protein kinase, AMP-activated, beta 2 no; none;TM=M;SS=N; 5.15 

454438; AA224053; Hs. 1 72405; cen division cycle 27; SPRY,7tm 3.ANF receptor, 5.14 

413869; NMJW0878; Hs.75596; mterteukin 2 receptor, beta; none;TM=Y;SS=M; 5.14 

422051; AW327546; Hs.1 1 1024; solute carrier family 25 (rnitochondrial ; mrto carr;TM=M;SS=N; 5.14 

41 5474; NMJJ14252; Hs.78457; solute carrier family 25 (mitochondrial ; mito carr;TM=M;SS=N; 5.14 

411704; AI499220; Hs.71573; hypothetical protein FU 10074; pWnase;TM=M;SS=N; 5.13 

422278; AF072873; Hs.1 14218; frizzled (Orosoph3a) homotog 6; Fz t Frizzled l 7tm 2;TM=Y;SS=M; 5.13 

454128; AL031259; Hs^67900; programmed ceB death 2; zf-MYND;TM=M;SS=N; 5.13 

431322; AW970622; Hs.376626; gb£ST38Z704 MAGE resequences, MAGK Homo; none^one; 5.13 

444754; T83911; Hs.11881; traramembraiie 4 superfaniiry member 4; none;TM=Y;SS=M; 5.12 

422867; L32137; Hs.1584; cartilage digorneric matrix protein (pse; tsp_3,EGF~ 5.12 

416498; U33632; Hs.79351; potassium channel, subfamily K. memberl; ion trans;TM=Y;SS=M; 5.1 1 

436494; AA720997; Hs.1 28295; ESTs; TOne,(>P„aY ( HC03_cotjansp,Glyco^ro 63.PH; 5.1 1 

419833; AA251131; Hs.220597; Homo sapiens tryptophanvHRNA synthelas; WHEP-TRS.tRNA-synUb.none; 5.10 

453387; AI990741; Hs.252809; ESTs: Na_Ca^Ex,none; 5.07 

413076; U10564; Hs.751B8; weel (S. pombe) homotog; pkinase;TM=M;SS=N; 5.07 • 

456906; AF1 17646; Hs.1 56637; Cas-Br-M (murine) ectropic retroviral tn zf-C3HC4,Cbl^N,Cbl_N2,a)l N3;TM=M;SS=N; 5.07 
438746; AI385B15; Hs.184727; Human n»lanoma-associated antigen p97 (m; transfenin.Guanylate idn.PDZ.SH3; 5i07 
448520; AB002367; Hs.21355; doublecorfin and CaM Hnase-fike 1; pkinase,DCX;TM=M;SS=N; 5.06" 
413745; AW247252; Hs.75514; nucleoside phosphorylase; MlapJW;; 5.06 

407235; D20569; Hs.169407; SAC2 (suppressor of acfin mutations 2. y; none.RIbosomal S13,Ga!actosyl T^p,adh_short,zf-C3HC4- 5.05 

421369; NM.005089; Hs.171 909; U2 small nuclear ribonucleoprotein auxfl; rmuf-CCCH,lectin_c,integrin B;TM=M;SS=N; 5.06 

412170; D 16532 Hs.73729; very low density lipoprotein receptor; td)jecepLa,kfl recepLb,EGF;TM=M;SS=M; 5.06 

442599; AF078037; Hs.324051; RelA-associated inhibitor; SH3,ank;TM=M;SS=N; 5.05 

421109; 132832; Hs.101842; AT-tfndtng transcription factor 1; HMG14^17^omeobox^f-C2H2;TM=M;SS=M- 5 05 

453880; AI803166; Hs.135121; ESTs, WeaWy similar to 138022 hypothec HSP70,none; 5.05 

431512; BE270734; Hs.2795; lactate dehydrogenase A; Wh4dluC,SH3,plunase,UBA;TM=M;SS=N; 5.05 

435411; AW444619; Hs.13821 1; ESTs; none,pMnase; 5.04 

419088; AI538323; Hs.367688; integral, beta 8; irdegrin_B,none; 5.04 

425003; AF1 19046; Hs.1 54149; apurirwrfapyrirnkfinic endonuclease{APEX ; Troponin,Exo endo_phos,lfiTM=M;SS=N; 5.04 

428376; AF119655; Hs.1 8401 1 ; pyrophosphatase (inorganic); Pyrophosphatase;TM=M;SS=N; 5.03 

413073; AL038165; Hs.75167; transtocase of outer rnitochondrial membn MAS20,zf-A20,VPS9;TM=M;SS=M; 5.03 

436415; BE265254; Hs.343258; cfofiferafioti-associated 2G4, 38kD; Peptidase_M24,Furiivfike 1 pkinase 1 Recep L.domain,efhand- 5 01 

449674; AW444937; Hs.233482; ESTs; C2^l-PLC-Y,PI-PLC-X^one; 5.01 

445333; BE537641; Hs.44278; hypoihefical protein FU12538 simitar to; ras.arf.TK;; 5.01 

412133; U83460; Hs.104557; solute carrier family 31 (copper transpo; none;TM=Y;SS=N; 5.01 

446488; AB037782; Hs.15119; WAA1361 protein; pWnase;; 5.00 

449474; AA019344; Hs.2055; ubia^Ofractivating enzyme E1 (A1S9T an; ThiF I UBACT,pkinase l UCH-^UCH-1 .rrni^-C2H2^f-RanBP.Gs>alch: 5 00 
416365; U15131; Hs.79265; suppressbn(>ftumorgeiud 

421351; AU076667; Hs.103755; receptcwrteracfing serine-Oireonine W; CARD,pWnase;TM=fvtSS=N; 4.99 

413219; AA878200; Hs.11B727; Homo sapiens cDNA FU13692 fc, done PU Hm.deat^Wr^rtA^sAJvdro; 4.98 

442007; AA301 116; Hs.142838; nucleolar phosphoprotein Nopp34; rrm.lRKs 4.95 

441085; AW136551; Hs.181245; Homo sapiens cDNA FU 12532 6s, done WT; none^ione; 4.95 

426310; NM.000909; Hs.1 69266; neuropepgde Y receptor Y1; 7tm_1;TM=Y;SS=M; 4.95 

457718; F18572; Hs.22978; ESTs, WeaHy similar to ALU4.HUMAN ALU S; pWnase.pkinase; 4.94 

408805; H69912; Hs.48269; vaccinia related kinase 1; pkinase;TM=M;SS=N; 4.94 

427541; Al 798983; Hs.375835; solute carrier family 35 (CMP-aaCc aci; none.none; 4.94 

452792; AB037765; Hs.30652; KIAA1344 protein; thtored;TM=M;SS=M; 4.93 

430713; AA351647; Hs.2642; eukaryotjc translaSon elongaton factor, GTP EFTU.GTP EFTU D3.GTP EFTU D2;; 4.93 
444838; AV651660; Hs.208558; ESTs; mtegrin_AJ : G-GAP 1 none; 433 ~ " 

440516; S42303; Hs.161; cadherin 2. type 1, rUadherin (neuronai; HNH,cadherin,Cadherin C term;TM=M;SS=N; 4.92 
421302; T34462; Hs.1 03291; neurifin; none;TM=M;SS=Y; 4.91 

452291 ; AF015592; Hs^8853; COC7 (ceil division cycle 7, S. cerevisi; pkjnase;TM=^SS=N; 4.91 
408657; AA782601; Hs.378649; ESTs; B56^one; 4.91 

439750; AL359053; Hs.57664; Homo sapiens mRNA Ml length insert cON; IMPDH CJMPOH N,CBS,integrin B.Ricin BJecfin* 4 91 
421462;AF016495;Hs.1()4624;a^ " " 

424503; NMJJ02205; Hs. 149609; bitegrin, alpha 5 (fibronecfin receptor,; integrin_A,FG^AP;TM=Y;SS=N; 4.89 
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^i 5531 Hs - 198253; m %* Wstocompafihillty complex, class ; ig,MHC_ll_a!pha,none; 4.89 

22? ^^iJ^^S^^^ ^SH^,MlF,GSTJXEF1G_doma^ 4 . 88 

fin?!" »^5?^ 7; Hs3885; ^TO***" *te 3 P^rtin alpha 4); Armadiflo_seg,!BB:TM=M;SS=N; 4.88 
_ 414821; M63835; Hs.77424; Fc fragment of IgG, high affinity la re; ig;TM=Y;SS=M; 4.88 

4241 1 $ BE269041; Hs. 140452; cargo selection protein (mannose 6 phosp: perffipin;; 4.88 

i!K5 ESS 04 ? Hs 65234 ^ hypothetical protein FU20596; DEAD.hercase^C.PRK f AIP3:TM=M:SS=N; 4.87 

417089; H52280: Hs.18612; Homo sapiens cONA: FU21909fjs, clone H; voltage aC.CBS.none- 4 86 

S ^^n 6 ? 5 ^^ ESTs * **** simi,ar to S65657 a*** 1 * P^sp'hafiesLSomalorne^n^.Endonuctease.none; 4.86 
1 O «2SP° 1: Hs 82380; rn8nage ^ UCAK assembly factor); zf-C3HC4;TM=M;SS=N; 4.88 

1 U 453864; AW021407; Hs.21068; hypothetical protein; none,none; 4.86 

453082; H18835; Hs.31608; hypotheScal protein FU20041; ton trans;TM=Y;SS=M; 4.85 

413407; AI356293; Hs.75339; inositol pofypnosphate phosphataseJike ; SH2.SAM.Exo endo_phos- 4.85 

417866; AW067903; Hs.82772; collagen, type XI. alpha 1; Coflagen.COLFl ,TSPN,larninln CCorA;; 4.85 

435652; N32388; Hs.334370; uncharacterized hypothalamus protein HBE; none;TM=M;SS=W; 4.84 
1 3 419355; AA428520; Hs.90061; progesterone binding protein; heme 1;TM=Y;SS=M; 4.83 

431441; U81961; Hs.2794; sodium channel, nonvoltage-gated 1 alpha; ASC;TM=Y;SS=N; 4.83 

^M0492; !i?' 663; ^ Rbrosis transmembrane conductanc; ABCJran.ABCjnembrane.PRK.Bac exporL3;TM=Y;SS=N; 4.83 

425465; L18964; Hs. 1 904; protein kinase C. Iota; pWnase,DAG_PE-bind,pldnase C,OPR;TM=M;SS=N- 4 82 

435232; NM_001262;Hs.4854;cyclin-dependent kinase inrubitoT2C(p1;ar^Tf^M;SS=N;4.81 
Z V 424490; AJ278016; Hs.55565; ankyrin repeal domain 3; ank,pkinase;TM=M;SS=N; 4.81 

425743; BF.396495; Hs.159428; BCU-associated X protein; Bcl-2;TM=Y;SS=N; 4.81 

453354; W55946; Hs.234863; Homo sapiens cDNA FU12082 fis. clone HE; transmembrane4,none; 4.81 

450883; NIO01348; Hs.25619; death-associated protein kinase 3; pHnase;TM=M;SS=N; 4.79 

429736; AF 125304; Hs.212680; tumor necrosis factor receptor superfami; TNFRj#TfuH*SS=M; 4.79 
ZD 431183;NlO06855;rfc25C696;KDa(L^ receptTM=M;SS=M; 4.79 

409960; BE261944; Hs.355264; hexokinase 1 ; none^one; 4.78 

422795; AB033109; Hs.375610; KIAA1283 protein; 7tm_1 Jtazal^2M^2M_N;TM=Y;SS=M; 4.78 
423619; T48691; Hs.249159; adrenergic alpha-2A-, receptor; 7trrU.7tmJ;TM=Y;SS=M; 4.78 
_ n 429305; AF095727; Hs.287832; myelin protein zerofike 1 ; ig.traiismenibrane4;TM=Y;SS=M; 4.78 

427700; AA262294; Hs.180383; dual specificity phosphatase 6; Rhodanese,DSPc;Tr^M;SS=N; 4 77 
447343; AA256641; Hs^36894; ESTs. Highly similar to S02392 alpha-2-m; none,none; 4.76 

S^^Sr^^f 4.76 
407722; BE252241;Hs.38M1;pyndoxal(pyrKioxir£.vitan^ 

- 438330: AW450572; Hs.257316; ESTs; pkinase^-W,ERMCNH.none; 4.75 
J J 410687; U24389; Hs.65436; tysyl oddase-Cke 1; Lysyl oxidase;; 4.75 

411165; NM_000169; Hs.69089; galactosldase, alpha; Mefibiase;; 4.75 

425548; AA890023; Hs.1906; prolactin receptor, fn3;TM=Y;SS=M; 4.73 

434158; T86534; Hs.14372; ESTs; adenyfatelonase,none; 4.73 
A A 459035; AW291 109; Hs352563; ESTs, Weakly similar to T31 61 1 hypotheti; none,SH3,fmosinhead !Q- 4 73 
40 409012;AL117435; Hs.49725; DKFZP434I21 6 i protein; PH.Rr^^S 4^ 

434503; T96231; Hs.17762; ESTs; SH3.Sorb.none; 4.73 

446342; BE298665; Hs.14846; solute carrier family 7 (catranlc amino ; none;TM=M;SS=N; 4.72 

427418; AA402587; Hs^56667; LAT1-3TM protein; none.none; 4.71 
. 449433; AI672096; Hs.9012; ESTs. Weakly similar to S26550 DNA-bindi; Frizzted,Fz,FrlzzIed Fz; 4 71 
^3 418910; Z25821;Hs.B9466;Homosapfens l SM^ 

J^U?- 775971 *** 0 (DrosopWaHike kinase; FfojsonTaU37ae.pW^ bZtP.Nfc 4 70 

442199; BE277633; Hs.372542; etoposide-toduced mRNA; none;TM=Y;SS=M; 4.69 W ' *' U 

418870; AF147204; Hs.89414; chemokine (C-X-C motif), receptor 4 (fus; 7tmJ.7tm 2;TM=Y;SS=M; 4.69 

453922; AF053306; Hs.36708; budding uninhibited by benzimkiazoles 1 ; none;; 4.69 
3U 418558; AW082266; Hs.86131; Fas (TNFRSF6)-associated via death domai; death.DEO- 4 68 

434164; AW207019; Hs.148135; serire/lhreodne kinase 33; pkinase;TM=M;SS=N; 4.68 

443323; BE560621; Hs.9222; estrogen receptor binding site associate; none;TM=M;SS=M; 4.68 

400288; X06256; Hs.149609; tntegrin, alpha 5 (fibronecfjn receptor,; mtegrlrLA,F&GAP;TM=Y;SS=N' 4 68 
c r 4JJ83J AW385224; Hs.3519B; ectonucleotide pyrophosphatase^hosprwdi; Rwsphodlest;TM=Y;SS=M; 4.67 
33 417426; NNL002291;rfe82124;lamWn. beta 1;laminin EGF,laminin.NtermJntegnn_B" 4 67 

425976; C75094; Hs.334514; NG22 protein; voltage aC;TM=Y;SS=M; 4.66 

407844; AW073716; Hs.8037; ESTs; transmembrane4.none; 4.66 

450656; AA01 0539; Hs.1891 2; unnamed protein product; zf-C2H£ 4.66 
s n 42031 1; AW445044; Hs.38207; Human DNA sequence from clone RP4-530J15; ncne,none; 4.65 
OU 404287; ; ; FGENESH predicted novel CUB-domain conta; none.none; 4.64 

452747; BE153855; Hs.61460; !g superfamiry receptor LNIR; ig.Rhabd jlycop;TM=Y;SS=M- 4.63 

426680; AA320160; Hs.171811; adenylate kinase 2; adenylatekinase;TM=M;SS=N; 4.63 

430397; AI924533; Hs.105607; bicarbonate transporter related protein ; HC03 cotransp;TW=Y;SS=N- 4 63 
, - 447656; NfA.003726; Hs.19126; srcHnase-assodated phcsphoprotein of; SH3.PH;TM=M;SS=N; 4.63 

414271; AK000275; Hs.75871; protein kinase C blndng protein 1; bromodomain.PHD.Fm^^.vrr'ND;TI^SS=N; 4.62 

429126; AW1 72356; Hs.99083; ESTs; 7tm_1^one; 4.61 

42915ft AF120103; Hs. 197366; smoothened (OrosophOa) homotog; C»X8 l SHW^m.C,EF16.domain,GST^N.S1,F^ri^ 

70 ^^ B ^^3;Hs.51233;turnornecrosisf3ctorre<^ 5,TIL;TM=Y;SS=M; 4 60 

SS! : S 833631 H* 355993 : transbcase of Inner mitochondria) membr; rf-rtm10_DOP.efhand,CH^pectrin^erDin;TM=M 1 SS=N- 4 60 

429083; Y09397; Hs^27B17; BCL2-relaled protein A1; Bci-2;TM=M;SS=N; 4^9 

400290; H18836; Hs.31608; hypolhefical protein FU20041; none.Cys_knot 4.59 

430379; AF134149; Hs.240395; potassium channel, subfamily K, rnember 6; ion_trans;TM=Y;SS=M; 4.59 

- - 409645; Al 142265; Hs.55498; geranylgeranyl diphosphate synthase 1 ; poryprenyl synt;TM=M;SS=Nr. 4.59 
/ J 427373; AB007972; Hs. 130760; myosin phosphatase, target subunft 2; ank;TM=M;SS=N' 4.58 

437212; AI765021; Hs.210775; ESTs; UDPGT.none; 4.58 

430396; D49742; Hs^41363; hyaluronan-bindjng protein 2; ank.d^^U5.EGFMifi!e.trypsiaNebunaUM:: 4 57 

452059; AB028949; Hs.ra94; K1AA1026 protein; ^ta!tophos;TM=M;SS=N; 4.55 * 
o r\ 416041 : AA345547; Hs.53263; hypothetical protein FU13287; WD40;; 4.55 
OU 434511; R28982; Hs.18106; ESTs; pldnase.Glvco.hvdro_39; 4.55 

410174; AA306007; Hs^9461; DKFZP434C245 protein; none.DSPc; 4^5 

418758; AW95931 1; Hs.172012; hypothetical protein DKFZp434J037; pkinase^01;TM=M;SS=N- 4 55 

451357; AA923729; Hs^6322; cell cyde relaled kinase; pkinase;TM=M;SS=N; 4.54 
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41743$ BE270256; Hs.82128; 5T4 oncofetal trophoblast glycoprotein: LRRLRRNT,LRRCT;TM=Y;SS=M; 4.54 

41 1296: BE207307; Hs.101 14; growth suppressor 1; 20Gf etl_Gxy;TM=M;SS=M; 4.53 

439975: AW328C81; Hs.6817: inosine triphosphatase (nucleoside triph; Hamlp_fike;TM=M;SS=N; 4.53 
_ 43 1992: NMJJ02742; Hs.2891; protein kinase C, mu; pldnasa,DAG J , E-bind.PH;TM=M;SS=M; 4.53 

443303; U67319; Hs.921 6; caspase 7, apcptosis-retaied cysteine pr; pkmaseJCE j>10,ICE j>20;TM=M;SS=M; 4.53 

428005; AW302245: Hs. 181 390: casein kinase 1, gamma 2; pkinase;TM=M;SS=N; 4.52 

407775; NMJJ04914; Hs.38772; RAB36, member RAS oncogene fam3y; ras,arf;TM=M;SS=N; 4.52 

435523: T62849; Hs.1 1090: membrane-spanning 4-domains, suWarnfly A; none;TM=Y;SS=M; 4 51 
t A 447321; AW271217; Hs.281434; Homo sapiens cDNA FU14028 fe. done HE; nonejwne: 4.51 
1U 405484; ; ; C3002124*:gt|12737280|refp<P 00668^21 k; 

443605; H06865; Hs.134131; ESTs; emanation Jrarcywne; 4.50 

f™- ^^u" 5 ^^.^^ **** FLJ14710: ^- 1 ^HC4MSPRY^^H2.rve^B_box;TM=Y;SS=M: 4.50 
4221 12; BE540240; Hs.1 11783; Lsml protein: Sm,BAG;; 4.49 

41BB69:AW516555; ;gb3cq01d05jc1 Soares_NHCeC_cervical_tumo; rione.RasGAP.WW.IQ; 4.48 
IJ 447898:AVV9raS38;Hs.112318;6.2)«Jprolein;rwrje,nonB:4.48 

450607; AL050373; Hs.25213; hypothetical protein; SH3;TM=M;SS=N; 4.48 

418918: X07871; Hsi9476; CD2 antigen (pSO), sheep red blood cell ; ig;TM=Y;SS=M; 4.48 

424823; NM.006226; Hs.153322; phosphdipase C, epsilon; C2,PH,P|.PLC-Y,PI-PLC-X;TM=M;SS=N; 4.48 

426812: AF105365; Hs.172613; solute carrier family 12 (rjotasshirntehlo; none;TM=Y;SS=N; 4.47 

439237; AW408158; Hs.31 8893; ESTs, WeaHy similar to A47582 &ceU gn Furin-fike.pkinase^cep.Ldoma^YlP.rKme: 4 47 
435615; Y15065; Hs.4975; potassium voltage-gated channel, KQT-lik; bn_trans.KCNQ1_channel;TM=Y;SS=N; 4.47 
427557; NMJJ02659; Hs.179S57; plasminogen activator, urokinase recepto; UPAR_LY6,ET I PLA2Jnh;; 4 47 
428727; AF078847; Hs.78452; general transcription factor IIH, polype: PH04,UM;TM=M;SS=N; 4.46 
412760; AW379030; Hs.41324; ESTs; CbLN,CW^N2,CblJC 1 UBA^C3HC4,none; 4.46 

2525 n«S^ : ? ^ 1 L C( ^ 04 J**** ^oma).L37ae,pkir^e l POLO.boxaRNA-synL1b,dynamin l (^ 4.46 
££2? ^;^P hoadenosine 5*i)hosphosuifate sy; APSJdnase^uIfurylase 4.46 

447434; R16890; Hs.1 37 135; ESTs; pkinase,fn3.ig l pldnase,th3: 4.45 

422010; AA302049; Hs.31 181; Homo sapiens cONA: FU23230 fe. clone C; none,SDF.sugar tr; 4.45 
414108; AI267592; Hs.75761; SFRS protein kinase 1; ank,PH,Qxysterd3P,pkinase;TM=M;S~S=N; 4.44 
3 U 457001; J03258; Hs.2062; vitamin D (1,25- cfihydroxyvitamin D3) re; honrone.rec^l^.Metano^SiTM^SS^N- 4 44 

M®™}^ Hs.55879; Homo sapiens mRNA; cDNA DKFZp434L0827 (f; ABC_tran^C_membrane;TM=M;SS=M; 4.44 
4081 13; T82427; Hs.194101; Homo sapiens cDNA: FU20869 6s. done A; 7tiru3,none; 4.44 
436823; AW749855; Hs.1 17077; ESTs, Weakly similar to 138022 hypolheti; aa_permeases^ 

1 S -en—^SJ!^^ 4.44 
J J 450505; NMJXM572; Hs.25051; ptakophiEn Z Armadillo seg;TM=M;SS=N; 4.43 

437915; A1637993; Hs.20231 2; Homo sapiens clone Nil NTera2D1 teratoca; none,none; 4 43 

417412; X16896; Hs.82112; tnteneukin 1 receptor, type I; ig,TIR;TM=M;SS=M; 4.43 

445033; AV652402; Hs.72901 ; cyclin-dependent kinase inhibitor 2B (p1 ; ank;; 4.43 
A 41 1027; AF072099; Hs.67846; leukocyte irmrnjnog!obuiin-Gke receptor, ; inositol P,ig;TM=M;SS=N; 4 43 

40 452124; AA454220; Hs.61170; ESTs; pkmase.none; 4.43 " 

422599; BE387202; Hs.1 18638; non-metastatic cells 1, protein (NM23A) ; NDKPrlQxvsterol BP;- 4 42 

416202; AW984492; Hs.1 69624; ESTs; rKme;TM=M;SS=N; 4.42 

441518; AW161697; Hs.294150; ESTs; Yj>hosphatase,DSPc.none; 4.42 

441680; AW444598; Hs.7940; W1, GTP-GDP t^odation sgmulator 1; Armadillo seg;TM=M;SS=N; 4 42 
431429; AF072813; Hs.252831; refcuton 3; Reticuton,Fz^>ringte l pkinase;TM=Y;SS=N;4.42 
453870; AW385001; Hs.8042; Homo sapiens cDNA; RJ23173 fis, clone U F&GAPjntegrinA.NIF; 4 41 
421242; AW161386; Hs.13561; hypothetical protein MGC4692; none;NA;NA; 4.41 
456362: AW973003; Hs.179909; hypothetical protein FU22995; none;TM=M;SS=N; 4.41 
41907$ AW372170; Hs.183918; Homo sapiens cDNA FU12797 fis. done NT; deafi\ZU5;; 4.41 
DV 43221 1; BE274530; Hs.273333; hypothetical protein FU 10986; FGGY_C;TM=HSS=N; 4.41 

413367; NMJJQ6517; Hs.75317; solute carrier family 16 (monocarboxyic; sugar tnTM=Y;SS=N; 4,41 
458097; AW341135; Hs.58104; ESTs; none,SH3,PID: 4.40 

458248; BE407379; Hs.108082; ESTs. Weakly similar to T31636 hypothec C1q.CoBagen;TM=M;SS=Y: 4.40 

3D 443693; A1344782; Hs.9683; DnaJ (Hsp40) homolog, subfamily C. membe; rrm,DnaJ,TPR;TM=M;SS=N; 4.40 

437162; AW005505; Hs.5454; thyroid hormone receptor coacOvating pn bronx)d()main;TM=M;SS=N; 4.39 

453891; AB037751; Hs. 30 1242; Homo sapiens mRNA full length insert cDN; nonejone; 4.39 

442572; AI001922; Hs.135121; hypothetical protein FU22415; none r HSP70; 4.39 
^ 427337; 246223; Hs.176663; Fc fragment of IgG, low affinity lilb. r; ig;TM=Y;SS=M; 4.37 
OU 445817; NM.003642; Hs.13340; histone acetyttransferase 1; none;TM=M;SS=N; 4.37 

444895; AI674383: tte.22891; solute carrier family 7 {cafionlc amino ; ASC,death,TNFR_c6; 4.37 

408912; AB0 11 084; Hs.48924; WAA0512 gene product; ALEX2; Arrnat£Ito_seg;TM=M;SS=M; 4J7 

4321 06; N58323; Hs.269098; ESTs, Weakly simitar to RETROVIRUS- RE LAT; SH3,PD2.Guanytate Wn,none; 4 37 

418283; S79895; Hs^2; rathepsin K (pycnodysosb^ 
00 445826; BE313754; Hs.13350; Homo sapiens mRNA; cONA OKFZp586O0918 (f; g,tsp UU5.Nudeoside_tran- 4.37 

417874; BE616160; Hs.82829; protein tyrosine phosphatase, non-recept; Y nhosphatase;TM=Y;SS=N: 4 36 

400257; ; Hs.76366; ENSP00000000452:BAD protein (BCL-2 bindr, none;TM=M;SS=N; 4.38 

431476; BE612705; Hs.256697; histidine triad nudeoMe-tinding prote; WT;; 4.36 

416178; AI808527; Hs.1 92822; serotogicafiy defined breast cancer anfi; none;TM=M;SS=N; 4.36 
/U 45W29;AW891965;Hs.367942:hisr^edeacerylase3;HSra0 l r^^ c^C2HZPHD,none; 4,36 
' 427716; 138951; Hs. 180446; teryopherin funporfin) beta 1; Arm adillo seg ,HEAT;TM=M;SS=N; 4.35 

^u^S.^ 1 -, 5 ? 6271 dealh assodated P"**" * myb_D,^bdingPAH,BAH4)rcn>odcn^ 4.35 

j2M61: AW2TC093; Hs.748; fibroblast growth factor receptor 1 (fins; pkh3se 1 ig,pkinase l ig,p450.SET t PYVWP: 4.35 

445926; AF054284; Hs.334826; splidng factor 3b, subunit 1, 1 55kD; none;TM=M;S&=N; 4.2fi 
/D 410726; AI623859; Hs.1 5936; ESTs; pldnase,proJscrnerase.none; 4 35 

433998; AW135357; Hs.192374; ESTs; HSPSO.HATPase c.UDG; 4.34 

4335^ NM_0O4642; Hs.3436; deleted in oral cancer (mcwse, homotog) ; none;TM=M:SS=N: 4.34 

437103; AW139408; Hs.152940; ESTs; Crioimejdnasejujne; 4.34 
Qn 410068; AI633888; Hs.58435; FYrWnnding protein (FYB-12IV130); SH3TM=M;SS=N- 4.34 
5U 42734ft AA360154; Hs.177415; Rnket-BisMs-ReiBy murine sarcoma vinr ubiqui6n'TM=fASS=N- 4 33 

SSE ^^ 17: ^' 374608; hypolhefical MGG52 44 i abrrydrolase.2:TM=M;SS=M; 4.33 

453308: AW959731: Hs.323099; ESTs; iione.pkinaseA^ruecp- 433 

424893; AW2951 12; Hs.1 5384 8; Homo sapiens cONA RJ 13303 fis. clone OV; SAM;; 4 J3 
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444664; N263S2; Hs.11615: map kinase phosphatase-like protein MK-S; DSPc;TM=M;SS=N; 4.33 
429555; U48959; Hs.211582; myosin, Bght polypeptide kinase; pkinase,m3,ig,none; 4.32 
409121; AA902256; Hs.78979; Gdgi apparatus protein 1; cys rich_FGFR,none; 4.32 
430280; AA351258; Hs.237868; interteukin 7 receptor, fn3,none; 4.32 

423798; AF047033; Hs. 132904; solute carrier family 4, sodium bicarbon; HC03 cotransp;TM=Y;SS=M; 4.29 

425S54; AB033022; Hs. 158654; KIAA1196 protein; zf-C2H2;TM=M;SS=N; 4.29~ 

457500; NMJM2759; Hs.274382; protein kinase, interferon-inducible dotr, dsrm,pkinase;TM=M;SS=N; 4.29 

427127; AW802282; Hs.22265; pyruvate dehydrogenase phosphatase; PP2Cjwne; 4.29 

447191; NMJJ14521; Hs.17667; SHWomain binding protein 4; SH3;TM=M;SS=N; 4.29 

408331; NMJJ07240; Hs.44229; dual specificity phosphatase 12; DSPc;TM=M;SS=N; 4.29 

441 130; AI160734; Hs.267604; Homo sapiens PNAS-129 mRNA, complete cds; BTB,Kefch,K_tetra,DSPc;TM=M;SS=N; 4.28 

430057; AW450303; Hs.2534; bone morphogenefc protein receptor, typ; Activin recp,pkinase;TM=Y;SS=M; 4.28 

430250; NMJJ16929; Hs.283021; chloride intracellular channel 5; none;TM=M;SS=N; 4.28 

406774; AW518383; Hs.1 77592; ribosomal protein, large, PI; 60s_nbosomafc 4.28 

413809; L25851; Hs.851; integrin, alpha E (antigen CO103, human ; vwa,integrin_A,FG>GAP;TM=M;SS=Y; 4.27 

443960; AI093677; Hs.255416; hypothetical protein FU21986; TTUTM=M;SS=N; 4.27 

427378; BE515037; Hs.177556; melanoma antigen, famiry 0, 1; MAGE;TM=M;SS=N; 4.27 

412204; AI125507; Hs.24937; ESTs; ig.irm.none; 4.26 

439506; AI361238; Hs.41136; ESTs; MAM,pWnase,NucieopIasmin,none; 4.26 

451295; AI557212; Hs.17132; ESTs, Moderately similar to 154374 gene ; pkinase,DAG PE-bind.pXinase C,OPR,none- 4.26 

452488; N74921; Hs.184389; ESTs; none;TM=M;SS=N; 4.26 ~ 

450973; AF012072; Hs.25732; eukaryotfc translafion initiation factor, W2,MA3,MlF4G;TM=M;SS=N- 4.26 

452437; AA026237; Hs.181272; ESTs; ethand.ion lrans,none; 4.26 

438204; AI589645; Hs.128690; ESTs; none.7tm 1; 4.25 

424756; AW504657; Hs.152931; lamin B receptor; ERG4 ERG24,FKBP;TM=Y;SS=N; 4.25 

430570; AI417881; Hs.292464; ESTs; 7tmJJ.Fz.Frizzied,none; 4.25 

445709; H02592; Hs.74280; ESTs; P0Z,none; 4.25 

428134; AA421773; Hs.161008; ESTs; ArmadBlo.seg.none; 4.24 

434149; Z43829; Hs.244624; hypotheScal protein MGC5489; none;TM=M;SS=M; 4.24 

425118; AU07661 1 ; Hs.1 54672; methylene tetrahydrofobte dehydrogenase; myb DNA- 

433376; AI249361; Hs.74122; caspase 4, apoptosis-related cysteine pr, CARD,ICE_p10.ICE_p20; 4.24 

447818; W79940; Hs.355279; Homo sapiens clone 24670 mRNA sequence; none,pkinase; 4.24 

450684; AA872605; Hs.25333; interteukin 1 receptor, type D; ig;TM=Y;SS=M; 4.23 

435542; AA687376; Hs.351226; ESTs; SH3^,pWi^e,Rispectrin,RhoG£F,none; 4.23 

426224; BE085860; Hs.374468; karyopherin fimportin) beta 2; ArmadiBo_seg,HEAT;TM=M;SS=N; 4.23 

413284; AU077055; Hs.289107; bacutowai IAP repeat-containing 2; 2f-C3HC4,CARD,BlR^eath,ig;TM=M;SS=N; 4.22 

421917; AB028943; Hs. 109445; WAA1020 protein; BTB^«2H2PI3J14_ldnase.R3Ka;TM=M;SS=N ; 4.22 

431239; AL039971; Hs^51216; hypothefical protein DKFZp434A196; SH2.ank.WH2n 4.22 

419685; W76083; Hs.134185; ESTs; none;TM=M;SS=N; 4.22 

431630; NMJW2204; Hs.265829; integrin, alpha 3 (anfigen CD49C, alpha ; FG-GAP.Rhabd ^ycop,mtegrin J^TM=Y;SS=M- 4.22 
425177; AF127577; Hs.155017; nuclear receptor WeracGng protein 1; none;; 4.21 
422219; AW978073; Hs.1010; regulator of mitotic spindle assembly 1; pkinase,nane; 4.21 
450746; D82673; Hs^78589; general transcription Jactor 11, i;none.SH3.PX; 421 
428023; AL038843; Hs.374530; Homo sapiens cDNA: FU 23602 fe. ctone I; 

aa4Krmeases,pyrkioxaLdeC,br^ 
416907; W60909; ; gb:zd29g10.s1 SoaresJetaLhearLKbHH 1 9W; ionJrans,none; 4.21 
411768; NH.013371; Hs.71979; interteukin 19; 110;; 4.21 
425262; 087119; Hs.1 554 18; GS3955 protein; pkinase;;4.21 

430035; NM.003463; Hs.227777; protein tyrosine phosphatase type IVA, m; Y Dhosphatase,DSPc;TM=M;SS=N; 4.21 

41 1789; AF245505; Hs.72157; AdBcan; kj,U^UW4T,LRRCT;TM=M;SS=M; 4.15 

416636; N32536; Hs.42645; solute carrier famiry 16 (rroriocartoxylfc; none,none; 4.14 

419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; lg,pWnase;TM=Y;SS=M; 4.13 

431745; AW972448; Hs.163425; Novel FGENESH predicted cadherin repeat ; nonejione; 4.10 

416965; N26223; Hs.160436; MDAC1; none;NA;NA; 194 

426890; AA393167; Hs.41294; ESTs; none,none; 188 

442438; AA995998; Hs.370007; gb:os26b03^1 NCJ_CGAP_KH5 Homo sapiens; r»orie,DNAjx>LB t DNA_paLB_exo; 3.86 
412314; AA825247; Hs.356084; downstream of 6 protein-coupled recepto; 7tmJ;TM=Y;SS=M; 184 
448243; AW369771; Hs.367688; integrin, beta 8; integrin B,none; 3.64 

439318; AW837046; Hs.6527; G protein-coupled receptor 56; 7tm_2.CytC_asm,GPS;TM=Y;SS=M; 3.61 
415999; AA172179; Hs^94029; ESTs; none.none; 160 
429466; M85835; Hs.12827; ESTs; none.none; 145 

407853; AA336797; Hs.40499; dickkopf (Xenopus laevis) homolog 1; none;TM=M;SS=Y; 134 
400517; ; ; tengsin; none;TM=M;SS=N; 117 

439180; Al 393742; Hs. 199067; v-erW)2 avian erythroblastic leukemia v; Furin^,pkinase^ecep l^domain^urfn^pkinase.Recep U_domain.Peptjdase M24- 2.88 
5515? I^^^^l 990871 ™™ en*roblasOc leukemia v; FurWite.pkinase.RecepJ^o^ M24; 184 

414521; D28124; Hs.76307; neuroblastoma, suppression (rftumorigeni; DAN;TM=M;SS=M; Z81 
424522; AL1 34847; Hs.1 49957; ribosomal protein S6 kinase, 90kD, polyp; pktnase,pklnase C;; 2.70 
438167; R28383; Hs.24286; chemoldne binamg protein 2 (CCBP2), mRN; none;TM^Y;SS=M; 168 
418888; AU076801; Hs.89436; cadherin 17. U cadherin (Dver-intesfin; cadherin;TM=Y;SS=M; 2.17 

TABLE 23B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

409745 MH1944.5 BI030997 AA921874 AW188822 BI027862 A1347618 A1361453 A1088754 AW207491 AA077391 B G0 12775 BG997382 AA286833 AA150722 B1007625 
BI027864 BI009100 BI006275 BI006270 BI031000 8I029864 BI006277 BI007627 81006266 BI006991 B1006990 B1007763 B1007762 BG997377 AA1 50780 BI033518 
BI027818 BG015789 BI033807 AA341445 
417886 1031334.1 AA21 0987 D57294AA21 4584 AA207006 D56572 
2580163J AI926361AA834879AA828995 
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418869 
416907 



12789.14 AA229762AA230035 

1112245,1 W60909 W61051M78905BG959483 



TABLE 23C 

Ptey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier {G!) numbers. 'Dunham I. et al" refers to the pubficafon entiDed The DMA 

sequence of human chromosome 22/ Dunham LetaL, Nature (1999) 402:489-495. 
Strand: Intfcates DNA strand from which exons were predicted. 
NLposifion: Indicates nucleotide posflions of predicted exons. 



PKey Ref 

406400 9256298 

403362 8571772 

404210 5006246 

404287 2326514 

405484 5922025 
400517 



Strand NLposition 

Plus 1553-1712.1878-2140.4252-4385.5922-6077 

Plus 6409944260 

Plus 169926-170121 

Phis 53134-53281 

Phis 199214-199579,199672-199920.200262-20049 

Minus 49996-50346 



TABLE 24A: 571 GENES UP-REGULATED IN HEAD AND NECK TUMORS COMPARED WITH NORMAL BODY TISSUES 

ES? rin^™ 571 ^ UfKe9da ! ed Si"?? ^"eck^^rs compared with normal body tissues. These genes were selected from 59680 probesets on the Eos/Affymetrix 
g 0 SS M Gene expression data for each probeset obtained from this analysis was expressed as average intensity (AQ, a nonnafeS ronec^ST 

Ptey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnlgenelD: Unigene number 

Unigene Tide: Unigene gene ftie 

70th percenfite of Al for head and neck cancer samples vs. the 80th percentile of the Al for normal body tissues 



Ptey 


ExAccn 


UnigenelD 


421155 


H87879 


Hs.102257 


452401 


NM_007115 


Hs.29352 


434377 


AW137148 


Hs.306593 


438274 


AI918906 


Hs55080 


401466 






446999 


AA151520 


Hs.334822 


423887 


AL080207 


Hs.134585 


419569 


A1971651 


Hs.91143 


428505 


AL035461 


Hs.2281 


420602 


AF060877 


Hs.99236 


445019 


A1205540 


Hs.281295 


452281 


T93500 


Hs.28792 


449722 


BE280074 


Hs.23960 


423575 


C18863 


Hs.163443 


424086 


AI351010 


Hs.102267 


447078 


AW885727 


Hs.301570 


429597 


NMJJ03816 


Hs.2442 


409506 


NM_006153 


Hs.54589 


426471 


M22440 


Hs.170009 


413268 


AL039079 


Hs.75256 


419948 


AB041035 


Hs.93847 


451807 


W52854 


Hs.27099 


442875 


BE623003 


Hs.23625 


452795 


AW392555 


Hs.18878 


420931 


AP044197 


Hs.100431 


416283 


NMJJ05429 


Hs.79141 


450221 


AA328102 


Hs.24641 


449101 


AA205847 


Hs.23016 


442611 


BE077155 


Hs.177537 


438533 


AJ 440266 


Hs.170673 


414132 


AI801235 


Hs.48480 


447164 


AF026941 


Hs.17518 


402047 


AK001921 


Hs.169575 


414972 


BE263782 


Hs.77695 


452943 


BE247449 


Hs.31082 


416661 


AA634543 


Hs.79440 


427099 


AB032953 


Hs.173560 


449318 


AW236021 


Hs.78531 


418345 


AJ001696 


Hs.241407 


415076 


NM.000857 


Hs.77890 


414142 


AW368397 


Hs.150042 


432865 


AI753709 


Hs.152484 


431808 


M30703 


Hs.270833 


411750 


BE562298 


Hs.71827 


418612 


AB037788 


Hs.224961 


438394 


BE379623 


Hs.27693 


452198 


A1097560 


Hs.61210 


423020 


AA383092 


Hs.1608 



Unigene Title 
lysyl oxidase 

tumor necrosis factor, alpha-Induced pro 
Homo sapiens cDNA FU11382 fis. done HE 
ESTs 

hypothetical protein MGC4485 
DKFZP434G232 protein 
jagged 1 (AlagHle syndrome) 
chromogranln B (secretogranin 1) 
regulator of G-protetn signalling 20 
ESTs 

Homo sapiens c DNA FU 11 041 fis. clone PL 
cycBn81 

Homo sapiens cDNA FU11576 fis. clone HE 

lysyl oxidase 

ESTs 

a tfisintegrin and metaOciprotemase doma 
NCK adaptor protein 1 
transferring growth factor, alpha 
regulator of G-protein signalling 1 
NADPH oxidase 4 

hypothetical protein FU23293 snnBar to 

Homo sapiens clone TCCCTA00142 mRNA sequ 

hypothetical protein FU21620 

smafl inducible cytokine B subfamily (Cy 

vascular endothelial growth factor C 

cytoskeJeton associated protein 2 

G protein-coupled receptor 

hypothetical protein DKFZp761B1514 

ESTs, Weakly similar to T24832 hypotheS 

ESTs 

Homo sapiens rig5 mRNA, partial sequence 
hypothetical protein MGC2550 
K1AA0008 gene product 
hypothetical protein FU 10525 
IGF-II mRNA-binding protein 3 
odd Oz/ten-m homdog 2 (Drosophfla, mous 
Homo sapiens. Similar to RIKEN cDNA 5730 
serine (or cysteine) proteinase inhibito 
guanylate cyclase 1 , sdubte, beta 3 
Homo sapiens cDNA FU14438 fis. done HE 
ESTs. Weakly similar to 138022 hypothefi 
arnphiregufin (schwannoma-derived growth 
K1AA01 12 protein; homotog of yeast ribos 
deavage and pdyadenylafion specific fa 
pepGdytprolyl isomerase {cyclophffinH 
ESTs, Weakly similar to 138022 hypothefi 
repEcafion protein A3 (14kD) 
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R1 

166.00 

156.00 

80.00 

28.00 

121.00 

126.00 

13.00 

98.00 

1.00 

35.00 

93.00 

270.62 

9.81 

373.00 

200.00 

184.00 

177.00 

170.00 

158.00 

155.00 

140.00 

139.00 

111.00 

109.00 

106.00 

95.00 

92.00 

92.00 

86.00 

85.68 

65.00 

83.00 

80.00 

74.00 

74.00 

71.00 

70.19 

66.25 

66.00 

64.00 

63.00 

60.00 

58.00 

57.00 

57.00 

54.00 

54.00 

49.00 
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422426 


W79117 


Hs.58559 


406747 


AI925153 


Hs.217493 


445828 


F05802 


Hs.81907 


431806 


AF186114 


Hs.270737 


452909 


NM_01536B 


Hs^0985 


432226 


AW182766 


Hs.273558 


458027 


L49054 


HSJ5195 


443354 


AW970672 


Hs.9247 


416049 


AI970536 


Hs.16603 


431494 


AA991355 


Hs.298312 


433859 


AW895758 


Hs.273789 


426753 


T89832 


Hs.170278 


400792 


AA635062 


Hs£0094 


402034 






424073 


U03493 


Hs.138959 


458424 


AJ084049 


Hs.206761 


435159 


AA668879 


Hs.116649 


409269 


AA576953 


Hs.22972 


444361 


W76027 


H&53920 


439128 


AI949371 


Hs.153089 


420795 


AA323037 


Hs.128645 


422505 


AM 20862 


Hs.124165 


434828 


090070 


Hs.96 


410561 


BE540255 


Hs.6994 


423035 


AW449679 


Hs.156739 


417655 


AA780791 


Hs.14014 


414869 


AA157291 


Hs^1479 


453049 


BE537217 


Hs.30343 


417801 


AA417383 


Hs.82582 


435243 


AW292886 


Hs^61373 


431211 


M86849 


Hs.323733 


407746 


AK001962 


Hs^8114 


416498 


U33632 


Hs.79351 


414231 


Al 468004 


HsJ278956 


426227 


U67058 


Hs.168102 


439452 


AA918317 


Hs^7987 


439999 


AA115811 


Hs.6838 


417791 


AW965339 


Hs.1 11471 


436486 


AA742221 


Hs.120633 


432731 


R31178 


Hs.287820 


429903 


AL134197 


Hs.93597 


435039 


AW043921 


Hs.130526 


419743 


AW408762 


Hs£957 


457001 


J03258 


Hs.2062 


450684 


AA872605 


Hs.25333 


422440 


NM_004812 


Hs.1 16724 


458531 


AA367718 


Hs.159083 


416065 


BE287931 


Hs.78996 


411388 


X72925 


Hs.69752 


419750 


AL079741 


Hs.183114 


429370 


CI 9097 


Hs.89709 


429921 


AA526911 


Hs.82772 


449467 


AW20500S 


Hs.197042 


453102 


NM_007197 


Hs.31664 


453637 


NMJJ02589 


Hs.34073 


400289 


X07820 


Hs^258 


418007 


M13509 


Hs.83169 


428368 


BE440042 


Hs.83326 


428227 


AA321649 


Hs.2248 


450375 


AA009647 


Hs.8850 


427585 


D31152 


Hs.179729 


424717 


H03754 


Hs.152213 


424735 


U31875 


Hs.272499 


420159 


AI572490 


Hs.99785 


415511 


AI732617 


Hs.1 82362 


406467 






422330 


D30783 


Hs.1 15263 


452461 


N78223 


Hs.108106 


415542 


R13474 


Hs.290263 


413324 


V00571 


Hs.75294 


431571 


AW5004SS 


Hs.180610 


443211 


AJ128388 


Hs.143655 


451844 


T61430 




441877 


AW273802 


Hs.11340 


439926 


AW014875 


Hs.137007 


432015 


AL157504 


Hs.159115 


421103 


AI625835 


Hs.27104 


448062 


AW295923 


Hs.255472 


432222 


Al 204995 




421577 


BE455451 


Hs.105925 


421187 


NNL014721 


Hs.102471 


408908 


BE296227 


Hs.250822 


437214 


BE092336 





ESTs 


49.00 


annexin A2 


46.00 


ESTs 


46.00 


tumor necrosis factor (ligand) superfami 


44.00 


pannexin 1 


43.95 


phosphate cyBdyryitransferase 1, choQn 


43.00 


myeloid leukemia factor 1 


43.00 


protein kinase, AMP-activated, alpha 1 c 


43.00 


hypotheticat protein FU13163 


4100 


hypothetical protein 0KFZp434A1315 


40.00 


ESTs 


38.00 


ESTs 


37.00 


Homo sapiens mRNA; cDNA DKFZp434O051 5 (f 


36.00 




35.00 


gap junction protein, alpha 7, 45kD (con 


34.00 


ESTs 


34.00 


ESTs 


33.00 


hypothetical protein FU13352 


32.00 


hypothetical protein RJ 1 1 105 


31.00 


ESTs 


29.20 


sorting nexin 16 


26.00 


ESTs 


25.00 


phorboM 2-myristate-l 3-acetat e-induced 


24.00 


Homo sapiens cDMA: FU 22044 6s, done H 


22.10 


H^apiens XG mRNA {clone PEP1 1 ) 


19.00 


hypothetical protein FU14813 


19.00 


ubmudein 1 


17.37 


ESTs 


16.00 


integrin, beta-like 1 {with EGF-like rep 


14.00 


hypothetical protein dJ434014.3 


13.00 


gap junction protein, beta 2, 26kO (com 


10.80 


hypotheBca) protein FU11 100 


10.00 


potassium channel, subfamily K, member 1 


9.60 


hypothetical protein FU12929 


9.00 


Human proteinase activated receptor-2 mR 


6.09 


B-cell CLUlymphoma 118 (zinc ringer pro 


8.07 


ras homolog gene family, member E 


8.07 


ESTs 


8.04 


ESTs 


7.23 ' 


fibronecEn 1 


7.00 


cycrm-dependent kinase 5. regulatory su 


5.18 


ESTs 


5.00 


Homo sapiens done 24416 mRNA sequence 


4.25 


vitamin D {1,25- d^droxyvitamin D3) re 


4.24 


interteukin 1 receptor, type H 


3.74 


aldo-keto reductase family 1, member B10 


3.19 


ESTs 


100 


proGferatlng cell nuclear antigen 


2.53 


desmocoDinl 


1.00 


Homo sapiens cDMA FU 14235 Its. done NT 


1.00 


glutamate-cysteine tigase, modifier subu 


1.00 


collagen, type XI, alpha 1 


1.00 


ESTs 


1.00 


frizzled (Drosophila) homolog 10 


1.00 


BH-protocadherin (brain-heart) 


1.00 


matrix metaltoproternase 10 (strometysin 


517.00 


matrix metallopraleinase 1 (interstitial 


616.00 


matrix metalbproteinase 3 (stromerysin 


226.00 


small indudbte cytokine subfamiy B (Cy 


278.00 


a dlsintegrin and metaDoproteinase doma 


san 


collagen, type X, alpha 1 (Schmkf metaph 


264.00 


wingless-type MMTV integration site faml 


124.00 


shcrtchain alcohol dehydrogenase family 


1.00 


Homo sapiens cDNA: FU21245 fe. done C 


1.00 


ESTs 


1.00 




141.00 


eptreguBn 


98.00 


uanscnpuon tactor 


159.00 


ESTs. Weakly similar to 138022 hypothefl 


1.00 


corticotropin releasing hormone 


1.00 


splicing factor prcfoe^utamine rich { 


7^60 


ESTs 


99.00 


gb7c06a03^1 Stratagene lung (937210) H 


1.00 


hypothetical protein FU23047 


3.00 


ESTs 


2.79 


Homo sapiens mRNA; cDNA DKFZp586O0724 (f 


94.00 


Homo sapiens mRNA; cDNA DKFZp667D226 (fr 


1.22 


KIAA1843 protein 


1.00 


gtr.an03c03.x1 Stratagene scfazo brain S1 


1.27 


sir^e-rninded (Drosophila) homolog 1 


1.00 


K1AA0680 gene product 


5.00 


serine/threonine kinase 15 


89.00 


gb:IL2-8T0734-24040(M)72-A12 BT0734 Homo 


1.00 
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449773 


R76294 


Hs.302383 


ESTs 


1.00 


443054 


AI745185 


Hs.8939 


yes-associated protein 65 kDa 


90.00 


432097 


X51730 


Hs.2905 




1.00 


453216 


AL137566 


Hs.32405 


Homo saniens mRMA: cDNA DKF2d5SSGQ321 (i 


0.38 


430184 


AB013802 


Hs.234790 




1.00 


432239 


X81334 


Hs.2936 


matrix metalloproteinase 13 (ccilagenase 


7.23 


415025 


AW207091 


Hs.72307 


ESTs 


1.00 


416575 


W02414 


Hs.38383 


ESTs 


1.00 


443171 


6E281128 


Hs.9030 


TONDU 


0.92 


424834 


AK001432 


Hs.1 53408 


Hnmo santf»ns nftM A Fl J 1 0570 fis drvip MT 


20.30 


400844 






n fin 


409402 


AF208234 


Ks.695 




1 OR 


412420 


AL035668 


Hs. 73853 


bo to rriorphogenetic protein 2 


1 "iSt 
I.JO 


435553 


AF210317 


Hs.95497 


snhifp earner fprmTw 9 ffivjfilatoH nit i 


Z60 


400751 






1.34 


436361 


AA825814 


Hs 149065 


ESTs 




455612 




He 77ARAR 


CO IS 


U.ol 


447437 


U07225 


Hs.339 


purinergic receptor P2Y, G-proteln coup] 


1.93 


404148 






n 77 

u.r / 


431089 


BE041395 


Hs^83676 


P ^Tc Wp ath/ cim51s»r Irt i tnlmnum rtmtoin 

C\J 1 O, I»CoAjy OMIUIcU Ul UIUUIUWII ^fllNcul 


1 nn 


446619 


AU076643 


Hs.313 


UM«||u4 nhftcnhnrvritotn 1 //"vetorinnnfrn 

ocujcicu pnuapnupioicin i \obiKujJuiiuti, 


RA7 
0.**/ 


416658 


U03272 




iiuruun t icongernuji conuscuirai aid 




442994 


AI026718 


Hs.16954 


ESTs 


0.40 


415327 


H22769 




nlrwnKflflfW rl finance Wrfanl twain 1 MlR H 


(\A7 


418624 


AI734C80 


Hs.104211 


ESTs 


1.90 


452850 


H23230 


Ks.22481 


FTTs MnripJ'fltpfv similar tn AdGMn Y-Tm 


n <u 

U.CK+ 


401747 






Hnmn cnnipnc keratin 17 /lfRT17\ 


7 79 


442432 


BE093589 


Hs.38178 


hvnnlhpfipjrt oral pin Fl I9\3fifl 


5.10 


418259 


AA215404 


Hs.1 37289 


ESTs 


l.&O 


432374 


W68815 


Hs.301885 


Homo sapiens cDNA FLJ 1 1346 fis, clone PL 


8.13 


403381 






21.00 


420923 


AF097021 


Hs.273321 


rfiRpfpnfiafrv py nrpssprl in hpmjrlnrvypfi 


0.00 


418216 


AA662240 


Hs.283099 




11 OQ 

1 1 .is 


444649 


AW207523 


Hs. 197628 


ESTs 


0.10 


407811 


AW1 90902 


Hs.40098 


cysleine knot superfamHy 1 , BMP antagon 


4.64 


402230 








1.64 


412530 


AA766268 


Hs.266273 


hypothetical protein FU 13346 


2.97 


447334 


AA515032 


Hs.91109 


ESTs 


0.62 


432829 


W60377 


Hs.57772 


ESTs 


0.86 


418686 


Z36830 


Hs.87268 


on op Yin Afl 


8.44 


421508 


NM_004833 


Hs.105115 


absent in melanoma 2 


2.68 


410553 


AW016824 


Hs.255527 




770 


419183 


U60669 


Hs.89663 




/o.uu 


425721 


AC002115 


Hs.1 59309 


umnlakin 1 A 


0.86 


420370 


Y13645 


Hs.97234 


uroplaktn2 


0.87 


417720 


AA205625 




ESTs 


c oo 
0 oo 


437852 


BE001836 


Hs.256897 


ESTs, Weakly similar to dJ36501Z1 pisa 


1 n7 


431753 


X76029 


Hs.2B41 


AoiimmA^ifi 1 1 

iRsuiufncQUi u 


7 nn 

f.UU 


402075 








tar nn 


423017 


AW1787fi1 


Hs*227948 


senna (or cysteine) proteinase tnrnoito 


OOO.UU 


406687 


M31126 




pregnancy specific beta-l^rycoprotem 9 




405064 






1.X 


428664 




Me iRonoi; 


clmflar In Q At 1 1 /cat /TVnennhllaYJiVa 

wmcai ID oHLL I \53j \uro5opiuia/-uKS 




441233 




ns. i joooo 


ESTs 


1 nn 


456034 


AW450979 




gb:UJ.H-8!3-aJa-a-1 2-04JI^1 NQ.CGAP.Su 


l.£0 


414221 


AW450979 






n fit; 
U.DO 


412296 


AW936233 




yD.\JVl>-Ul WAHraUA/v- IU/-3UD UlUUiU nOfTiO 


i nn 
l.UU 


405494 






1.00 


407189 


AA598977 

mJJUJtl 




go. 3&j 1 6UJ.5 1 uessier vviirns uirnor nomo s 


i nn 
l.UU 


403085 






i nn 

l.UU 


406633 


AW9S3372 


Hs.46677 


PRDTflfin nrnfota 
r nutuuu piuisin 




435257 


AA677026 


Hs 191217 


ESTs 


1 nn 

l.UU 


410044 


BE586742 


Hs 5ft1fi9 


niyiuj 6ApiBS5cu in cancer, nun in teuc 


1 nn 

l.UU 


445162 


AW189787 


Hs.147474 


ESTs 


0.50 


417275 


X63578 


Ks295449 




i nn 

l.UU 


418406 


X73501 


Hs 84905 




1 nn 

l.UU 


421110 


AJ 25071 7 


Hs.1 355 




1 nn 

l.UU 


406081 






c to 


449448 


D60730 


Hs.57471 


ESTs 


19^ nn 


451668 


Z43948 ' 


Hs.326444 


cartilage acidic protein 1 


037 


408243 


Y00787 


Hs.624 


fnterieukin 6 


135 


436246 


AW450963 


Hs.1 19991 


ESTs 


51.00 


440304 


BE159984 


Hs.1 25395 


ESTs 


1.00 


402778 








1.00 


406117 








1.00 


406360 








71.00 


435347 


AW014873 


Hs.1 16963 


ESTs 


1.00 


445550 


AI242754 


Hs.137306 


ESTs 


1.00 


451359 


H85334 


Hs.336523 


ESTs 


1.00 


419559 


Y07828 


Hs.91096 


ring finger protein 


1.00 


429486 


AF155827 


Hs-203963 


hypothetical protein FU 10339 


58.00 


425420 


BE538911 


Hs.234545 


hypothetical protein NUF2R 


1.00 


402901 






0.85 
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41491B AI219207 Hs.72222 hypothetical protein FU 13459 0.87 

417715 AW969587 Hs.86355 ESTs 5.12 

442577 AA292998 Hs.163900 ESTs 2.19 

418867 D31771 Hs.89404 msh (DrasophDa) homeo box homolog 2 1.54 

J 426088 AF038007 Hs.166196 ATPase, Class I. type 8B, member 1 1.11 

412610 X90908 Hs.74126 faity acid binding protein 6, teal {gas 1.27 

4146B3 S78296 Hs.76888 hypdhetical piotan MGC12702 0.67 

431322 AW970622 gb:EST382704 WAGE resequences, MAGK Homo 0.03 

irt 403903 0.87 

10 405033 0.13 

422282 AF019225 Hs.1 14309 apoGpoprolein L Z13 

425852 AK001504 Hs.1 59651 death receptor 6, TNF superfan% member 1.05 

414987 AA524394 Hs.294022 hypothetical protein FU 14950 2.59 

430168 AW968343 Hs.24255 DKFZP4341 1735 protein 1.69 

15 459702 AI204995 1.00 

446082 AI274139 Hs.156452 ESTs 0.60 

400B43 a76 

417409 BE272506 Hs.82109 syndecanl 1.78 

439738 BE246502 Hs.9598 sema domain, immunoglobdin domain (Ig), 1.20 

20 437181 AI306615 Hs.1 25343 ESTs, WeaWy similar to K1AA0758 protein 0.50 

404875 0.80 

436293 AI601188 Hs.120910 ESTs 1.40 

422809 AK001379 Hs.121028 hypothetical protein FU 10549 3.03 

425883 AU37708 Hs.161031 Homo sapiens mRNA; cDNA DKFZp434K0322 (f 0.94 

25 404977 lnsufln-Hke growth factor 2 (somatomedi 0.99 

431347 AI133461 Hs.251664 insufin-like growth factor 2 (somatome^ 1.10 

413804 T64682 gtKyc4Bb0Zr1 Stratagene liver (937224) 0.85 

432842 AW674093 Hs.334822 hypothelica) protein MGC4485 1.20 

_ _ 420876 AA918425 Hs.177744 ESTs 0.85 \ 

30 422119 AI277829 Hs.1 11862 K1AAO590 gene product 0.71 

400846 sorUirwelated receptor, L(DLR class) 0.75 

421100 AW351839 Hs.124560 Homo sapiens cDNA: FU21763 fis, clone C 4.01 

430152 AB001325 Hs.234642 aquaporin3 1.74 

_ _ 402777 a70 

35 417151 AA194055 Hs.293858 ESTs 0.99 

411248 AA551538 Hs.334605 Homo sapiens cDNAFU 14408 lis, clone HE 1.48 

405034 AL035754 Hs^474 toMke receptor 1 1.00' 

405671 AA129547 .Hs.285754 met proto^incogene (hepatocyte growffi fa 18.68 

431070 AW408164 Hs.249184 transcripOon factor 19 (SCI) 1.94 

40 453134 AA032211 Hs.118493 ESTs 0.70 

440006 AK000517 Hs.6844 hypothetical protein FU2C510 2.19 

418068 AW971155 Hs.293902 ESTs, WeaWy similar to ISHUSS protein d 0.25 

424364 AW383226 Hs.201189 ESTs, Weakly similar to G01763 atrophin- Z74 

439780 AL1 03683 gb:Homo sapiens mRNA fuD length insert 107 

45 438315 R56795 Hs32419 ESTs 0.65 

416937 T71508 Hs.1 3861 ESTs. Weakly similar to T42383 probable 1.18 

444163 AI126098 gb:qc54g07jc1 Soares_ptecenta_Bto9weete_ 0.85 

444444 AI149332 Hs.14855 ESTs 0.59 

407581 R48402 Hs.1 73508 P3ECSL 0.62 

50 433078 AW015188 Hs.121575 Homo sapiens cDNA FU12231 fis, done MA 0.92 

417003 AL038170 Ks.80756 betalne-riomocysterne methyttransferase 0.62 

446024 AB040945 Hs.284227 WAA1513 protein 0.92 

427747 AW411425 Hs.180655 serine/threonine kinase 12 1.42 

_ _ 419741 NM.007019 Hs.93002 ubiquitin carrier protein E2-C 1.68 

55 453863 AI638516 Hs.22630 cofactor required for Spl transcriptiona 1.57 

426847 S78723 Hs.298523 54iydroxyfjyptamine (serotonin) receptor a08 

446009 AI989885 Hs.231926 ESTs 1.00 

457292 AI921270 Hs.334882 hypothetical protein FU 14251 0.98 

r . 415949 H10562 Hs^1691 ESTs 0.61 

60 420281 AI623693 Hs.191533 ESTs 7.01 

446673 NM.016361 Hs.1 5871 LPAP for rysoprrosphafitfc acid phosphata 0.72 

450983 AA305384 Hs.25740 EROI (S. cerevisiae)-Bke 2.21 

414792 BE314949 Hs.87128 rrypothetical protein FU23309 0.99 

437553 A1829935 Hs.130497 ESTs, Weakly similar to MAT8.HUMAN CHLOR a54 

65 421218 NM.000499 Hs.72912 cytochrome P450, subfamily I (aromatic c a06 

426900 AW163564 Hs.142375 ESTs 0.48 

414595 AA641726 Hs.289015 rrypothetical protein MGC4171 a83 
402305 0.89 
453823 AL137967 gb:DKFZp761D2315 _r1 761 (synonynx hamy2) 0.04 

70 445911 A1985987 Hs.145645 ESTs, Moderately similar to ALU1_HUMAN A 0.49 

436608 AA628980 Hs.1 92371 down syndrome critical region protein DS 0.65 

423916 AW993496 Hs.1 7235 Homo sapiens clone TCCOA00176 mRNA sequ 0.63 
405932 1.76 
__ 401760 Z61 

75 452240 A1591147 Hs.61232 ESTs 453.00 

421064 AI245432 Hs. 101 382 tumor necrosis factor, atr^nduced pro 1.04 

421373 AA808229 Hs.167771 ESTs 17.00 

427239 BE270447 Hs.174070 ubiquifin carrier protein 1.16 

or . 435099 AC004770 Hs.4756 flap stmcture-specinc endonudease 1 1.68 

oO 422406 AF025441 Hs.116206 0pa4nteracfjng protein 5 119 

413Z78 BE563085 Hs.833 interferon-sfimulated protein, 15 kDa 1.73 

453389 BE273648 Hs.32963 cadherin 6, type 2, K-cadherin (fetaJ ki 1.00 
454789 BE155314 gb:CM>-KT03S7-1 50200-1 14-d02 HT0367 Homo 1.00 
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434487 
424008 
418067 
441801 
423536 
410153 
400409 
452316 
427587 
451161 
453204 
437240 
405531 
440249 
426783 
434192 
407881 
402001 
433967 
451592 
422170 
408947 
452732 
441940 
425048 
444008 
421307 
423853 
407846 
410348 
419078 
414907 
441795 
418583 
444342 
413385 
441495 
417933 
412661 
411680 
417771 
430034 
421379 
454417 
429257 
417599 
438366 
438746 
409691 
408827 
414735 
422278 
412719 
417034 
430486 
407788 
413753 
424012 
425650 
412140 
423673 
452838 
418563 
409532 
429610 
406690 
421948 
431B45 
424098 
453964 
446856 
443848 
408522 
431384 
422158 
435505 
417366 
431958 
441020 
423217 
448733 
444371 
422168 



AF 143867 

R02740 

AI127958 

AW242799 

L22075 

BE311926 

AF153341 

AA298484 

BE348244 

AA211329 

R10799 

AA747537 

A1246590 
219084 
AW387314 
AW072003 

AF1 13018 

A1805416 

A1791949 

AL080093 

BE300078 

AW298115 

H05468 

BE544855 

BE539976 

AB011537 

AA426202 

AW182663 

M93119 

X90725 

N58115 

AA604379 

NMJJ14398 

M34455 

AW294603 

X02308 

N32860 

AW872477 

AA804698 

X60155 

Y15221 

AI244459 

AW163799 

AA204688 

AA805760 

AI885815 

T89983 

AW275730 

BE468016 

AF072873 

AW016610 

NM.006183 

BE062109 

BE514982 

U17760 

AW368377 

NMJM1944 

AA219691 

BE003054 

U65011 

AK001100 

W740O1 

AB024937 

M29540 

U2583 

BE019924 

AF077374 

AI961485 

A1814373 

AI085377 

AJ541214 

BE158000 

L10343 

AF200492 

BE1 85289 

X63629 

W79283 

NM.000094 

NM_005629 

BE540274 

AA585894 



Hs.337588 

Hs.137555 

Hs.83393 

Hs.86366 

Hs.1666 

Hs.1 5830 

Hs.283954 

Hs.61265 

Hs.202628 

Hs.26006 

Hs.191990 



Hs.337275 
Hs.172210 
Hs.34371 
Hs.40968 

Hs.284302 

Hs.213897 

Hs.1 12432 

Hs.49117 

Hs.80449 

Hs.128152 

Hs.164502 

Hs.220756 

Hs.103305 

Hs.133466 

Hs.40403 

Hs.95469 

Hs.89584 

Hs.77597 

Hs.21137 

Hs.86211 

Hs.10887 

Hs.840 

Hs.127039 

Hs.82962 

Hs.24611 . 

Hs.82547 

Hs.227767 

Hs.103982 

Hs.110826 

Hs.198365 

Hs.136201 

Hs.303567 

Hs.184727 

Hs.246042 

Hs.254825 

Hs381904 

Hs.1 14218 

Hs.129911 

Hs.80962 

Hs.241551 

Hs^8991 

Hs.75517 

Hs.137569 

Hs.1925 

Hs.73625 

Hs.1695 

Hs^0743 

Hs.41690 

Hs.55279 

Hs.211092 

Hs.220529 

Hs.334309 

Hs.271580 

Hs.139322 

Hs.12744 

Hs.164175 

Hs.143610 

Hs.46320 

Hs.112341 

Hs. 21 1233 

Hs.1075 

Hs.2877 

HsJ5962 

Hs.1640 

Hs.1B7958 

Hs.239 

Hs.112408 



ESTs, Moderately similar b S65657 alpha 
putative chemokine recepton GTP-binding 
cystafin E/M 
ESTs 

guanine nucleotide binding protein (G pr 

hypothetical protein FU12691 

Homo sapiens winged heBx/forkhead trans 

ESTs, Moderately similar to G788_HUMAN P 

ESTs, Weakly similar to 178885 senne/th 

hypothetical protein FU 10559 

ESTs 

gb:nx85c05.s1 NCI_CGAP_GCB1 Homo sapiens 
ESTs 

MUF1 protein 
ESTs 

heparan sulfate (glucosamine) 3-O-sulfot 

PR01621 protein 
ESTs 

anb*Mui!enan hormone 

Homo sapiens mRNA; cDNA DKFZp564N1662 (f 
Homo sapiens; done IMAGE:3535294, mRNA, 
ESTs 
ESTs 

ESTs, Weakly similar to SFR4.HUMAN SPUC 
Homo sapiens mRNA; cDNA DKFZp434B0425 (f 
sfil (Drosophlla) homolog 1 
Cbp/p300-interacting trans activator, wit 
ESTs 

insuTinoma-associated 1 
pdo (Drosophia)-fike kinase 
AD024 protein 
hypothetical protein 

similar to lysosome-associated membrane 
inddeamine-pyrroie 2.3 dtoxygenase 
ESTs 

thyrnidytate synthetase 

ESTs, WeaWy similar to I54374 gene NF2 

gb:hm30f03j<1 NCLCGAP_Thy4 Homo sapiens 

refinoic acid receptor responder (tazaro 

zinc finger protein 41 

smaH inducible cytokine subfamily B (Cy 

trinucleotide repeat containing 9 

2,3*isphosphogrycerate mutase 

ESTs 

ESTs 

ESTs 

Homo sapiens, clone MGC:5437, mRNA, comp 

ESTs 

ESTs 

feted (Droscphfla) homolog 6 
ESTs 



chloride channel, calcium activated, fam 
S100 catdumtftnding protein A2 
iaminin, beta 3 (ntcein (1 25kD), kaBnin 
tumor protein 63 kDa with strong hornolog 
desmoglein 3 (pemphigus vulgaris antigen 
RAB6 interacting, kmesm-fike (rabkmes 
matrix ntetafloproteinase 12 (macrophage 
preferenfiafly expressed antigen in mela 
desrrtocoflm 3 

serine (or cysteine) proteinase inhibllo 
LUNX protein; PLUNC (palate lung and nas 
carcinoembryonk: antigen-related ceQ ad 
keratin GA 
uroptakin IB 

small proSne-rich protein 3 

ESTs 

ESTs 

ESTs 

Small profme-rich protein SPRK [human. 

gb:MR2.HT0377-150200-202-e03 HT0377 Homo 

protease inhibitor 3, skin-derived (SKAL 

interteukh-1 homolog 1 

smafl praline-rich protein 1B (comifin) 

cadherin 3, type 1, P-cadherin (placenta 

ESTs 

collagen. type VU, alpha 1 (epWermorys 
solute carrier family 6 (neurotransmitte 
torkheadboxMI 

S100 calcium-binding protein A7 (psorias 
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0.44 
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1.00 

1.00 
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1.00 
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1.00 
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1.00 

1.00 

1.00 
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494.00 

1.00 

23.36 

6.98 

7.50 
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445.00 
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12.77 

45.00 
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0.88 

3831 

36.81 
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Z15 
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1.18 

4.22 
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429259 


AA420450 


Hs.292911 


ESTs. Highly sim2ar to S60712 band-6-pr 


£53 


426440 


BE332755 


Hs.169902 


solute earner family 2 (facilitated ghj 


1.67 


437044 


AL035864 


Hs.69517 


cDMA for differentially expressed C01 6 g 


2.30 


423562 


AK001035 


Hs.130881 


B-ceO CLL/lymphoma 1 1A (zinc finger pro 


1.04 


428484 


AF104C32 


Hs.1 84601 


sotute carrier family 7 (cationic amino 


111 


401781 






11.07 


401780 








9.54 


429211 


AF052693 


Hs.198249 


gap junction protein, beta 5 (connexin 3 


1.62 


417389 


BE260964 


Hs.82045 


mtdkine (neurits gnyjirth-prornoting factor 


1.12 


423834 


AW959908 


Hs.1690 


heparin-binding growth factor binding pr 


947.00 


417515 


L24203 


Hs.82237 


ataxia-telangiectasia group D-associaied 


Z79 


441362 


BE614410 


Ks^3044 


RAD51 (S. cerevisiae) homotog (E cofi Re 


3.16 


440704 


M69241 


Hs.162 


insuMke growth factor binding prate 


1.08 


425322 


U63S30 


Hs.1 55637 


protein kinase, ONA-acCvated, catalytic 


5.20 


431221 


AA449015 


Hs.266145 


SRB7 (suppressor of RMA polymerase B, ye 


£53 


449003 


X76342 


Hs.389 


alcohol dehydrogenase 7 (class tV),muo 


72.00 


431009 


BE149762 


Hs.48956 


gap junction protein, beta 6 (connexin 3 


19.96 


409103 


AF251237 


Hs.112208 


XAGE-1 protein 


0.47 


417542 


J04129 


Hs.82269 


progestagen-associated endometrial prote 


0.66 


428471 


X57348 


Ks.184510 


stratifin 


139 


418004 


U37519 


Hs.87539 


aldehyde dehydrogenase 3 f amity, member 


1.61 


414761 


AU07722B 


Hs.77256 


enhancer of zeste (Drosophila) homotog 2 


£31 


451541 


BE279383 


Hs.26557 


plaxophiDn 3 


1.82 


416203 


X54942 


Hs.83758 


COC28 protein kinase 2 


5.60 


447343 


AA256641 


Hs.236894 


ESTs, Highly similar to S02392 alpha-2-m 


2.78 


437016 


AU076916 


Hs.5398 


guanine monphosphate synthetase 


£01 


429612 


AF062649 


Hs.252587 


pituitary hjmof-transforming 1 


2.18 


449230 


BE613348 


Hs.211579 


melanoma ceP adhesbn molecule 


£58 


446989 


AK001898 


Hs.16740 


hypothetical protein FU11036 


4.63 


457819 


AA057484 


Hs.35406 


ESTs, Highly similar to unnamed protein 


2.25 


410555 


1)92649 


Hs.64311 


a disirttegrin and metatloproteinase dema 


11.88 


430677 


Z26317 


Hs.94560 


desmoglein 2 


1.38 


424687 


J05070 


Hs.151738 


matrix metalloproteinase 9 (gelatinase B 


£09 


414430 


A! 346201 


Hs,76118 


uWquiun carboxyl-terminal esterase L1 


1.09 


422963 


M79141 


Hs.13234 


ESTs 


2.28 


418462 


BE001596 


Hs.85266 


tntegrin, beta 4 


1.40 


450832 


AW970502 


Hs.105421 


ESTs 


13.31 


410274 


AA381807 


Hs.61762 


hypoxia-inducible protein 2 


1.25 


408353 


BE439838 


Hs.44298 


mitochondrial ribosomal protein S17 


1.89 


458933 


AI638429 


Hs.24763 


RAN binding protein 1 


1.54 


439394 


AA149250 


Hs.56105 


ESTs 


3.89 


418478 


U38945 


Hs.1 174 


cycGn-dependent kinase inhibitor 2A (me 


1.77 


453633 


AA357001 


Hs.34045 


hypothetical protein FU20764 


1.52 


446269 


AW263155 


Hs.14559 


hypothetical protein FU 10540 


3.11 


422765 


AW409701 


Hs.1578 


baculoviral IAP repeat-containing 5 (sur 


£10 


4364B1 


AA379597 


Hs.5199 


HSPC150 protein similar to utriquitin-con 


1.84 


440325 


NM.003812 


Hs.7164 


a disintegrin and metalloproteinase doma 


0.61 


439606 


W79123 


Hs.58561 


G protein-coupled receptor 87 


30100 


453884 


AA355925 


Hs.36232 


WAA018Sgene product 


1055 


452934 


AA581322 


Hs.4213 


hypothetical protein MGC16207 


1.38 


451743 


AW074266 


Hs.23071 


ESTs 


2.90 


413129 


AF29210O 


Hs.104613 


RP42homdog 


£38 


406974 


M57293 




gbiHuman parathyroid hormone-related pep 


1.00 


413281 


AA861271 


Hs.222024 


transcription factor BMAL2 


5.92 


444781 


NM 014400 


Hs.11950 


GPt-anchored metastasis-associated prote 


£18 


416819 


077735 


Hs.80205 


pim-2 oncogene 


1.01 


451320 


AW118072 


Hs.89981 


diacytgrycerol kinase, zeta (104kD) 


0.67 


418543 


NM.005329 


Hs.85962 


hyaluronan synthase 3 


1.19 


454034 


NM.000691 


Hs.575 


aldehyde dehydrogenase 3 family, member 


£55 


425397 


J04088 


Hs.156346 


topoisomerase (DMA) II alpha (170kD) 


106 


413004 


T35901 


Hs.75117 


interteuktn enhancer binding factor 2, 4 


1.64 


407634 


AW016569 


Hs.135414 


UDP-GlcNAcbetaGal beta-1,3^-acetytgtuc 


7.04 


415817 


U88967 


Hs.78867 


protein tyrosine phosphatase, receptor-t 


20100 


435013 


H91923 


Hs.1 10024 


NADHaibtqufnone oxidoreductase MLRQ subu 


1.33 


430337 


M36707 


Hs.239500 


calmodufhvfike 3 


1.32 


419121 


AA374372 


Hs.89626 


parathyroid hormone-&ke hormone 


81.00 


448993 
440138 


AI471630 


Hs*127 


K1AA0144 gene product 


1.03 


AB033023 


Hs^18127 


hypothetical protein FU 10201 


28.00 


421817 


AF146074 


Hs.108660 


ATP-binding cassette, sub-family C (CFTR 


1.24 


425245 


AI751768 


Hs.155314 


KIAA0095 gene product 


1.40 


430393 


BE185030 


Hs.241305 


estrogen-responsive B box protein 


1.55 


420462 


AF050147 


Hs.97932 


choruirornoduEn f precursor 
cancer/testis antigen 


1.00 


418678 


NMJ01327 


Hs.167379 


0.82 


428182 


BE386042 


Hs.293317 


ESTs, Weakly similar to GGC1.HUMAN G ANT 


1.00 


427335 


AA448542 


Hs.251677 


G antigen 7B 


0.91 


409420 


Z15008 


Hs.54451 


laminin, gamma 2 (rucein (100xD), kaCni 


&53 


438956 
421917 


W00847 


Hs.135056 


Human DNA sequence from clone RP5-&50E9 


1.35 


AB028943 


Hs.109445 


KIM1020 protein 


0.94 


404440 






38.57 


409582 


R27430 


Hs.271565 


ESTs 


119 


415669 


NMJJ05025 


Hs.78589 


serine (or cysteine) proteinase inhrtxto 


£45 


433091 


Y12642 


Hs-3185 


lymphocyte antigen 6 complex, locus D 


1.61 


408122 


A1432652 


Hs.42824 


hypothetical protein FU10718 


1.95 
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408380 AF123050 Hs.44532 diubiquitin 7.23 

437412 BE069288 Hs.34744 Homosa0eremRNA;cONAOKFZp547C136{tr 1.35 

449976 H05350 Hs.135055 Human DNA sequence from done RP5-850E9 0.81 

446102 AW168067 Hs.252955 ESTs 1.03 

5 428479 Y00272 Hs.184572 cell division cycle 2, Gl to S and G2 to 137.00 

422487 AJ010901 Hs.198267 mucin 4, tracheobroncKal 7.91 

423761 NMJI06194 Hs.132576 paired box gene 9 36.00 

436291 BE568452 Hs.5101 protein regulator of cytokinesis 1 5.35 

423725 AJ403108 Hs.132127 hypothetical protein LOC57822 207.00 

10 440659 AF134160 Hs.7327 claudin! 106 

434360 AW015415 Hs.127780 ESTs 189 

437915 A1637993 Hs.202312 Homo sapiens done N11 NTera2D1 teratoca 1.28 

438898 A1819863 Hs.106243 ESTs 1.73 

441553 AA281219 Hs.121296 ESTs 1.47 

15 418379 AA218940 Hs.137516 fidgetin-tike 1 40.42 

436396 AI683487 Hs.152213 wingless-type MMTV integration site fami 14.25 

429413 NM_014058 Hs^01877 DESC1 protein 5.17 

422283 AW411307 Hs.114311 CDC45 (cell division cycle 45, S.cerevis 1.95 

415380 F07953 Hs. 15085 putative G-protetn coupled receptor 0.18 

20 423849 AL157425 Hs.133315 Homo sapiens mRNA; cDNA DKFZp761J1324 (f 1.00 

446292 AF081497 Hs.2796B2 Rh type C glycoprotein 2.09 

429538 BE182592 Hs. 11261 s man proflnsHich protein 2A 6.14 

447289 AW247017 Hs.36978 melanoma antigen. famOy A. 3 1.00 

428004 AA449563 Hs.151393 gtutamate^cysteine Rgase, catalytic sub 44.00 

25 415091 AL044872 Hs.77910 34rydro^-3^thylglutaryt-Coenzyme A sy 149.00 

416209 AA236776 Hs.79078 MAD2 (mHotic arrest deficient, yeast, h 127.00 

408572 AA055611 Ks.226568 ESTs, Moderately similar to ALU4_HUMAN A 20.00 

404996 147.00 

438915 AA280174 Hs.285681 WiDiams-Beuren syndrome chromosome regi 1.00 

30 453922 AF053306 Hs.36708 budding uninhibited by benzimidazdes 1 54.00 

424046 AF027866 Hs.138202 serine (or cysteine) proteinase inhibito 139.00 

430563 AA481269 Hs.108660 ATP-bincfing cassette, sub-famfly C (CFTR 22.00 

438702 AI879064 Hs54618 ESTs 1.00 

„ 444378 R41339 Hs.12569 ESTs 1.00 

35 433485 AI493076 Hs.201987 atdo-keto reductase femily 1, member C2 41.00 

407839 AA045144 Hs.161566 ESTs 7.50 

439223 AW238299 Hs.250618 UL16 binding protein 2 139 

409041 AB033025 Hs.50081 WAA1 199 protein 245.00 

429228 A1553633 Hs.337139 ESTs 10.89 

40 409757 NM_001898 Hs.123114 cystafinSN 119 

411089 AA456454 Hs.183418 cell division cycle 2-Uke 1 (PfTSLRE pr 0.78 

436511 AA721252 Hs.291502 ESTs 0.23 

449207 AL044222 Hs.23255 nucteoporin 155KD 1.68 

AC 453331 A1240665 Hs.8895 ESTs 5.21 

45 409935 AW511413 Hs.278025 ESTs 0.75 

428969 AF120274 Hs.194689 artemin 1.17 

445443 AV653838 Hs.322971 ESTs 1.00 

407137 T97307 gb:ye53h05.s1 Scares fetal liver spleen 11.42 

401785 2.76 

50 412723 AA648459 HsJ535951 hypotheficat protein AF301222 107.00 

450701 H39960 Hs.288467 Homo sapiens cONAFU 12280 fis, done MA 2.17 

405770 142 

439453 BE264974 Hs.6566 thyroid hormone receptor interactor 1 3 4.24 

420783 AI659838 Hs.99923 lectin, galadosic^binding, soluble. 7 4.50 

55 414774 XD2419 Hs.77274 plasminogen activator, urokinase 1.95 

424629 M90656 Hs.151393 glutamate-cysteine Ogase, calaiytic sub 1.44 

437789 A1581344 Hs.127812 ESTs, Weakly similar to T17330 hypolheE 1.00 

454098 W27953 Hs.292911 ESTs, Highly similar to S60712 band-6-pr 1.33 

453968 AA847843 Hs.62711 Homo sapiens, clone IMAGE:3351295, mRNA 1.11 

60 427441 AA412605 Hs.178053 SPANX family, member C 5.00 

403478 0.78 

400842 0.16 

441525 AW241667 Ks.127728 ESTs 0.79 

, e 452865 AI924046 Hs.119567 ESTs,Weakr/sirraTartoA47582B<sflgr 1.50 

65 405646 1.05 

427260 AA663848 gb:ae70b06^1 Stratagene schizo brain S1 0.79 

431413 AA504777 Hs. 105293 ESTs 1.00 

401994 125 

_ n 402420 0.05 

70 404298 0,64 

404927 88.00 

434105 AW952124 Hs. 13094 presemlins associated rhomboid-UXe pro 0.96 

436961 AW375974 Hs.156704 ESTs 158 
429563 BE619413 Hs.2437 eukaryotic transtaSon initiation factor 0.92 
/5 426067 AW664691 Hs.97053 ESTs 0.97 
428810 AF068236 Hs.193788 rutricoxkle synthase 2A (inducible, hep 0.66 
426897 AW976570 Hs.97387 ESTs 1.29 
443892 A1889572 Hs.134791 ESTs 1.00 
OA 413223 AI732182 Hs.191866 ESTs 0.79 
OO 413691 AB023173 Hs.75478 ATPase. Class VI, type 11B 1.51 
423934 U89995 Hs.159234 forkhead box E1 (thyroid transcription f Z59 
425159 NMJJ04341 Hs.154868 carbamoyHjhosphate synthetase 2, aspart 1.39 
420758 AW297536 HsJ33053 ESTs 0.89 
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423816 


AL03198S 


Hs 113034 




1.00 


447534 


AW953935 


Hs 30837 


ESTs 


1.88 


451919 


WD5086 


H<! 1U?Sfi 


Lois, vicoiuy Still luol Ul 1/ UUIW 3d U IG/UI 


0.11 


409228 


R16811 


Hs 22010 


ESTs Weaklv similar to 21 0926QA B cefl 


0.92 


403715 






0.89 


428645 


AA43UOO 


Hs 98729 


ESTs WpaWv similar to 2017205A rDhvrtm 


1.00 


425734 


AF056209 


Hs 159396 


npntirivtnfvrina p!nh?wimiflaftnc mnnnayvn 


37.00 


436839 


AA767346 


Hs 7Q1G1A 


ESTs 


1.00 


413582 


AW7QW47 


Hs 71331 




cq nn 


413573 


AT? 33859 


Hs 149089 


ESTs 


78.00 


430686 


MM (YIICUO 




desmoglein 1 


177 nn 


438993 






gu.UUffDUO.5l IN Lil _U Ortr _L/V t rHJlT tu SdJJlBuo 


1 nn 

l.UU 


448243 


AW369771 


Hs.52620 


integral, beta 8 


133.00 


444783 


AK001468 


Hs.62180 


aniIGn (Drosophila Scraps Iwmotog), acl 


232.00 


426427 


M86599 


Hs.169840 


TTK protein kinase 


66.00 


422956 


BE545072 


Hs.122579 


Hypothetical protein FU 10461 


148.00 


445537 


AJ245671 


Hs.12844 


EGF-like-domain, multiple 6 


40.75 


453392 


U23752 


Hs.32964 


SRY (sex determining region YJ-box 1 1 


13.00 


424905 


NM002497 


Hs.153704 


NIMA (never in mitosis gene a)-refeted k 


106.00 


400298 


M032279 


Hs.61635 


six transmembrane epithelial antigen of 


159.00 


415989 


AI267700 


Hs,317584 


ESTs 


196.00 


408000 


L11690 


Hs.620 


bullous pemphigoid antigen 1 (230£40kD) 


32.44 


453160 


AI263307 


HsJ239884 


H2B his tone family, member L 


7.00 


409361 


NM.005982 


Hs.54416 


sine oculis homeobox (Drosophila) homofo 


4.13 


416208 


AW291168 


Hs.41295 


ESTs, WeaWy similar to MUC2.HUMAN MUCIN 


45.00 



TABLE 24B 



Pkey. Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accessions'. Genbank accession numbers 



Pkey 

411880 
412296 
413804 
414221 

415327 
427260 
431322 
431384 



432222 
437214 
437240 



CAT number Accessions 



439780 
444163 
451844 
453823 
454789 
456034 



1263110.1 
1288043J 
1390710J 
142696.1 

1534137 1 
276598.1 
331543.1 
33264 1 



343347 1 

434730.1 

435139.1 

467651 1 

47673.1 

593658 1 

888230.1 

982526.1 

1234742.1 

142696 1 



AW872477 BE088101 T05990 
AW936233AW936272 
T64682 BE168190 BE168256 

AW45Q979 AA136653 AA136656 AW419381 AA98435B AA492073 BE1 68945 AA809054 AW238038 BE011212 BE011359 BE011367 
BE011368 BE011362 BE011215 BE01 1365 BE011363 
H22769 R35182 Z43545 F05783 N92089 H71928 
AA653848 AA400100 AA401424 

AW970622 AA503009 AA502998 AA502989 AA502B05 T92188 

BE158000 BE157999 H75671 H70965 C18835 BE386512 BE385815 BE390298 A1341995 BE074534 AA055592 AA1 32265 AI733757 

AA134504 BE145037 AA055887 BE070191 R66492 AWB58018 AW858058 AW817057 AW862031 AW861688 AW862029 AW858805 AW858792 

AW862028 AVV858017 AVY8191 64 AW853698 A1522161 AW854789 AW817408 BE152005 AI73241 1 AA133084 

AI 204995 AW827539 AW969908 AW440776 AA528756 

BE092336 BE092259 BE092497 BE092051 AA746882 AI335378 

AA747537 BE089068 BE089070 

AA828995 AA834879 AI926361 

AL109688R23665R26578 

A11 25098 AJ1 84746 AJ148521 

T61430AJ820546AI821336 

AL137967 BE064160 BE064186 

BE156314 BE156316 AW820750 

AW450979 AA1 36653 AA1 36656 AW41 938 1 AA984358 AA492073 BE1 68945 AA809054 AW23803B BE01 1 21 2 BE01 1 359 BE01 1 367 
BE01 1368 BE01 1362 BE011215 BE011365 BE01 1363 



TABLE 24C 



Pkey: Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers in this column are Genbank identifier (Gf) numbers. Dunham I. el aL* refers to the publication entitled The DNA sequence of 

human chromosome 22." Dunham I. el aL, Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
Ntjxsifjon: indicates nucleotide positions of predicted axons. 



Pkey 


Ref 


Strand 


Ntjositton 


400751 


7331445 


Minus 


35395-35533 


400842 


1927148 


Plus 


90462-90673 


400843 


9188605 


Plus 


5863-5970.7653-7784,6892-9023,9673-9^ 


400844 


9188605 


Plus 


24746-24872,25035-25204 


400846 


9188605 


Ptus 


39310-39474 


401486 


7341763 


Plus 


32585-32756,36281-36540,40791-40933,44018-44179 


401747 


9789672 


Minus 


118596-11B816.119119-119244J1S609-119761J20422-120390.130161-130381.130468-1305 








131932,132451-132575,133580-134011 


401760 


9929699 


Plus 


8312^83250,85320-85540,94719-95287 


401780 


7249190 


Minus 


28397-2861 7,28mffl(M5^913S?^96,29411-29567,297(}5-29787,3C>224^0573 


401781 


7249190 


Minus 


8321Sm^.83531^656,83740^3901,B4237-84393,8495S*5037,8629O^6814 


401785 


7249190 


Minus 


160776-165996,166189-166314,166408-166569,167112-167268,167367-167469,16 


401994 


4153858 


Minus 


42^43124,43211-43336,44607-44763.45199-45281.46337-46732 


402001 


9501818 


Ptus 


68052-68223 
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402034 
402075 
402230 
402305 
402420 
402777 
402778 
402901 
40308S 
403381 
403478 
403715 
403903 
404148 
404298 
404440 
404875 
404927 
404977 
404996 
405033 
405084 
405494 
405531 
405646 
405770 
405932 
406081 
406117 
406360 
406467 



7684482 
8117407 
9966312 
7328724 
9796339 



958B235 
8894222 
8954241 
9438267 
9958258 
7239669 
7710671 
9853703 
9944263 
7528051 
9801324 
7342002 
3738341 
6007890 
7107731 
7658416 
8050952 
9665194 
4914350 
2735037 
7767812 
9123861 
9142932 
9256107 
9795551 



Minus 

Phis 

Minus 

Phis 

Pbis 

Plus 

Phis 

Minus 

Pfcis 

Minus 

Phis 

Phis 

Minus 

Rus 

Minus 

Plus 

Plus 

Rus 

Minus 

Rus 

Minus 

Phis 

Minus 

Rus 

Rus 

Rus 

Minus 

Minus 

Rus 

Minus 

Rus 



86227-86451 

121907-122035J 22804-122921,124019-124161.124455-124610,125672-12«)76 

29782-29932 

40832-41352 

129750-129919 

126786-126948 

128560-128702 

175426-175667 

165035-165334,165420-165713 

26009-26178 

116458-116564 

85128-85292 

101165-102597 

78218-78418,79571-79709 

73591-73723 

80430-81581 

96588-96732,97722-97831 



43081-43229 

37999-38145,38652-38998,39727^39872,40557-40674,42351-42450 

142358-142546 

81207-81416 

70284-70518 

35602-35803 

741-969 

61057-62075 

123525-123713 

38115-38691 

54304-54584 

7513-7673 

182212-182958 



TABLE 25A: 691 genes unregulated in head and neck cancer retefive to norma) body tissues 



Table 25A fists about 691 genes unregulated in head and neck cancer relative to normal body tissues that are fikery to encode proteins amenable to modulation by smalt molecules, 
peptides, or antibodies. These genes were selected from 59680 pro besets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probes el obtained from this 
analysis was expressed as average intensity (AI), a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more 
domains indicative of have oncogenic function or of transducing intracellular signals, or of being modulatable by small molecules, peptides, or antibodies {e.g. pkinase, death-domain, 
7tm, phosphatase, or ionjransporter). Certain predicted protein domains are noted. 



Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGenelD: UniGene number 

Pred.ProL Domains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very fikety to contain; =M, 

Gkety to contain; other protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30:276-280). 
UniGene Title: UniGene gene title 

R1 85th percentile of head and neck cancer A Is divided by the 50th percentile of normal tissue Als, where the 10th percentile of aO normal tissue Als was 

subtracted from both the numerator and denominator 



Pkey; ExAccn; UnigenelD; Unigerte Title; Pred.ProLDomains; R1 

422168; AA586894; Hs.112408; S100 catriiirrvttnding protein A7 {psorias; efnand ( S_100;TM=M;SS=N; 4675 
40852S AI541214; Hs.46320; Small proflne-ftch protein SPRK [human, ; nwie,Cornifin; 40.37 
417366; BE185289; Hs.1076; small profine-rich protein 1B (corrafin); Corrrifin;TM=M;SS=N; 38.94 
401781; ; ; Target Exon; fitament;TM=M;SS=N; 29.74 

422158; L10343; fte.112341; protease inhibitor 3, skin-derived (SKAL; wap;TM=M;SS=Y; 29.54 
401780; ; ; KM_005557*:Homo sapiens keratin 16 (focac Harnentfflament 2a58 
424098; AF077374; Hs. 139322; small proQne-rich protein 3; Cornilin;TM=M;SS=N; 28.55 

421948; 142583; Hs.334309; keratin 6A; fflanTeittRhoGAP,DUF288,bZlP,TropomyM^^ 25.74 

428471; X57348; Hs.184510, strafifin; 14-3-3;TM=M;SS=N; 23.65 

417079; U65590; Hs.81 134; Intedeukfn 1 receptor antagonist; Ills 21.02 

421574; AJ000152; Hs.105924; defensin. beta 2; Defensln_beta;TM=M;SS=M; 2083 

409501; AF237621; Hs.8082B; keratin 1 (epio^rrnoiyfic rryperkeratosis); filarr^bZIP,UvrWieGras^TBCA;TM=M;SS=N; 20.72 

433091; Y12642; Hs.3185; lymphocyte antigen 6 complex, locus D; UPAR.LY6,toxm>Vctrvin_recp;TM=^ 19.63 

446292; AF081497; Hs.279682; Rh type C grycoprotem; ArnmcniumJransp.FecCDiTM^Y'.SS^M; 19.53 

420783; AI659838; Hs.99923; lectin, galactosWo-binding, soluble, 7 ; GaH«nd_tectin;TM=M;SS=N; 19.12 

407788; BE514982; Hs.38991; S100 caldurn-binding protein A2; efhand.SJOO.SJOO.efhand; 17.93 

416091; AF 295370; Hs.283082; defensin. beta 3; Defensin,beta;TM=M;SS=M; 17.63 

431211; M86849; Hs. 323733; gapiunction protein, beta 2, 26kO (conn; conriexjn;TM=Y;SS=M; 16.94 

429259; AA420450; Hjl380088; RakophTin; none.none; 14.92 

417515; L24203; Hs.82237; ataxia-telangiectasia group D-associated; zf-B_box^f-UBR1 ;TM=M;SS=N; 14.75 

423634; AW959908; Hs.1590; hepannWing growth factor binding pn none;TM=M;SS=M; 14.45 

418007; M13509; Hs.83169; matrix rnetafloproteinase 1 fmtersCfiai; herncj«xin^epfee_M 1 0^tacin,PG_biiio1ng_1 ;; 13.02 

409632; W74001; Hs£5279; serine (or cysteine) proteinase mrribito; serpin- 1Z82 

406621; X57809; Hs.181 125; immunogtoburm lambda locus; ig,HSP70,Ppx-GppA;TM=M;SS=N; 1Z81 

431958; X63S29; Hs^B77; cadherin 3, type 1, P-cadherin (placenta; cadherin,Can7ierm_Cjerrn;TM=Y;SS=M; 12.45 

446921; AB012113; Hs. 16530; small mduciWe cytokine subfamDy A(Cy; 118;; 11.71 

401760; ; ; Target Exoru ncne,bromodomain; 1 1 .68 

407839; AA045144; Hs.161566; ESTs;cadherin^adherin; 1 1.65 

454034; NMJW0691; Hs.575; aldehyde dehydrogenase 3 family, member ; aide*- 11.56 

444781; NM.014400; Hs. 11950; GPl-anchored metastasis-associated prate; UPAR_LY6JactEmase_B; 11.31 
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453857; AL080235; Hs.358S1; Ras-induced senescence 1 (RIS1); none;TM=Y;SS=M; 11.03 

424012; AW368377; Hs.137569; tumor protein 63 kDa with strong homolog: SAM,P53;TM=M;SS=N; 10.75 

43053O; AW269920; Hs.2621; cystalin A (stefin A); cystatin;TM=M;SS=N; 10.58 

419693; AA133749; Hs, 301350; FXYD domain-contaning Ion transport reg; ATP1G1 J>LMJAAT8;TM=Y;SS=M; ia30 

411274; NM_002776; Hs.69423; kaflikrcin 10; lrypsin;TM=M;SS=N; 10.25 

441633; AW958544; Hs.1 12242; normal mucosa of esophagus specific 1; none;TM=M;SS=M; 9.84 

446989; AK001898; Hs.16740; hypothetical protein FLJ11036; none;TI^Y;SS=N; 9.74 

402075; ; ; ENSP0000025105S*:Ptasma membrane calcium; none;; 9.50 

444381; BE387335; Hs.283713; hypothetical protein BC014245; Cdlagen;TM=M;SS=M; 9.50 

431009; BE149762; Hs.48956; gap junction protein, beta 6 (connexin 3; connexin;TM=Y;SS=M; 9.48 

439310; AF086120; Hs.102793; ESTs; casein kappa.pkinase.ig,none; 9.43 

414987; AA524394; Hs.294022; hypothetical protein FLM4950; SH2;TM=M;S$=N; 9.33 

418004; U37519; Hs.87539; aldehyde dehydrogenase 3 family, member ; aWedh;TM=M;SS=M; 9.14 

408000; L1 1690; Hs.198689; bullous pemphigoid antigen 1 (2307240kD); emarutepectjin,^^ 

L2,MJdh C,CH,AIP3;TM=M;SS=N;9.12 
451541; BE2793B3; Hs.26557; platophiDn 3; Arrnadi31o_seg;TM=M;SS=N; 9.11 
425650; NM_001944; Hs.1925; desmoglein 3 (pemphigus vulgaris antigen; cadherin;TM=M;SS=M; 8.66 
452240; AI591147; Hs.61232; ESTs; none.none; 8.57 
429228; A! 553533; Hs.356828; ESTs; none,none; 8.46 

400289; X0782O; Ks.2258; matrix metaUoproteinase 10 (stromerysin; hemopexin, Peptidase M10,Ast3cm;; 8.44 

425071; NMJH3989; Hs.154424; deiodinase, lodothyronine, type II; T4Jefodinase;TM=M;SS=Y; 8.15 

407242; M 18728; ; gbtHuman nonspecific crossreacting anCg; tg;TM=M;SS=M; 8.05 

407944; R34008; Hs.239727; desmocofRn 2; cadherin.Cadherin.C_tem\Hant^G2;TM=Y;SS=M; 7.90 

413278; BE563085; Hs.833; fnlerferon^rnulated protein, 15 kDa; ubiquitin; 7.82 

428330; L22524; Hs.2256; matrix metaUoproteinase 7 {matrilysln, ; Peplldase__M10;; 7.82 

417308; K60720; Hs.81692; KIAA0101 gene product none;TM=M;SS=N; 7.77 

413753; U17760; Hs.75517; lamaiiri, beta 3 (nicein (125kD), kalinin; larranin_EGF4aminin Nterm;: 7.76 

423217; NMJHJ0094; Hs.1640; collagen, type VII. alpha 1 (epidermorys; Kunitz^BPll 1 fn3 1 vwa,Cdl3gen,beta4actarnasa;TW-M;SS=M; 7.71 

430686; NM_001942; Hs.2633; desmoglein 1; cadr*rin,(^erinJUerrn;TM=Y;SS^ 7.69 

41 2270; AC005262; Hs.73797; guanine nucleotide binding protein (G pr, G-a!pha,arf,TM=M;SS=N; 7.54 

428484; AF 10403 2; Hs.1 8460 1;sotute carrier family 7 (rationic amino ; 

aaj>errneases f pyrkioxaljieC,bromod^ 
418663; AK001 100; Hs.41690; desmocoIRn 3; cadherin.Cadherin.Cjernvnone; 7.30 
452281; T93500; Hs.26792; Homo sapiens cDNA FU 11041 8s. clone PL; TGFbj>ropepfjde,TGF-beta,none; 7.28 
42921 1; AF052693; Hs.1 98249; gap junction protein, beta 5 (connexin 3; connexin;TM=Y;SS=M; 7.26 
412719; AW016610; Ks.816; ESTs; none,none; 7.17 

446619; AU076643; Hs313; secreted phosphoprotein 1 (osteoponlin, ; Osteopontm;; 7.10 

423961; D13666; Hs.136348; periostin (OSF-2os); Fascicfin;TM=M;SS=M; 7.09 \ 
427666; AI791495; Hs.180142; calrnodulin-fike skin protein (CLSP); efhand;TM=M;SS=N; 7.08 
431846; BE019924; Hs.271580; uroptaWn 1B; transmembrane4;TM=Y;SS=M; 7.06 

423673; BE003054; Hs.1695; matrix meteDoproteinase 12 (macrophage ; hernopexiaPep8dase_M10;TM=M;SS=M; 7.03 

401747; ; ; Homo sapiens keratin 17 (KRT17); norte.brcmotoain; 7.01 

413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kina; SAM_PNT,none; 6.98 

429002; AW248439; Hs.2340; junction plakoglobin; Arrnadfflo„seg;TM=M;SS=N; U96 

432239; X81334; Hs^936; matrix metaltoproteinase 13 (coflagenase; hemopexui,Pep6dase_M10;; 6.67 

417715; AW9695B7; Hs.86366; ESTs; none,none; 6.72 

422440; NM_004812; Hs.1 16724; aldo-keb reductase family 1, member B10; atdo_ketred,ROK;TM=M;SS=N; 6.50 

429359; W00482; Hs.2399; matrix metal loproteinase 14 (membrane-ln; hernopexin,Pep6dase - M10;TM=M;SS=M; 6.39 

418844; M62982; Hs.1 200; arachidonate 12 -lipoxygenase; 8poxygenase,PUT;TM=M;SS=N; 6.38 

420039; NM 004605; Hs^76147; sutfotransferase family, cytosoSc, 2B, ; Sulfotransfern &38 

425397; J04088; Hs.156346; topofeomerase PNA) II alpha (170kD); D NA_gyraseB , DNA JopotsolV, HAT Pase_c~ 6.35 

442599; AF07B037; Hs.324051; RelA-associated inhibitor; SH3,ank;TM=M;SS=N; 6.30 

409420; 215008; Hs.54451; lamlnin, gamma 2 (nicein (100xD), kafmi; tarranin_BJarnWn_EGF;; 6.28 

424364; AVY383226; Hs.1 63834; ESTs. Weakly similar to GO 1763 atrophin-; ras;TM=M;SS=N; 6.27 

414812; X72755; Hs.77367; monokine Induced by gamma Interferon: IL8;TM=M;SS=Y; 6.23 

424687; J05070; Hs.151 738; matrix metafloproteinase 9 (getafjnase B; m2Mnopexfn.PepGdase_M10;; 6.22 

443426; AF0981 58; Hs.9329; chromosome 20 open reading frame 1 ; none;TM=M;SS=N; 6.21 

428970; BE276891; Hs.194691; retinoic acid induced 3 (RAIG1); rnetabg 7tm_3;TM=Y;SS=M; 6.12 

423017; AW178761; Hs.227948; serine (or cysteine) proteinase Inhlbtto; serpin;; 6.08 

424834; AK001432; Hs.1 53408; Homo sapiens cDNA FU10570fe. clone NT; noncnona; 6.08 

426440; BE382755; Hs.169902; solute carrier family 2 (factBtated gtu; sugarJr;TM=Y;SS=M; 6.04 

439335; AA742697; Hs.62492; NM 052863:Homo sapiens secmtoglobin, fa; none;; 531 

439223; AW238299; Hs.250618; UL16 binding protein 2; ldLrecepta,PKD,MHCJ.TM=M;SS=Y; 5.77 

418054; NMJJ02318; Hs.83354; lysyl oxidase^ 2; SRCRLysy1_axtfase;m^SS=M; 5.72 

454098; W27953; Hs.217493; Raxcphirin; noncnone; 5.71 

417900; BE250127; Hs.82906; COC20 (ceQ division cycle 20, S. cerevr, WD40;TM=M:SS=N; 5.70 

435505; AF200492; Hs.211238; hterteuWn-1 homolog 1; IL1;TM=M;SS=N; 5.69 

406685; M18728; ; gbiHuman nonspecific crossreacting an% ig;TM=M;SS=M; 5.67 

430280; AA36125B; Hs.237868; interleuldn 7 receptor; fn3,none; 5.63 

430486; BE062109; Hs.241 551; chloride channel, calcium activated, fam; none;TM=Y;SS=M; 5.61 

449722; BE280074; Hs.23960; cycfin B1; cyclm,cycrin_C;TM=M;SS=N: 5.61 

439606; W79123; Ks£8561; G protehvcoupled receptor 87; 7tm_1;TM=Y;SS=M; 5.60 

452862; AW378065; Hs.8687; ADAMTS2 (a discntegrin-lto and metatlo; Pep M1 2B_propep,tsp_1 .Reprorysin.none; 5.58 
433662; W07162; Hs.1 50826; RAB25 RAB25, member RAS oncogene family; ras,ABCJran#f;TM=M;SS=M; 5.57 
411296; BE207307; Hs.10114; growth suppressor 1; 20G-Fell_Oxy,TM=M;SS=M; 555 
433848; AF095719; Hs.93764; carboxypeptidase A4; Zn_carbOpeplPropep_M1 4;; 5.54 
416819; U77735; Hs.80205; pim-2 oncogene; pWnaser, 5.48 

428368; BE440042; Hs.83326; matrix metafloproteinase 3 (stromerysin ; hemopexm t PeptkJase_M10,Astacin;; 5.47 

452747; BE15385S; Hs.61460; Ig superfarrdry receptor LNIR; Q,Rhabd_grycop;TM=Y;SS=M; 5.46 

444946; AW139205; Hs.1 55457; hypothetical protein FU22408; abrrydrolase.abhydrdase 2;TM=Y^S=M; 5.42 

413719; BE439580; Hs.75498; small inducibte cytokine subfamily A (Cy; IL8;; 5.35 

445033; AV652402; Hs.72901; cycfirHiependent kinase inhibitor 2B (p1; anlc 5^8 

418462; BE001596; Hs.85266; integrin, beta 4; fh3.iiu^J.Catx-beta^GF;TM=M;SS=M; 5^6 
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429554; NM_012275; Hs.207224; interleukjn 1, delta; IL1;TM=M;SS=N; 5.14 

421508; NMJHJ4833; Hs.105115; absent in melanoma 2; PAAO DAPIN,HIN;TM=M:SS=N; 5.13 

439979; AW600291; Hs.6823; hypothetical protein FU 10430; norte;TM=M;SS=N; 5.11 

427099; A8032953; Hs. 17 3560; odd Oztevm homobg 2 (Drosophila, mous; NH1_;TM=M;SS=N; 5.11 

428227; AA321649; Hs.2248; small inducible cytokine subfamDy B (Cy; IL8;TM=M;SS=Y; 5.08 

436396; A1683487; Hs.152213; wingless-type MMTV integration site fami; wntnone; 5.07 

406690; M29540; Hs.220529; caranoernbryonic antigen-related cell ad; ig;TM=M;SS=M; 5.05 

453905; NM.002314; Hs.36566; UM domain kinase 1; pkinase,L(M,PDZ,zt-PARP;TM=M;SS=N; 5.04 

414035; Y00630; Hs.75716; serine {or cysteine) proteinase inhibito; serpin;; 5.00 

413219; AA87B200; Hs.1 18727; Homo sapiens cDNA FU13692 fis. clone PU HLH,death,TNFr\.c6^K^hydro; 4.95 
421506; BE302796; Hs.105097; thymidine kinase 1, soluble; TK;TM=M;SS=N; 4.93 
41 2140; AA21 9691 ; Hs.73625; RAB6 interacting, kinesin-like (rabWnes; Wnesin ,Tropomyosin;TM=M;SS=N; 4.92 
44S37; AJ245671; Hs.12844; EGWke-domain, mutSpte 6; EGF.MAM;; 4.91 

428953; AA306610; Hs.348183; tumor necrosis factor receptor superfami; 60s.rtoosomal,rebosc^LiaTNFRj£ t DEAD: 4.90 

436553; AW407157; Hs.181 125; rnTmunogbbufin lambda tocus; ig,HSP70 l Ppx-GppA;TM=M;SS=N; 4.89 

447343; AA256641; Hs.236894; ESTs, r^sirrulartoS02392atpha-2-m;rtone,none;4.84 

43X24; A1808780; Hs.227730; integrin. alpha 6; integrin _A,FG£AP;TM=Y;SS=M; 4.81 

439706; AW872527; Hs.59761; ESTs, WeaWy similar to DAP1.HUMAN DEATH; none,none; 4.80 

444371; BE540274; Hs.239; forkhead box M1; ForkJiead;TM=M;SS=N; 4.75 

428582; BE336699; Hs.185055; BENE protein; none;TM=Y;SS=M; 4.74 

419596; BE379320; Hs.91448; MKP-1 like protein tyrosine phosphatase; DSPcn 4.69 

431630; NM.002204; Hs.265829; integrin, alpha 3 (antigen CD49C. alpha ; F&GAP.Rhabd _grycop4ntegrin_A;TM=Y;SS=M; 4.69 
422310; AA31 6522; Hs.98370; cytochrome P450, subfamily IIS, porypept; none,pkinase.fh3,!g; 4.68 
418067; A1127958; Hs.83393;cystatin E/M; cystafin;; 4.66 

414774; X02419; Hs.77274; plasminogen acfivator. urokinase; Wngle,tryr»m,plantthfonjns;; 4.64 
456534; X91 195; Hs.100623; phosphofipase C beta 3, neighbor pseudo; UM,PDZ,pkinase;; 4.62 
410418; D31382: Hs.63325; uansmernbrane protease, serine 4; W.recepta.trypsiniTrVNYiSS^M; 4.60 
417866; AW067903; Hs.82772; collagen, type XI, alpha 1; Coflagen.COUH.TSPN.Iarrinin G.CorA= 4.60 
438113; AI457908; Hs.8882; ESTs; 7tm_1,none; 4.60 

418140; BE613836; Hs.83551; microfibriflar-associated protein 2; none;TM=M;S&=M; 4.57 
408380; AF123Q50; Hs.44532; diubiquitrn; ubiquitrn;TM=M;SS=N; 4.55 

422627; BE336857; Ms. 118787; transforming growth factor, beteduced; FasdcEn^C_tranABC_nTembrane,GTP_EFrUTM=HSS=M; 4.50 
425247; NM_005940; Hs.1 55324; matrix metaltoproteinase 11 (stromelystn; hemopexln,PepBdase M10;; 4.50 
418558; AW0B2266; Hs.86131; Fas (TNFRSF6)-associated via death domai; dealh,DED;; 4.49 
408482; NIWL000676; Hs.45743; adenosine A2b receptor; 7tmJ;TM=Y;SS=M; 4.48 
414166; AW888941; Hs.75789; N-myc downstream regulated; DEAD,hetoe_C,rm%Ndr^ 

bete,DUF139,TPr^r^r^,tspJ l Rirx)Sornal_S21 t fv^^ 4.47 
416178; AI808527; Hs.192822; serdogfcaBy defined breast cancer anti; none;TM=M;SS=N; 4.47 
41 1789; AF245505; Hs.72157; Mican; }g,LRR,LRRNT,LRRCT;TM=M;SS=M; 4.47 
414561; AI064813; Hs.1 95155; Homo sapiens amino acid transport system; AaJrans;TM=Y;SS=N; 4.47 
422765; AW409701; Hs.1578; bacukwiral IAP repeakxmtajning 5 (sun B1R;TM=M;SS=N; 4.45 
427557; NMJXJ2659; Hs.179657; rjlasminogen activator, urokinase recepto; UPAfUY6,ET,Pl/2Jnh;; 4.43 
418322; AA284166; Hs.B41 13; (^dependent kinase inhibitor 3 (COK; Y_phosphatase.DSPc;TM=M;SS=N; 4.42 
409041; AB033025; Hs.50081; Hypothetical protein, XP_051860 (KIAA119; none;TM=M;SS=M; 4.41 
406908; Z25437; ; gtxRsaptens protein-tyrosine kinase gen; none,none; 4.40 
450701; H39960; Hs.28B467; rrypolheticat protein XP 098151 (leucine-; none.LRRCT.LRR; 4.40 
409213; U61412; Hs.51133; PTK6 protein tyrosine kinase 6; SH2,SH3,pkinase;TM=M;SS=N; 4.38 
429500; X78565; Hs289114; hexabrachion (tenascrn C, cytotactin); EGFMtibrirwgen^^ 4.38 
448569; BE382657; Hs.21486; signal transducer and activator of trans; SH2,STAT,STAT_Wnd,STATjjrot;TM=M;SS=N; 4.32 
423725; AJ403108; Hs.132127; hypothetical protein LOC57822; none;TM=M;SS=N; 432 
411573; AB029000; Hs.70823; WAA1077 protein; Sulfatase;TNt=M;S$=N; 4.31 
408243; Y00787; Hs.624; interteuWn 8; HLH,PAS,IU;TM=M;S$=N; 4.31 
41 8738; AW388633; Hs.6682; solute carrier family 7, (cafionic amino; none.none; 4.30 
437897; AA770561; Hs.146170; hypothefical protein FU22969; zM)HHOnone; 429 
424247; X14008; Hs234734; lysozyme {renal amyloklosis); lys jg,FAD_Syrrth,Wh,ldh CpKnase;; 4.29 
414821; M63835; Hs.77424; Fc fragment of IgG. high affinity la re; ig;TM=Y;S$=M; 4.29 
404996; ; ; Target Exon; Peptee_C1;TM=M;SS=M; 4.29 

416539; Y07909; Hs.79358; epithelial membrane protein 1; PMP2^aaucfin,oxidored_q5^N;TM=Y;SS=M; 428 

409142; AL136877; Hs.50758; SMC4 (structural maintenance of chromoso; ABC.tjar»,rASMC_N.SMC_C,OUF164 1 none; 425 

421532; AW138207; Hs.146170; hypothetical protein FU22969; Amiad3to_seg,HEAT;TM-M;SS=f4; 425 

424503; NM_002205; Hs.1 49609; integrin, alpha 5 (flbronectin receptor.; integrin A/OGAP,TM=Y;SS=N; 424 

414809; AI434S99; Hs.77356; transferrin receptor (p90, CD71); PA;TM=Y;SS=N; 424 

439720; AI935202; Hs.31 181 ; Homo sapiens cDNA: FU23230 fis, done C; none,SDF^ugar_tr; 423 

437044; AL0358B4; Hs.69517; differenuaBy expressed in Fanconfs an; ncne;-|M=M;SS=M; 4.23 

409956; AW103364; Hs.727; inhibin, beta A (acfivin A, acfjvin AB a; TGF*eta,TGFbjwopep{ide,Tubn 420 

439453; BE264974; Hs.6566; thyroid hormone receptor interactor 13; AAA^C_tran,CoaE;TM=M;SS-N; 420 

417389; BE260964; Hs.82045; mkfkfne (neurits g^wth-prornoting factor, PTN_MK;TM=M;SS=Y; 4.19 

407137; T97307; ; gb:ye53h05ji1 Soares fetal Ever spleen ; G0A1_CO39 t none; 4.18 

419235; AW47041 1; Hs.288433; rKurotrimh; none.none; 4.18 

410290; AA402307; Hs.322844; hypothetical protein DKFZp564A176; Serna,PSI.TlG^rin3;TM=Y;SS=M; 4.18 

456905; AF117646; Hs.156637; Cas-Br-M (murine) ectropic retroviral tr; zf^C4,CbLM,C«_N2.Ct)LN3;TM=M;SS-N; 4.17 

448775; AB025237; Hs.388; nudix (nucleoside diphosphate linked moi; NUDlX;TM=M;SS=M; 4.17 

400288; X08255; Hs.149609; integrin, alpha 5 (fibronecfin receptor.; totegrirtAFG-GAP;TM=Y;SS=N; 4.14 

409799; D1 1928; Hs.75845; pnosphoserine phosphatase-Cke; HydroIase;TM=M;SS=N; 4.13 

445417; AK001058; Hs.1 2680; a cfistntegirn-Eke and metatoprotease w; tspJ.Reprdysin.Pep^M^ _proper>,none; 4.12 

433895; AI287912; Hs.3628; mHogen-acCvated protein kinase kinase ; pxinase r 2f-C4 1 CNH,ERM;TM=M;SS=N; 4.12 

424490; AJ278016; Hs^5555; ankyrin repeal domain 3; ank,pkinase;TM=M;SS=N; 4.09 

419121; AA374372; Hs.89626; parathyroid honnone-like hormone; none.none; 4.08 

416602; NMJJ06159; Hs.367895; Protein kinase (^binding protein MELL2; EGF,vwc,TSPN;; 4.07 

424008; R02740; Hs.1 37555; putative chemokine receptor; GTP^inding; 7tm_1;TM=Y^S=M; 4.07 

427747; AW411425; Hs.180655; serine/threonine kinase 12; pldnase;TM=M;SS=N; 4.06 

427490; 295152; Hs.178595; nirtogerhacBvated protein kinase 13; pkinase;TM=M;SS=H; 4.03 

439738; BE246502; Hs.9598; sema domain, inTmunoglobuQn domain (Jg),; SemaPSl jrrtegrin_B;TW=Y;SS=N; 4.02 
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414B83; AA926960; Hs.348669; COC28 protein kinase 1; CKS;; 4.02 

413185; AU077141: Hs.374548; solute carrier fam3y 16 (monocarboxytic: sugarJr.TM=Y;SS=M; 4.01 

418203; X54942; Hs.83758; CDC28 protein kinase 2; CKS:; 4/01 

408906; 225424; ; gfcRsapiens protein-sertaeArtreonine ki; none.none; 3.98 

450375; AA009647; Hs.352537; a disintegrin and metaBoproteinase doma; Reprorysin.PepJ/l128j>ropep,disin^ 3.98 

410687; U24389; Hs.65436; tysyt oxidase-like 1; Lysyl.oxidase:; 198 

410342; R3135G; Hs.743; Fc fragment of IgE, high affinity I, rec; ITAM;TM=Y;SS=M; 3.95 

425849; AJ00051 Z Hs.296323; serum/glucxxcrtjcoid regulated kinase; pWnase.pWnase_QTM=M;SS=M; 3.95 

41 7433; BE270266; Hs.82128; 5T4 oncofetal trophoriasl glycoprotein; LRR,LRRNT,IRRCT;TM=Y;SS=M; 3.95 

427792; M63928; Hs.180841; tumor necrosis factor receptor superfami; SRP14,TNFR_c6;; 3.93 

407792; A1077715; Hs.39384; putative secreted Rgand homologous to f; none;TM=M;SS=Y; 3.91 

424441; X14850; Hs.147097; H2A histone family, member X; Mslone,C8FD_NFYB_HMF;; 3.91 

415989; A1267700; Hs.351201; ESTs; none,none; 3.90 

423189; M59371; Hs.171596; EphA2; fn3,pkinase,SAM,EPH_Ibd;TM=Y;SS=M; 3.90 

443859; NMJJ13409; Hs.9914; folBstatin; kazai;; 3.89 

429612; AF062649; Hs.252587; pituitary turnor-transforming 1; none;; 3.89 

419073; AW372170; Hs.183918; Homo sapiens cDNA FU12797 fis, clone NT; dealh,ZU5;; 3.88 

450684; AA872605; Hs.25333; interteukin 1 receptor, type tl; ig;TM=Y;SS*M; 3.88 

428450; NNL014791; Hs.184339; KIAA0175 gene product KA1,pkmase;TM=M;SS=N; 3.86 

413441; AI929374; Hs.75367; Src-Oke-adapter; SH2,SH3;TM=M;SS=N; 3.84 

437753; AA469369; Hs.5831; tissue Inhibitor of metaBoproteinase 1 ; TIMP.pkinase.DAG.PE-bind.RBD; 3.83 
436291; BE568452; Hs.344037; protein regulator of cytokinesis 1; none;TM=M;SS=N; 3.82 
417512; X76534; Hs.B2226; glycoprotein {transrnembrane) nmb; PKD;TM=Y;SS=M; 3.81 
427647; W19744; Hs.180059; Homo sapiens cDNA FU20653 fis, done KA; none,pkinase; 3.60 
431629; AU077025; Hs.265827; interferon, aJpha-inducible protein (do; none;TM=M;SS=Y; 3.80 
434699; AA643687; Hs.149425; Homo sapiens cDNA FU11980 ns, clone HE; Nucleoside Jra2,none; 3.80 
430376; Z29572; Hs.2556; tumor necrosis factor receptor superfami; IL2;; 3.79 
428157; AT736719; Hs.1 98427; hexokinase Z rrexokinase,hexokmase2,rtone; 3.78 

409512; AW979187; Hs.a3591; melanoma difTercnfiafion associated prat DEAD,hertcase_CCARD;TM=M;SS=N; 3.78 
417720; AA205625; Hs.208067; ESTs; none,nofie; 3.77 

439237; AW4Q8158; Hs.318893; ESTs, Weakly similar to A475B2 B-cell gr; Furin4ike,pkir^Reap_L„dornain,YLP,none; 3.77 
449029; N28989; Hs.22891; sdute carrier family 7 {cationic amino ; aaj>ermeases;TM=Y;SS=M; 176 
413436; AF238083; Hs.68061; sphingostne kinase 1; OAGKqTM=M;SS=N; 3.75 

416714; AF283770; Hs.79630; CD79A antigen (imrnurogjobufirHassociated; ig,ITA^j^TM=Y;SS=M; 3.74 

413281; AA851271; Hs.222024; transcripiion factor BMAL2; HLriPAS;; 3.74 

436481; AA379597; Hs.5199; HSPC150 protein similar to ubiquifirwon; UQ_con;TM=M;SS=N; 174 

431890; X17033; Hs.271986; integrin, atoha2(CD49B. alpha2subuni; vwa,integrin^FG^TM=Y;SS=M; 174 . 

4241 18; BE269041; Hs.140452; cargo selection protein (mannose 6 phosp; periltpin;; 173 

426471; M22440; Hs. 170009; transforming growth factor, alpha; EGF;TM=M;SS=M; 172 

422487; AJ010901; Hs.198267; mucin 4. tracheobronchial EGF,vwo\AMOPr. 172 

450125; AAQ05418; Hs.158186; ESTs; aDE-N,7trnJ,r»ne; 3.71 

427337; Z46223; Hs.1 76663; Fc fragment of IgG, tow affinity lllb, r, ig;TM=Y;SS=M; 170 

444006; BE395085; Hs.334762; type I transmembrane protein Fn14; kfl_recepLa,PKD,MHCJ;TM=M;SS=Y; 3.70 

422010; AA302049; Hs.31 181; Homo sapiens cDNA: FU23230 fis, clone C; none,SDF,sugar_lr; 170 

418969; W33191; Hs.2B907; hypothetical protein FU2Q258; SH3;TM=M;SS=N; 3.69 

415817; U88967; Hs.78867; protein tyrosine phosphatase, receptor-*; m3,Yj)hosphaiase^A^anhydrase;TM=Y;SS=M; 3.68 

443759; BE39D832; Hs.1 34729; FXYD oomain-contaniing ion transport reg; ATP1G1_PLM_MATB;TM=Y;SS=M; 3.68 

452344; A! 264357; Hs.55405; hypothetical protein MGC16212; Sulfate Jransp,STAS;; 168 

439625; AF085453; Hs.58611; ESTs; ForkJead,g1ycolyt}c_enzy 1 Na_surph^yrrtp; 3.66 

426227; U67058; Hs.1 54299; Human proteinase activated receptor-2 mR; 7tm_1;TM=Y;SS=M; 166 

452363; A1582743; Hs.94953; Homo sapiens, Similar to complement camp; C1q, Collagen;; 165 

447365; BE383676; Hs.334; Rho guanine nudeofide exchange factor 0 SH3,PH,RhoGEF;TM=M;SS=N; 3.64 

418883; BE387036; Ks.1211; acid phosphatase 5, tartrate resistant; MelaRophos;TW=M;SS=M; 164 

438707; 108239; Hs.5326; amino add system N transporter Z porcu; ACAT,MBOAT;TM=Y;SS=M; 164 

422596; AF063611; Hs.1 18633; 2 , -5 , -oSgoactenyl3te symhetase-fike; ubiquitin;; 3.63 

449318; AW236021; Hs.78531; Homo sapiens. Similar to RIKEN cDNA 5730; none;TM=M;SS=N; 162 

438746; AI885815; Hs.184727; Human mdai^oma-associated antigen p97 (m; trarsfenin,GuanylateJdn t PDZ,SH3; 162 

446291; BE397753; Hs.14623; interferon, garrima-foduribte protein 30; GILT;TM=M;SS=Y; 162 

452696; AI826645; Hs.211534; ESTs; ArfGap,PH,ank,Guany!ate_kin,PDZ T SH3; 3.60 

407634; AW016569; Hs.136414; UDP-GteNAcbetaGal beta-1,3-Nacetylgtuc; Gatectosyl_T;TM=M;SS=Y; 3.59 

423575; C1 8853; Hs.163443; intron of periostin (OSF-2os); FascicEn,none; 3.59 

421391; AW304350; Hs.191958; irnrnunogtobulin superfamSy receptor ban; ig.none; 3.58 

419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ig,ptdrase;TM=Y;SS=M; 158 

419912; AF249745; Hs.6066; Rho guanine nudeofide exchange factor (; SH3.PH,ftu>GEF;TM=M;SS=N; 158 

431457; NMJH221 1; Hs^56297; Integrin. alpha 11; FOGAP.vwa;TM=Y;SS=M; 157 

430379; AF134149; Hs.240395; potassium channel, subfamily K. member 6; ion_trans;TM=Y;SS=M; 155 

418526; BE019020; Hs.85838; solute carrier family 16 (morux^rbcxyfic; none;TM=Y;SS=M; 3.55 

441362; BE614410; Hs.23044; RAD51 (S. cerevisiaa) homotog (EcofiRe; none; 353 

426500; NM.014638; Hs.1701 56; WAA0450 gene product C2^PLOY;TM=M;SS=N: 3.53 

429556; AW139399; Hs.314807; ESTs; none;TM=M;SS=N; 152 

449101; AA205847; Hs.23016; G protein-coupled receptor. 7tm_1;TM=Y;SS=M; 352 

432636; AA340864; Hs.278562; daudin 7; PMP2?_Claudin;TM=Y;SS=M; 151 

433470; AW960564; Hs.351316; transmembrane 4 superfamily member 1; none;TM=Y;SS=M; 151 

452203; X57522; Hs J52018; transporter 1, ATP-bindlng cassette, sub; ABC_tjan>VBC_rr«rnbrar«.SRP54,Trrymio^ 3.49 
425566; AW162943; Hs.250618; UL16 binding protein Z WUecepLaPKDMHC_l;TM=M;SS=Y; 3.48 
402447; ; ; C10(X)201xja^04416[gb|AAA02627.1| (ID519; none;TM=Y;SS=M; 148 

431 183; NWL006855; Hs.250696; KDEL (Lys-As|A3u-Leu) endoplasmic retic; ERJumerueceptTM=M;SS=M; 3.48 

448988; Y09763; Hs.22785; garrmw-arrc'nobiityric acid (GABA) A recepto; Neur_charLlBD.r^r_chan_memb;TM=Y;SS=M; 3.48 

41 5323; BE269352; Hs.949; neutrophD cytosoDc factor 2 (65W), chr; SH3,TPR;TM=M;SS=N; 3.48 

425003; AF1 19046; Hs.154149; apurmic/apyrimidinic endonuclease(APEX ; Troponln.Exo_erutojjhos,iaTM=M;SS=N; 3.47 

424909; S78187; Hs.153752; cell division cycle 25B; Rhodanesen 144 

446051; BE048061; Hs.37054; ephrin-A3; Ephrir^dean^,dsmu-a!pha; 143 

418641; BE243136; Hs.88947; a dsuitegrin and metaQoproteinase doma; olsWegr^ReDrolYsiri.Pep.MI 2B _propep,EGF;TM=Y;SS=M; 142 
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417426; NM.002291; Hs.82124; laminin, beta 1; larnirrin EGF,1amirunJIterrnJntegrfo_B; 3.42 
411263; BE297802; Hs.69360; kinesiivBte 6 {mitotic centromere-assoc; Wnesin;TM=M;SS=N; 3.42 
430044; AA464510; Hs.152812; ESTs; none,none; 3.42 

425289; AW139342; Hs. 155530; interferon, gamma-indudbte protein 16; PAAD_0AP1N,HIN;; 3.39 
425354; U62027; Hs. 155935; complement componenl 3a receptor 1; 7tmJ;TM=Y;SS=M; 3.39 
428293; BE250944; Hs.183556; solute carrier family 1 (neutral amino a; eiF6,SDF;TM=M;SS=N; 3.39 
443648; A1Q85377; Hs.143610; ESTs; Fork_heaa\none; 3.39 

418869; AW516565; ; gb^qOldOSjcl Scares J4HCeC^cervfcal_tumo; none.RasGAP.WWJQ; 3.38 
432179; X75208; Hs.2913; EphB3; EPHJbd,fn3,pkinase.SAttTM=Y;SS=M; 138 
418918; X07871; Hs.89476; CD2 antigen (pSO), sheep red Wood ceD ; ig;TM=Y;SS=M; 138 
414368; W70171; Hs.75939? uridine rnonophosphateldnase; PRK,CoaE- 137 

408716; A1567839; Hs.151714; Homo sapiens mRNAfor WAA1769 protein, ; Uvr04iencase,RNB,RuntTM=M;SS=N; 137 
457001; J03258; Hs.2062; vitamin D (1,25- dihydrcxyvitamin 03) re; hwrr<me.rec^ ( Atetanothio^5;TM=M;SS=N; 3.37 
422283; AW411307; Hs.1 1431 1; COC45 (cell division cycle 4* S.cerevis; COC45;TW=M;SS=N; 137 

421817; AF146074; Hs. 10866O; ATP-tindfog cassette, sub-famHy C (CFTR Fasddr^C_tranABC_rr^n^ar^GTP_E™;TM=W;SS=M; 136 

400298; AA032279; Hs.61635; six transmembrane epithelial antigen of ; none;TM=Y;SS=N; 3.35 

428385; AF112213; Hs.184062; putative Rab5-interacting protein; SH2.SH3;; 133 

400261; ; Hs.1802; Eos Control; ig,MHC_ll_bala;TM=Y;SS=M; 133 

410024; AW191024; Hs.55016; hypothefical protein FU21935; SH3;TM=HSS=N; 3.32 

412584; X54870; Hs.74085; DNA segment on chromosome 12 (unique) 24; none,tectin_c; 3.32 

41 6065; BE267931; Hs.78996; proliferating cell nuclear anfigen; PCNA,PCNA_QTM=M;SS=N; 3.31 

426437; BE076537; Hs. 169895; ubiquifiTHMnjugating enzyme E2L6; Arrnadno_seg,U(X.con,none; 131 

426840; BE244217; Hs.172690; diacylglycerol kinase, alpha (80kD); efharid,DAG_PE-bind t DA6Ka,DAGKc,DC1 ;TM=M;SS=N; 3.31 

43441 9; AUM0606; Hs.296938; dual specificity phosphatase 7; DSPc;TM=M;SS=N; 131 

418758; AW959311; Hs.172012; hypothetical protein OKFZp434J037; pkinase,RI01;TM44SS=N; 131 

424779; AL046851 ; Hs.1 53053; CD37 antigen; traru5merribrane4;TM=Y;S$=M; 131 

423973; AF038461; Hs.136574; arachkfonate 12-fipoxygenase. 12R type; Hp(Jxygenase t PLAT;TM=M;SS=N; 130 

421733; AL1 19671; Hs.1 420; fibroblast growth factor receptor 3 (acre ig,pWnase;TM=Y;SS=M; 130 

449027; AJ271216; Hs.22880; dipepfJdvtpeptidase III; Peptidase^M49.EGFjg,NeureguSn;TM=M;SS=N; 128 

423778; Y09267; Hs.1 32821; flavin containing monooxygenase 2; FMCMike,pyr_redox;TM=Y;SS=M; 128 

426457; AW894667; Hs.380138; chimerin (chimaerin) 1; DAG_PE-«nd 1 RhoGAP,SH2;TM=M;SS=N; 128 

435523; T62B49; Hs.1 1090; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 3.27 

431886; L77964; Hs.271980; mitten-activated protein kinase 6; pkmase;TM=M;SS=N; 127 

430397; AI924533; Hs.1 05607; bicarbonate transporter related protein ; HC03_cotransp;TM=Y;SS=N; 327 

425322; U63630; Hs.155637; protein kinase, Deactivated, catalytic; PI3_PI4_ldnase.FAT l FATC;TM=M;SS=N; 126 

446006; NM.004403; Hs.13530; deafness, autosomal dominant 5; none;TM=M;SS=M; 126 

444783; AK001468; Hs.62180; anillm (DrosophOa Scraps homolog), act; PKnone; 125 

422278; AF072873; Hs.1 14218; frizzled (Drosophlla) homolog 6; Fz,Frizzled,7tm_2;TM=Y;SS=M; 125 

405932; ; ; C15000305:giI3806122|gb|AAC69198.1| (AFO; ras;TM=M;SS=N; 3.25 1 

400205; ; Hs.81848; NWL006265*:Homo sapiens RAD21 (S. pombe); DUF173;; 125 

432874; W94322; Hs.279651; melanoma inhibitory activity; SH3;TM=M;SS=Y; 3.24 

412942; AL 120344; Hs.75074; mitogervacfivated protein Wnase-acQvat; pkinase;TM=M;SS=N; 123 

435472; AW972330; Hs.283022; triggering receptor expressed on myeloid; ig;TM=M;SS=M; 322 

439285; AL 133916; Ks.47860; hypothetical protein FU20093; ig,pkinase,lRR.U^.LRRCT,rone; 122 

410434; AF051 152; Hs,63668; to»e receptor 2; LRR, LRRCT,TIR;TM=M; SS=M; 3.22 

427318; AF 186081; Hs.175783; zinc transporter, 2p;TM=Y;SS=M; 3.22 

436075; 8E090176; Hs.179902; transporter-tike protein; none;TM=Y;SS=M; 122 

428698; AA852773; Hs.334838; K1AA1866 protein; none;NA;NA; 322 

448888; AW196663; Hs.200242; caspase recruitment domain protein 6; CARD;TM=M;SS=N; 3.22 

415149; X12451; Hs.78056; cathepsh L; Peptidase.^;; 3.21 

423393; R37772; Hs.21420; p21-activated protein kinase 6; pkrase,PBD;TM=M;SS=N; 121 

424618; L29472; Hs.1802; major histocompatibility complex, class ; ig,MHCJI_beta;TM=Y;SS=M; 120 

438564; AA381553; Hs. 1 98253; major histocompatibility complex, class ; tg.MHCJLalpha.none; 320 

456181; L36463; Hs.1030; ras inhibitor; RA,SH2,VPS9;TM=M;SS=N; 120 

418613; AA744529; Hs.85575; mitogervacfivated protein kinase kinase ; pldriase,CNH;TM==M;SS=N; 119 

440682; AW362152; Hs.27181; nuclear receptor binding factor-2; cycfin,bZlP;TM=M;SS=N; 118 

415010; KM-.004203; Hs.777B3; niembrane-associated tyrosine- and threon; ank,pWnase,UPF0073;; 116 

419216; AU076718; Hs.164021; small Inducible cytokine subfamily B (Cy; IL8~ 3.16 

450737; AW007152; Hs.63325; transmembrane protease, serine 4; trypsin,ldl jecepLa.none; 3.16 

426395; BE151985; Hs.355669; hypothetical protein FU23316; pkmase^ione; 115 

41 2939; AW411491; Hs.75069; eukaryofic translation elongation factor; none.ncne; 115 

433376; AI249361; Hs.74122; caspase 4. apoptosis-related cysteine pn CARD.ICE j>10,ICE_p20;; 115 

410668; BE379794; Hs.159651; hypothefical protein; death.TNFr\.c6;TM=Y;SS=M; 115 

431441; U81961; Hs.2794; sodium channel, nonvdtage-gated 1 alpha; ASC;TM=Y;SS=N; 115 

432251; AW972983; Hs.232165; polycythemia rubra vera 1; cell surface ; none;TM=M;SS=M; 115 

407844; AW073716; Hs.8037; ESTs; trarernembrane4^one; 114 

408634; AW407254; Hs.356216; calmodulin 2 (phosphorylase kinase, deit; nonejwne; 114 

423061; AI290473; Hs.44807; ESTs; integrin.B.Serna^Sl.TlGjione; 114 

438974; AF089816; Hs.6454; chromosome 19 open reading frame 3; PDZ;; 113 

431236; AV656840; Hs.285115; interteuHn 13 receptor, alpha 1; fn3;TM=Y;SS=M; 113 

425394; AA356730; Hs. 32394 9; kanga 1 (suppression of turnorigenta'ty ; transmembrane4,none; 113 

429336; AB005038; Hs.199270; cytochrome P450. subfamily XXV11B (2«ry; p450n 113 

449230; BE613348; Hs.356392; melanoma cell adhesion molecule; ig,isc<lh,Ritx>sofnal^F-box;T^Y;SS=^ 3.13 

429305; AF095727; Hs.287832; myelin protein zero-like 1; ig.transmembrane4;TM=Y;SS=M; 112 

419034; NM_002110; Hs.89555; hemopoietic cell kinase; SH2,SH3.pkinase;TM=M;S$=N; 112 

417386; AL037228; Hs.301957; D123 gene product; NUDIX,secY.E1^r^drog,transkeU>yrJM=Y;SS^ 111 

419138; U48508; Hs.89631; ryanodine receptor 1 (skeletal); bn.trans,SPRY,RYDK.rTPR,RyR,MlR;TM=Y;SS=N: 111 

440008; AK000517; Hs.6844; NALP2 protein; PYRIW^onlaining APAF1-8; AAA,KB-ARC,PAAD_DAPI N; NA^A; 110 

406467; ; ; Target Exon; eOiarKJ^Qransferase^one; 110 

422956; BE545072; Hs.122579; ECT2 protein (Epithelial cefl transformi; BRCT,RhoGEF;TM=M;SS=N; 110 
417771; AA804698; Hs.82547; retinofc acid receptor responder (tazaro; ncne > none; 109 
437016; AU076916; Hs.5398; guanine monphosphate synthetase; PHD.SET.zf- 
CXXaEGF.anx.iiotch.WW.FCH.GATase.GMP^SYn^ 
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441384; AA447849; Hs^88S60; reUnotc acid induced 3; 7tm_3.none; 3.09 

416536; N32536; Hs.42645; solute carrier family 16 (monocarboxyfc; none,none; 109 

416498; U33632; Hs.79351; potassium channel, subfamily K, member 1; ion_trans;TM=Y;SS=M; 3.09 

426108; AA622037; Hs.166468; ptograrnrned cell death 5; DUF122;TM=M;SS=N; 3.08 

414806; D14694; Hs.77329; phosphatkiyiserine synthase 1; PSS;TM=Y;SS=M; 3.08 

402233; ; ; NM_030760*:Homo sapiens endothelial cfiff, 7trru1;TM=Y;SS=M; 3.07 

430066; AI929659; Hs.237825; signal recognition particle 72kD; TPRAIRC,SAlCAK_synt; 3.07 

425367; BE271188; Hs.1 55975; protein tyrosine phosphatase, receptor t; none;TM=M;SS=Y; 3.06 

434263; N34B95; Hs.79187; ESTs; lg,none; 3.06 

443907; AU076484; Hs.9963; TYRO protein tyrosine kinase bindmg pro; none;TM=M;SS=Y; 3.05 

409378; U42387; Hs.54426; pancreatic polypeptide receptor 1; 7tm_1;TM=Y;SS=M; 3.05 

410165; BE560228; Hs.71869; apoptosis-associated speckle protein ; PAADJWMN,CARD;TM=M;SS=N; 3.05 

440270; NMJM5986; Hs.7120; cytokine receptor-Ska molecule 9; fn3;; 3.05 

449003; X76342; Hs.389; alcohc! dehydrogenase 7 (class IV), mu o; adh_a*nc;TM=M;SS=N; 3.05 

420189; AW296380; Hs.95821; osteoclast stimulating factor 1; SH3,ank;; 3.05 

429732; U20158; Hs.2488; lymphocyte cytosc41c protein 2 (SH2doma; SH2;; 3.05 

421541; NM.003942; Hs.105584; ribosomal protein S6 kinase. 90kO. polyp; pWnase,pkinase_C;TM=M;SS=N; 3.04 
415444; BE247295; Hs.78452; solute carrier family 20 (phosphate trarr, PH04,UM;TM=M;SS=N; 3.03 
4251 18; AU076611; Hs.154672; methylene tetrahydrafalate dehydrogenase; myb_DNA- 

bincSrg.THFJJHGJlYH.THFJDHGJ^Hj;^ 
449048; Z45051 ; Hs^2920; similar to S68401 (cattle) gtucose indue; Lamp;TM=M;SS=M; 3.03 
413B69; NM_000878; Hs.75596; irrterleukin 2 receptor, beta; none;TM=Y;SS=M; 102 
442875; BE623003; Hs.23625; Homo sapiens clone TCCCTA00142 mRNA sequ; KJetra.DUF51 .none; 3.02 
436576; AI458213; Hs.77542; ESTs; 7lmJ.DnaJ; 3.02 

446269; AW263155; Hs.14559; hypothetical protein FU10540; none;TM=M;SS=N; 3.02 

418870; AF 147204; Hs.89414; chemokine (C-X-C motif), receptor 4 (fus; 7lmJ,7tm_2;TM=Y;SS=M; 3.01 

421379; Y15221; Hs.103982; small inducible cytokine subfamily B (Cy; IIJB;TM=M;SS=Y; 3.00 

421267; BE314724; Hs.103081; ribosomal protein S6 kinase. 70kD, polyp; pkinase,Dkinase_C;TM=M;SS=N; 3.00 

409705; M37762; Hs.56023; brain-derived neurotrophic factor; NGF;; 2.99 

429903; AL1 34197; Hs.93597; cycDn-dependent kinase 5, regulatory su; CDK5_ac0vator.none; Z99 

430696; AA531276; Hs.59509; ESTs; pkmase.PP2C.ncne; 2.98 

418299; AA279530; Hs.83968; integrin, beta 2 (antigen C018 (p95). ry; mtegrin3.EGF,PSt;TM==Y;SS=M; Z97 

410026; A1912061; Hs55016; hypothefical protein FU21935; none,none; 2.97 

448733; NM_005629; Hs.187958; solute carrier family 6 (neurotransmltte; SNF;TM=Y;SS=N; 2.97 

432562; BE531048; Hs.278422; DKFZP586G1122 protein; zW2H2;TM=M;SS=N; 2.97 

453035; AW581943; Hs.334; Rho guanine nucleotide exchange (actor 0 none^one; 2.97 

427315; AA179949; Hs.175563; Homo sapiens mRNA; cDNA DKFZp554N0763 (f; none^pectrin,SH3,PH,CH; Z97 

431941; AK000106; Hs.272227; Homo sapiens cDNA FU20099 fis, done CO; pHnase,Funn^.Recep_l^oomain f none; 2.96 

441389; AF134838; Hs.7835; endocyUc receptor (macrophage mannose r, fn2Jedin_c;TM=Y;SS=M; Z95 

412276; BE262621; Hs.73798; macrophage migration inhibitory factor t MIF.sugar_tr.none; Z94 

427359; AW020782; Hs.79881; Homo sapiens cDNA: FU23006 fis, clone L; 7tm_1.none; Z94 

402558; ; ; C1OOO2O1:c^2O4416lgb|AAA02627.1| (10519; none;TM=Y;SS=M; 2.94 

425852; AK001504; Hs.1 59651; death receptor 6, TNF superfamOy member; death,TNFR_c6;TM=Y;SS=M; 2.94 

442080; AW444761; Hs.72901; ESTs; ante 2.94 

450447; AF212223; Hs^5010; hypothefical protein P15-2; NTF2;TM=M;SS=N; 2.93 

444809; BE207568; Hs.208219; oculospanin; tjansmembrane4;TM=Y;SS=N; 2.93 

449843; R85337; Hs.24030; solute earner family 31 (copper transpo; none;TM=Y;SS=M; 193 

416110; 242262; HU22844; hypothetical protein DKFZp554A176; SenTa,PSl,TlGjrrtegrin_B;TM=Y;SS=M; 2.93 

453768; BE382670; Hs.19851 1; Homo sapiens mRNA; cDNA DKFZp761 1177 (fr; arf.G-alphajwnB; 2.92 

414825; X06370; Hs.77432; epidermal growth factor receptor (avian ; Furtn^,pktoase,Recep_Ldomata;TKH^;SS=M; Z92 

421429; NM_0 14922; Hs, 104305; deafii effector faament-forming Ced-4-0; LRR,PMD_DAPINAAA,CARD.NB^RC;NA;NA; 2.92 

434826; AF155661; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 2.91 

451292; AB037716; Hs.26204; K1AA1295 protein; SH3;TM=M;SS=N; 2.91 

422127; AW504286; Hs.1 12049; SET binding factor 1; dDENN.OENN.GRAM.PH; 2.91 

419508; AW997938; Hs.90786; ATP-bJnding cassette, sub-family C (CFTR; ABCJnm,ABCjnenibrane;TM=Y;SS=M; Z90 

430451; AA836472; Ks.297939; cathapsin B; PepfJaase_C1,proJsomerases Z90 

424046; AF027866; Hs.1 38202; serine (or cysteine) proteinase inhibito; serpin;TM=M;SS=N; Z89 

414907; X90725; Hs.77597; polo fOrasophiaHike kinase; RbosoniaU^ae.pltee^LOJjo^ 2.89 

429619; AL1 20751; Hs.211568; eukaryofic translation Initiation factor; none^one; 2.69 

413879; AA 132961; Hs.212533; Homo sapiens cDNA: FU22572 fis, done H; none.none; 289 

417018; M16038; Hs.80887; v-yes-1 Yamaguchi sarcoma viral related ; SH2.SH3.pkinase;TM=M;SS=N; Z89 

422610; AF 153820; Hs.1 547; potassium inwardlv-fecfiJylng channel, % IRK;TM=Y;SS=N; Z89 

405556; ; ; horrieodrjrriaWrrteracfjng protein kinase 3; tjypsto;TM=M;SS=N; 2.89 

423804; AW403448; Hs.1 706; inlerferon-stirrajlated transcripfJon fact tRF^«^W.lBR.zf-RanBP;TM=M;SS=N; 2.89 
425262; D87119; Hs.1 5541 8; GS3955 protein; pJdnasen Z88 

422599; BE387202; Hs.118638; norHnelaslaOc cells 1, protein (NM23A) ; NDK.PH.Oxysterol.BPr. 2.88 
452888; AW955454; Hs.30942; ephrin-B2; Ephrinjh2;TM=Y;SS=M; Z88 

414703; BE243877; Hs.380063; ATPase. Na? transporting, beta 3 potypep; Na _K-ATPase;TM=Y;SS=M; ZB7 

444143; AW747996; Hs.160999; ESTs. Moderately sfanflar to A56194 thram; Bd-2,none; Z85 

41 3472; BE242870; Hs.75379; solute carrier family 1 (gfral high affi; SDF;TM=Y;SS=M; Z86 

458039; AA835884; Hs.130685; teukotriene b4 receptor (chemokine recep; aDb%N,none; Z86 

434417; AL1 10157; Hs.3843; Homo sapiens mRNA; cONA OKFZp586F2224 (f; DSPcnone; Z86 

425802; Y14838; ; chemokirte-ffce receptor 1; 7tm_1 jwne; Z86 

4031 12; ; ; Target Exon; efhand,C2J > H,PW ) tC-Y^H 3 LC-X 1 -; Z86 

435553; AF210317; Hs.95497; solute carrier family 2 (faeffitated gtu; sugar„tr;T^Y;SS=N; Z85 

442117; AW664964;Hs.128899; ESTs; hypothetical protein for IMAGE:447; nona.ncne; 2.84 

457819; AA057484; Hs.35406; FU20522 Hypothe&al protein FU20522; none,none; Z84 

456629; AW891965; Hs.367942; fastone deacetytase 3; HSP90,HATPase_c^C2H2PHD^one; Z83 

408873; AUM6017; Hs^56216; calmoduTin 2 (phrephcryfase kinase, deft; rvone,none; Z83 

446947; AF 146747; Hs.232165; pc4ycythemia rubra vera 1; cdl surface ; none;TM=M;SS=M; Z83 

448386; AB037750; Hs.21061; K1AA1329 protein; PKD,BNR;TM=Y;SS=M; 2.82 

427857; AL133017; Hs.288679; hypothetical protein FU22865; rnyosm_riea4ICUf^ND;TM=M;SS=M; Z82 

407601; ACTJ0230ftHsJ7129;sodiumchannel. rwnvdtege^ated 1.beta;ASC;TM=Y^S=M: Z82 
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459707; AA631362; Hs. 120866; gbaipB6WU1 NC!_CGAP_Thy1 Homo sapiens; 7lmJ .none; Z82 

422699; BE410590; Hs.1 19257; emsl sequence (mammary tumor and squammr, SH3.HS1 jep;TM=M;SS=N; 2.82 

438108; AI471795; Hs.287776; vanfflokJ receptor-related osmoticafly a; ank/ran_trans;TM=Y;SS=N; 182 

422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor t Wnesin/n3,Yj3hosphalase;TM=M;SS=N; 2.82 

448595; AB014544; Hs.21572; K1AA0644 gene product; LRR,LRRCT;TM=Y;SS=M; 2.81 

423598; BE247600; Hs.377968; ESTs; 7tm_1;TM=Y;SS=M; 281 

412970; AB026438; Hs.177534; dual specificity phosphatase 10; Rhodanese,DSPC 281 

414198; AW505308; Hs.75B12 phosphoend pyruvate carboxykinase 2 (mit; PEPCKr. 281 

436729; BE621807; Hs.351316; transrnembrane 4 superfamDy member 1; norte;TM=Y;SS=M; 2.81 

432314; AA533447; Hsl85173; ESTs; Xfink,none; 2.81 

416207; NM.01 4745; Hs.79077; Homo sapiens, done MGC:2908. mRNA, comp; none;TM=Y;SS=M; 280 
446985; AL038704; Hs.1 56827; ESTs, Weakly similar to ALU1_HUMAN ALU S; SAM.SH3.HS1 jep; 2.80 
428023; AL038843; Hs.374530; Homo sapiens cONA: RJ 23602 Ms, done L; 

aaj)ermeases,pyridoxal deC>omoaV)main t PHD.MBD.ATjKM^ 280 
432886; BE 159028; Hs. 279704; chromatin accessibility complex 1; none;TM=M;SS=N; 180 
426006; R49031; Hs.22627; ESTs; pkmaseJBC; 179 

414217; AI309298; Hs.279898; Homo sapiens cDNA: FU23165 fis. done U none;NA;NA; 179 
411165; NM.000169; Hs.69089; galactosidase. alpha; Mefibiase;; 179 

450056; BE047394; Hs.502; ESTs, WeaWy similar to $71512 hypolhefi; ABCJran,ABCjnentaanB,ig,MHCJl Jeta,SRP54,proteasomeABC_nieirt)rane^BC_tran; 178 

424291; AL120051; Hs.144700; ephrin-B1; Ephrin;TM=Y;SS=M; 278 

421448; AF033850; Hs.104519; phosphoflpase Dl PH.PlDc.PX;TM=M;SS=N; 278 

410226; AIB31958; Hs.61053; hypothetical protein; SH3,TPR;TM=M;SS=N; 178 

433535; AF1 11 106; Hs.3382; protein phosphatase 4, regulatory subuni; HEAT;TM=M;SS=N; 178 

442503; AF147078; Hs.375031; p53<esponsive gene 5; K_letraJon_trans,rione; 177 

41390fr,AW4rj9747;Hs.75612;stjess^u(^ 1 (Hsp7(mTPR.PDZ.WW,Guanylate_ldn;Tr^M;SS=N: 2.77 

454294; AB000734; Hs. 50640; JAK binding protein; SH2TM=M;SS=N; 277 

440188; AK001812 Hs.7036; N-Acetytg!ucosamine kinase; ROK;TM=M;SS=N; 277 

449539; W80363; Hs.58446; ESTs; pkinase.Furin^f^p.LcJomain.rKjne; 276 

422667; H25642; Hs.132821; ESTs; FMafike,FMWike; 276 

415012; NM.004383; Hs.77793; c-src tyrosine kinase; SH2,SH3.pktoase;TM=M;SS=N; 276 

402316; ; ; NM_013447:Homo sapiens egMke module c; 7tm_2.GPS;TM=M;S$=M; 2.75 

425465; 118964; Hs.1904; protein kinase C iota; p^ase,DAG_PE4)ind,pkinase_C,OPR;TM=M;SS=N; 275 

447250; AI878909; Hs.17883; protein phosphatase 1G (formerly 2Q, ma; PP2QTM=M;SS=N; 275 

43B629; A11 87380; Hsl57170; ESTs, Weakly similar to T12515 hypothefi; TNFR_c5,none; 275 

451144; AW956103; Hs.61712; pyruvate dehydrogenase kinase, isoenzyme; HATPase.cnone; 174 

408543; N78098; Hs.44289; ESTs; none;TNI=M;SS=N; 174 

429345; R11141; Hs.199695; hypothefica) protein; K_tetra,SAM; 174 

407722; BE252241; Hs.38041; pyridoxa! (pyridoxine, vitamin B6) kinas; pfkB;TM=M;SS=N; 273 

420602; AF060877; Hs.99236; regulator of Oprotein signalling 20; RGS;TM=M;SS=N; 273 

407217; AA477136; Hs.105584; rfcosomal protein S6 kinase. 90kD, polyp; p!dnase,pkin3seJ*TM=M;SS=N; 173 

414135; NMJM4419; Hs.2128; dual specifidty phosphatase 5; Rrwdariese,DSPc,Y_phosphatase;TM=M;SS=N; 173 

410590; BE615216; Hs.64746; chloride intraceflutar channel 3; none;TM=M;SS=N; 273 

411125; AA151647; Hs.68877; cytochrome b-245. alpha polypeptide; none;TM=Y;SS=M; 273 

438022; AW517524; Hs.135201; NOD2 protein; LRRCARD,GTP_CDC l Wa)_hencase1;TM=M;SS=N; 272 

420929; A1694143; Hs.326248; programmed cell death 4; MA3;TM=M;SS=N; 2.72 

421155; H87879; Hs.1 02267; iysyl oxidase; Lysyl_oxidase^ldcse_epim,Epimerasen 172 

448564; AL044962; Hs^1453; inositol 1,4,5-trisphosphate 3*inase C; IPK;; 271 

449961; AW265634; Hs.133100; ESTs; pktoase,Furm4ikB.Recep_l^d<)main,none; 271 

444633; AP111713; Hs.12284; juncfJonal adhesion molecule 1; ig;TM=Y;SS=M; 171 

412259; AI560292; Hs.279909; protein phosphatase 2 (formerly 2A), reg; WD40;TM=M;SS=N; 2.71 

419569; AI971651; Hs.91 143; jagged 1 (AlagiDe syndrome); DSUEGFJaminin_EGF,vwc^T^thk^TM=M;SS=M; 171 

452401; NM_007115; Hs^9352; tumor necrosis factor, aipha-induced pro; Xfoik,CUB;; 171 

458190; BE561793; Hs.21446; WAA1716 protein; ASC,Galactosyl_T,none; 170 

432126; AA865239; Hs.37196; ESTs; 7tm_1 ;TM=Y;SS=M; 170 

422616; BE300330; Hs.1 1 8725; setenophosphaie synthetase 2; AIRS.A1 RS_C;TM=USS=M; 170 

424717; H03754; Hs.1 522 13; wingless-type MMTV integraSon site fami; wninone; 2.70 

414108; AI267592; Hs.75761; SFRS proton kinase 1; ank t PHOxysterd3P,pkinase;TM=M;SS=N; 170 

446272; BE26B912; Hs.14601; hematopoietic ceO-spedfic Lyn substrat; SH3,HS1_rep;TM=M;SS=N; 170 

416084; L16991; Hs.79006; deoxythymkfylate kinase (thymidylate kin; nona.none; 169 

427157; U51166; Hs.173824; thymlne^NA gtyccsylase; UDG;TM=M;SS=N; 169 

404891; ; ; Target Exon; none, none; 169 

432581; AU076465; Hs.278441; KIAA0015 gene product; PP2C;TM=M;SS=N; 169 

424321; W74048; Hs.1765; rymphocyte-spedfic protein tyrosine kin; SH2,SH3.pldnase;TM=M;SS=N: 168 

425308; M97639; Hs.1 55585; receptor tyrosine kinase-fite orphan rec; tg r knr>gle 1 pkinase,Fz;TM=Y;SS=M; 168 

414443; AU077268; Hs.76144; plateleWerived growth factor receptors ig.pWnase;TM=Y;SS=N; 168 

427274; NM_005211; Hs.174142; colony stimulating factor 1 receptor, to; ig,pkin3se;TM=Y;SS=M; 168 

436856; A1469355; Hs.1 27310; ESTs; pWnasejmi;TM=M;SS=N; 168 

437429; H79981; Hs.5613; Homo sapiens mRNA; cDNA DKFZp564E2222 (f, SH2.SH3.BTB; 167 

450690; AA295696; Hs.333418; FXYD domain-contaimng ton transport reg; ATP1G1_PLM_MATB;TM=Y;SS=M; 2.67 

452069; AB028949; Hs.183994; WAA1026 protein; MetaDophos;TM=M;SS=N; 167 

445330; R52656; Hs^1691; ESTs; 7tmJ.none; 167 

452698; NM_001295; Hs.301921; chemokine (C-C motiO receptor 1; 7tm_1;TM=Y;SS js M; 267 
419754; H52299; Hs.308467; Homo sapiens mRNA; cONA DKFZp586I0523 (f; none;TM=M;SS=N; 167 
434237; AF119908; Hs.235516; hypothetical protein PR02955; none;; 167 

445826; BE313754; Hs.13350; Homo sapiens mRNA; cDNA DKFZp586O0918 (f; ig t tspJ^U5 f Nudeoside_tran; 166 

446696; AF279265; Hs.298476; solute carrier famfly 26, member 6; Su!fatB_tiansp 1 STAS.xan_urj)ermease;TM=Y;SS=K; 2.66 

439750; AL359053; Hs.57664; Homo sapiens mRNA full length insert cON; I^H_C.IMPOH - N,C8S4ntegrin_B.radn_B JecGn; 2.66 

413745; AW247252; Hs.75514; nucleoside phosphoryiase; Mtap.PNP^ 166 

429083; Y09397; Hs.227817; BCL2-related protein A1; Bd-2;TM=M;SS=N; 166 

449523; NM_000579; Hs.54443; chemokine (C-C motif) receptor 5; 7tm_1;TM=Y;SS=M; 166 

449030; AI365582; Hs.57100; Homo sapiens mRNA for FU0001 6 protein. ; transmembrane4;TM=Y;SS=M; 166 

434979; AI953054; Hs.89643; transketriase i^Vemk^Korsakoff symtro; ASf^txan^ 166 

4081 37; ; ; NM_000179*Jtomo sapiens mutS (E coO) h; MutS_C I PWWP^utS^;TM=M;SS=N; 166 
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412935; BE267045; Hs.75064; tuburm-specific chaperone c; none;; Z66 

408633; AW963372; Hs.222088; PRO2000 protein; bromodbman^Sigma54.adival:; 2.66 

412817; AL037159; Hs.74619; proteasome (prosome, rnacropain) 26S subu; PCjep;TM=M;SS=N; 2.65 

452682; AA456193; Ks.374574; progesterone membrane binding protein; homeobox,none; 2.65 

401752; ; ; RAN binding protein 3; SH2,STAT,STATJ)irri.STATj)ra^ 2.65 

450747; AI064821; Hs.129953; ESTs. Highly similar to 1818357A EWS gen; rrm.zi-RanBP.GAS2; Z65 

425776; U25128; Hs.159499; parathyroid hormone receptor 2; 7tm_2,HRM;TM=Y;SS=M; 2.64 

452701; NM_005110; Hs. 30332; gIinamine-fructose-6-phosphate trans amin; GATaseJ2,SIS;TM=M;SS=N; Z64 

433933; AI754389; Hs.355397; Homo sapiens done TCCQA001 64 mRNA sequ; none;NA;NA; Z64 

421677; H64092; Hs.38282; ESTs; A1pp.ArmarJIo_seg,IBB; 2.64 

436469; AK001455; Hs.5198; Down syndrome critical region gene 2; none;; Z64 

423198; M81933; Hs.1634; ceB division cycle 25A; Rhodanese,none; 2.64 

435905; AW997484; Hs.5003; KIAA0456 protein; SH3,RhoGAP,FCH;TM=M;SS=N; Z64 

437712; XD4588; Hs.85844; neurotrophic tyrosine kinase, receptor. ; TropcOTycdn.ridiiase.LRaiJ^RCTWantoinase B,r^darttoinase_A;TM=M;SS=M; 2.63 

458946; AA009716; Hs.4231 1; ESTs; none,DSPc,Y_phosphatase; Z63 

447217; BE465754; Hs.17778; neuropHin 2; CUB ( MAM,F5_F8_type_C;TM=M;SS=M; Z63 

445462; AA378776; Hs.288649; hypothetical protein MGC3077; none;; £63 

425075; AA506324; Hs.1852; acid phosphatase, prostate; actd_phosphat;TM=Y;SS=M; Z63 

405588; ; ; NMJ>00299*:Homo sapiens plakophQtn 1 (e; Armadi1!o_seg;TM=M;SS=N; 2.63 

438330; AW450572; Hs.257316; ESTs; pxmase,zKa,ER|ytCNKnone; Z63 

448243; AW369771; Hs.367688; integrin. beta 8; integrin_8.none; Z63 

452012; AA307703; Hs.279766; kinesin family member 4A; kinesin,DNA_topoisoiV,K-box;TM=M;SS=N; Z63 

412182; AA205588; Hs.73737; Splicing factor, aigminefcerme-rich, 4; rrm,hormone_rec 1 zf-C4^ugar tn; Z63 

423887; AL080207; Hs.1 34585; OKFZP434G232 protein; ABCJrarrJM=Y;SS=N; Z63 

417497; AW402482; Hs.B2212; C053 antigen; transmembrane4;TM=Y;SS=M; Z62 

413407; A1356293; Hs75339; inositol polyphosphate phosphatase-Ete ; SH2,SAM,Exo endo_phos;; Z62 

414998; NM.002543; Hs.77729; oxidised low density lipoprotein (lectin; tectin_c;TM=Y;SS=M; Z62 

417880; BE241595; Hs.82848; setec&i L (lymphocyte adhesion molecule; EGFJectin c,sushi;TM=M;SS=M; Z62 

429922; Z97630; Hs.2261 17; H1 histone family, member 0; linker Jtistone;TM=M;SS^I; 2.62 

401812; ; ; sorting nexin 14; AAA.NB-ARC.APS Jdnase^dc48_N,coc48_Zncne; Z61 

417886; AA2145B4; ; ESTs; SPRY,7tmJ3ANF_recep4or,none; Z61 

457670; AF1 19666; Hs.23449; insulin receptor tyrosine kinase subslra; SH3;TM=M;SS=N; Z61 

428512; A1018187; Hs.375624; Human DNA sequence from done RP11-243J1; none; Z61 

426746; J03826; Hs.2057; urMne monophosphate synthetase (orotat; PribosyItran,OMPdec3se;TM=M;SS=N; Z61 

454042; H22570; Hs.47860; hypothetical protein FU20093; ig.pWnase.lRaLRR^.LRRCT.none; Z61 

421077; AK000061; Hs.101590; hypothetical protein; ank,pkinase,death.SPRY.SAP,RirjOSOir^^ Z60 

4201 62; BE378432; Rs.95577; cydirxiependent kinase 4; pkinase;TM=M;SS=N; 2.60 

416661; AA634543; Hs.79440; IGF-ll mRNA-binding protein 3; KrWomain,mixTM=M;SS=N; Z60 

417B21; BE245149; Hs.82643; protein tyrosine kinase 9; cofifin_ADF;; Z60 

41 1133; AW819204; ; gb:CM 1-ST028S071 299-061 -h03 ST0283 Homo; ANFjeceptor.none; Z60 

405602; ; ; Target Exon; pklnase;; Z60 

400440; X83957; Hs.83870; nebuEn; SH3.NebuBn;; Z60 

424848; AI263231; Hs.327090; EST; Sm,PDZ.GuanytateJdn,none; Z59 

432268; BE311856; Hs.274230; 3"-phospho3denosine S'-phosphosuifale sy; APSJdnase,ATP^uIrurylase;TM4rf;SS=N; Z59 

452690; AI536070; Hs.15085; ESTs; pouMneoto^ig_chan^NFjeceptor; Z59 

422753; AI928995; Hs.1575; small nuclear ribonucteoprotein D3 polyp; Smn Z59 

42802B; U521 12; Hs.182018; interteukin-1 receptor-associated kinase; death,pkinase;TM=M;SS=N; Z58 

433573; AF234887; Hs.57652; cadherin. EGF LAG seven-pass G-type rece; 7toL2,EGF,C3dherin,laminto_EGFJari^ Z58 

422785; AI824114; Hs.289088; heat shock 90kD protein 1. alpha; 2*C2H2,none;Z58 

418685; U76376; Hs.87247; harakiri, BCL2^nteracting protein (cent none;TM=M;SS=M; Z58 

452329; N36626; Hs.29106; mitogen-acGvated protein kinase phospha; DSP<r.TM=M;SS=N; Z58 

428405; Y00762; Hs.2266; cholinergic receptor, rucoSnfc, alpha p; Neur„rtan„LBD.Netir_chan^rnemb;TW=Y;SS=M; Z58 

421251; Z28913; Hs. 102948; enigma (UM (tomato protein); URPOZr, Z57 

407245; X90568; Hs.172004; litin; fn3.lg 1 SGXXSG,pkinase;TM=M$S=N; Z57 

422309; U79745; Hs.114924; solute carrier family 16 (monocarrjoxyilc; sugarJnTM=Y;SS=M; ZS7 

401751; ; ; RAN binding protein 3; Orewn.SH2.STAT,STAT_bind,STAT^ Z57 

447887; AA114050; Hs.21 1610; caspase 8, apoptosis-related cysteine pr. ICEj)1(UCe_p20.DED;TM=M;SS=N; Z57 

422282; AF0 19225; Hs.1 14309; apoprotein U Mot\_ExbB;TM=Y;SS=M; Z57 

439863; BE547830; Hs.375208; paired immunogtobuBn-Gke receptor beta; 8poxygenase,PLAT 1 lipoxygenase,PLAT; 2.57 

425743; BE396495; Hs.159428; BCL2-associated X protein; Bd-2;1M=Y;SS=N; Z57 

401218; ; ; eukaryotic translatfon elongation factor, ton_trans;TM=Y;SS=N; Z57 

412773; H15785; Hs.74573; similar to vaccinia virus WnrJIII K4L OR; PLDc;TM=M;SS=N; Z57 

444743; AA045648; Hs.301957; nudix (nudeostde diphosphate linked moi; NUOrXsecY^1_dehyQ^,transkeUjyrTM=Y;SS=M; Z56 

429782; NMJJ05754; Hs.220689; Ras-GTPase^ctrvaCng protein SH3<tomain; rrm,NTF2;TM=M;SS=N; Z56 

442994; AI026718; Hs.16954; ESTs; ank,r J k&iase,death,Ribosomal_S14; Z56 

456602; AA41 1607; Hs.1 18964; ESTs, Weakly similar to K1AA1 150 protein; none,pkinase; Z56 

422846; BE513934; Hs.1583; neutrophH cytosolic factor 1 (47kD, chn SH3,PX;TM=M;SS=N; Z56 

441699; AW51 1 126; Hs.127572; ESTs; none,AaJrans; Z56 

447912; AW576549; Hs.165728; ESTs, Weakly simSar to 1 38022 hypotheti; none.GSHF%ABC_tran; Z56 
442945; AI024849; Hs.131853; ESTs; pkinase.none; Z56 

453199; AI336266; Hs^2353; rnitogen-activated protein kinase kinase ; pktoase;TM=M;SS=N; Z56 
451477; AI798425; Hs.42710; ESTs; SH3,none; Z56 

415091; AU)44872;Hs.77910;34rydioxy^^ CcA.syntr.Z55 
413529; U11874; Hs.846; interteukin 8 receptor, beta; 71mJ;TM=Y;SS=N; Z55 

425345; AU077297; Hs.155894; protein tyrosine phosphatase. nofKecept; Y_phosphatase.DSPc;TW=M;SS=M; Z55 
401321; ; ; receptor tyrosine kinase-fike orphan rec; none;TM=M;SS=N; 2.55 
446999; AA151520; Hs.351416; hypothetical protein MGC4485; none.none; Z55 
401057; ; ; eukaryofic translation elongation factor; toflJrans,IQ;TM=Y;SS=N; Z55 
414509; AW16131 1; Hs.76294; CD63 antigen (melanoma 1 anfigen); transTnembrane4;TM=Y;SS=M; Z55 
408204; AM 54501; Hs.43566; protein tyrosine phosphatase type IVA. rrr, Yjjhosphatase;TM=M;SS=N; Z54 
424539; L0291 1; Hs.1 50402; AdMn A receptor, type I (ACVR1J (ALK; pkmase^ivin_recp;TM=M;SS=M; Z54 
459060; H89244; Hs.303527; heterogeneous nuclear ribonucleoprotein ; rrm,pldnase;TM=M;SS=N; Z54 
450167; AA446404; Hs.24563; NTF2-related export protein 1; NTF2;TM=M;SS=N; Z54 
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425966; NM_001761: Hs.1973; cycfin F; cycOn 1 F-box,cydin_C;TM=M;SS=N; 254 

446566; H95741; Hs.17914; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 2.54 

412834; R77123; Hs.79B8l; Homo sapiens cDNA: FU23006fis. done L; 7tmJ,none; 2.54 

457255; AL133011; Hs.253920; Homo sapiens mRNA; cDNA DKFZp434P201 (fr, none,none; 2.54 

431341; AA307211; Hs.251531; proteasome (prasome. macropan) suburb; proleasome;TM=M;SS=N; 253 

417331; AW411297; Hs.81972; SHC (Src homology 2 domaovcontaning) t; SH2,PtD,z«:2H2,SCAN^MP-bindin9,KRAB;TM=M;SS=N; 253 
414570; Y00285; Hs J5473; insuSn-fika growth factor 2 receptor; fn2,CJMR;TM=M;SS=M; 253 
444838; AV651680; Hs.2Q8558; ESTs; tntegrin _AFG.GAP.none; 253 

422609; Z46023; Hs.118721; siafidase 1 (lysosomal siafidase): BNRSH2SH3,pkinase;TM=Y;SS=M; 253 

450296; AL041949; Hs.24756; hepatocyte growth factor-regulated tyros; none,none; 2.53 

400702;;; Target Exon; Gg_chan,SBPJ>ac 3.ANF receptor,TM=Y;SS=M; 2.53 

432336; NM.002759; Hs.274382; protein kinase, mterferon-lndutible dou; dsrm.pldnase;TM=M;SS=N; 253 

442643; U82756; Hs.374973; PRP4/STK/WD spfictng factor WD40;; 252 

452060; W26980; Hs.349089; ATP-bindmg cassette, sub-family F (GCN2; ABC_tran,IRK,SWlB; 2.52 

443951; F13272; Hs.356835; ferritin, fight polypeptide; PMP22_aaudin,none; 252 

428975; NM.004672; Hs. 194694; mitoge n-acfivaied protein kinase kinase ; pkinase; 252 

407608; A1928218; Hs.380063; ATPase, Na? transporting, beta 3 porypep; none.none; 251 

414482; S57498; Hs.76252; endolhelln receptor type A; 7tm_1;TM=Y;SS=M; 251 

410293; AK000047; Hs.61960; hypothetical protein; K_letra;TM=M;SS=N; 251 

429663; M68874; Hs.21 1587; phosphoRpase A2 group NA (cytosofc, ; C2,PLA2_B;TM=M;SS=N; 251 

425424; NM.004954; Hs.157199; ELKL motif kinase; pta"nase,UBA,KA1;TM=M;SS=N; 251 

457013; AA037145; Hs.172865; cleavage stimulation factor, 3" pre-RNA,; WD40;TM=M;SS=N; 251 

439221; AA737106; Hs.32250; ESTs, Moderately similar to I78885 serin; adh.short.Bcl-2BH4.none; 251 

405429; ; ; Target Exon; Yj>hospbatase,none; 251 

443466; BE243123; Hs.321045; IKK-re!ated kinase epsflon; inducible Ik; pkmase,Rl01;TM=M;SS=N; 251 

418478; U38945; Hs.1 174; cydin-dependent kinase inhibitor 2A (me; ankn 250 

408056; AA31 2329; Hs.42331; ephrirvA4; Ephrin;TM=M;SS=M; 250 

414419; F06829; Hs.76090; tumor necrosis factor, aipha-intfuced pro; KJetra;TM=M;SS=N; 250 

405369; ; ; NM_005569*:Homo sapiens UM domain Wnas; pkinase.UM,PDZ;; 250 

418216; AA662240; Hs.283099; AF15q14 protein; Hemaggtutinnwquash;TM=Y;SS=N; 250 

404321; ; ; C7001741^gi|2499629!sp|Q6332ll«^MOUS; none.none; 250 

430900; U91939; Hs.248123; G proteiivcoupted receptor 25; 7tmJ;TM=Y;SS=M; 249 

440861; BE244115; Hs.7482; WAA0682gene product rrm,Guanylate_kin;TM=M;SS=N; 249 

415801; R24219; Hs.278443; Fc fragment of IgG. low affinity lib, re; ig;TM=Y;SS=N; 249 

418741; H83265; Hs.8881; ESTs, Weakly similar to S41 044 chromosom; pktnaseA:tivin_recp,pldnaseMvinjecp; 249 

417034; NMJXJ6183; Hs.80962; neurotensin; none;; 249 

400303; AA242758; Hs.79136; UV-1 protein, estrogen regulated; none.none; 249 

408805; H69912; Hs.48269; vaccinia related kinase 1; pkinase;TM=M;SS=N; 249 

418255; AW135405; Hs. 37251; ESTs; ptdnase,none; 249 

424905: NM-002497; Hs.153704; NIMA (never in mitosis gene a^related k; pkinase;TM=M;SS=N; 244 

417791; AW965339; Hs.44269; ESTs; none.fef2FADJiinding_5.Aid 244 

453941; U39817; Hs.38820; Bloom syndrome; DEAD,heficase_CKRDC;TM=M;SS=N; 241 

417849; AW291587; Hs.82733; mitogen 2; EGF^je(^Lb,uTyrcgtobu0n_1;TM=M;SS=M; 239 

408908; BE29S227; HS.250B22; serine/threonine kinase 15; pkinase;; 232 

428513; BE220806; Hs.184697; ptexin CI; PSI.none; 231 

426761; A1015709; Hs.172089; PORIM1N Pro-oncosis receptor inducing me; ncne;TM=Y;SS=M; 231 

427585; D31152; Hs.179729; collagen, type X, alpha 1 (Schmid metaph; C1q,Collagen;; 228 

412723; AA648459; Hs.335951; hypotheBcal protein AF301222; none;TM=M;SS=N; 228 

452461; N78223; Hs.108106; transcription factor; zf^HC4,ubio^WHO.YDG„SRA;TM^SS=N; 226 

429547; AW0O9166; Hs.99376; FGENESH predicted novel secreted protein; none,none; 215 

429486; AF155827; Hs.203983; hypotheBcal protein FU10339; SNF2J^heDcaseJ}TM=M;SS=N; 215 

401486; ; ; C4001)847*:giH758508|retlr4P_004253.1| ai; none;TM=Y;SS=M; 215 

416209; AA236776; Hs.79078; MAD2 (mitotic arrest defiderrt. yeast, h; HORMA;TM=M;SS=N; 214 

424399; A1905687; Hs.348419; A1905687:IL8T09M90199419 BT095 Homo ; none;TM=M;SS=M; 214 

423761; NM-006194; Hs.132576; paired box gene 9; PAX;TM=M;SS=N; 213 

439670; AF088076; Hs.59507; ESTs, Weakly similar to AC00485B 3 U1 sm; nonejone; 213 

43931 8; AW837046; Hs.6527; G proteuvcoupted receptor 56; 7tm_2CytC_8sm.GPS;TW=Y;SS=M; 203 

445019; AI205540; Hs.281295; ESTs; none,none; 200 

443211;AI128388; Hs.143655; ESTs; rtone,none; 1.98 

449448; D60730; Hs.57471; ESTs; none,nona; 192 

435243; AW292886; Hs.348932; hypothetical protein (JJ434014.3; lRF,none; 1.85 

406360; ; ; Target Exon; WD40;TM=M;SS=N; 1.84 

411388; X72925; Hs.69752; desmocoIRn 1;cadherin;TM=Y;SS=N; 1.84 

453102; NMJH7197; Hs.31664; frizzled (Drosophila) hcrndog 10; Fz t Frizzted,7trru2;TM=Y;SS=M; 1.79 

419183; U60669; Hs.89663; cytochrome P450, subfamily XXTV (vitamin; p450;; 1.78 

420344; BE463721; Hs.97101; putafive G protein-coupled receptor, Methyltransf„5;TM=Y;SS=M; 1.77 

432842; AW674093; Hs.334822; hypothetical protein MGC4485; Ribosomd_L4;TM=M;SS=N; 1.76 

419743; AW408762; Hs.5957; Homo sapiens done 24416 mRNA sequence; none.none; 1.73 

426427; M86699; Hs.169840; TTK protein kinase; pkinase;; 1.62 

437915; AI637993; Hs.202312; Homo sapiens done N11 NTera2D1 teratoca; none.none; 1.58 

433336; AF017988; Hs.31386; secreted frizzleoVelated protein 2 (str; FZ.KTR;; 1.50 

434377; AW137148; Hs.306593; Intron of perios&i (OSMos); FasdcEfyione; 1.47 

451592; AJ805416; Hs.213897; ESTs; none,none; 1.47 

404927; ; ; Target Exon; GatactosyLT;TM=M;SS=Y; 1.28 

421552; AF026692; fe.105700; secreted ttzzted-related protein 4; Fz,NTRr, 1.27 

427335; AA448542; Hs.278444; G antigen 7B; none;; 1.25 

431808; M30703; Hs.270833; amphireguBn (schwannoma^erived growth ; EGF;TM=Y;SS=M; 1.24 
447993; AW139525; Hs.170362; ESTs; none.none; U1 

428182; BE386042; Hs^93317; ESTs. Weakly stmBar to GGC1_HUMAN G ANT; none;TM=M;$S=N; 1.18 
453637; NMJX)2589; Hs.34073; BH^rotocadherin (braiivheart); cadherin;TM=Y;SS=M; 1.14 
438274; A1918906; Hs.55080; ESTs; PAX. none; 1.14 

453966; BE148734; Hs. 63325; transmembrane protease, serine 4; trypsiiiJdl_recepLa^one; 1.10 
413268; AL039079; Hs.75»6; regulator of G-protein signaflmg 1; RGS;TM=M;SS=N; 1.07 
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429921; AA52691 1; Hs.82772; collagen, type XI. alpha 1; CoDagen,COUH JSPN.laminin_G.CorA;; 1.00 
452795; AW392555; Hs.18878; hypolhetical protein FU21620; 20G-Fell_Oxy;TM=M;SS=R 100 

TABLE 25B 

Pkey: Unique Eos probeset Identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

406685 0_0 M18728 

418869 12789.14 AA229762 AA230035 

425802 8884 J AA1 22298 AA360788 

417886 1031334.1 AA21 0987 D57294AA21 4584 AA207006 D56572 

411133 1070995.1 AW8 1 9203 AW81 9204 AW81 9197 AW81 9202 AW81 9211 BE1 58469 AW81 9221 BE158473 A W8 19235 AW8 19207 AW81 9220 AW8 19208 AW8 19238 
AW819198AW819234 

TABLE 25C 

Pkey: Unique number corresponding to an Eos probeset 

Ret: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham t et aT refers to the publication entitled The DNA 

sequence of human chromosome 22." Dunham Let at, Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


401781 


7249190 


Minus 


83215-83435.83531-83656.83740-83901,8423 


401780 


7249190 


Minus 


28397-28617,28920-29045,29135-29296.2941 


401760 


9929699 


Plus 


83126-83250,85320-85540,94719-95287 


402075 


8117407 


Plus 


121907-122035.122804-122921,124019-12416 


401747 


9789672 


Minus 


1 18596-1 18816.1 191 19-1 19244.1 19609-1 1976 


404996 


6007890 


Rus 


37999-38145.38652-38998,39727-39872,4055 


402447 


9796640 


Phis 


4760£47729,51698-51821 l 52070-52257,5330 


405932 


7757812 


Mnus 


123525-123713 


408467 


9795551 


Plus 


182212-182958 


402233 


7690102 


Rus 


90281-91477 


402558 


9863760 


Plus 


19047-19145.21133-21293,33958-34069 


405556 


1552511 


Plus 


163497-163623.164715-164968,165369-16550 


403112 


8980973 


Minus 


113051-113195 


402316 


7527774 


Minus 


10751-10919.18817-19052,22131-22328 


404891 


7329392 


Phis 


84974-85125 


406137 


9166422 


Minus 


30487-31056- 


401752 


9828651 


Rus 


144600-144794 


405588 


5002511 


Rus 


46180-46366 


401812 


7407975 


Mmus 


55084-55391 


405602 


4753260 


Plus 


44647-44778 


401751 


9828651 


Rus 


139165-139322 


401218 


9929301 


Minus 


4079*41031 


401321 


9863631 


Minus 


104278-104748 


401057 


8117645 


Rus 


158309-159238 


400702 


8118856 


Minus 


1 1457-1 1585,2631 1-26536,27902-28067.3204 


405429 


7321905 


Minus 


51577-51723 


405369 


2078469 


Minus 


34183-34357,35686-35751 


404321 


9665209 


Minus 


76594-77805 


401488 


7341763 


Rus 


32585-32756,36281-36540,40791-40933,4401 


406360 


9256107 


Minus 


75137673 


404927 


7342002 


Plus 


68690-69563 



TABLE 26* 634 GENES UP-REGULATED IN EWINCS SARCOMA COMPARED TO NORMAL ADULT TISSUES 

Table 26A fists about 834 genes up-regulated in Ewinr/s sarcoma compared to normal adult tissues. These were selected from 35403 probesets on the Affymetrix/Eos Hu03 
GeneChip array such mat the ratio of •average" Wdney cancer to 'average' normal adult tissues was greater than or equal to 1.5. The 'average' kidney cancer level was set to the 
75* percentile amongst Ewtng sarcomas. The 'average' normal adult tissue level was set to the 85* percentile amongst non-malignant tissues. In order to remove gene-specific 
background levels of non-specific rrybridizafjon, the 7.5° percenQe value amongst non-maDgnant tissues was subtracted from both the numerator and the denominator before the ratio 
was evaluated 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene fitle 

R1: Ratio of Ewing sarcoma to normal tissue 



Pkey ' ExAccn UniGenelD UniGene Title RT" 

101447 M21305 gfcHuman alpha satelBte and satellite 3 38.4 

115881 NMJM5756 Hs.184942 G proteirvcoupled receptor 64 34.2 

110278 AF061573 Hs.19492 protocadherin a 312 

121362 AF050147 Hs.97932 cfomdromoduBn I precursor 30.3 

101104 AW862258 Hs.169266 neuropeptteY receptor Y1 263 
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121792 AW969726 Hs.98381 ESTs, WeaWy similar to serine protease 24.4 

121619 AA528339 Hs.178062 ESTs, WeaHy sun3ar to phosphaBdylseri 23.4 

104559 AW969769 Hs.105201 ESTs 20.2 

_ 106533 AL134708 Hs.14999B ESTs 16.9 

5 124006 A1147155 Hs.270016 ESTs 15.0 

110728 AA737106 Hs.32250 ESTs, Moderately similar to 178885 serin 14.8 

105782 H09748 Hs.57987 B-cefl CUJryrrTphoma 11B (zinc finger pro 14.6 

102836 U94320 Hs.1 58330 neuropeptide Y receptor Y5 14.5 

104691 U29690 Hs.37744 Homo sapiens beta-1 adrenergic receptor 13.7 

10 121231 AA814948 Hs.96343 ESTs. WeaHy similar to ALU CJWMANIHl 12.3 

129526 S69681 Hs.177582 surfactant, pulmonary^assoctated protein 12.1 

119791 AA554907 Hs.5B291 ESTs 11.7 

116301 AW969706 Hs.293332 ESTs 11-2 

123308 C14187 Hs.103538 ESTs 10.9 

15 127742 AW293496 Hs.180138 . ESTs 10.8 

131601 NM_007115 Hs.29352 tumor necrosis factor, aipha-induced pro 10.7 

127489 AA650250 Hs^72076 ESTs 10.6 

115909 AW872527 Hs.59761 ESTs, Weakly similar to DAP1. HUMAN DEATH 10.6 

101083 D54745 Hs.80247 chotecystokinin' 10.6 

20 134570 U66615 Hs.172280 SWl/SNF related, matrix associated, acti 10.5 

100299 D49493 Hs.2171 growth differentiation factor 10 10.1 

127987 A1022103 Hs.124511 ESTs 10.1 

131313 R96290 Hs.336629 ribosomai protein L44 9l2 

126799 AW753865 Hs.74376 dfactomediri related ER tocafized protes a5 

25 125847 AW161885 Hs.249034 ESTs 7.0 

100380 D82343 Hs.18551 neuroblastoma (nerve tissue) protein 6.9 

114837 BE244930 Hs.166895 ESTs 6.6 

123049 BE047680 Hs.211869 dickkopf (Xenopus laavis) homoJog 2 6.6 

129977 NMJJ00399 Hs.1395 eariy growth response 2 (Krox-20 (Drosop 6.5 

30 127695 AA714731 Hjl291457 ESTs. WeaHy similar to heterogeneous r 6.5 

125186 AA610620 Hs.181244 mapx histocompatibflity complex, class 6.4 

118844 AA443241 Hs.335629 ribosomai protein 144 6.3 

119717 AA918317 Hs.57987 &ce!l Ctlflyrnphoma 118 (zinc finger pro 6.3 

„ 101879 AA176374 Hs.243886 nuclear autoanfigenic sperm protein (his 6.1 

35 113003 AW292315 Hs.7215 ESTs 5.8 

126645 AA316181 Hs.61635 six transmembrane epithefiai antigen of 5.7 

101050 AU077324 Hs.1832 neuropeptide Y 5.7 

116790 AW161357 Hs.101174 mirjrotubute-assccbted protein tau 5.5 

. _ 119082 AF252297 Hs.91546 cytochrome P450 reSnoid metabolizing pr 5.1 

40 132315 AF091086 Hs.44563 hypothetical protein 5.0 

126098 M79088 gb:EST01236 Subtracted Hiprjocampus, Stra 4.9 

126077 M78772 Hs.210835 ESTs 4.7 

126426 AA125984 gb:zn27h06.r1 Stratagene neuraepMum 4.6 

. _ 131307 NWL000025 Hs.2549 adrenergic, beta-3-, receptor 4.5 

45 123619 AA602964 gb:no97c0£s1 Na_CGAP_Pr2 Homo sapiens 4.4 

128351 AW172570 Hs.130246 ESTs 4.3 

127003 AW816515 Hs.173540 ATPase, Class V, type 10D 4.3 

100020 4.2 

125556 AB033064 Hs.334806 K1AA1238 protein 4.2 

50 105316 AI671245 Hs.24835 hypothetical protein FU 14594 4.0 

112268 W39609 Hs.22003 solute carrier family 6 (neurotransmitte 4.0 

106516 AL137311 Hs.234074 Homo sapiens mRNA; cONA OKFZp761G02121 ( 3.9 

128132 AA225632 gb:nc08a07.r1 NC1_CGAP_Pr1 Homo sapiens 3.9 

ee 129012 R81936 Hs^35629 ribosomai protein L44 3.9 

55 125447 AI582222 Hs.128686 ESTs 3.8 

134676 W28051 Hs.87819 Homo sapiens, done MGC:2492, mRNA, comp 3.6 

119040 R02394 Hs.269436 ESTs, Moderately similar to PC4259 ferri 3.6 

128391 AW188326 Hs.170852 ESTs 3.5 

123829 AF251237 Hs.112208 XAGE-1 protein 14 

60 123949 AAB21665 Hs.208957 EST 14 

126872 AW450979 gb:Ul-K-BMa-a-12^-Ul^1 NO_CGAP_Su 14 

101266 L36645 Hs.73964 EphA4 3.3 

121309 AA293834 Hs.97312 ESTs 3.3 

130837 AA356764 Hs,17109 integral membrane protein 2A 3.2 

65 125464 N71807 gb:yz29d09.r1 Soaresjiidtrptejaierais. 3.2 

135175 M91463 Hs.95958 sokrte earner family 2 (faciBtated glu 3.2 

107599 AW664072 Hs.60136 ESTs 3.2 

102681 Y08890 Hs.1 13503 karyopherin (importln) beta 3 12 

„ 131688 A1935413 Hs.30692 p21 (COKNIAJ-xQvated kinase 2 11 

70 120147 AI917116 Hs.155376 hemoglobin, beta 11 

110343 AW136703 Hs.17268 ESTs 11 

127664 AA806164 Hs.116502 ESTs 10 

103076 NM_001034 Hs.75319 ribonucleotide reductase M2 polypeptide 10 

126127 N95428 gb:zbBOd09.s1 Soares_senescent_fibroblas 10 

75 125558 R59305 gb:yh16c10.r1 Soares infant brain 1NIB H 10 

100335 AW247529 Hs.6793 ptatelel-acfivating factor acelylhydrola Z9 

133421 AF134160 Hs.7327 daudinl 2.8 

102581 AU077228 Hs.77256 enhancer of zesta (Drasophila) rxxroJog 2 2.8 

0rt 113577 AI300699 Hs.278937 PRO0470 protein 2.8 

OO 118397 BE139479 Hs.161492 ESTs 2.8 

115773 AW445044 Hs.38207 Human DNA sequence from clone RP4-530I15 2.8 

128659 AW630087 Hs.103315 trinudeofide repeat containing 1 18 

127262 AA828125 gbxxf71aQ9.s1 NCLCGAPJ*2 Homo sapiens 2.8 

296 



WO 03/042661 



PCT/US02/36810 



106472 AI207162 Hs.3815 stalhmin^e^protein RB3 27 

125032 T74884 gbV558d02.s1 Slralagene Gvcr (937224) 27 

127315 AF 11 6622 gb:Homo sapiens done FLB4217 mRNA seque 27 

126600 AA699949 Hs.191385 ESTs 2.7 

5 120325 AA195651 Hs.1O4106 ESTs 2.7 

127256 AI73B610 Hs.267967 ESTs, Moderately similar to ALl)8_HUMAN 27 

117357 N24829 gb:yx98h12.s1 Soares melanocyte 2NbHM Ho Z7 

126735 M69113 Hs.226795 glutathione S-transferase pi 2.7 

102745 AW753865 Hs.74376 olfactometfn related ER focalized protei 27 

10 128040 AW500486 Hs.180610 sp&ting factor proBne/glutamine rich { 26 

129706 AA443241 Hs.336629 ribosoma) protein L44 2.6 

107731 AA016086 Hs.272105 ESTs, Weakly similar to 138022 hypotheO 2.6 

128283 AI076570 Hs.134053 ESTs 2.6 

125165 W45350 gbzc81h08.s1 Pancreatic Islet Homo sapi 26 

15 111148 AB020690 HsJ782 paraneoplastic antigen MA2 2.6 

105577 AW852257 Hs.171391 C4erminal binding protein 2 2.6 

128301 U90552 Hs.284283 butyrorMm. subfarnfly 3. member A1 26 

130262 D63216 Hs.153684 frizzteoVetated protein 26 

132967 AA316181 Hs.61635 six transmembrane epithelial antigen of 2.6 

20 102479 NM_001991 Hs.194669 enhancer of zeste (Drosophita) homotog 1 26 

128531 H03721 Hs.2953 nTxjsomal protein S1 5a 26 

126165 AI741816 Hs.125897 ESTs 26 

126086 H75681 gfcyr77g01.fi Soares fetal Over spleen 25 

118967 AI668670 Hs.216756 ESTs 2.5 

25 120830 A1568170 Hs.96886 ESTs Z5 

127229 AA316181 Hs.61635 six transmembrane epithelial antigen of Z5 

129428 AA256906 Hs.1 11364 ESTs, Weakly similar to ubiquitous TPR m Z5 

110151 H18835 Hs.31608 hypothetical protein FU20041 Z5 

131381 M92642 Hs.26208 collagen, type XVI, alpha 1 2.5 

30 133761 AF041430 Hs.75922 brain protein 13 Z5 

125590 R23858 Hs.143375 Homo sapiens, clone 1MAGE:3840937, mRNA, Z5 

126693 C05723 gb:C05723 Human pancreatic islet Homo sa Z5 

126021 AA775894 Hs.187516 ESTs Z5 

125905 AI678638 Hs.6456 chapen^ncon«ngT(yi,surjunrt2(b 25 

35 102507 U52154 Hs.193044 potassium irwardry-rectifying channel, s 25 

125743 H17151 rjb.ym37aQ5.r1 Soares infant brain 1NIB H 25 

130580 N32388 Hs.334370 uncharacterized hypothalamus protein HBE 25 

113119 T47910 gb^b18b11.s1Stratagene fetal spleen (9 24 

123110 AA486256 Hs.193510 EST 24 

40 113283 T66813 Hs.12947 EST 24 

107711 W96141 Hs.220687 ESTs 24 

128992 H04150 Hs.107708 ESTs 24 

106111 AW875398 Hs.6451 PRO0659 protein 24 

. _ 129948 A1537162 Hs.263988 ESTs 24 

45 125728 AW954565 Hs.57987 &^CLL/lymphoma11B(zinc finger pro 24 

116728 F13687 Hs.227976 EST 24 

103100 NM 005574 Hs.1 84585 UM domain only 2 (rhombotin-fike 1) 24 

124971 T23800 Hs.151001 hypothetical protein FU 14728 24 

131019 W28614 Hs.306155 chorionic somatomammotropin hormone 1 (p 24 

50 128671 A1885045 Hs.21158S ptospholnoshTde-3Junase, regulatory s 24 

111795 A1435437 Hs.24567 ESTs, Weakly similar to KBF3_HUMAN NUCL 24 

119127 AA708035 Hs.12248 ESTs 24 

117602 N35020 Hs.44685 C3HC4-lika zinc finger protein 24 

111898 R38944 Hs.1 83475 Homo sapiens clone 25061 mRNA sequence 24 

55 131916 AA025976 Hs.34569 ESTs 24 

130850 AB040922 Hs.20237 DKFZPS66C134 protein 24 

100571 L14561 Hs.78546 ATPase, Ca++ transporting, plasma membra 24 

126722 N66148 Hs.11125 HSPC033 protein 24 

123720 AA609734 Hs.112755 EST 24 

60 113609 T93263 Hs.1 6875 ESTs, Weakly similar to S23650 retrovir 24 

131136 AB033099 Hs.23413 WM1 273 protein 24 

129001 AA443323 Hs.107812 BPOZ protein 24 

133529 W45623 Hs.74571 ADP-ribosybBon factor 1 24 

107593 AI093688 Hs.60051 ESTs 24 

65 123910 AA521262 Hs.179923 ESTs, Weakly simflar to S65657 aIpha-1C- 24 

128817 BE395776 Hs.168640 ankylosis, progressive (mouse) horndog 24 

103080 AU077231 Hs.82932 cycfci D1 (PRAD1: parathyroid adencmatos 24 

128367 AW611791 Hs.150742 ESTs 24 

123729 AL039779 Hs^78672 membrane component, chromosome 11, surfa 24 

70 112342 AW410273 Hs.92614 longevity assurance (LAG1, S. cerevisiae . 23 

114721 D61939 Hs.103822 ESTs 23 

127768 AW085002 Hs.156187 ESTs 23 

127706 A1174238 Hs.186982 ESTs 23 

126029 AA704253 Hs.169359 ESTs 23 

75 124250 AA350256 Hs.323875, EST,WeaklysrjnHarto2109260ABcefl 23 

117265 AA451955 Hs.43005 RAB9-tDce protein 23 

112501 AA972447 Hs.288833 Homo sapiens mRNA; cDNA DXFZp434K087 (fr 23 

129079 AK000157 Hs.108502 rrypothefical protein FU201 50 23 

0 _ 127252 A1049545 Hs.94 DnaJ (Hsp40) homotog, subfarnfly A, membe 23 

80 129228 U40714 Hs.239307 lyrosyl-tRNA synthetase 23 

114092 H81213 Hs.14825 ESTs, Weakly similar to KIAA1 503 protein 23 

109252 BE440157 Hs.85944 ESTs 23 

127B89 A1147408 Hs.144941 ESTs 23 
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121292 AA401807 gbzv65f11.s1 Soaresjoteljetus Nb2HF8_ 2.3 

128797 NM.002975 Hs.105927 stem cefl growth factor; lymphocyte seer 2.3 

132985 AL045579 Hs.62113 K1AA0717 protein 2.3 

125174 W51835 Hs.231082 EST 2.3 

5 125401 AI204637 Hs.337585 ESTs. Highly similar to KIAAD350 rH.sapi 13 

135278 AA399542 Hs.229671 EST, Moderately similar to PEPTIDYL-PROL 13 

119155 R61715 HsJJ1Q598 ESTs,Moderater/sirnilartoALU1_HUMAN 13 

123423 AA598484 gb:ae38f04.s1 GesslerW0ms tumor Homos 2.3 

_ n 123258 AA490929 Hs.105274 ESTs, WeaHy similar to RMS1. HUMAN RE6UL 2.3 

10 128826 Z40313 Hs.106330 Homo sapiens done IMAGE:23371 , mRNA seq 2.3 

105014 AA121123 Hs.269267 ESTs, WeaWy similar to API 61 361 1 HSPC 2.3 

101086 AA382524 Hs^50959 htstasnl 13 

110679 AA004798 Hs.108311 ESTs, WeaWy similar to T00351 hypothefj 13 

, _ 126879 D90391 Hs.1265 branched chain keto acid dehydrogenase E 13 

15 132317 BE262438 Hs.44592 beta- 1.4 rnannosyltransferase 2.3 

124691 R05835 Hs.110153 ESTs 2.3 

113474 R50752 Hs.23856 hypothetical protein MGC5297 13 

103175 X69089 Hs.79227 myomesln (M-protein) 2 (165kD) 2.2 

129052 BE275031 Hs.15B210 hypothetical protein M6C2555 12 

20 129248 W04605 Hs.171637 rrypothetical protein MGC2628 2.2 

100780 BE561958 Hs.302063- immunoglobuTrn heavy constant mu 2.2 

135416 BE281018 Hs.99969 fusion, derived from t(1 2; 1 6) malignant 12 

129928 AI338993 Hs.134535 ESTs 2.2 

103319 XB3492 Hs.82359 tumor necrosis factor receptor superfami 2.2 

25 110256 H63947 Hs^37955 RAB7, member RAS oncogene family 12 

120734 AA299948 gb:EST1 2544 Uterus tumor I Homo sapiens 11 

111777 AK001100 Hs.41690 oesrnocollin 3 2.2 

128963 J03890 Hs.1074 surfactant pulmonary-associated protein 2.2 

„ 108451 AA079195 gb:znt92h1ls1 Stratagene ovarian cancer 2.2 

30 134964 AI803516 Hs.272891 rrippocatain-like protein 4 2.2 

127248 AA364195 gb:EST75015 Pineal gland tl Homo sapiens 2.2 

125761 R68351 gb7h99b03j1 Soares placenta N52HP Homo 2.2 

101358 M10058 Hs. 12056 asiatoglycoprotein receptor 1 12 

„ 101613 M24283 Hs. 168383 intercellular adhesion molecule 1 (C054) 12 

35 107121 AB015427 Hs.250493 zinc finger protein 219 12 

118751 N74210 Hs.50454 ESTs 12 

128952 AL043463 Hs.6755 RaP2 interacting protein 8 12 

126581 W73306 Hs.306668 Homo sapiens cDNA RJ 14089 fis, done MA 12 

127634 AA633469 Hs. 193283 ESTs, WeaWy similar to urrnamed protein 12 

40 130755 BE293520 Hs. 18910 prostate cancer overexpressed gene 1 12 

132867 AF226667 Hs.58553 CTP synthase II 12 

126323 N77584 Hs.68644 Homo sapiens microsomal signal peptidase 12 

111790 AW769683 Hs.6734 ESTs,Weakryslrr«IartoS26650DNA-bindi 12 

125549 R20215 gb:yg18o09j1 Soares infant brain 1 NIB H 12 

45 128059 AA972446 Hs.145096 ESTs 12 

132342 AW16275B Hs.45232 ESTs, WeaWy similar to ALU5_HUMAN ALU S 12 

125722 H29796 Hs.269622 ESTs 12 

106383 AA447453 Hs.27860 Homo sapiens mRNA; cONA DKFZp586M0723 (f 12 

127644 N88858 Hs,155101 ATP synthase, H+ transporting, mitochond 12 

50 128179 AW293689 Hs.127116 ESTs 12 

133461 NMJJ00762 Hs.334345 cytochrome P450, subfamily IIA(phenobar 12 

126962 R12014 Hs^0976 ESTs 12 

112369 AW966243 Hs.4243 hypothetical protein FIJ 1 2650 12 

133582 BE391579 Hs.75087 Fas-activated serine/threonine kinase 12 

55 112276 R53442 Hs.26038 ESTs, Weakly similar to I38022 hypothet 12 

108743 AI580150 Hs.71074 ESTs 12 

133726 A1803188 Hs.252716 oxysterol-binding proteirKdeted protei 12 
131263 AU077002 Hs.24950 regulator of G^rotein signalling 5 12 
109929 AA773187 Hs.294027 ESTs 12 
60 129059 AW069534 Hs.279583 CG1-81 protein 12 
110724 AW016783 Hs.30799 Homo sapiens cONA FU 13471 fis, done PL 12 
116962 H79677 gfcyu76g 10.S1 Soares fetal fiver sjteen 12 

119232 A1655226 Hs,117659 ESTs. WeaWy similar to T46481 hypotheti 12 
106711 BE390125 Hs.143187 hypothetica! protein 12 
65 135191 X16866 Hs.301086 rjytochrome P450, subfamily tlD (debrfeoq 12 
125822 H03162 Hs.268768 ESTs 12 

130215 BE301683 Hs.1 52707 gfioblastoma amplified sequence 12 
133363 AI866286 Hs.71962 ESTs, Weakly sfrnflar to B36298 prjfine-r 12 
126250 ALD50391 Hs.321247 Homo sapiens mRNA; cONA DKFZp586A181 (fr 12 
70 103392 X94563 gbiRsapiens dbi/acbp gene exon 1 & 1 12 

129794 AF161399 Hs.23259 hypotheOcal protein FU 13433 12 
100253 D38024 Hs.157425 double hemeobox, 2 12 

130743 AL049266 Hs.18724 Homo sapiens mRNA; cDMA DKFZp564F093 {fr 12 
125466 R08234 Hs.1 80461 ESTs 12 

75 122682 AA984531 Hs.159293 ESTs 12 
133347 BE257758 Hs.71475 arid cluster protein 33 12 
104455 AL110261 Hs.1 57211- OKFZP586B0621 protein 12 
116332 AA491208 Hs.62620 chrornosome 6 open reading frame 1 12 
131163 AA099524 Hs.23754 ESTs 12 
80 109592 AI198059 Hs.26370 ESTs 12 
128721 AW403911 Hs266175 phosrjhoprotein associated with GEMs 11 
114046 BE018658 Hs.141003 Hoira sapiens cDNA: FU21 691 fis, done C 11 
128434 AI190914 Hs.143880 ESTs 11 
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103153 AU077018 HsJ235 keratin 4 2.1 

112379 AK001713 Hs.17850 hypothetical protem FU 10851 Z1 

127507 AA249573 Hs.152618 ESTs, Moderately similar to 2N91 _HUMAN Z 2.1 

_ 133097 W03512 Hs.6479 hypothetical protein MGC1 3272 Z1 

5 126153 H85692 Hs.40730 ESTs 2.1 

122110 A1123000 Hs.301240 mdanocorfin 1 receptor (alpha meianocyt 2.1 

100554 M95923 gtxHuman 12-fipoxygenase mRNA, partial c 2.1 

104799 AA029703 gb:ze95h08.s1 Srjares>tal_hearLNbHH19W 2.1 

132664 A1740461 Hs.54542 ESTs 2.1 

10 114620 AA642974 gb:nr60h01.s1 NU_CGAP_Lym3 Homo sapiens 2.1 

115348 AA281562 Hs.292100 ESTs 2.1 

133231 AK000517 Hs.6844 hypothetical protein FU20510 2.1 

133160 N54968 Hs.66309 hypothetical protein MGC1 1061 2.1 

124656 AW297702 Hs.102915 ESTs 2.1 

15 133576 M19650 Hs.150741 2\3^cycBc nucleotide 3" phosphod'teste 2.1 

132676 N92589 Ks.26103S ESTs, Weakly similar to I38022 hypothet 2.1 

126505 AA282881 Hs.190057 ESTs 2.1 

116865 AA736405 Hs.54530 ESTs 2.1 

_ _ 134267 AI174596 Hs.196209 RAE1 (RNA export 1, S.pombe) homolog Z1 

20 134104 L35253 Hs.79107 mitogen-activated protein kinase 14 Z1 

133493 AW998046 Hs. 194369 arglrtine-gtutamic add dipeptide (RE) re 2.1 

112853 T02843 gb:FB11H5 Fetal brain, Stratagene Homos 2.1 

117457 N29S82 Hs.44071 ESTs, Weakly similar to ALU5_HUMAN ALU 2.1 

112246 R51321 Hs.25780 Homo sapiens cDNA FU 1 2252 fis, done MA 2.1 

25 134869 AL157518 Hs.90421 PR02463 protein Z1 

128869 AA768242 Hs.80618 hypothetical protein Z1 

129179 AW969025 Hs.109154 ESTs 2.1 

104857 A1920902 Hs. 19058 ESTs, Moderately simflar to S65657 alpha 11 

„ 101651 AL037111 Hs.75641 gaJactDse-1-rjhosphateuridylyltransferas Z1 

30 129726 H15474 Hs.132898 fatty acid desaturase 1 2.1 

117186 H98988 Hs.42612 ESTs, Weakly simflar to ALU1 J-IUMAN ALU S 2.1 

126271 A1250773 Hs^70012 ESTs 2.1 

116925 H73110 Hs.260603 ESTs, Moderately similar to A47582 B-ce 2.1 

128468 T23625 Hs.150580 putative translation initiation factor 2.1 

35 ,116031 AA452239 Hs.103329 K1AA0970 protein 2.1 

130724 AK001507 Hs.306084 Homo sapiens clone FLB6914 PR01821 mRNA, Z1 

121897 AA427419 Hs.229162 EST, Weakly similar to ZN91_HUMAN ZINC Z1 

123808 AA620552 gbae58g 1ts1 Stratagene fongcaranorna Z1 

122333 AA625872 Hs.98977 ESTs, Moderately shnilar to T34561 hypot Z1 

40 127841 AW136558 Hs.1 25246 ESTs Z1 

100023 Z1 

113002 BE243513 Hs.7212 rr/pothetfcal protein PP1044 Z1 

111567 F12628 Hs.334786 hypothetical protein MGC16040 Z1 

113697 T97183 Hs.17992 Homo sapiens mRNA; cDNA 0KFZp434J1726 (f Z1 

45 128033 AI248705 Hs.149321 ESTs Z1 

105225 AA211777 gb:zn57dOZs1 Stratagene muscte 937209 H Z1 

112370 AF052095 Hs. 167344 Homo sapiens done 2391 1 mRNA sequence Z1 

132786 BE083422 Hs.56851 nypothetical protein MGC2668 Z1 

113226 A1821008 Hs.10697 ESTs Z1 

50 117997 N52090 Hs.47420 EST 11 

116996 H83935 Hs.40535 ESTs Z1 

127002 AL353940 HsJ>4979 hypothetical protein DKFZp761P1010 Z1 

122591 AI188219 Hs£9311 ESTs, Weakly similar to HSJ2_HUMAN DNAJ Z1 

__ 107279 S57296 Hs^23910 v-erb-b2 avian erythroblastic leukemia Z1 

55 103898 AA248884 gb:k3517^eq.F Human fetal heart. Lambda Z1 

110312 BE256986 Hs.11896 hypothetical protein FU 12089 Zt 

127447 AA386192 Hs. 193482 Homo sapiens cDNA FU11903 fis, clone HE Z1 

128352 AW137413 Hs.169942 ESTs Z1 

„ 113649 N94768 Hs.16400 ESTs, Weakly similar to KJAA1435 protein Z0 

60 128275 AI218235 Hs.131240 ESTs Z0 

125976 AA436760 gb:zv67d1 1 jr1 Soaros JotaiJetus_Nb2HF8_ Z0 

120820 AA347417 Hs.96869 EST Z0 

134937 A1251449 Hs.171939 ESTs Z0 

129602 AI282193 Hs.198298 v-src avian sarcoma (Schmidt-Ruppin A-2) ZO 

65 129535 AA397972 Hs.169965 chimerin (diimaerin) 1 ZO 

106095 AF115402 Hs.11713 E7443« factcy 5 (etsocro^ transcript Z0 

128538 R44214 Hs. 10 1189 ESTs Z0 

105593 AA279341 Hs.174151 aldehyde oxidase 1 Z0 

„ 105788 AB009598 Hs.23965 sokile carrier family 22 (organic anion Z0 

70 128148 AA918175 Hs.126637 ESTs Z0 

125982 R98091 gb;yr30e11j1 Soares fetal Bver spleen Z0 

125746 AL137506 Hs.274256 hypothetical protein FU 23553 Z0 

127835 AA748762 Hs.163113 ESTs. Weakry sirn2ar to 138022 hypolhefi Z0 

__ 100661 BE623001 Hs.1 32748 Homo sapiens riboscmal protein L39 mRNA, Z0 

75 124282 AA018408 Hs.110287 ESTs Z0 

126926 AA179472 Hs.832 ESTs, Highly simflar to A41029 Integrin ZO 

100221 D28383 gbtHuman mRNA for ATP synthase B chain, Z0 

126053 H64450 gb:yirS2d01 Jl Wecmann Olfactory Epilhel Z0 

0 _ 100944 L07518 Hs.159593 mucin 6, gastric Z0 

oO 125581 A1272848 Hs.75309 errkaryotic translation elongation factor Z0 

128604 A1879099 Hs.102397 GIOT-3 for gonadotropin Inducible transc Z0 

114612 AM24557 Hs.95456 ESTs Z0 

130453 U80735 Hs. 173854 PAX transcripfon activation domain mte Z0 
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135060 AK001887 Hs.253842 protein kinase, AMP-ariivated. gamma 2 n 10 

114419 A1248013 Hs.106532 ESTs, WeaHy similar to I38588 reverse t 2.0 

126283 N40359 Hs.271896 ESTs 2.0 

112003 AW978731 Hs.301824 hypothetical protein PR01331 2.0 

5 127391 AW380893 Hs.11039 hypothetical protein MGC2722 2.0 

127717 F12209 Hs.173380 CK2 interacting protein 1; HQ0024c prate 10 

126893 AJ252060 Hs.26320 TRABID protein 2.0 

106798 BE252749 Hs.20558 hypothetical protein FU20345 10 

. _ 103760 AA642973 Hs.183842 ubiquilinB * 10 

10 118922 AW206193 Hs.91065 hypothetical protein DKFZp761B2423 10 

133195 A1434760 Hs.279949 WAA1 007 protein 10 

133424 AA350994 Hs.20281 WAA1700 10 

133765 M62194 Hs.75929 cadherin 11, type 2, OB-cadherin (osteob 10 

132347 BE271016 Hs.169850 ESTs, Weakly similar to T21 554 hypothefi 10 

15 125599 H13295 Hs.106135 ESTs 10 

114459 AW445217 Hs.103362 ESTs 10 

128478 AA708205 Hs. 100343 ESTs 10 

127271 H9B820 gb:yv99b03.r1 Soares melanocyte 2NbHM Ho 10 

111122 N63753 Hs.16492 DKFZP564G2022 protein 10 

20 130695 T97205 Hs.17998 ESTs, Weakly similar to 21 0926QAB cell 10 

133571 BE515037 Hs.177556 melanoma anOgen, family D, 1 10 

119244 AW407564 Hs.275865 ribosomal protein S18 10 

127603 AI016798 Hs.9925 hypothetical rjrotein FU20772 10 

113626 T94318 Hs.17359 ESTs. Moderately similar to RL44.HUMAN 6 10 

25 128115 AI435590 Hs.130168 ESTs 10 

117639 AA377165 Hs.44833 ESTs 10 

127033 AF169301 Hs.9098 sulfate transporter 1 10 

112411 R43090 Hs.271510 ESTs, Moderately similar to ALU1_HUMAN A 10 

114601 AA075566 gb2m88l06i1 Stratagene ovarian cancer 10 

30 127573 AA594196 Hs.269464 ESTs, WeaWy similar to S65657 alpha-IC- 10 

125500 AW952654 Hs.244624 ESTs 10 

119416 T97186 gb^eSOhW^I Soares fetal Over spleen 10 

115467 AI366784 Hs.48820 TATA box binding protein (TBPy-assoriate 10 

128902 AA036637 Hs.107052 ESTs 10 

35 127684 AA668631 Hs.32556 KIAA0379 protein 10 

126288 AW449560 HsJ9576 inner mitochondrial membrane peptidase 2 10 

122059 AA431737 Hs.98749 EST, Moderately similar to T42671 hypoth 10 

125486 AI023895 Hs. 190587 ESTs 10 

128895 AW467000 Hs.106985 ESTs 10 

40 105301 AW352357 Hs.7457 MAGE1 protein 10 

125536 RJ8266 Hs.77948 ESTs, Weakly similar to ALU1_HUMAN ALU S 10 

121387 AA405854 gbzu66gOUs1 Soares_testis_NHT Homo sap 10 

134126 NNL003747 Hs.131814 tankyrase ( TRF14nteracQngankyrin-reia 10 

126860 BE242814 Hs.323494 ESTs, Weakly simitar to T27544 zinc resi 10 

45 102907 BE409861 Hs.202833 heme oxygenase (decycBng) 1 2.0 

127804 AA740634 Hs.292084 ESTs 10 

130566 R85474 Hs.16073 ESTs 1.9 

113782 AK001567 Hs.311002 Homo sapiens cDNA FU10705 6s, clone NT 1.9 

124119 AA040123 Hs^48953 solute earner family 27 (fatty acid tra 1.9 

50 132490 NMJJ01290 Hs.4980 UM domain binding 2 1.9 

125494 AU077029 Hs. 177543 antigen identified by monoclonal arrCbod 1.9 

100237 D30715 Hs.306333 Human PAP (pancreaGQs-essodated prot 1.9 

127687 AW772383 Hs.300635 ESTs 1.9 

103136 AF087917 Hs.247936 olfactory receptor, family 1, subfamily 1.9 

55 125704 R55094 Hs.26239 Human DNA sequence from clone RP1 1438B2 1.9 

126208 N22588 Hs.288548 Homo sapiens cDNA FU1 2368 fis, done MA 1.9 

131902 AA180145 Hs.34348 Homo sapiens mRNA; cONA DKFZp434P0235 (f 1.9 

128660 AA011597 Hs.177398 ESTs 1.9 

118049 N53145 gb:yv55f09.s1 Soares fetal liver spleen 1.9 

60 134624 AF035119 Hs.8700 deleted in Rver cancer 1 1.9 

127432 AW067708 Hs.170311 heterogeneous nuclear ribcnucleoprotein 1.9 

126414 AI363157 Hs.24756 hepatocyte growth factor-regulated tyros 1.9 

120851 AA350394 Hs.96952 ESTs 1.9 

124669 AI571594 Hs.102943 hypolhefjcal protein MGC12916 1.9 

65 126096 F08208 Hs.283844 simHar to rat trfcarboxylate canier-0 1.9 

103891 NML007212 Hs.124186 ring finger protein 2 1.9 

128727 AI223335 Hs.50651 Janus kinase 1 (a protein tyrosine kinas 1.9 

126831 AI929107 Hs.79933 cycfinl 1.9 

125350 AW898892 Hs.189741 ESTs 1.9 

70 124276 H83465 gb:ys91a11.s1 Soares retina N2b5HR Homo 1.9 

126524 Z45455 Hs.182447 heterogeneous nuclear ribonudeoprotein 1.9 

126647 AK000283 Hs.270502 hypothetical protein FU20276 1.9 

125957 H41694 gb^oOGbO&rl Soares adutl brain N2b5HB5 1.9 

121782 AW452957 Hs.334698 Homo sapiens, done MGC 15203. mRNA, com 1.9 

75 124059 BE387335 Hs.283713 ESTs, Weakly simitar to S64054 hypotheti 1.9 

130945 U20562 Hs.2149 acGn 8ke protein 1.9 

126348 T16243 Hs.6473 Homo sapiens cONAFUl 3992 fis, done Y7 1.9 

103558 BE616547 Hs.2785 keratin 17 1.9 

n _ 126982 AA211419 gfczn55g05.s1 Stratagene muscle 937209 H 1.9 

80 125613 AA765957 Hs.21077 WAA0532 protein 1-9 

129601 AB032964 Hs. 11 5726 WAA1 138 protein 1.9 

126007 H51097 Hs.143261 ESTs 15 

123627 AA909619 Hs.112668 ESTs 1.9 
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111587 AJ125867 Hs.20734 ESTs 1-9 

135231 BE613615 Hs.74280 hypothetical protein RJ22237 1.9 

128897 AW979134 Hs.1 0700 hypothetical protein 1.9 

109891 H04757 Hs.323176 ESTs 1.9 

5 127704 AA679609 gb:ag72cQZs1 Gessrer Wilms tumor Homo s 1.9 

129340 H75334 Hs.1 1050 F-box only protein 9 1.9 

126502 T10077 Hs.13453 hypothetic^ protein FU14753 1.9 

129619 AA209534 Hs.284243 tetraspan NET-6 protein 1.9 

in 127136 R36277 Hs.7773 Homo sapiens ubtquitin conjugating enzyrn 1.9 

10 110636 H72B68 Hs.19110 ESTs 1.9 

128862 BE250742 Hs.105673 eukaryotic translation initiation factor 1.9 

104689 AA420450 Hs.292911 ESTs, Highly similar to S60712 band-6-pr 1.9 

130829 BE262530 Hs.2006 glutathione ^transferase M3 (brain) 1.9 

t _ 125768 AI557486 Hs.1 19122 riboscmal protein L13a 1.9 

15 123613 AA609158 Hs.291166 EST 1.9 

127506 T61039 Hs.252574 ribosomal protehi UOa * 1.9 

123546 AA608817 Hs.112597 EST 1.9 

126516 R95872 Hs.1 17572 chernokine binding protein 2 1.9 

103973 AA305729 Hs.1 8272 amino acid transporter system A1 1.9 

20 127426 AA854756 Hs.124076 ESTs 1.9 

112339 R56570 Hs.50547 ESTs 1.9 

129101 NM_013403 Hs.108665 zinedin 1.9 

109442 AW296134 Hs.85999 ESTs, WeaWy similar to S65657 alpha- 1 C- 1.9 

118103 AA401733 Hs.184134 ESTs 1.9 

25 125752 AW136622 Hs.206673 ESTs 1.9 

102926 W28363 Hs.239752 nuclear receptor subfamily 2, group F, m 1.9 

133975 C18356 Hs.295944 tissue factor pathway inhibitor 2 1.9 

134470 X54942 Hs.83758 COC28 protein kinase 2 1.9 

„_ 127329 AW160551 Hs.124021 soggy-1gene 1.8 

30 126659 T16245 gb:NlB1005R Normalized infant brain, Ben 1.8 

127297 AW629485 Hs.140720 GSK-3 binding protein FRAT2 1.8 

127640 AI557486 Hs.1 191 22 ribosomal protein L1 3a 1.8 

103409 NM 004454 Hs.43697 ets variant gene 5 (ets-reiated molecule 1.8 

127964 F06298 gb:HSC13F081 norrnafized infant brain cDN 1.8 

35 122365 AA813546 Hs.99034 GTP-binding protein Rho7 1.8 

128193 AJ224442 Hs.155020 putative methyttransferase 1.8 

115173 BE612940 Hs.88252 ESTs 18 

125532 AI734146 Hs.271800 ESTs, WeaWy similar to alternatively sp 1.8 

. _ 126541 AJ271671 Hs.7854 zinc/iron regulated transported 1.8 

40 127309 AI669765 Hs.133184 ESTs 1.8 

129062 AA452970 Hs.155218 E1B-55kDa^ssoci3led protein 5 1.8 

126770 AJ292320 Hs.81361 heterogeneous nuclear ribonudeoprotein 1.8 

127775 AA128808 Hs.1 79902 transporter-Cke protein 1.8 

Ae 126994 AA455265 Hs.86686 ESTs^'^o^eh; ssmilar to 154374 gene 1.8 

45 130734 AW137091 Hs.18624 WAA1052 protein 1.8 

114461 AA531187 Hs.126705 ESTs 1.8 

100842 U05597 gb:Human anion exchanger 3 cardiac bofo 1.8 

127389 T65126 Hs.12743 carnitine CMx^anoyttransferase 1.8 

125394 BE178502 Hs.173772 ESTs, WeaWy similar to 178885 serine/th 1.8 

50 107736 AA016239 Hs.60715 ESTs 1.8 

125669 R51308 Hs.333256 ESTs, WeaWy similar to AIU8_HUMAN ALU 1.8 

100370 D79989 Hs.184884 WAA0167 gene product 1.8 

113479 AI023133 Hs.10739 ESTs 1.8 

105165 BE280787 Hs.1 6079 hypothetical protein FU10233 1.8 

55 120602 AA808018 Hs.109302 ESTs 1.8 

112399 R60920 Hs.296770 WAA1719 protein 1.8 

123474 AA599209 gb:ag34b11.s1 Jia bone marrow stroma Horn 1.8 

134212 AA654353 Hs.17719 EBFWDZinteractorof 64kD 1.8 

r . 104204 AK001691 Hs.57655 hypothetical protein FU 10829 1.8 

60 127464 AW971875 Hs.292071 ESTs 1.8 

116715 All 17440 Hs.170263 tumor protein poinding protein, 1 1.8 

115041 AA252457 Hs.86543 ESTs, Moderately similar to T00256 hypot 1.B 

132380 AW373665 Hs.46853 ESTs 1.8 

_ 120087 AF186780 Hs.79219 RalGDS-fike gene; K1AA0959 protein 1.8 

65 116356 A1371223 Hs.288671 Homo sapiens cDNA FU11997 6s, done HE 1.8 

125499 H10543 gfcyniQ4c08.il Soares infant brain 1N1B H 1-8 

128846 AA730767 Hs.285753 SCG1QMiWH>nJtein 1.8 

123869 AA620924 Hs.112923 EST 1.8 

108889 AA135722 Hs.61481 ESTs 1.8 

70 126528 Z24895 gb:HSB67F122 STRATAGENE Human skeletal m 1.8 

127629 AA293279 Hs.29173 hypothetical protein FU2051 5 1.8 

130004 AA703684 Hs.245474 ESTs. Moderately similar to ALU5_HUMAN A 1.8 

130847 AI672483 Hs.2O220 Rpase protein 1.8 

__. 111620 R14853 Hs.30747B EST, WeaWy similar to 139058 hypotheO 1.8 

75 131971 BE567100 Hs.154938 hypothetical protein MDS025 1.8 

121360 AA405635 Hs.96854 ESTs. Weakly simitar to OYLX^HUMAN CYTOP 1.8 

127705 AJ003322 gbAI003322 Selected (^omosome 21 cDNA 1.8 

124687 AA833902 Hs.270745 ESTs 1.8 

or . 126698 AI221147 Hs.145088 ESTs, WeaWy simflar to T15936 hypothec 1.8 

oO 126730 AA442429 gbzv70g02.r1 Soares_total_fetus_Nb2HF8_ 1.8 

127916 AI239950 Hs.294111 ESTs, Moderately similar to B34087 hypo 1.8 

128408 AI183407 Hs.143704 EST 1.8 

128440 AW090340 Hs.14337 Homo sapiens cDNA FU14407 fis, clone HE 1.8 
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AA810112 9baf19g05^1 Soares„tolalJetus_Nb2HF8 

109152 AW380723 Hs.73451 ESTs, Weakly sinter b S55024 nebuSn, 

107242 AB020672 Hs.175411 K1M0865 protein 

132804 AI805943 Hs.326067 hypothetical rjrotein MGC51 78 

125387 AJ243669 Hs.8127 WAA0144 gene product 

121578 AA398791 Hs.1781B5 ESTs 

l^ 4 196641 "s- 6127 Homo sapiens cDNA:RJ23020fe,ck)neL 

126295 AI281459 Hs.270114 ESTs 

133335 BE251012 Hs.263812 nuclear distribution gene C (A.nidu!ans) 

129879 AK001696 Hs.13109 Ran binding protein 11 

125175 W52355 Hs.303030 EST 

126919 AA577730 Hs.18B684 ESTs, Weakly similar to PC4259 ferritin 

127773 AA725863 Hs.120508 ESTs 

126495 AB029021 Hs. 137732 KIM1098 proteb 

126948 AW968535 Hs. 14328 hypothetical protein FU20071 

126671 C03105 Hs.285847 CGM9 protein 

115428 AA284112 Hs.94680 ESTs, Weakly similar to I78885 serine/1 

128232 AI830319 HsJ*34641 hypothetical protein DKFZp434l1916 

1260B2 H81188 Hs^69571 ESTs 

120467 AW292562 Hs.1B7628 ESTs 

124041 AW590171 Hs.101413 ESTs 

105012 AF098158 Hs.9329 chromosome 20 open reading frame 1 

123951 AB012922 Hs.173043 meJastasls-assoctated 1-ltke 1 

126449 AF223944 Hs.325443 breast cell glutaminase 

124554 N65961 gfcza27d03.sl Soares fetal Bver spleen 

133651 A1301740 Hs.173381 dihydropynrnidinase^ike 2 

126780 R12421 Hs.5811 chromosome 21 open reading frame 59 

125661 AA491830 Hs.25689 ESTs 

125888 H18298 gb:yn48b09.r1 Soares adult brain N2b5HB5 

127245 AA323958 gb:EST26810 CerebeBum II Homo sapiens c 

111223 AA852773 Hs.334838 K1AA1 866 protein 

115611 R44789 Hs.33191 Homo sapiens, Similar to transmembrane r 

124846 R59977 Hs.158196 transcriptional adaptor 3 (ADA3, yeast 

100397 D84424 Hs.57697 hyahironan synthase 1 

127180 T27097 Hs.22790 ESTs 

102598 BE250742 Hs.106673 eukaryotic translation initiation factor 

134076 AF086215 gfcHomo sapiens fuD length insert cDNA 

115659 W99382 Hs.283709 Bpoporysaccharide specific response-7 p 

125555 R19382 Hs.1 17869 ESTs 

128382 AI138886 Hs.143243 ESTs 

127710 M682B67 Hs.191901 ESTs 

125445 AI452722 Hs.7709 WW domain binding protein 1 

129951 AL1 10282 Hs.268024 Homo sapiens, done IMAG&3873720, mRNA 

119898 R93325 Hs.58690 ESTs 

129703 BE388665 Hs.179999 Homo sapiens, dona IMAG&3457003, mRNA 

133531 BE276738 Hs.74578 DEAD/H (Asp-Qu-Ala-Asp/His) box polypep 

119726 AF086289 Hs.234766 skin-specific protein 

125198 W69474 Hs.323140 ESTs 

121414 AW291477 Hs.188763 tesfis expressed sequence 13A 

112542 AI458867 Hs.24276 ESTs 

101368 M13058 Hs.73952 proflne-fteh protein Haelll subfamily 2 

125820 AA730136 Hs.75561 teratocarcirroma-derived growth factor 1 

129091 AA056483 Hs.301463 Human Chromosome 16 BAC done OTS37SK-A 

132609 U20165 Hs.53250 bone morphogeneCc protein receptor, typ 

119447 W31714 Hs.122656 ESTs, Highly similar to formin 2-Cke pr 

113675 T81034 Hs.14841 ESTs 

113701 T97301 Hs.18026 ESTs 

116180 AA463902 Hs.13522 ESTs, WeaWysimflar to 138022 trypothet 

127133 AA28074O Hjl292072 ESTs, Moderately simitar to A46010 X-fin 

113316 T70318 Hs.268581 ESTs 

123316 AI290561 Hs.155361 ESTs 

122638 AL137476 Hs.123809 Homo sapiens mRNA; cDNA DKFZp434l0623 {f 

105053 AI884911 Hs.32989 receptor (calcitonin) activity modifying 

103305 X82279 gb:Ksapiens Fas, Apo-1 gene (promoter a 

110384 H45282 Hs^68798 ESTs 

115626 AW630870 Hs.86674 ESTs, Weakly similar to hypothetical pro 

126905 AW504027 Hs. 15301 Homo sapiens cDNA RJ12596 Ms, done NT 

130820 AL353934 Hs^88798 hypotheUcal protein FU2101 2 

112394 AK000373 Hs.8358 hypothetical protein FU20366 

129589 AW504292 Hs.1 1517 ESTs 

126446 NMJJ15670 Hs.118926 senMn/SUMO-speciftc protease 3 

126547 U47732 Hs.84072 transmembrane 4 superfamily member 3 

120287 AF219946 Hs.1 02237 tubby super-family protein 

129991 R28386 Hs.179925 ESTs, Weakly similar to ALU8 HUMAN ALU 

123912 AA621283 Hs.332855 EST 

102071 AL120051 Hs.14470O ephrin-BI 

121046 AB033083 Hs.97377 WM1 257 protein 

128403 A1908006 Hs.295362 Homo sapiens cDNA FU14459 fe, done HE 

104268 AL043864 Hs.70604 ATPase, Class II type 9A 

111598 R11505 Hs.268912 ESTs ' 

128109 AW269421 Hs.128093 ESTs 

125435 R08480 Hs^72138 ESTs. Weakly similar to ALU 1 HUMAN ALUS 

133104 AI091195 Hs.65029 growth arrest-spedfic 1 
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126826 AA099764 gbzn61f12j1 Stratagene muscle 937209 H 1.7 

106483 NM.006548 Hs.30299 1GF-11 mRNA-binding protein 2 1.7 

129765 M66933 Ks.1238 amelogenin (Y chromosome) 1.7 

115904 AI167560 Hs.61297 ESTs 1.7 

5 125514 AB040912 Hs.191098 hypolheScai protein FU 11 598 1.7 

125797 H03117 Hs.1 11497 similar to mouse netfona) protein 15.6 1.7 

133179 U81599 Hs.66731 homeoboxB13 1.7 

115167 AA749209 Hs.43728 hypothetical protein 1.7 

iA 118036 AI471862 Hs.196008 Homo sapiens cDNARJ 11 723 (is, clone HE 1.7 

10 124540 N63232 gb:yz39a12.s1 Morton Fetal Cochlea Homo 1.7 

126183 BE018708 Hs.81972 SHC(Sfcrrtsn^2(JornairHX)ntaining)t 1.7 

127897 AA773681 gb:af77b12.r1 SoaresJlhHMPiLSI Homo sapi 1.7 

126680 F07097 Hs.1 33865 transmembrane 6 superfamily member 1 1.7 

126972 NM.016255 Hs.95260 Autosomal Wghly Conserved Protein 1.7 

15 130605 BE514352 Hs.3O6024 FK506-bmding protein 3 (25kO) 1.7 

127541 AA573449 Hs.171515 ESTs 1.7 

127392 AI816736 Hs.14696 DHHC1 protein 1.7 

106879 AI190785 Hs.33020 Homo sapiens, done 1MAGE:3939163, mRNA, 1.7 

128303 AI096444 Hs.7187 hypothetical protein FU 10707 1.7 

20 126469 BE384361 Hs.182885 ESTs, Weakly similar to JC5024 UDP-gatac 1.7 

125756 BE174587 Hs.289721 growth arrest specific transcript 5 1.7 

132332 AW978906 Hs.45005 hypothetical protein FU 12960 1.6 

127142 AW452942 Hs.130393 ESTs 1.6 

128416 F13165 Hs.12549 ESTs, Weakfy simflar to 210926CA B cell 1.6 

25 103790 AL122044 Hs.331633 hypothetical protein DKFZp566N034 1.6 

134578 AL110193 Hs.224137 hypofoefca) protein 1.6 

110023 AW294701 Hs.31040 ESTs 1.6 

125511 AJ271379 Hs.76194 ribosoma) protein S5 1.6 

„ 111483 R06569 Hs.269534 ESTs 1.6 

30 127363 AF064104 Hs.22116 COC14 (ceU division cycle 14, S. cerevi 1.6 

126231 AA991766 Hs.300793 ESTs 1.6 

106161 AI803651 Hs.191608 ESTs 1.6 

114767 AI859865 Hs.1 54443 rninichjomosorne mainlenance deficient {S 1.6 

_ r 119929 W86464 Hs.304825 ESTs 1.6 

35 132542 AL137751 Hs.263671 Homo sapiens mRNA; cONA DKFZp434l0812 (f 1.6 

127155 AA284993 gb2i23e10.r1 Soares ovary tumor NbHOTH 16 

125956 AK000214 Hs.129014 hypotherjcal protein FU20207 1.6 

126854 AJ275988 Hs/71414 transcription factor (SMIF gene) 1.6 

Ar . 131330 D13969 Hs.184569 zinc finger protein 144 (MeH 8) 1.6 

40 129445 W52452 Hs.29797 ribosomal protein L10 1.6 

113427 T85105 Hs.15471 ESTs 1.6 

106124 H933S6 HsJ567 Homo sapiens cONA FU21962 Us, clone H 1.6 

128135 AA954381 Hs.269721 ESTs, Moderately similar to ALULHUMAN 1.6 

111460 - RDZ72B Hs.117331 ESTs 1.6 
45 125636 H12382 Hs.25119 ESTs, Weakly similar to YEXO_YEAST HYPOT 1.6 

134118 BE336680 Hs.182877 WAA01 16 protein 1.6 
111570 AFO59203 Hs.20580 sterol (Vacyltransferase 2 1.6 
113511 T89578 Hs.189740 ESTs 1.6 

113296 AW449560 Hs.89576 inner mitochondrial membrane peptidase 2 1.6 
50 109875 H03260 Hs.30385 ESTs 1.6 

105930 AF016371 Hs.9880 pepSdyl prolyl isomerase H (cyctophiBn 1.6 
105564 BE616694 Hs,288042 hypothetical protein RJ 14299 1.6 
128063 A1377750 Hs.167177 ESTs 1.6 
109779 AB029396 Hs.3353 rjeta-1,3-grucuronyltransferase 1 (glucur 1.6 
55 125334 T86569 Hs.1B2118 ESTs 1.6 

127206 AW816490 Hs.337508 ESTs 16 
108845 AW3829Q1 Hs.68864 ESTs,Weakrysirn3artopriospra8(rylseri 1.6 
132520 AA257992 Hs.50651 Janus kinase 1 (a protein tyrosine Idnas 16 
114062 AI560984 Hs.27283 ESTs 1.6 
60 122550 AA451859 Hs.99253 ESTs 1.6 
113413 R08872 Hs.166512 ESTs 16 

127019 AI929355 Hs.286128 hypothetical protein FU23329 1.6 
106251 R12607 Hs.35101 proCne-rich ©a (Ocartoxygliitamic add 16 

re 112670 AL138012 Hs.1 83840 ESTs, Moderately similar to ALU7_HUMAN A 16 
65 114913 A1435199 Hs.58940 ESTs, Weakly similar to I38022 hypotheti 16 
126604 Al 023299 Hs.269806 ESTs 16 
125324 R07785 gb:yf15c06j1 Scares fetal liver spleen 16 

121438 AW445024 Hs.139389 ESTs 16 
127289 A1041014 Hs.220752 ESTs, Weakly simflar to unnamed protein 16 
70 126935 A1198535 Hs.89463 potassium large conductance caWum-acti 16 
132430 AW973652 Hs.283105 ESTs 16 
133541 H75334 Hs.1 1050 F-box only protein 9 16 

102612 U65402 Hs,248124 G protein-coupled receptor 31 16 

120228 AI192528 Hs.164537 ESTs 16 
/5 122652 AA454641 gb:zx99d05.s1 Soares_NhHMPu_S1 Homo sapi 16 

103456 AA496425 Hs.9629 papffiary renal <^ carcinoma (transtoc 16 
105355 AL031447 Hs.26938 Homo sapiens, clone 1MAGE:4053044, mRNA, 16 
108043 AA042873 Hs.160412 ESTs 16 
128695 NN1.003478 Hs.101299 aiflinS 16 
OO 127984 AA846377 Hs.193706 ESTs, Weakly simflar to ALU8_HUMAN ALU S 1.6 
124405 AA228137 Hs.25005 hypdhe&cal protein MGC3329 16 
103934 BE278111 Hs.134200 DKFZP564C186 protein 1.6 
124195 H83034 gb^q48e07j1 Soares fetal Bver spleen 1.6 
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110938 N48982 Hs.38034 Homo sapiens cDNA FU12924 fc, done NT 1.6 

102587 NMJJ07019 Hs.93002 ubiquitin earner protein E2-C 1.6 

121226 AA364109 Hs.177990 ESTs 1.6 

c 120415 AA235810 gb:zs41a03.s1 Soares_NhHMPu_S1 Homosapi 1.6 

5 123864 AA620882 gb^f95gOU1 Soares_tesfe_NHT Homo sap 1.6 

125045 All 14630 Hs.208334 Homo sapiens cDNA FU21874 6s, clone H 1.6 

133425 AA444390 Hs.155482 hydroxyacyl glutathione hydrolase 1.6 

126578 AF151861 Hs.107528 androgen induced protein 1.6 

in 102406 U43177 (NONE) 1.6 

10 114126 BE566962 Hs.7063 Homo sapiens cDNA: FU20913 fis, clone A 1.6 

125233 W85713 Hs.110092 ESTs 1.6 

109635 F04295 Hs.169161 ESTs, Highly similar to MAON_HUMAN NADP- 1.6 

125675 BE294972 Hs.55406 Homo sapiens cDNA FU13549 fc. clone PL 1.6 

. _ 129707 AW572317 Hs.12082 Homo sapiens mRNA; cONA DKFZp56SL203 (fir 1.6 

15 127569 AI765107 Hs.274422 hypothetical protein FU20550 1.6 

113302 T66919 Ks.268575 ESTs 1.6 

119705 AI984203 Hs57874 ESTs 1.6 

127226 AL036559 Hs.3463 ribosomal protein S23 1.6 

_ _ 123489 AA599708 gb:ag11a10.s1 GesslerVVilms tumor Homos 1.6 

20 107468 AA740979 Hs.91389 ESTs 1.6 

115916 A1052731 Hs.91910 ESTs 1.6 

127815 AA743490 Hs.255015 ESTs 1.6 

100364 NM_004341 Hs. 154858 carbamoyl- phosphate synthetase 2, aspart 1.6 

„ 125568 AW615396 Hs.105613 ESTs 1.6 

25 105260 N81201 Hs.31755 ESTs 1.6 

125659 T57693 Hs.87929 Homo sapiens cDNA FU 13707 fe, done PL 1.6 

111275 N70970 Hs35006 ESTs 1.6 

106542 AA339541 Hs.24956 hypothetical protein FU22056 1.6 

„ 133423 T84084 Hs.196008 Homo sapiens cDNA FU 11 723 fis, clone HE 1.6 

30 124770 AA984414 Hs.120429 ESTs 1.6 

117936 AI382904 Hs.47213 ESTs 1.6 

134385 M14660 Hs.169274 ESTs, Highly similar to 1FT2_HUMAN INTER 1.6 

108367 AW410478 Hs.104019 transforming, acidic coi!eck»a contain 1.6 

_ _ 131143 NM_000312 Hs.2351 protein C (iriactivator of coagulation fa 1.6 

35 105441 N28522 Hs.8935 quinolinate phosphoribosyltransferase (n 1.6 

128215 AA973310 gb:op91e06.s1 Soares.NFU.T.GBC^SI Homo s 1.6 

127344 AJ 003929 Hs.60624 hypothefcal protein MGC2560 1.6 

126478 BE541249 Hs.109697 ESTs 1.6 

122053 AI637498 Hs.98745 ESTs 1.5 

40 111760 BE551929 Hs368754 Homo sapiens cDNAFUl 1949 lis, done HE 1.5 

112401 R61279 Hs.237536 ESTs, Weakly similar to AF1 51067 1 HSPC2 1.5 

103023 AW50547O Hs.117950 rnulOfimdional polypeptide similar lo S 1.5 

125575 H14983 gbiym19h09.il Soares infant brain 1NIB H 1.5 

AC 128765 AF073310 Hs.143548 insufin receptor substrate 2 1.5 

45 108935 AA147848 Hs.67991 hypothefical protein DKFZp434G0522 1.5 

121221 AI140708 Hs.97461 ESTs 1.5 

120091 AW024672 Hs.59558 EST 1.5 

107375 BE011845 Hs.251064 hrgh-mobiQy group (nonhistone chromoso 1.5 

" . 125803 AW876115 Hs.29852 ESTs 1.5 

50 115132 AA811762 Hs.71433 ESTs 15 

113346 AF143876 Hs.14318 Homo sapiens clone IMAGE:113399 mRNA seq 1.5 

107357 U63973 Hs.10350/1 rhodopsin kinase 1.5 

125443 BE251057 Hs.177592 ribosomal protein, large, PI 1.5 
_ _ 133803 M24461 Hs.76305 surfactant, putmonary-associated protein 1.5 
55 113378 TB0738 Hs.14757 ESTs 1.5 

105540 BE391690 Hs.9265 hypothetical protein FU2091 7 1.5 

127446 F13008 gb:HSC3HE011 normalized infant brain cDN 1.5 

134075 NIO12201 Hs.78979 Golgl apparatus protein 1 1.5 

127585 AA604144 Hs.190632 ESTs 1.5 

60 125824 Z45258 Hs.286013 short cc^ed^l protein 1.5 

127606 AA621135 Hs.136552 ESTs 1.5 

125585 AW298113 Hs.92909 SON ONA binding protein 1.5 

107757 BE621721 Hs.280792 rrypotheDca) protein FU 12387 similar to 1.5 

re 109978 H09356 Hs.22528 ESTs 1.5 

65 132297 BE272446 Hs.265317 hypothetical protein MGC2562 1.5 

115784 AW402151 Hs.54673 tumor necrosis factor (ligand) superfami 15 

127880 W39735 Hs.73818 ubiquinckjytocluome c reductase Nnge p 1.5 

102305 AL043202 Hs.90073 chromosome segregation 1 (yeast Itomdog) 1.5 

102868 X02419 Hs.77274 rjlasminogen activator, urokinase 1.5 

70 133457 J04948 Hs.333509 aikafine phosphatase, placenfaMike 2 1.5 

130339 AA435746 gbzt79e03.s1 SoaresJestis_NHT Homo sap 1.5 

125444 N28476 Hs.159161 RrK)GDPoJssocfa^irirubitor(GO0arp 1.5 
123470 AW303285 Hs.303632 Human ONA seo^ience from done RP1 1-11 0H4 15 
100025 1.5 

75 127063 AI276526 Hs.331564 HanosapierismRrM;cOr4ADKFZp434H1215(f 1.5 

127945 AA815031 Hs.123598 ESTs 1.5 

111557 R09510 Hs.20373 EST 1.5 

116009 AW137635 Hs.44238 ESTs, Weakly similar to S65657 arpha-1 C- 1.5 

nr . 119858 W01370 Hs.46824 ESTs 1.5 

80 106509 AKM2309 Hs.64552 rrypothetrcat protein MGC15563 1.5 

124124 AW294404 Hs.144515 Homo sapiens cDNAFU 11 672 fis, done HE 1.5 

126713 AW249181 Hs.19954 ESTs, Wealdy simflar to T1 9873 hypothefi 1.5 

126475 AW959075 Hs.238797 ESTs, Moderately similar to 136022 hypot 15 
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126851 R40611 Hs.137565 ESTs 1.5 

104820 AW162768 Hs.22620 ESTs 1.5 

127235 AI817309 Hs.225583 ESTs, Weakly similar to 2004399A chromos 1.5 

126552 AF168711 Hs.159397 x 010 protein 1.5 

5 127523 AA617637 gb:np34h1Zs1 NO CGAPJjuI Homo sapiens 1.5 

131692 BE559581 Hs.30736 K1AA0124 prolan 1.5 

112974 AL353965 Hs.101174 mwotobule-asscciated protein lau 1.5 

118921 N91914 Hs.54751 ESTs 1.5 

100676 X02761 Hs.287820 fibronecfinl 1.5 

10 127721 T59578 Hs.1B8440 ESTs, Weakly similar to AIUF_HUMAN !!» 1.5 

115254 AA279024 Hs.269316 ESTs, Weakry similar to S65657 a!pha-1C 1.5 

128173 AM57242 Hs.127024 ESTs 1.5 

126846 AA663527 Hs.116910 ESTs 1.5 

125294 R40025 Hs.106551 ESTs 1-5 

15 127494 AW978730 Hs.291956 ESTs. Weakry similar to ALU8_HUMAN ALU S 1.5 

134191 W26632 Hs.7979 WAA0736 gene product 1.5 

107394 AAB64798 Hs.186180 Homo sapiens cDNA: FU23038 fis, done L 1.5 

131562 NM_003512 Hs.28777 H2A histone family, member L 1.5 

127310 AW450671 Hs.189284 ESTs 1.5 

20 122359 AA523486 gfcni67i11.s1 NCI_CGAP__Pr1 2 Homo sapiens 1.5 

100524 M80902 Hs.183704 uKquitinC 1.5 

128422 T77794 gb:yd20d09j1 Scares fetal fiver spleen 1.5 

129902 AA076278 Hs.13277 hypothetical protein FU22054 1.5 

1267B4 TB1887 Hs.108854 HSPC1 63 protein 1.5 

25 123343 AI761902 Hs.99597 ESTs 1.5 

105458 AW954377 Hs.26412 ring finger protein 26 1.5 

112266 AI652534 Hs.25934 ESTs, Weakry similar to HSHU1 1 histone H 1.5 

127622 AA628222 Hs.97B83 ESTs 1.5 

o/ . 113659 RD8545 Hs.1897B1 ESTs, Weakly sindar to ALU 1 .HUMAN ALUS 1.5 

30 116892 A1573283 Hs.38458 ESTs 1.5 

126995 NM 014351 Hs.189810 sutfortranferase famfly 4A, member 1 1.5 

111657 R07364 Hs.268667 ESTs, Weakly sim2ar to ALU1 .HUMAN ALU 1.5 

100243 AB 0281 25 Hs.77854 ■ regucatcin (senescence marker protem-30 1.5 

116153 AF107203 Hs.57937 alaxin 2-binding protein 1 1.5 

35 108892 AK000002 Hs.55879 Homo sapiens mRNA; cONA DKFZp434L0827 (f 1.5 

113294 AI037922 Hs. 11000 teptin receptor overlapping transcript-1 1.5 

126691 W03046 Hs.283664 aspartate beta-hydmxylase 1.5 

106979 AW015227 Hs.289053 hypothetical protein FU 14733 1.5 

125546 H09950 gb:ym01d12.r1 Soares infant brain 1 NIB H 1.5 

40 113990 AI497945 Hs.83097 hypotheticat protein FU22955 1.5 

129295 U63127 Hs.110121 SECThomotog 1.5 

125431 AW851639 Hs.75584 rx^vmvositis/scienxJerma autoantlgen 2 ( 1.5 

112558 AK001621 Hs.15921 hypothetical protein FU 10759 1.5 

122046 A156Q456 Hs.107319 ESTs 1.5 

45 122472 AA448509 Hs.128652 ESTs 1.5 

130753 AA205223 Hs.189 phosphodiesterase 4C, cAMP-speciftc (dun 1.5 

131714 AA642831 Hs.31016 putative DNA binding protein 1.5 

101233 AL135173 Hs.878 sorbitol dehydrogenase 1.5 

109501 AF047437 Hs.90436 sperm associated antigen 7 1.5 

50 126984 AA213820 Hs.256533 ESTs, Weakry similar to S1 1998 finger pr 1.5 

125765 BE243877 Hs,76941 ATPase, Na^+transport3ng,beta3pory 1.5 

127693 AA676727 ataj68b11.s1 S<>ares_fetatJver-SpleerL 1.5 

128453 X02761 Hs.287820 fibronecfinl 1.5 

__ 119418 T97590 Hs.221711 ESTs, Weakly similar to ALU 1_HUMAN ALU 1.5 

55 132659 W38586 Hs.293981 guanine nucteofide birafing protein (G pr 1.5 

116708 F10528 Hs.70001 ESTs, Moderately similar to JC6169 nucl 1.5 

122420 AA446971 gb2w85f 1 1 js 1 Soares JotalJetus_Nb2HF8_ 1.5 

100238 L24959 Hs.348 cakaurrvcalmaiufirHjepenoent protein kin 1.5 

rrk 109710 D20044 Hs.12929 hypothetical protein FU20721 1.5 

60 105704 AI282341 Hs.75431 fibrinogen, gamma polypeptide 1.5 

112712 R91060 Hs.330761 ESTs 1.5 

100098 AF003743 gb^omo sapiens delayed rectifier potass 1.5 

114122 R46128 Hs.12751 ESTs 1.5 

132397 AA021160 Hs.4750 hypothetical protein DKFZp564K0822 1.5 

65 107881 AJ568350 Hs.61273 hypothetical protein MGC2650 1.5 

106302 AA398859 Hs.18397 hypothetical protein FU23221 1.5 

125898 AK001823 Hs.92287 Homo sapiens mRNA; cDNA DKFZp564C2478 (f 1.5 

104957 AJ359009 Hs. 10026 mitochondrial ribcsomal protein L17 1.5 

102909 NM-005269 Hs.2693 gtoma-assoriaied oncogene homolog (zinc 1.5 

70 125559 BE297488 Hs.279377 ceDtfrvision protein FtsJ 1.5 

109834 H17063 Hs.183646 ESTs 1.5 

116607 W05238 Hs.94316 ESTs, Weakry similar to T31 61 3 hypotheti 1.5 

127175 R11937 gbcy64bQ8x1 Soares infant brain 1 NIB H 1.5 

110617 W93231 Hs.285901 Homo sapiens, done IMAGE:394B563, mRNA, 1.5 

75 125988 W27648 gb^7e10HunianrefiracOr^ randomly prim 1.5 

115093 AG41932 Hs.3542 hypotheticat protein FU 11 273 1.5 

121207 AA705799 Hs.183714 ESTs 1.5 

112652 BE269699 Hs.235782 solute carrier famBy 21 (organic anion 1.5 

n _ 125213 AB014554 Hs.109299 protein tyrosine phosphatase, receptor t 1.5 

80 125912 AW867467 Hs.278712 euxaryoOc translafion initiation factor 1.5 

133046 R96881 Hs.63609 Hpall tiny fragments locus 9C 1.5 

122791 AL122055 Ms. 129836 WAA1 028 protein , 1.5 
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Table 26B 

Pkey: Unique Eos probeset identifier number 

CAT number. Gene duster number 

Accession: Genbank accession numbers 

Pkey CAT number Accession " 

108451 13766.27 AA079195 AA084955 AA1 26308 AA084956 

124195 26C6_3 H83034 H52379 

123619 371681J AA602964 AA609200 

125165 1852047 1 W45350 W45406 

125324 1692163 1 R07785TB5948T86972 

126053 1601238 1 H64450H64464 

126086 1605216 1 H75681 H70975 

126098 1629789 1 M79086 N88221 

125464 168460 1 N71807 AA2033S9 

125499 1562851 1 H10543R11878 

126127 1205826 1 N95428 W24O40AW751366 H81987 

125546 356478 1 H09950R18413AA570553AW973425 

125549 1702179J R20215R1B767 

125558 1703083.1 R59305R19748 

125575 1566885 1 H14983 R21S54 

125743 5025 5 H17151H11956 

125761 1744008.1 R68351 R68364 

126426 110687 1 AA125984 AA127189AA065075 AA070377 AA100017 

AA079891 AA1 13255 AA0751 68 AA082764 AA083380 N84829 AA084752 AA07651 2 AA0851 19 AA085208 AA085045 

127155 200358 1 AA284993 AA478122AA477923 

127175 1695805 J R11937Z45532 



126528 1276201J Z24895AW891338 R01294 

125957 1583542J H41694H45213 

125976 295453.1 AA436760 AW237453 8E327496 N47347 N56S67 

125982 1766315.1 R98091W92898 

125988 1365728.1 W27648 R99193 BE090398 

127245 226662.1 AA323958 AA370268 

127248 227560 1 AA3S41 95 AA325029 AW962050 

127262 231725.1 AA828125 AA834883AA330555 



126659 1541209.1 T 1 6245 R1 9694 F1 3545 H 1 0299 T66048 T65279 H 1 8006 

126693 87363.1 C05723 AA018342 

127315 37938 1 AF1 1 6622 AI1 14507 AA640834 AA377999 

126730 297653 1 AA442429 T19477 

103898 187213.-3 AA248884 

127446 1600U F13008T75435 

126826 127356.1 AA099764AA1 12950 

126872 142696 1 AW450979 AA136653AA1 36656 AW41 9381 AA984358AA492073, BE168945AA8rj9054AW238038BE011212BE011359BE011367 

BE011368 BE011362 BE011215 BE011365 BE011363 

128132 1771 08 J AA225532 AI820970 AI820952 AA226472 AJ732140 AI732059 AA226307 

AA225500 

127523 351071J AA617637 AA554963 

126982 171753.1 AA211419 AA211566 

128215 530345 -1 AA973310 

127704 405690.1 AAB79609 AA694592 

127705 966283 2 AJ003322 AJ003324 
128422 1811283 1 T77794T85681 
127897 446527.1 AA773681 AA773857 
120734 208882.1 AA299948 AA299949 
100098 25117_-13 AF003743 
114620 32062.8 AA642974 AA084223 



122652 26401.-30 AA454641 

100842 Ggr_KT4398 U05597 

123783 genbarMA610112 
125032 genbankJ74884 
123808 genbanKjAA620552 
123864 genbank u AA62C882 
118049 genbanU<53145 
102406 entrezJJ43177 
116962 genbanlLH79677 

134076 40321 1 AF03621 5 W02702 AA284288 W25655 

125888 266863.1 H18298 H46830 

127271 321389.1 H96820H79463 
113119 genbank_T47910 T47910 

104799 genban»LAA029703 AA0297O3 

127693 790317 1 AA676727 AA704704 
12041 5 genbankjAA23581 0 AA235810 

127964 135151J F06298R18057 

122359 681003.1 AA523486 AW026780 AJ821650 AA443898 

122420 genbankJ*A446971 

124276 genbank.H83465 

101447 enlrez_M21305 

124540 genbank_N63232 

124554 genban!U«5961 

117357 genbank.N24829 

103305 entrezJ(B2279 
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103392 


entrez_X94563 


119416 


genbanKJ97186 


105225 


genbank_AA211777 


121292 


genbanK_AA401807 


112853 


genbank_TG2*43 


121387 


genbank_AA405854 


114501 


. genbank_AA075566 


100221 


entrez_D28383 


130339 


genbank_AA435746 


100554 


tigr_HT2241 


123423 


genbaru\_AA598484 


123474 


genbank_AA599209 


123489 


genbanx_AA599708 



TABLE 27* ABOUT 895 GENES UP-REGULATED IN COMBINED LUNG FIBROSIS COMPARED TO NORMAL BODY 

Table 27A lists about B95 genes that are upregulaied in lung fibrosis (collection of tPF, HP, and NS1P] samples as compared with the normal "body map' samples. These were 
selected from about 59680 probesets on an Affymetrix/Eos Hu03 GeneChip array such that (he ratio of "average* fibrosis sample expression level to 'average' norma) adult tissues 
was greater than or equal to about 20. The "average* fibrosis sample expression level was set to the 90* percentile amongst fibrosis samples. The "average" normal adult tissue 
level was set to the 95* percentile amongst iwrwnarignant tissues. In order to remove gene-specific background levels of non-specific hybridization, the 15 6 percentile value amongst 
non-malignant tissues was subtracted from both the numerator and (he denominator before the raOo was evaluated. 

Pkey. Unique Eos probeset rdenfifter number 

ExAccn: Exemplar Accession number, Genoa nk accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene 8tte 

R1: Ratio of fibrosis to normal body tissue 



Pkey 


ExAccn 


1 Inirtono in 

unigene iu 


( Ininpnfk Til!» R1 




431164 




Hs.94367 




56.0 


424917 


AtfiOCOAQ 
MIDOOZUO 


ns.90?ui 


rvuinu sapiens curvv. ilj cowio \n>, uuuc l 


26.5 




Y7fKQ7 


He "W* 


SOTJlB Cantor IdllBiy O ^lituiUUal loll! Ilia 


25.5 


457200 


U33749 


He 1Q77RA 
ns. )s/ lot 


inyiuiu irsnscnpuon idciui i 


22.2 


414517 


NlC'YiQ 1 


ns./OJUD 


surfactant, pulmonsry-assoctaled protein 


21.1 


429272 




He 1infiR7 

ns. i iuoo/ 


CCTe 
CO IS 


19.4 




iVi 1 jouy 




matrix metalloprolelnase 1 (interstitial 


19.1 


A49nnK 


AUIfQTCIDO 
1 OO 




CO is 


18.8 


445885 




Hs 177699 


WAA1 603 protein 


18.0 


440452 


A1925136 


Hs.55150 


ESTs, Weakly amuar to CAYP.HUMAN CALCY 


MA 


422426 


W79117 


Hs.58559 


ESTs, Weakly similar to rhoiekin [Mmusc 


17.4 


444929 


A1585841 


Hs.161354 


ESTs 


16.5 


440807 


AW269421 


Hs.128093 


ESTs 


16.3 


408826 


AF216077 


Hs.48376 


Homo sapiens done HB-2 mRNA sequence 


14.2 


446967 


A1699629 


Hs.156781 


ESTs 


13.3 


417801 


AA417383 


Hs.82582 


integrtn, betake 1 (with EGF-like rep 


12.3 


437119 


AI379921 


Hs.177043 


ESTs 


12.3 


451103 


R52804 


Hs.25956 


DKFZP564D206 protein 


11.5 


443450 


N66045 


Hs.133529 


ESTs 


11.4 


411880 


AW872477 




gb:hm30mx1 NCLCGAP_Thy4 Homo sapiens 


11.3 


432519 


AI221311 


Hs.130704 


ESTs 


11.3 


414142 


AW368397 


Hs.150042 


ESTs 


11.0 


433283 


BE041135 


Hs, 175622 


ESTs 


10.1 


441082 


AW444804 


Hs.202655 


ESTs 


10.1 


452039 


A1922988 


Hs.1 72510 


ESTs 


10.0 


417204 


N81037 


Hs.1074 


surfactant, pulmonary- associated protein 


9.9 


421952 


AA300900 


Hs.98849 


ESTs, Moderately similar to AF161 51 1 1 H 


9.8 


412372 


R65998 


Hs.1 18615 


ESTs 


9.8 


426274 


D38122 


Hs.2007 


tumor necrosis factor (Bgand) superfami 


9.7 


431007 


AF039564 


Hs.24B211 


re tin ofcl as toma-binding protein 9 


. 9.4 


443709 


A1082692 


Hs.1 34662 


ESTs 


9.3 


446232 


A1281848 


Hs.1 65547 


ESTs 


9.2 


448253 


H25899 


Hs.201591 


ESTs 


9.2 


432133 


AB033088 


Hs.272567 


WAA1262 protein 


9.1 


409238 


AL049990 


Hs.51515 


Homo sapiens mRNA; cONA DKFZp564G112 (fr 


9.0 


431353 


AA828032 


Hs.189076 


ESTs 


8.8 


450050 


AI681268 


Hs.257883 


ESTs 


8.8 


458194 


AW383618 


Hs.265459 


ESTs, Moderately similar to ALUJLHUMAN A 


8.8 


414968 


C16096 


Hs.297777 


ESTs 


8.7 


425664 


AJ006276 


Hs.1 59003 


transient receptor potential channel 6 


&7 


408562 


AI436323 


Hs.31141 


Homo sapiens mRNA tor KIAA1568 protein, 


8.6 


453672 


U73531 


Hs.34526 


G protein-coupled receptor 


8.5 


429420 


AKD01679 


Hs.202289 


hvj)olhe6cal protein FU10376 


as 


421478 


A1683243 


Hs.97258 


ESTs 


8.4 


404916 








8.4 


444396 


T65213 


Hs.4257 


ESTs 


8.3 


442275 


AW449467 


Hs.54795 


ESTs 


a.3 


437479 


R61866 


Hs.101277 


ESTs 


8.2 


432203 


AA305746 


Hs.49 


macrophage scavenger receptor 1 


12 


431433 


X55018 


Hs.253495 


surfactant pulmonary-associated protein 


7.9 


406747 


AB25153 


Hs.217493 


snnexin A2 


7.8 
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445537 AJ245671 Hs.12844 EGF-like-domain, multiple 6 7.7 

450025 AK001875 Hs^4321 Homo sapians cDNA FU12028 fis, done HE 7.8 

42179S N74880 Hs.264330 N-acytsprungosine arradohydrotase (add c 7.5 

_ 421155 H87879 Hs.102267 rysyl oxidase 7.5 

5 446917 A1347B63 Hs.156872 ESTs 7.5 

422798 R92347 Hs.34574 ESTs 7.4 

426830 AA385751 Hs.160392 ESTs 7.4 

437157 BE048860 Hs.120855 ESTs 7.4 

. rt 433231 AB040926 Hs.143552 KIAA1 493 protein 7.3 

10 451561 N52812 Hs.177403 ESTs 7.1 

430656 AA482900 Hs.162080 ESTs 7.1 

448206 BE622585 Hs.3731 ESTs 7.1 

420209 AA256444 Hs.32295 Homo sapiens CDNAFU12604 fis, clone NT 7.0 

426803 AA362568 Hs.179747 ecotropfe viral Inlegralion site 5 6.9 

15 427383 NM_005411 Hs.177582 surfactant pulmonary-associated protein 6.9 

409718 086640 Hs.56045 src homology three (SH3) and cysteine ri 6.8 

443324 R44013 Hs.164225 ESTs 6.8 

431924 AK000850 HS.Z72203 Homo sapiens cDNA FU20843 fis, done AD 6.8 

427356 AW023482 Hs.97849 ESTs 6.7 

20 418735 N48769 Hs.44609 ESTs 6.7 

429945 NM 006729 Hs.226483 diaphanous (Orosophiia. homolog) 2 6.6 

407510 U96191 gb:Human trophoblast hypoxia^egulated f 6.6 

430099 AW194988 Hs^0537 Homo sapiens cDNAFU 13942 fis, done Y7 6.6 

441835 AB036432 Hs.184 advanced gtycosytafion end product-sped 6.5 

25 428508 BE252383 Hs.184668 SBBI31 protein 6.5 

438202 AW169287 Hs.22588 ESTs 6.5 

441233 AA972965 Hs.135568 ESTs 6.4 

433384 AI021992 Hs.124244 ESTs 6.3 

427043 AA397679 Hs.298460 ESTs 6.3 

30 425921 NM_007231 Ks.162211 sotutecamer rarriiy 6 (neurotransmltte 6.3 

438909 AF085839 gb:Homo sapiens full length insert cDNA 6.3 

433365 AF026944 Hs.293797 ESTs 6.3 

456964 H5S846 Hs.128355 ESTs, Moderately similar to ALU7_HUMAN A 6.2 

445186 AW614544 Hs.123641 protein tyrosine phosphatase, receptor t 6.2 

35 431337 N48107 Hs.292593 ESTs 6.1 

434819 AA650099 Hs.291541 ESTs 6.0 

458219 H22195 Hs.31874 ESTs 6.0 

434377 AW137148 Hs.136348 osteoblast spedfic factor 2 (tascicfin 5.9 

435933 AA805520 Hs.192075 ESTs 5.9 

40 436954 AA740151 Hs.130425 ESTs 5.9 

445424 AB028345 Hs.12696 coitac8nSH3doinaiivfaindin9pn^ 5.8 

449108 AI140683 Hs38328 ESTs 5.8 

410334 AW979261 Hs391993 ESTs 5.7 

447112 H17800 Hs.7154 ESTs 5.7 

45 447700 AI420183 Hs.171077 ESTs, Weakly similar to similar to serin 5.7 

449208 AW263635 Hs.48643 ESTs 5.7 

445657 AW612141 Hs.279575 ESTs 5.7 

421554 AW137676 Hs.97775 ESTs, Weakly similar to Tesfe-spectfic 5.7 

435299 AI745458 Hs. 122614 ESTs, WeaWy similar to apoptotic protea 5.6 

50 416769 AI339257 Hs.115436 ESTs 5.6 

433527 AW235613 Hs.133020 ESTs 5.6 

452771 T05477 gb:EST03366 Fetal brain, Stratogene (cat 5.6 

427585 D31152 Hs.179729 collagen, type X, dpha 1 (Schmid metaph 5.5 

411514 AW85017B Hs.18995 WAA1304 protein 5.5 

55 424084 AI940675 Hs.20914 Homo sapiens cDNA: FU 23056 fis, done L 5.5 

444527 NM.005408 Hs.11383 small inducible cytokine subfamBy A (Cy 5.4 

429710 AI337113 Hs.146025 Homo sapiens cDNA: FU23594 fis, clone L 5.4 

432113 AA935065 Hs. 152385 ESTs 5.4 

447997 H00656 Hs.29792 ESTs 5.4 

60 449328 AI962493 Hs.197647 ESTs 5.3 

416575 W02414 Hs.38383 ESTs 5.3 

432009 AL137424 ' gfa:Homo sapiens mRNA;cONADKFZp761G21 23 5.3 

434088 AF116677 HsJ249270 hypothetical protein PR01 966 5.3 

. 444342 NM_014398 Hs.10887 similar b lysosonie-assodated mernbrane 5.2 

65 414299 AA142989 Hs.71730 ESTs 5.2 

431041 AA490967 Hs.105Z76 ESTs 5.2 

448104 AI674818 Hs.178391 ribosomal protein L44 5.2 

445279 R41900 Hs^2245 ESTs 5.1 

408978 AL133617 rte.49421 Homo sapiens mRNA; cDNA DKFZp434M0728 (f 5.1 

70 415094 D59513 gb:HUM042H10B Ctontech human fetal brain 5.1 

428244 A1564123 Hs.42500 ADP-ribosytaiion factor-like 5 5.1 

452784 BE483857 Hs.151258 Homo sapiens cDNA: FU21062 fis, done C 5.1 

455431 AW938484 Hs.80738 statophorin (gpL115,teutosiaRn,CD43) 5.1 

449416 A1651016 Hs.246311 ESTs 5.1 

75 421559 NM_014459 Hs.106511 protocadherin 17 5.1 

407638 AJ404672 • Hs.288693 Homo sapiens cONA FU1 1 667 Ms, done HE 5.0 

446164 AW273539 Hs. 199329 Homo sapiens cONA: FU23577 fis, done L 5.0 

413048 M93221 rte.75182 mannose receptor, C type 1 5.0 

nry 446608 N75217 Hs.257845 ESTs 4.9 

80 419807 R77402 gkyi75f1 isl Soares placenta Nb2HP Homo 4.9 

447164 AF026941 Hs.17518 Homo sapiens dg5 mRNA, partial sequence 4.9 

442652 A1005163 Hs^01378 ESTs, WeaWy similar to K1AA0944 protein 4.9 

429496 AA453800 Hs.192793 ESTs 4.8 
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429859 NM.0070S0 Hs.225952 protein tyrosine phosphatase, receptor I 4.8 

432824 AKD01783 Hs.279012 rrypothefca! protein FU10921 4.8 

425509 AF0793B3 Hs.158213 sperm associated antigen 6 4.8 

_ 424717 H03754 Hs.152213 wingless-type Mr^mtegrafionsitefami 4.8 

5 43B061 AI248584 Hs.190745 Homo sapiens cDNA: FU21326 fis. clone C 4.8 

444218 AF070641 Hs.10684 Homo sapiens done 24421 mRNA sequence 4.7 

453382 AA709285 Hs.5997 Homo sapiens c DMA RJ 1 3078 fis, done M 4.7 

447033 AI357412 Hs.157601 ESTs 4.7 

1rt 417235 AA810278 Hs.24250 ESTs 4.7 

10 418200 AW629751 Hs.206654 ESTs, Weakly similar to alternatively sp 4.7 

427652 A1673025 Hs.43874 ESTs 4.7 

431255 AA497043 Hs.115685 ESTs 4.7 

441143 A1027604 Hs.159650 ESTs 4.7 

452293 AI871833 gb:wm51h09j[1 NCI_CGAP_Ut2 Homo sapiens 4.7 

15 443903 AI220547 Hs.135223 ESTs 4.7 

422352 AA766296 Hs.99200 ESTs 4.7 

424105 AI142336 Hs.43977 ESTs 4.6 

439759 AL359055 Hs.67709 Homo sapiens mRNA full length insert cON 4.6 

428227 AA321649 Hs.2248 small inducible cytokine subfamily B (Cy 4.6 

20 430510 AW162916 Hs.241576 hypothetical protein PR02577 4.6 

425804 BE501698 Hs.258189 ESTs 4.6 

435347 AW014873 Hs.1 16963 ESTs 4.6 

446002 AI346468 Hs.145789 ESTs 4.6 

452883 X80031 Hs.150318 ESTs 4.6 

25 442176 AA983764 Hs.128910 ESTs 4.6 

443253 AHM1212 Hs.132117 ESTs 4.5 

419556 U29615 Hs.91093 chitinase 1 (chitolriosidase) 4.5 

439920 H05430 Hs.1 44455 ESTs 4.5 

421502 AF111856 Hs.1 05039 solute carrier family 34 (sodium phcspha 4.5 

30 434424 AI811202 Hs.125355 Horru> sapiens cDNA: FU23523 fis, done L 4.4 

408625 AW243323 Hs.266785 ESTs 4.4 

449299 AA299919 gb:EST 1 2592 Uterus tumor I Homo sapiens 4.4 

450656 AA010539 Hs.1B912 ESTs 4.4 

433815 AI696602 Hs.112757 ESTs 4.4 

35 416879 H98899 Hs.42599 ESTs 4.3 

432182 AW607789 Hs.293119 ESTs. Weakly similar to ALU7 W HUMAN ALU S 4.3 

445386 AI422005 Hs.160380 ESTs 4.3 

450478 AW451709 Hs.271200 ESTs 4.3 

4530B0 A1423056 Hs.23921 Homo sapiens cDNA FU12482 fis, clone NT 4.3 

40 435496 AW840171 Hs.26539B ESTs, Weakly stmBar to transformatjcn-r 4.3 

443257 AI334040 Hs.11614 Homo sapiens cONA: FU23555 fis, done L 4.3 

453921 A1824009 Hs.44577 ESTs 4.3 

419721 NM.001650 Hs.288650 aquaporin4 4.2 

432316 AW973235 Hs.293697 ESTs 4.2 

45 435202 A1971313 Hs.170204 WAA0551 protein 4.2 

440320 AA879294 gb:nw86e09.s1 NCI_CGAP_Pr1 2 Homo sapiens 4.2 

438796 W67821 Hs.109590 genelhonin 1 4.2 

400269 4.2 

447724 AW298375 Hs.24477 ESTs 4.1 

50 446509 AF169693 Hs.132892 protocadherin 20 4.1 

451620 AW449888 Hs.257224 ESTs 4.1 

451963 A1825440 Hs.224952 ESTs 4.1 

456408 AI288348 Hs.23450 mRNA for FU00023 protein 4.1 

425895 AC69484 Hs.161427 zinc finger protein 21 5 4.1 

55 447048 AW393080 Hs.228320 Homo sapiens cDMA: FU23537 fis, done L 4.1 

454024 AA993527 Hs.1 6281 hypothetical protein FU23403 4.0 

4159M AA724373 Hs.295306 ESTs, Highly similar to unnamed protein 4.0 

426625 T78300 Hs.171409 serologically defined colon cancer antig 4.0 

„ 434334 AA912476 Hs.1 16750 Homo sapiens cDNA FU13221 fis, done NT 4.0 

60 437138 AI935622 Hs.271245 ESTs 4.0 

455024 AW851309 gb:IL3-CT022(M7020W)67-C11 CT0220 Homo 4.0 

436246 AW450963 Hs.1 19991 ESTs 4.0 

416030 H15261 Hs.21948 ESTs 4.0 

rtT 459267 AJ003631 gb AJ003631 Selected chromosome 21 cDNA 3.9 

65 445122 AW241632 Hs.147377 Homo sapiens cONA; FU23598 fis, clone L 3.9 

414812 X72755 Hs.77367 monokine induced by gamma interferon 3.9 

421160 AL080215 Hs.102301 Homo sapiens mRNA; cDNA DKFZp585J0323 (f 3.9 

425734 AF056209 Hs.1 59396 perjfjdylgryane alpha-amidating monooxyg 3.9 

„ 429208 AA447990 Hs.190478 ESTs 3.9 

70 442957 A1949952 Hs.49397 ESTs 3.9 

444050 AW138295 Hs.135024 ESTs 19 

444078 BE246919 Hs.1Q290 U5 snRNP-specific 40 kDa protein (hPrp8- 39 

451024 AA442176 gb:zw63b08n Soares_bla1Jetus_Nb2HF8_ 3.9 

__ 442832 AW206560 Hs.253569 ESTs 3.9 

75 423377 AL049377 gb:Homo sapiens mRNA; cDNA DKFZp586H0718 3.9 

451895 T93573 Hs.16970 ESTs 3.9 

442353 BE379594 Hs.49136 ESTs 3.8 

421464 AA291553 Hs.190086 ESTs 3.8 

orv 404043 3.8 

oO 407055 X89211 gb:Hsapiens DNA for endogenous retrovir 3.8 

410008 AA079552 gbzm20h 12.s1 Stratagene pancreas (93720 3.8 

410247 AF181721 Hs.61345 RU2S 3.8 

417461 R38403 Hs.13305 ESTs 3.8 
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423609 AA328348 Hs.218239 ESTs 3.8 

440444 AA885221 Hs.156984 ESTs 3.8 

446254 BE179829 Hs.179852 Homo sapiens cDNA FU12832 fis. done NT 3.8 

- 44750S AL049266 Hs.18724 Homo sapiens mRNA; cDNA DKF2p564F093 (fr 3.8 

5 423244 AL039379 Hs.209602 ESTs, Weakly similar to ubiquitous TPRm 3.8 

446921 AB012113 Hs.16530 small inducible cytokine subfarwly A (Cy 3.8 

444271 AW452569 Hs.149804 ESTs 3.8 

434217 AW014795 Hs.23349 ESTs 3.8 

ir . 452571 W31518 HsJ4665 ESTs 3.7 

10 423575 C18B63 Hs. 163443 Homo sapiens cDNAFU 11 576 lis, done HE 3.7 

408771 AW732573 Hs.47584 potassium voitage-gated channel, delayed 17 

431322 AW970622 gb:EST382704 MAGE resequences, MAGK Homo 3.7 

445034 AW293376 Hs.160323 ESTs 3.7 

438842 AA827176 Hs.124316 ESTs 17 

15 424906 AI566086 Hs. 153716 Homo sapiens mRNA for Hmob33 protein, J 3-7 

415025 AW207091 Hs.72307 ESTs 3.7 

420313 AB023230 Hs.96427 K1AA1 01 3 protein 3.7 

423448 AK000776 Hs. 128753 Homo sapiens cDNA FU20769 fis, clone CO 3.7 

433492 AWB05849 gb:MR0-HT0241-20010O00&fl02 HT0241 Homo 3.7 

20 434636 AA083764 Hs.241334 ESTs 3.7 

435747 AI079519 Hs.134398 ESTs 3.7 

458158 AW296778 Hs.300357 ESTs. Highly simflar to (JJ416F21 .2 pisa 3.7 

419261 X07B76 Hs.89791 wingless-type MMTV integration site fam! 3.7 

410060 NM_00144B Hs.58367 gtypican4 3.7 

25 426116 AA86B729 Hs.144694 ESTs 3.7 

409203 AA780473 Hs.687 cytochrome P450, subfamily IVB, pdypept 3.7 

414259 W44633 Hs.25044 Homo sapiens cDNA: FU231 31 6s. done L 17 

406671 AA129547 Hs.285754 rnetproto^nc<)g^e(he|}atDcytegrc^f3 3.6 

431889 AA521277 Hs.124946 ESTs 3.6 

30 430414 AW365665 Hs.120388 ESTs 3.6 

433426 H69125 Hs.133525 ESTs 3.6 

421764 AI681535 Hs.99342 ESTs, WeaWy similar to KCC1JHUMAN CALCI 3.6 

410785 AW803341 gb:ll24JM0079<)903WW)5&D03 UM0079 Homo 16 

455235 AW875951 gb:CM1-PT0013-131299^67-f09PT0013Homo 3.6 

35 408399 NM_0Q5426 Hs.44585 tumor protein p53-birufing protein, 2 16 

429784 M89796 Hs.30 membrane-spanning 4-domalns, subfamily A 16 

436982 AB018305 Hs.5378 spondin 1, (f-spondin) exbacenular mat 3.6 

432231 AA339977 Hs.274127 aST 11240 protein 16 

432837 AA310693 Hs. 27951 2 HSPC072 protein 16 

40 452166 AI948607 Hs.264680 ESTs 15 

458154 AW816379 gb:QV4-ST0234-18119943&g01 ST0234Homo 3.5 

420362 U79734 Hs.97206 huntinglin interacting protein 1 15 

424202 BE350295 Hs. 15032 ESTs, WeaWy similar to RAN binding prot 3.5 

410658 AW105231 Hs.192035 ESTs 15 

45 415457 AW081710 Hs.7369 ESTs. Weakly similar to ALU1_HUMAN ALU S 15 

419503 AA243642 Hs.137422 ESTs 15 

439479 A1734258 fe.245367 ESTs, WeaWy similar to ALU1_HUMAN ALU S 15 

448404 BE089973 gb:R(^BT070M10300-mi-G07BT0709Homo 15 

424268 AA397653 Hs.144339 Human DNA sequence from done 495010 on 3.5 

50 420637 AW976153 gb£ST3B8262 MAGE resequences, MAGN Homo 15 

450715 AI266484 Hs.31570 ESTs, WeaWy similar to WAA1324 protein 15 

428927 AA441B37 Hs.90250 ESTs 15 

422544 AB018259 Hs.118140 WAA0716 gene product 14 

431207 AA495925 ■ HsJ394 ESTs 14 

55 424508 AL080103 Hs.149770 Homo sapiens cONA RJ 13558 fis, done PL 14 

441484 AA935481 Hs£8972 ESTs 14 

425916 NM_006786 Hs.162200 urotensin2 14 

401793 14 

431169 AW971240 gb:EST383329 MAGE resequences, MAGL Homo 14 

60 438038 AI732629 Hs.194161 ESTs, WeaWy similar to TA2R HUMAN. BETA 14 

439619 AW975998 Hs.58595 ESTs 3.4 

446577 AB040933 Hs. 15420 WMI 500 protein 14 

450445 AW974638 Hs.194563 ESTs 14 

„ 459482 AA625339 Hs.237052 EST, Weakly similar to ALU1.HUMAN ALU SU 14 

65 445495 BE622641 Hs.38489 ESTs 3.4 

428743 AL080060 Hs.301549 Homo sapiens mRNA; cDNA DKFZp564H172 (fr 14 

426320 W47595 Hs.169300 transforming growth factor, beta 2 14 

432869 AW974094 gb:EST385197 MAGE resequences, MAGM Homo 13 

419235 AW470411 HS.2B8433 neurouimin 13 

70 429703 T93154 Hs.2B705 ESTs 3.3 

413499 BE144884 gb:CM0-HT0182441099465«11 HT01B2Homo 13 

406182 13 

417307 N99673 Hs.3585 ESTs, WeaWy similar to AF1 26743 1 DNAJ 3.3 

430140 AW296771 Hs.221999 ESTs 13 

75 436111 AI803082 Hs. 157212 ESTs 13 

449729 R72032 Hs.29235 ESTs 13 

457620 AA602711 gb:np03h06.s1 Na_CGAP_Pr2 Homo sapiens 13 

428434 AW363590 Hs.65551 ESTs, WeaWy similar to AF 172993 1 PLUNC 13 

OA 406554 3.3 

oO 451381 BE241831 gb:TCAAP2E0011 Pediatric acute myeiogeno 13 

443113 A1040686 Hs.132908 ESTs 13 

421470 R27496 Hs.1378 annexin A3 13 

446428 AW082270 Hs£10617 ESTs, WeaWy similar to ALU4_HUMAN ALU S 13 
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435031 A1632091 Hs.116877 ESTs 3.3 

413136 BEQ66941 gb:PM0£T034£H)9129W)02-a11 BT0340Homo 3.2 

429228 A1553S33 Hs.104985 ESTs 3.2 

_ 420252 AW270404 Hs.193161 ESTs 3.2 

5 423629 AW021173 Hs.18612 Homo sapiens cDMA FU21909 fis, done H 3.2 

444339 T96555 Hs.31562 ESTs 3.2 

434164 AW207019 Hs.148135 ESTs 3.2 

404599 3.2 

426920 AA393351 Hs.132121 ESTs 3.2 

10 453736 AL1 18674 Hs.34871 WAA0569 gene product 3.2 

408923 H73881 Hs.255436 ESTs 3.2 

430919 AA489041 Hs.295448 ESTs 3.2 

431622 AW979271 Hs.293184 ESTs 3.2 

433584 AW295399 gb:UI-*B12*hv-ri-03<HJI.s1 NCLCGAP.Su 3.2 

15 437073 AI885608 Hs.94122 ESTs 3.2 

438394 BE379623 Hs.27693 CGM24 protein 3.2 

446242 N66336 Hs.7360 ESTs 3.2 

452542 AW812256 gb:RCO-ST0174-191099431-a07 ST0174Homo 3.2 

454009 AW015927 Hs.233071 ESTs 3.2 

20 449765 N92293 Hs.206832 EST, Moderately similar to ALU8_HUMAN AL 3.2 

415652 T79213 Hs.272073 ESTs 3.2 

453931 AL12127B Hs.25144 ESTs 3.2 

439382 BE247684 Hs.103070 ESTs 3.2 

420077 AW512260 Hs.87767 ESTs 3.2 

25 430437 AI768801 Hs.1 69943 Homo sapiens cDNA FU13569 fis, done PL 3.2 

446745 AW118189 Hs.156400 ESTs 3,1 

408308 AL033377 Hs.44197 hypothetical protein DKFZp564D0452 3.1 

450320 AW291775 Hs.213793 ESTs 3.1 

429597 NMJJ03816 Hs.2442 adlsintegrin and melaltoproteinase doma 3.1 

30 449523 NM_000579 Hs.54443 chemoWne (C-C motif) receptor 5 3.1 

451110 AI955040 Hs.301584 ESTs 3.1 

431745 AW972448 Hs.163425 ESTs 3.1 

410781 A1375672 Hs.165028 ESTs 3,1 

419546 AA244199 gb:nc06c05.s1 NCJ.CGAPJYl Homo sapiens 3.1 

35 444330 AI597655 Hs.49265 ESTs 3.1 

408761 AA057264 Hs.238936 ESTs 3.1 

409026 AL137554 Hs.49927 Homo sapiens mRNA; cONA DKFZp434H1720 (f 3.1 

432055 AW972359 Hs.293334 ESTs 3.1 

432441 AW292425 Hs.163484 ESTs 3.1 

40 408045 AW138959 Hs.245123 ESTs 3.1 

427191 BE221825 Hs.97691 ESTs 3.1 

416965 N26223 Hs.160436 ESTs 3.1 

441594 AL041080 Hs.208765 ESTs 3.1 

406992 S82472- gb:beta -pol=DNA pdymerase beta {exon a 3.0 

45 431941 AKD00106 Hs.272227 Homo sapiens cDNA FU20099 fis, done CO 3.0 

438323 AI985394 Hs.1 23369 ESTs 3.0 

42769B AW972594 Hs.294140 ESTs 3.0 

424296 AI631874 Hs.169391 ESTs 3.0 

450522 AI698839 gbwd31f02jc1 Soares_NFL_T_G8C_S1 Homos 3.0 

50 407942 AA378608 Hs.5894 hypothetical protein OJ 10305 3.0 

417991 AA731452 Hs.1 90008 ESTs 3.0 

422589 AA312735 Hs.179725 ESTs 3.0 

437583 M761190 Hs.244627 ESTs 3.0 

452019 AL157503 Hs.27552 Homo sapiens mRNA; cONA DKFZp586N2424 (f 3.0 

55 449494 AW237014 Hs.288650 aquaportn4 3.0 

444188 A1393165 Hs.19175 ESTs 3.0 

400297 AI127076 Hs.288381 hypolhefcal protein DKFZp56401278 3.0 

410811 AW805687 Hs.300648 ESTs 3,0 

450584 AA040403 Hs.60371 ESTs 3.0 

60 428043 T92248 Hs.2240 uteroglobin 3.0 

436120 AI248193 Hs.119860 ESTs 3.0 

442324 R63578 Hs.28426 ESTs 2.9 

448693 AW004854 Hs^28320 Homo sapiens cDNA: RJ23537 fis, done L 2.9 

_ 425555 AA359291 Hs.1 30767 Homo sapiens cDNA: FU23553 fis. done L 2.9 

65 431385 BE178536 Hs.1 1090 high affinity Immunogtobulin epsiton rec 2.9 

408427 AW194270 Hs.177236 ESTs 2.9 

459587 AA031956 gb:zk15e04.s1 SoaresjiregnanLuterusJfoH Z9 

438128 AA904430 Hs.122049 ESTs, Weakly sim3ar to U4AJ6 small nud 2.9 

408938 AA059013 Hs.22607 ESTs 2.9 

70 419276 BE165909 Hs.1 34682 Homo sapiens cDNA FU231 61 lis, done L 2.9 

422022 AA302420 Hs.20O442 ESTs 2.9 

426890 AA393167 Hs.41294 ESTs 2.9 

427374 A1150033 HS.1436B6 ESTs 2.9 

434208 T92641 Hs.1 27648 hypothetical protein PR021 76 2.9 

75 446466 H38026 Hs.308 arresfin 3. retinal (X-arrestin) 2.9 

451229 AW967707 Hs.48473 ESTs 2.9 

415511 AI732617 Hs.182362 ESTs 2.9 

408776 AA057365 Hs.63356 ESTs 2.9 

421110 AJ250717 Hs.1 355 cathepsinE 2.9 

80 453636 FB67837 Hs.169872 ESTs 2.9 

436578 AI091435 Hs.134859 ESTs 2.9 

426083 AW962712 Hs.126712 ESTs.WeakrysBnflartoAF191020 1 E21G5 2.9 

419231 AL046294 Hs.136245 ESTs, Weakly similar to dJ202121 .4 {H.sa 2.8 
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408171 AA301228 Hs.43299 Homo sapiens cONA FU 12830 fis, done M 28 

445189 AI936450 Hs.147482 ESTs 2.8 

419150 T2961B Hs.89640 TEK tyrosine kinase, endothelial (venous 28 

427457 AW779105 Hs.164682 ESTs, WeaWy simitar bo ORF2 consensus s 28 

5 435082 AA664273 Hs. 1861 04 Homo sapiens cDNA FU 13803 fis, done TH 2.8 

446932 AA961459 Hs. 125644 ESTs 2.8 

439140 W85737 Hs.290830 ESTs 2.8 

405041 2.8 

421306 AA806207 Hs.125889 ESTs 2.8 

10 427514 AA640773 Hs.209224 ESTs 2.8 

427939 T92459 Hs.16886 ESTs 28 

429127 AA749382 Hs.107233 ESTs 28 

429590 AI219490 Hs.44445 ESTs, WeaHy similar to Kelch molif coni 28 

, _ 433163 R40468 Hs.163582 ESTs 28 

15 439635 AA477288 Hs.94891 Homo sapiens cDNA:FU22729 fis, done H 28 

448015 A1458065 Hs.23196 ESTs 28 

456761 D59899 Hs.127842 CGt-142 28 

457112 AW772449 Hs.268081 ESTs, Weakly sim3ar to ALU INHUMAN ALU S 28 

449540 AA001713 gb:zhB6e0te1 Scares Jeta1Jiver_spleen_ 28 

20 447020 T27308 Hs.16986 hypothetical proldnFU 11046 28 

412610 X90908 Hs.74126 fatty add binding protein 6, flea! (gas 28 

433515 AA595800 Hs.190246 ESTs 28 

424450 AL137526 Hs.147472 oVnernlnteimediatechain2 28 

438122 AI620270 Hs.129837 ESTs 28 

25 424086 AI351010 Hs.102267 tysy) oxidase 28 

438885 AI886558 Hs.184987 ESTs 28 

412903 BE007967 Hs.155795 ESTs 28 

454111 AW081681 Hs.269064 ESTs 28 

„ 439398 AA284267 Hs.221504 ESTs 28 

30 449802 AW901B04 Hs^3984 hypotheScal protein RJ20147 28 

434812 AA649860 Hs.189496 ESTs 28 

4325B3 AW023624 Hs.162282 ESTs 28 

428104 AA421350 Hs.191604 ESTs 28 

_ . 408217 AI433201 Hs.279860 hypolheCcal protein FU20030 28 

35 438016 AI949638 Hs.109150 SH3-domain binding protein 5 (BTK-assod 28 

436396 AI683487 Hs^99112 Homo sapiens cDNAFU 11 441 fis, done HE 27 

430887 N65801 Hs.260287 ESTs, Weakly similar to ALU7_HUMAN ALU S 27 

446311 AW007294 Hs.149795 ESTs, WeaWy similar to ALU1_HUMAN ALU S 27 

Aex 416185 AW975861 Hs.291995 ESTs 27 

40 408613 AW242086 Hs.253967 ESTs 27 

442510 AF150179 Hs^49890 ESTs 27 

433293 AF007835 HsJ2417 ESTs 27 

413875 BE176776 gb:RC3-HT0586-11030(M)11-g09HT0586Homo 27 

404488 27 

45 408936 AL138043 Hs.293549 ESTs 27 

431980 AA523696 Hs.222695 Homo sapiens cDNA FU20986 fis, done C 27 

436738 AW102613 Hs.152913 ESTs 27 

451797 AW663858 Hs.56120 ESTs 27 

452163 AI863140 gb:tz43h12x1 NCI_CGAP_Bm52 Homosapien 27 

50 452778 R71338 Hs.5921 Homo sapiens cDNA FU21592 fis, done C 27 

459366 AA129703 gbzn92b05.r1 Stratagene hmg carcinoma 27 

431448 AL137517 Hs.288381 hypothefcai protein DKFZp56401278 27 

430733 AW975920 Hs^83361 ESTs 27 

453652 AW009640 Hs.2836B ESTs 27 

55 453616 NM.003462 Hs.33846 dynein, axonemal, tight intermediate pol 27 

411905 BE265067 gfc601193B93F1 N1H_MGC_7 Homo sapiens cO 27 

408729 AA195764 Hs.72639 ESTs 27 

450726 AW204600 Hs.264330 N^acykphingosine amidohydrolase (addc 27 

447720 ALD38765 Hs.161304 ESTs 27 

60 451497 H83294 Hs.284122 Wnt Inhibitory factor-1 27 

442074 C17511 Hs.128430 ESTs 27 

424115 AA335497 Hs.293965 ESTs 27 

417728 AW138437 Hs.24790 WAA1573 protein 27 

433803 AI823593 Hs.27688 ESTs 27 

65 419247 S65791 Hs.89764 fragile X mental retardation 1 27 

424310 AA338648 Hs^0334 ESTs 26 

438504 AW665281 Hs.224625 ESTs 26 

426486 BE178285 Hs, 170056 Homo sapiens mRNA; cONA DKFZp5B5B0220 (f 26 

430417 AA461045 Hs.50701 ESTs 26 

70 438297 AW515198 Hs.258238 ESTs, Moderately similar to ALU 1 .HUMAN A 26 

422505 AL120862 Hs.124165 ESTs 26 

457285 AI038858 Hs.228780 ESTs, Highly similar to AF199597 1 A-lyp 26 

428667 AG75550 Hs.74407 nuctedar protein p40; homotog of yeast 26 

431750 AA514986 Hs.283705 ESTs 26 

75 435575 AF213457 Hs.44234 triggering receptor expressed on myeloid 26 

413385 M34455 Hs.&40 rnddeanTine^yrrote 23 dioxygenase 26 

403903 26 

407910 AA650274 Hs.41296 fibronectin leucine rich transmembrane p 26 

e _ 423424 AF150241 Hs.128433 prostaglandin D2 synthase, hematopoieGc 26 

oO 436043 AW983838 Hs.1 68830 Horrw salens t^NAFUl 21 36 fis, done MA 26 

436645 AW023424 Hs.156520 ESTs 26 

408380 AF123050 Hs.44532 diublquitin 26 

402629 26 
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406594 2.6 

415122 DS0708 Hs.22245 ESTs 2.6 

416747 AW876523 Hs.15929 Homo sapiens cDNA FIJI 2910 fis.cta NT 2.6 

_ 420159 AI572490 Hs.99785 Homo sapiens cDNA: FU21245 fls. clone C 2.6 

5 444361 W76027 Hs.23920 Homo sapiens cDNA FU13124 fis, done NT Z6 

445509 BE395090 Hs. 15535 Human gene from PAC 885K2, chromosome 1 2.6 

449260 AA741180 Hs.29879 ESTs 2.6 

452311 AW304029 Hs.252744' ESTs 2.6 

, A 413802 AW964490 Hs.32241 ESTs 2.6 

10 417318 AW953937 Hs.12891 ESTs 2.6 

440028 AW473875 Hs.125843 ESTs ZS 

437960 A16895B6 Hs.222194 ESTs ZS 

4336B7 AA743991 gb:ny57gOU1 NCI_CGAP_Pr18 Homo sapiens 2.6 

. _ 430573 AA744550 Hs.136345 ESTs ZS 

15 439737 AI751438 Hs.41271 Homo sapiens mRNA full length insert cON Z6 

453204 R10799 Hs.191990 ESTs 2.6 

436751 M732217 Hs.294054 ESTs 2.6 

408165 AL137573 Hs.43143 Homo sapiens mRNA; cDNA DKFZp564A2463 (f 2.6 

^_ 431120 AA492588 gbng99c08^1 NCLCGAP_Tny1 Homo sapiens 2.5 

20 446638 AL133063 Hs.15783 Hc>niosapiensmRNA:cONADKF2p434P1115a 2.5 

438458 AW975186 Hs.162875 ESTs. Weakly similar to ALU1_HUMAN ALUS 2.5 

446063 AI720140 Hs.151079 ESTs 2.5 

430499 AW969408 Hs.231991 ESTs 2.5 

450496 AW449251 Hs.257131 ESTs 2.5 

25 441330 A1692984 Hs.129354 ESTs 2.5 

424433 HO4607 Hs.9218 ESTs 2.5 

434677 AW444575 Hs.130834 ESTs 2.5 

445779 A1253104 Hs.189267 ESTs 2.5 

0 _ 444649 AW207523 Hs.197628 ESTs 2.5 

30 415451 H19415 Hs.268720 ESTs, Moderately similar to ALU 1_HUMAN A 2.5 

432222 AI204995 gb:an03c03j(1 Stratagene schizo brain SI 2.5 

404288 2.5 

408572 AA055611 Hs.226568 ESTs, Moderately similar to ALU4_HUMAN A 2.5 

„ 408727 AL137259 Hs.47115 hypothetical protein DKFZp434D0513 2.5 

35 408728 AL137379 Hs.47125 hypothetical protein FU13912 2.5 

410095 AW589638 Hs.258947 ESTs 2.5 

410947 AK000305 Hs.67055 hypothetical protein FU20298 2.5 

418343 AA216372 Hs.159501 ESTs 2.5 

Ar . 423401 NMJW1992 Hs.1 28087 coagulation factor II (Ihrombm) recepto Z5 

40 428637 AW979268 gb:EST391378 MAGE resequences, MAGP Homo 2.5 

429846 AB023021 Hs.225945 fucosyltransferase 9 (alpha (1,3) fucosy 2.5 

432507 BE391093 gbr601285042F1 NIHJAGCJM Homo sapiens c 2.5 

433858 N69243 Hs.192974 rtomo sapiens cDNARJ 12735 fe, clone NT 2.5 

438651 H64500 Hs.123646 ESTs 2.5 

45 443830 A1142095 Hs.143273 ESTs 2.5 

446800 AI341635 Hs.156486 ESTs 2.5 

450262 AW409872 Hs.271166 ESTs, Moderately similar to ALU7_HUMAN A 2.5 

451343 AW975057 Hs.293353 ESTs Z5 

451539 AA059467 Hs.218933 ESTs Z5 

50 452412 AA029608 Hs.61373 ESTs 2.5 

454288 BE222648 Ks.279458 ESTs. Highly similar to c38QAl.1b [H.sap Z5 

445745 AB007924 Hs.13245 WAA0455 gene product 2.5 

424943 AU077260 Hs.153924 deatrvassoclated protein kinase 1 Z5 

440106 AA864968 Hs. 127699 WAA1603 protein 2.5 

55 458429 AV646559 Hs.12346 Homo sapiens cDNA: FU21399 fis. clone C 2.5 

415261 T40928 Hs.8346 ESTs 2.5 

420026 A1831190 Hs.166676 ESTs Z5 

431806 AF186114 Hs.270737 tumor necrosis factor (Bgancf) superfarnl Z5 

458722 AA741545 Hs.2B2832 ESTs 2.5 

60 419449 H18417 Hs.57483 Homo sapiens cDNA RJ 14294 fis. done PL Z5 

436260 BE172762 Hs.292710 ESTs, WeaUy simflar to ALU5_HUMAN ALU S 2.5 

433644 AW342028 Hs.256112 ESTs 2.5 

419172 AW338625 Hs.22120 ESTs 2.5 

437982 N93456 Hs.121764 ESTs, WeaJdysfrnDar to testicular tekS 2.5 

65 443348 AW873595 Hs.57572 ESTs ZS 

417218 AA005247 Hs.285754 met pratc-oncogena {hepatocyte growth fa ZS 

419236 AA330447 Hs.135159 Homo sapiens cDNA FU 11 481 fis, clone HE 2.5 

448030 N30714 Hs.20161 HDCME31P protein 2.5 

„ 417203 AA406341 Hs.269908 Homo sapiens cDNAFU 11991 Ms, done HE ZS 

70 449275 AW450848 Hs. 205457 WAA1620 protein 2.4 

436198 AK001125 Hs.300922 Homo sapiens cDNA FU10263 fe, clone HE Z4 

452281 T93500 Hs.28792 Homo sapiens cDNA FU11G41 fis. done PL 2.4 

442191 W95186 Hs.8136 endotheBa! PAS domain protein 1 ZA 

„ 428571 NMJJ05531 Hs.2291 Probe hTg737 (polycystic kidney disease, 2.4 

75 453142 AA033648 Hs.7473 ESTs ZA 

425657 T89839 Hs.1 19471 ESTs ZA 

452822 X85689 Hs.288617 Homo sapiens cDNA: FU22621 fis, clone H ZA 

416778 M 16505 Hs.79876 steroid sulfatase (rnicrosorna}). aryisulf 2.4 

ork 458332 AI000341 Hs.220491 ESTs 2.4 

oO 448140 AF146761 Hs.20450 BCM-Gke membrane protein precursor 2.4 
459644 2.4 

429125 AA446854 Hs.2710O4 ESTs 2.4 

448337 AW2Q6453 Hs.3762 ESTs ZA 

313 



WO 03/042661 



PCT/US02/36810 



427778 AA412323 Hs.105323 ESTs 2.4 

425371 049441 Hs.155981 rnesothefin 14 

448299 AA497044 Hs.20887 hypothetical protein RJ 10392 2.4 

447610 AW296286 Hs.255534 ESTs 2.4 

5 409519 AA075368 gbzm86h10.r1 Stratagene ovarian cancer 14 . 

441 006 AW605267 Hs.7627 CGI-60 protein 14 

440817 AI341423 Hs.270165 ESTs 2.4 

420020 BE295868 Hs.94332 adenosine kinase 2.4 

435395 AA729235 Hs.1 17907 ESTs 2.4 

10 424144 AA454033 Hs.41644 Homo sapiens cDNA: FU23003 fis, clone L 14 

405494 14 

458145 AI239457 Hs.130794 ESTs 14 

408547 AA574291 Hs.57837 ESTs 14 

408941 AM52469 Hs.165221 ESTs 14 

15 409457 AW818081 gb:CM4-ST0276-1 01 29^0594)09 ST0275 Homo 14 

417137 U46265 Hs.81281 hypothetical protein 14 

418950 T78517 Hs.13941 ESTs 14 

420756 AA411800 Hs.189900 ESTs 14 

428316 AI850775 Hs.98506 ESTs 14 

20 432896 NM_014097 Hs.279778 PR01 693 protein 14 

436148 BE005252 gb:CM1-BN0116-030400-171-g02BN0116Homo 14 

436284 AA708016 Hs.190389 ESTs 2.4 

437327 AL353942 gb:Homo sapiens mRNA; cDNA DKF2p761L2312 14 

442611 BE077155 Hs.177537 ESTs 14 

25 456062 AI866286 Hs.71962 ESTs 14 

433014 NMJJ14711 Hs.279912 WAA0419 gene product 14 

401335 14 

428771 AB028992 Hs.193143 KIAA1069 protein 14 

419140 A1982647 Hs.215725 ESTs 14 

30 454693 AW813428 gb:MR3-ST0192^10200-210-c05ST0192Homo 14 

427785 X81053 Hs.180828 collagen, type IV, alpha 4 14 

407339 AA777542 Hs.1 32670 ESTs 14 

408369 R38438 Hs.1 82575 solute carrier family 15 (H+ypepfide tra 14 

427019 AA0O1732 Hs.173233 hypothetical protein FU 10970 14 

35 431089 BE041395 Hs.283676 ESTs, Weakly similar to unknown protein 14 

452561 AI692181 Hs.49169 KJAA1634 protein 14 

427878 C05765 Hs.181022 CGMJ7 protein 14 

419752 AA249573 Hs.152618 ESTs 14 

430073 U86136 Hs.232070 tetomerase-assodated protein 1 14 

40 452401 NMJJ07115 Hs.29352 tumor necrosis factor, alphaHnduced pro 14 

430345 AK00Q282 Hs.23968f hypothetical protein FU2Q275 13 

407905 AW103555 Hs.252905 ESTs 13 

427660 AI741320 Hs.1 141 21 Homo sapiens cDNA: FUI23228 6s, done C 13 

422355 AW403724 Ks.140 irnmunoglobuTm heavy constant gamma 3 (G 13 

45 453049 BE537217 Hs.30343 ESTs 13 

438568 R98865 Hs.1 11 35 ma|or histocompatibility complex, class 13 

453445 AL036532 Hs.91453 ESTs 13 

424711 NM_005795 Hs.152175 calcitonin receptor-like 13 

446346 A1290205 gb:qJ79g06j(1 Soares_NhHMPu_S1 Homosapi 13 

50 441974 A1683782 Hs.128245 ESTs 13 

444805 AB007899 Hs.12017 K1AA0439 protein; homolog of yeast ubiqu 13 

424027 AW337575 Hs.201591 ESTs 13 

419606 AW294795 Hs.198529 ESTs, Weakly similar to similar to acyl- 13 

428613 AB037749 Hs.186928 KIAA1328 protein 13 

55 434340 AJ193043 Hs.128685 ESTs 13 

450297 AW901347 Hs.38592 Homo sapiens cDNA: RJ23342 fis, done H 13 

432779 AW979241 gb:EST391351 MAGE resequences, MAGP Homo 13 

433650 AA603472 Hs.28456 ESTs 13 

419086 NMJJ00216 Hs.89591 Kallmann syndrome 1 sequence 13 

60 428758 AA433988 Hs.98502 Homo sapiens cDNA RJ 14303 fis, clone PL 13 

430153 AW988128 gb:EST380338 MAGE resequences, MAGJ Homo 13 

418883 BE387036 Hs.1 211 acid phosphatase 5, tartrate resistant 13 

427669 AW451832 Hs.255938 ESTs, Moderately similar to K1AA1200 pro 13 
400610 13 
65 402222 13 

407162 N63855 Hs.142634 zinc finger protein 13 

415250 F02614 Hs.27319 ESTs 13 

421751 AW813731 Hs.159153 ESTs 13 

428552 AW274560 Hs.129520 ESTs 13 

70 432658 AW973769 Hs.162319 ESTs 13 

434742 AA648302 Hs.291695 ESTs 13 

436586 A1308862 Hs.167028 ESTs 13 

441675 AI914329 Hs.5461 ESTs 13 

442039 AW276240 Hs.1 28352 ESTs, Weakly similar to p80 [Rjiorvegru 13 

75 443160 AI467915 Hs.36053 ESTs 13 

448764 A1568607 Hs.182112 ESTs 13 

449579 AW207260 Hs.134014 prostate cancer associated protein 6 13 

439810 All 097 10 Hs.85568 EST 13 

413714 A1560944 Hs.71428 ESTs 13 

80 400289 X07820 Hs.2258 matrix melaDoproteinase 10 (stromdysin 13 

413384 NM_000401 Hs.75334 exostoses {multiple) 2 13 

438670 A1275803 Hs.1 23428 ESTs 13 

419991 AJ000098 Hs.94210 eyes absent (Drosophfla) homoteg 1 13 
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459702 2.3 

414888 ALQ39185 Hs.77558 thyroid hormone receptor interacts 7 23 

438474 AW8B5818 Hs.6232 KWW764 gene product 2.3 

453037 M045175 Hs.177552 ESTs 2.3 

5 428467 AK0O2121 Hs.184465 hypothetical protein FU 11 259 2.3 

413930 M88153 Hs.75618 RAB1 1 A, member RAS oncogene famfly 2.3 

422429 AA310527 gb:EST181333 JurkatT-celis VHomosapie 2.3 

415083 A1632683 Hs.27179 Homo sapiens cDNA FU 1 2933 fis, clone NT 23 

, 417015 M83772 Hs.80876 flavin containing monooxygenase 3 2.3 

10 405506 2.3 

44B330 AL036449 Hs.207163 ESTs 2.3 

409719 AI769160 Hs.108S81 ESTs 2.3 

423354 AB011130 Hs.127436 calcium channel, voltage-dependent, aiph 2.3 

425188 AK0O2052 Hs.155071 hypothetical protein FU 11 190 2.3 

15 427961 AW293165 Hs.143134 ESTs 2.3 

447357 AJ375922 Hs.159367 ESTs 2.3 

412642 BE244598 Hs.809 hepatocyte growth factor (hepapoieSn A; 2.3 

453716 AA037675 Hs.1 52675 ESTs 2.3 

437370 AL359567 Hs.1 61962 Homo sapiens mRNAj cDNA DKFZp5470023 (fr 2.3 

20 407949 W21874 Hs.247057 ESTs 2.2 

427972 AA864870 Hs.181304 putative gene product 2.2 

453313 BE005771 Hs.1 53746 Homo sapiens cDNA: FU22490 fis. clone H 2.2 

426476 NM_003296 Hs.2042 testis specific protein 1 (probe H4-1 p3 2.2 

424238 AA337401 Hs.137635 ESTs 2.2 

25 452930 AW195285 Hs.194097 ESTs 22 

424527 AW138558 Hs^67158 ESTs 2.2 

453095 AW295660 Hs.252756 ESTs 2.2 

449161 N53431 Hs.47647 ESTs.Weakrysim2artoKIAA0423[rUapi 2.2 

429586 T73510 Hs.209153 angwpaet3n4ike 3 2.2 

30 423782 AI472209 Hs.288369 ESTs 2.2 

458124 AW005548 Hs.124590 ESTs 2.2 

450109 AI539295 Hs.17967 ESTs 2.2 

421461 AW291023 Hs.97255 ESTs 2.2 

412222 AA528283 Hs.292737 ESTs 2.2 

35 418882 NMJXW996 Hs.89433 ATP-binding cassette, sub-family C (CFTR 2.2 

441736 AW292779 Hs.169799 ESTs 22 

401049 2.2 

440727 AI073991 Hs.134268 ESTs 2.2 

419751 AW195581 Hs.93121 WAA0761 protem 2.2 

40 445640 AW969626 Hs.31704 ESTs, Weakly similar to KIAA0227 (H^api 22 

421379 Y15221 Hs.103982 smafl inducible cytokine subfamily B (Cy 22 

422109 S73265 Hs.1473 gastrirweteasing pepQde 22 

410292 AA843087 Hs.124194 ESTs 22 

434265 AA846811 Hs.130554 Homo sapiens cDNA: FU23089 fis. done L 22 

45 449695 AA164569 Hs.34550 ESTs 22 

429399 AA452244 Hs.16727 ESTs , 22 

444042 NMJ304915 Hs.10237 ATP-binding cassette, sub-family G (WHIT 22 

432343 NM.002960 Hs.2961 S100caWun>Wnding protein A3 22 

436772 AW975688 Hs.250867 zona peiludda gtycopTOlein 3A (sperm re 22 

50 428784 Y12851 Hs.193470 purinergic receptor P2X, figand-gated to 22 

445268 AI218358 Hs.175048 ESTs 22 

402481 2.2 

412608 AA247995 Hs.44898 Homo sapiens done TCCCTA001 51 mRNA sequ 22 

416521 H60929 Hs.44197 hypothetical protein DKFZp564D0462 22 

55 416624 H69044 gb:yr77hQ5.s1 Soares fetal fiver spleen 22 

419780 AA713522 H&87752' ESTs 22 

421211 AA284966 Hs.266308 ESTs, WeaWy similar to AF216312 1 type 22 

427541 AI798983 Hs^7961 ESTs 22 

„ 432013 A1796879 Hs.162102 ESTs 22 

60 436461 AW511956 Hs.293261 ESTs 22 

438002 A1560246 Hs.201648 ESTs, Weakly similar to ZN42_HUMAN ZJNC 22 

440312 AW614597 Hs.72475 ESTs 22 

440479 AA88S461 Hs.208161 ESTs 22 

441178 W90789 Hs.153976 ESTs 22 

65 441235 AI884586 Hs.1 35570 Homo saptens cDNA: FU21 268 fis, clone C 22 

443314 AW771701 Hsi4646 ESTs 22 

422165 AL041199 Hs.1481 hisfidine decarboxylase 22 

450696 AI654223 Hs.1 6026 Homo sapiens cDNA: FU23191 fe, done L 22 

432974 BE348793 gb:hl70g02x1 NCLCGAP_Lu24 Homo sapiens 22 

70 404200 2.2 

435990 AI015862 Hs.131793 ESTs 22 

421309 AI222086 Hs.270449 ESTs, Moderately similar to ALU1_HUMAN A 22 

451558 NM.0010B9 Hs.26630 ATP-binding cassette, sub-family A (ABC1 22 

„ 416642 T96118 Hs.226313 ESTs, Weakly similar to ALU INHUMAN ALU S 22 

75 406672 M26041 Hs.198253 major histocompatibility complex, dass 22 

417819 AI253112 Hs.133540 ESTs 22 

417355 W3168 Hs.82002 endothefin receptor type B 22 

459574 AT741122 Hs.1 01 810 Homo sapiens cDNA FU14232 fis, clone hfT 22 

404274 22 

80 415086 AI597963 Hs.118726 ESTs 22 

418210 R54575 Hs.13337 ESTs, Weakfy similar to unnamed protein 22 

419220 AA811938 Hs^91759 ESTs 22 

444314 AJ 140497 gb:ow76b09.s1 SoaresJetalJiver_spteen_ 22 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



451050 
417412 
428414 
412925 
438192 
410976 
406673 
449677 
449321 
418557 
416320 
426384 
414140 
419520 
446999 
457447 
451099 
407366 
410048 



AW937420 
X16896 
AU049980 
AI089319 



418092 
428780 
431067 
432803 
412104 
422819 
454359 
424806 
434445 
442994 
410371 
450232 
417924 
430899 
431814 
417543 
444542 
404593 
434803 
451623 
452466 
402046 
434927 
436192 
401987 
423119 
427112 
414464 
447829 
449679 
405472 
413621 
432212 



415362 
427739 
427772 
430844 
434335 
436052 
442773 
446799 
450221 
455673 
458624 
405095 
447207 
433589 



447233 
447197 
431087 
409064 
427558 
426457 
438118 
427621 
452114 
448782 
403937 
416402 
452416 
451609 



R36207 
M34996 
AA002071 
AA001150 
BE140602 
H47867 
AI472078 
AA281279 
AB009303 
AA151520 
X78261 
R52795 
AF026942 
W76467 

R45154 

A1478578 

AW574823 

AA565398 

AW205197 

AL1220B4 

N71277 

AA382523 

A1349306 

AI026718 

AA084482 

BE300815 

AU077231 

BE018217 

BE256242 

AA203620 

AI161293 

AW974640 

H77818 

N84635 

H46612 
W93847 

AA322201 

Z32887 

A1870175 

AJ433029 

AI823951 

AI808648 
AW137742 

F06735 
AW196755 
AA412289 
T94960 
AA63O107 
AI021983 
AB037722 
AW978373 
AA328102 
BE065939 
Al 362790 

AA442233 
AA886530 
AA806526 
AW246333 
R36075 
H12723 
AA062954 
049493 
AW894667 
AW753311 
BE621182 
N22687 
AL050295 



Hs.69662 ESTs 

Hs.821 12 interleukin 1 receptor, type I 

Hs.184216 DKFZP564C1 52 protein 

Hs.179243 ESTs 

Hs.16808 ESTs,Weakrysirralarfoparap!eg>like 

Hs.25092 ESTs 

Hs. 198253 major histocompatibiSty complex, dass 

gb:zh85d01.s1 Soares_fetalJiver_sp!een_ 

Hs.132937 ESTs 

Hs.246645 ESTs 

Hs.34024 ESTs 

gb:tj85h03.x1 Soares_NSF_F8_9WOT_PA_P_S 

Hs.23317 ESTs 

Hs.297790 Human done 23734 mRNA sequence 

Hs.279525 hypothetical protein PRO2605 

Hs.272177 H.sapiens mRNA for TRE17 5* extremity an 

Hs.25954 interleukin 13 receptor, alpha 2 

gb:Homo sapiens dg33 mRNA, parfial sequ 

Hs.274550 proline oxidase homolog 

Hs.106604 ESTs 

Hs.50636 ESTs 

Hs.200413 ESTs 

g b:nk41f01.s1 NCLCGAP.GC2 Homo sapiens 
HsJ40951 ESTs 

Hs.121073 hypothetical protein FU10466 

gbza36e03,s1 Soares fetal liver spleen 
Hs.105689 ESTs 
Hs.11782 ESTs 
Hs.16954 ESTs 
Hs.115850 ESTs 
Hs.201326 ESTs 

Hs.82932 cyclin D1 (PRAD1: parathyroid adenomatos 
Hs.1 83528 ESTs, WeaWy similar to Bem464ike prote 
Hs^70847 delta-tubulm 

Hs.1 1 01 53 ESTs. Weakly similar to BCGF_HUMAN B-CEL 
Hs.1 46852 ESTs, Weakly similar to K1AA0525 protein 



gb:EST3B6744 MAGE resequences, MAGM Homo 

Hs.268991 ESTs 

Hs.29664 Human DNA sequence from done 682J 15 on 

Hs.293815 Homo sapiens HSPC285 mRNA, partia! cds 

Hs.24139 Homo sapiens cDNA: RJ23137 fc, clone L 

Hs.131976 EST 

Hs.290951 ESTs 

Hs.1 3957 ESTs 

Hs.164104 ESTs 

Hs.296668 Homo sapiens cDNA FU11B46 fis, done HE 

Hs.184156 ESTs 

Hs.293451 ESTs 



gb:HSC1 JB091 normalized infant brain cDN 
ESTs 
ESTs 

gfcye38d07.r1 Stratagene lung (937210) H 
Hs.2 13220 ESTs 
Hs.271432 ESTs 

Homo sapiens mRNA; cDNA OKFZp434N1131 (f 
ESTs, Weakly similar to zinc finger prot 
cyloskeleton associated protein 2 
gb:RC3-BT0319-10010(M)12-c11 BT0319 Homo 
Hs.181801 ESTs 



Hs.98105 
Hs.98123 



Hs.8707 
Hs.49221 
Hs.24641 



NM_000715 

AA026115 

AL046019 



Hs.17731 hypothetical protein FU12892 

HS.1B8912 ESTs 

Hs.130277 ESTs 

Hs.17901 Homo sapiens cDNA: FU21974 fis, done H 

gb7h88b01.s1 Soares placenta Nb2HP Homo 

Hs.290791 ESTs 

Hs.141883 ESTs 

Hs.2171 growth (frfferenfiafion factor 10 

Hs.169965 dumerin (crtaerin) 1 

Hs.259415 ESTs 

Hs.179882 Homo sapiens cDNA FU1 2437 fis, done NT 

Hs.8236 ESTs 

Hs«301550 WAA0758 protein 

Hs.1012 complement component 4-ttndmg protein, 

Hs.1 14777 ESTs 

Hs.209276 ESTs 



Z2 

Z2 

Z2 

Z2 

2.2 

2.2 

Z2 

Z2 

12 

12 

12 

12 

12 

12 

12 

12 

21 

2.1 

21 

2.1 

21 

2.1 

2.1 

2.1 

Z1 

Z1 

2.1 

2.1 

Z1 

21 

Z1 

21 

21 

21 

2.1 

21 

1\ 

2.1 

21 

Z1 

Z1 

2.1 

2.1 

2.1 

Z1 

2.1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

21 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

2.1 

Z1 

Z1 

Z1 

21 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 



316 



WO 03/042661 



PCT/US02/36810 



435934 RI9382 Hs.1 17859 ESTs 21 

445158 AI992108 Hs.127206 ESTs 2.1 

407930 AAD45847 Hs, 188361 Homo sapiens cDNAFU 128076s, done NT 2.1 

439335 AA742697 Hs.62492 ESTs, WeaWy simter to S59856 ooflagen 21 

5 443949 AW827419 Hs.235070 ESTs 2.1 

429716 R25685 Hs.211933 collagen, type XJ II, alpha 1 21 

415817 U88967 Hs.78867 protein tyrosine phosphatase, receptor-t 2.1 

438676 AA813745 Hs.123446 ESTs 2.1 

. _ 405848 2.1 

10 416940 N75620 Hs.43157 ESTs 2.1 

442381 AI185136 Hs.48650 ESTs 2.1 

420036 R60335 Hs.52792 Homo sapiens mRNA; cDNA DKFZp586l1323 (f 21 

436252 AI539519 Hs.120969 Homo sapiens cDNAFU 11 562 fis, clone HE 21 

413450 Z99716 Hs.75372 N^erytgatactosanwidase, alpha- 2.1 

15 426572 AB037783 Hs.170623 hypothetical protein FU1 1183 21 

439425 AF086244 Hs.114659 ESTs 2.1 

421168 AF182277 Hs.1360 cytochrome P450, subfamily I IB (phenobar 21 

449611 AI970394 Hs.197075 ESTs 2.1 

404548 2.1 

20 416734 K81213 Hs.14B25 ESTs 2.1 

435855 AA883552 Hs.16810 ESTs £1 

439072 AF085930 Hs.269123 ESTs 2.1 

447482 AB033059 Hs.18705 KIAA1 233 protein 21 

457292 A1921270 Hs.214178 Homo sapiens cONA FU14251 fis, done OV 21 

25 444974 AI203500 Hs.151612 ESTs 2.1 

456034 AW450979 gb:UI-H-BI3^!a-a-12-0-Ul.s1 NQ.CGAP.Su 21 

430634 AI860651 Hs.26685 ESTs 2.1 

426782 R14614 Hs.191254 ESTs 2.0 

452943 BE247449 Hs.31082 hypothetical protein FU 10525 20 

30 445326 AI220072 Hs.165893 ESTs 20 

421247 BE391727 Hs.102910 general transcriplion factor II H, polype 20 

409994 D86864 Hs£7735 acetyl LDL receptor; SREC 2.0 

443268 AI800271 Hs.129445 hypothetical protein FU1 2496 2.0 

455226 AW902103 gb:QV0-NN1022-1205<)O-22O-c07 NN1022Homo ZQ 

35 417321 N68722 Hs.191358 ESTs 2.0 

423778 Y09267 Hs.1 32821 flavin containing monooxygenase 2 2.0 

404323 2.0 

448133 AA723157 Hs.73769 folate receptor 1 (aduIQ ZQ 

421047 AW514772 Hs.1 04473 ESTs ZQ 

40 425497 AA524596 Hs.188844 ESTs 2.0 

444623 A1183829 Hs.202111 ESTs 2.0 

412303 AW936336 gb:QV4-DT0021-281 299-070-gl 1 DT0021 Homo 20 

433563 A1732637 Hs.277901 ESTs 2.0 

406485 20 

45 428330 L22524 Hs.2256 matrix metaOoproteinase 7 (matritysin, 20 

455807 BE141140 gb:MR0-KTCO75^21 299-006^07 HT0075 Homo 20 

425465 L18964 Hs.1904 protein kinase Q iota 20 

449424 AW448937 Hs.197030 ESTs 20 

427940 AA417812 Hs.38775 ESTs 20 

50 411502 AW946605 Hs.250154 Homo sapiens cDNA FU1 2973 fis, ctone NT 20 

411365 M76477 Hs.278242 tubulin, alpha, ubiquitous 20 

412369 H80456 Hs.285243 Homo sapiens cDNA: FU 22029 fis, ctone H 20 

452959 AI933416 Hs.189674 ESTs 20 

rn 416580 T61572 Hs.79385 Human ctone 23574 mRNA sequence 20 

55 428775 AA434579 Hs.143691 ESTs 20 

420000 AB036063 Hs.1 80726 Homo sapiens cDNA FU 13543 fe. clone PL 20 

408321 AW4058B2 Hs.44205 cortistafin 20 

410011 AB020641 Hs.57856 PFTAIRE protein kinase 1 20 

411050 AW814902 gb:MR1-ST0206-120400-022-fD8 ST0206 Homo 20 

60 452453 AI902519 gb:QV-BT009-10119&O51 BT009Homosapien 20 

428978 AA442784 Hs.125445 ESTs 20 

458562 N34128 Hs.145268 ESTs 20 

425527 AL162032 Hs.15B258 Homo sapiens mRNA; cDNA DKFZp434B1 272 (f 20 

403760 20 

65 424368 AB037766 Hs.146085 WAA1345 protein 20 

421229 AJ056590 Hs.7086 Homo sapiens cDNA: RJ23000 Ms, done L 20 

436304 AA339622 Hs.108887 ESTs 20 

453498 BE181412 Hs.23245 Homo sapiens cONA FLU 1767 fis, ctone HE 20 

439018 AW300887 Hs.26638 ESTs, WeaHy similar to unnamed protein 20 

70 4532B0 AL157476 Hs.32913 Homo sapiens mRNA; cDNA DKFZp761C082 (fr 20 

420193 A1460080 Hs,202869 ESTs 20 

444610 AI174783 gb:HA2501 Human fetal Over cDNA Bbrary 20 

401575 20 

419092 J05581 Hs.89603 mucin 1. transmembrane 20 

75 430129 BE301708 Hs.233955 hypothetical protein FU20401 20 

410763 AF279145 Hs-8966 tumor endothelial marker 8 20 

414783 AW069569 Hs,75839 zinc finger protein 6 (CMPX1) 20 

411492 T46848 Hs.70337 trnmunoglobunn superfamfly, member 4 20 

405963 20 

80 418378 AW962081 gb:EST374154 MAGE resequences, MAGG Homo 20 

420831 AA280824 Hs.190035 ESTs 20 

424152 AL133591 Hs.301405 Homo sapiens mRNA; cONA DKFZp434N079 (fr 20 

424641 AB001106 Hs.151413 glia maturation factor, beta 20 



317 



WO 03/042661 



PCT/US02/36810 



427616 


AI 698 684 


Hs.98028 


ESTs 


ZO 


435115 


AI821726 


Hs. 11 6603 


ESTs 


2.0 


437636 


AA764781 


Hs.291844 


ESTs 


ZO 


438295 


A1394151 


Hs.37932 


ESTs 


ZO 


439430 


AF124250 


Hs.6564 


breast cancer anB-estrogen resistance 3 


ZO 


445383 


A1925280 


Hs.236842 


EST 


ZO 


447101 


N72185 


Hs.44189 


ESTs 


ZO 


448796 


AA147829 


Hs.33193 


ESTs, Highly similar to AC007228 3 BC372 


ZO 


449623 


C00719 


Hs.1 20440 


ESTs 


ZO 


450159 


AI702416 


Hs.200771 


ESTs, Weakly similar to CAN2.HUMAN CALPA 


ZO 


456613 


R19992 


Hs.106620 


Homo sapiens clone 23950 mRNA sequence 


ZO 


457233 


AI355009 


Hs.221698 


ESTs 


ZO 


457384 


AA501760 


Hs.18075 


chromosome 9 open reading frame 3 


ZO 


457471 


AW971364 




gb:EST383453 MAGE resequences, MAGL Homo 


ZO 



TABLE 27B 

Pkey: Unique Eos probeset identifier number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 



Pkey 


CAT number Accession 


409457 


1132521J 


AW81 8081 AW392887 AW51470O AW392881 


409519 


113722J 


AA075368 AA075369 


410008 


116812J 


AA079552 BE142525 BE 142527 


410785 


1221055J 


AW803341 AW803265 AW803403 AW803466 AW803402 AW803413 AW803268 AWB03396 AW803334 AWb03355 


411050 


1230 330 _1 


AW814902 BE156656 BE156667 BE156590 BE156441 BE156447 


411880 


1263110.1 


AW872477 BE088101 T05990 


411905 


1265181J 


BE265067 BE264978 AW875420 


412303 


1288130.1 


AW936336 AW936339 


413136 


1350379J 


BE066941 BE066911 BE066979 BE066929 BE066925 


413499 


1373910_1 


BE1 44884 H97942 


413875 


1396766_1 


BE176776 H85072 


415094 


1522103J 


D59513 D59515 D80174 D59514 


415362 


1534980.1 


F06735 R55895 R12110 H08697 


416624 


1604694.1 


H69Q44 T47567 H75691 T50292 


418378 


174656.1 


AW962081 AA218925 AA354237 


419546 


185766J 


AA244199 AA244272 H57440 


419807 


188252_1 


R77402 AA262462 AA250988 R06794 


420637 


195241J 


AW976153 AA278945 AA747691 


422429 


216469.1 


AA31 0527 AW962295 Z44865 K06641 


423377 


22769.1 


AL049377 AUJ79930 AL047223 AW885963 AA385235 


426384 


26621 1J 


AJ 472078 AA377209 AA865807 


428637 


293660J 


AW979268 AA878419 AA431342 AA431628 


430153 


313709.1 


AWSoo I Zo AA4ooi 02 AA4oo 1 1» 


AWQAA 

4JUtW4 


324570.1 


T94960AA487679T95013 


431120 


328264 1 


AA4925B8 AA492498 AA492571 


431169 


328799.1 


AW971240 AA493843 AA493723 


431322 


331543.1 


AW970622 AA503009 AA502998 AA502989 AA502805 T92188 


432009 


34025.1 


AL137424BE007148T52277 


432222 


343347.1 


A1204995 AW827539 AW969908 AW440776 AA528756 


432507 


348711J 


BE391093AA551334BE389643 


432779 


354024.1 


AW979241 AA565006 AA847102 


432803 


354267.1 


AA555398 AW894072 H97930 


432869 


355475.1 


AW974094 AA569074 AA602574 


432974 


356950.1 


BE348793AA57311BN79366 


433492 


367934.1 


AW605849 AW252898 N41060 AA594852 


433584 


370400.1 


AW295399 AW207772 AW300641 AW070290 BE348854 AW1703B3 AA600968 AA778832 


433587 


373081.1 


AA743991 AA604852 AW272737 


434803 


393471.1 


AW974S40 AA649516 N75626 


436148 


41500.1 


BE005252 AK000786 


437327 


43610.1 


AL353942AW994305 


438909 


46684.1 


AF085839 R69137 AW188788 R69254 


440320 


491930.1 


AA879294 N67538AM74541 


444314 


600567J 


AI140497 AW749625 AW749626 AW749644 


444610 


612257.1 


A1174783 R83569R12271 


445346 


673545.1 


A1290205 AW235762 AI651 268 


447197 


711623.1 


R36075A1366546 R36167 


448404 


761515.1 


BE089973 AI498612 AW805032 


449299 


80436.1 


AA299919AW957012AA0O1107T83631 BE156389 


449540 


80945.2 


AA001713H63835 


449677 


81270.1 


AA002071 AA002232 T99209 


450522 


837264.1 


AI698839AI909260AI909259 


451024 


85565J 


AA442176AA259181 


451381 


867770.1 


BE241831 AW249135 BE548847 AW250245 


452163 


' 902067.1 


AJ863140W80703R43474 


452293 


909195.-1 


A1671833 


452453 


918300.1 


AI902519AI902518A1902516 


452542 


921410.1 


AW812256 AW812257 A1906423 AI906422 


452771 


930983.1 


T05477T07855AI9 17711 


454359 


1130S74J 


N71277AW390764 
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454693 


1229132J 


455024 


1249196 1 


455226 


1262534 1 


455235 


1265634J 


455673 


1349656J 


455807 


1370914J 




456034 


457471 


340916 1 


457620 


371514J 


458154 


491768 1 


459267 


966605J 



AW813428 AW813444 AW813367 AWB13368 AW813429 AW813424 
AW851309 AW850888 AW851419 AW851412 AW851299 
AW902103 AW869012 AW869139 

AW875951 AW875950 AW875936 AW875948 AW875939 AW875957 
BE065939 BE066079 BE065956 

BE141140aE141139BE141105BE141143BE141127BE141202BEl41108 

142696 1 AW450979 AA136553 AA1 38656 AW419381 AA984358 AA492073 BE1 68945 AA809054 AW238038 BE01 1212 BE01 1359 BE011367 
BE01 1368 BE011362 BE01 1215 BE01 1365 BE01 1363 
AW971354 AA525021 AA570759 
AA602711 BE078290 

AW81 6379 AAB88282 AA879046 AA879195 
AJ003631 AJ003650AJ003651 



TABLE 27C 

Pkey. Unique number corresponding to an Eos probeset 

Ref. Sequence source: 7 digit numbers in this column are Genbank Identifier (GO numbers. "Dunham I. et aT refers to the publication entitled The DNA sequence of human 

chromosome 22." Dunham I. et at., Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400610 


9887671 


Minus 


1 1 /bUo-l 1 f vlo, 1 Z41WU- 1 IA 1 H f 


400B80 


9931121 


Ptus 


29235-29335,36363-36580 


401049 


7232177 


Plus 


149157-150692 


401335 


9884881 


Plus 


15736-16352 


401575 


7229804 


Minus 


76253-76364 


401793 


7263888 


fvfinus 


102945-103083 


401987 


4406829 


Minus 


72893-73021,76938-77049 


402046 


8072415 


Ptus 


166394-166556,168167-168395 


402222 


9958106 


Plus 


3261-3834,3939-4269 


402481 


9797406 


Ptus 


87891-88991 


402629 


9931216 


Plus 


33841-33775,34182-34372,36003-36084,40343-40612 


403760 


7712202 


Minus 


4591046260,47563-47824 


403903 


7710671 


Minus 


101165-102597 


403937 


7711761 


Minus 


12609-12773 


404043 


9558573 


Rus 


29042-29135,46597-46699 


404200 


6010176 


Minus 


7066-7210 


404274 


9885189 


Rus 


104127-104318 


404288 


2769644 


Plus 


3512-3691 


404289 


2769644 


Plus 


15049-15286,30267-30457 


404323 


9719753 


Minus 


31913-32219 


404488 


8113286 


Minus 


64835-64994 


404548 


8570305 


Minus 


8389644162 


404593 


9944086 


Minus 


74922-75788 


404599 


8705107 


Plus 


110443-110733 


404916 


7341826 


Plus 


91057-91188 


405041 


7547195 


Plus 


121230-121714 


405095 


8072599 


Ptus 


138877-139066 


405472 


8439781 


Ptus 


106297-106447,108462-108596 


405494 


8050952 


Minus 


70284-70518 


405848 


7651809 


Minus 


28135-28244 


405963 


8247786 


Rus 


40564699 


406182 


5923650 


Minus 


28256-28935 


406485 


7711305 


Rus 


125036-125422 


406506 


7711374 


Minus 


68434077 


405554 


7711566 


Rus 


106956-107121 


406594 


8248611 


Minus 


35543-35845 



TABLE 28A: ABOUT 796 GENES DOWN-REGULATED IN LUNG FIBROSIS COMPARED TO NORMAL BODY 

Table 28A lists of about 796 genes that are downregulated in lung fibrosis (collection of IPF, HP, and NSIP) samples as compared with normal "body map' samples. These were 
selected from about 59680 probesete on an Aflymetrix/Eos Hu03 GeneChip array such that the ratio of 'average' fibrosis sample expression level to 'average' normal adult tissues 
sample expression was less than or equal to 0.1. The "average' normal lung tissue level was set to the 75* percentile amongst normal lung tissues. The 'average' fibrosis 
expression level was set to the 95* percentile amongst fibrosis samples. In order to remove gene-specific background levels of nonspecific hybridization, the 15* percenBte value 
amongst non-malignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number. Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of normal King to fibrosis 

Pkey ExAccn Unigene ID Unigene Title R1 

414002 NMJXJ6732 Hs.75678 FBJ murine osteosarcoma viral oncogene h 18.18 

421218 NMJJ00499 Hs.72912 cytochrome P450, subfamily I (aromatic c 9.39 

404518 AI815601 Hs.79197 CD83 antigen (activated B lymphocytes, i 8.30 

404795 5.56 
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403211 5.46 

417967 BE244373 Hs.1119 nuclear receptor subfamfly 4, group A, m 5.43 

400489 5.19 

425571 AJ007292 Hs.158306 ephrin-A2 5.19 

5 406357 5.08 

407979 AA046306 Hs.62927 ESTs 5.08 

452378 AA025855 Hs.19597 ESTs 4.78 

408053 AW139474 Hs.246862 ESTs 4.62 

421770 AA374192 Hs.108124 ribosomal protein L41 4.52 

10 425126 N32759 Hs.1 72944 chorionic gonadotropin, beta polypeptide 4.49 

402386 4.39 

402448 437 

448245 AI923551 Hs.170843 ESTs 4.31 

413778 AA090235 Hs.75535 myosin. Tight polypeptide 2, regulatory, 4.29 

15 419968 X04430 Hs.93913 toterleukin 6 Cmterferon, beta 2) 4.24 

447768 X86400 Hs.19520 FXYD domain-containing ton transport reg 4.21 

405163 4.19 

437120 AI356125 Hs.157767 ESTs, WeaWy similar to human HOXA2 [H.s 4.19 

409020 AA062549 Hs.21162 ESTs 4.09 

20 431073 BE254470 Hs.249186 COTe^homeobox 4.07 

433495 AW373784 Hs.71 atpha-2^lycoprotein 1, zinc 4.05 

403716 3.99 

424969 AW950928 Hs. 153998 creatine kinase, mitochondrial 1 (ubiqui 3.94 

404348 3.90 

25 407070 Y10209 gb:H.sapiens mRNA for CD30L protein 3.82 

412919 A1368680 Hs.816 SRY (sex determining region Y>box 2 3.81 

402409 3.80 

456150 Z42308 gb:HSC0FB121 normalized infant brain cON 3.79 

427030 AA39760O Hs.97531 ESTs 3.76 

30 426328 AW631296 gb:hh83c09.y1 NCLCGAPJ3U1 Homo sapiens 3.74 

429307 AU076592 Hs.198951 jun B proto-oncogena 3.71 

400172 3.70 

431227 X63755 " Hs.2743 keratin, cuticle, ultrahigh sulphur 1 3.68 

433883 A1925688 Hs.222312 ESTs, Weakly similar to B24264 proBne-r 3.68 

35 446850 R71245 Hs.174303 ESTs 3.67 

405147 3.64 

406821 AA977896 Hs.128873 ESTs, Highly similar to ALFA_HUMAN FRUCT 3.57 

402762 3.55 

401496 3.50 

40 421201 AW241940 Hs.102500 hypothetical protein FU20481 3.50 

402911 3.49 

425330 D25216 Hs. 155650 KIAA0014 gene product 3.49 

438004 AA774984 Hs.220649 ESTs, Weakly sintiar to FCE2 MOUSE LOW A 3.46 

448185 AI533040 Hs.172730 ESTs 3.46 

45 433367 AA584930 Hs.269451 ESTs, Weakly similar to XAP-Wike prate 143 

416596 H67669 Hs.38564 ESTs 3.41 

400545 3.39 

418464 R87580 gb:ym89h07.r1 Soares adult brain N2b4HB5 3.37 

426507 AA380285 gb:EST93491 Supt cells Homo sapiens cONA 3.35 

50 . 403479 3.34 

406082 S47833 Hs.82927 adenosine monophosphate deaminase 2 (iso 134 

401919 3-33 

449031 AI867502 Hs.Z71462 ESTs 3.33 

400116 3.31 

55 401590 3.29 

401007 3.28 

404610 H58589 Hs.35156 Homo sapiens cDNA FU 11 027 rls,ctone PL 3.25 

408641 AW245207 Hs.5555 Homo sapiens cONA FL) 13170 fis, done NT 3.25 

407196 D11747 Hs.177415 Finkel-Bisl0s-Re8ly murine sarcoma vhu 123 

60 410258 X52638 Hs.739 efhosphofnicto-2^dnase*uctose-2,6-bi 3.23 

433232 AI658621 Hs.1 27769 ESTs 3.23 

457937 AW976930 Hs.128760 ESTs 3.23 

406101 3.18 

_ 407080 Z38133 Hs.1 13973 myosin, heavy polypeptide 8, skeletal mu 3.18 

65 419947 AW298744 Hs.118894 ESTs 116 

421905 AI660247 Hs.32699 ESTs, Weakfy similar to UV-1 protein [H 116 

454019 031846 Hs.37025 aquaporin 2 (collecting duct) 116 

428674 AA431734 Hs.104915 ESTs 114 

402056 3.06 

70 425182 AF041259 Hs.155040 zinc finger protein 217 106 

425393 NM_000218 Hs.156115 potassium voltage-gated channel, KQT-fflc 106 

433657 AI244368 Hs.8124 PH domain containing protein to retina 1 105 

402158 103 

„ 404938 102 

75 403376 101 

418828 AF020774 Hs.88B44 Homo sapiens hair and skin epidermattyp 100 

402423 2.99 

416253 BE250659 Hs.15463 ESTs 2.99 

0 . 435265 AA779958 Hs.1 85932 ESTs 2.99 

oO 425655 BE614551 Hs.158675 ribosomal protein LI 4 2.98 

428704 AA432007 Hs.249484 ESTs £98 

425439 038024 Hs.1 57425 double homeobox, 2 2.97 

445613 BE550889 Hs.158491 ESTs 2.97 
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10 
15 

20 

25 

30 

35 

40' 

45 

50 

55 

60 

65 

70 

75 

80 



402714 








Z96 


403526 








2.96 


403605 








Z95 


441852 


AB028968 


Hs.7989 


K1AA1045 protein 


2.95 


417629 


T76945 


Ks.64211 


ESTs, Weakly similar to similar to acyl- 


Z94 


447744 


AA313230 


Hs.19413 


SlOOcalciunvbinding prolan A1 2 (caJgra 


Z91 


419821 


AW967486 


Hs.189119 


ESTs 


2.90 


446993 


AI570964 


Hs.1 64257 


ESTs 


Z89 


414580 


BE386918 




gb:601275386F1 NIH_MGC_20 Homo sapiens c 


2.88 


423379 


AI985349 


Hs.1 57492 


Homo sapiens cONA FU 14079 fis, done HE 


Z88 


440206 


AI762232 


Hs.46794 


ESTs 


Z88 


402212 


AW502761 


Hs.30909 


K1AA0430 gene product 


2.87 


406059 








2.85 


423548 


AFX7194 


Hs.1 29782 


mifpjn 3A intestinal 


Z86 


402051 








2.85 


415195 


AK000150 


Hs 78185 


MAX-Dke bHLHZiP nrotein 


ZB5 


455446 


AW947749 




ob'RC0-MT0005-130300-031-b01 MTC005 Homo 


2.85 


442428 


BE464988 


Hs 29830? 


ESTs 


2.84 


403247 








Z83 


404825 








2.83 


459184 


L35001 


Hs.95669 


ESTs 


2.83 


402968 








Z82 


417575 


RD0382 


Hs 191199 


ESTs 


282 
Z81 


404668 
420619 


AF130255 


Hs.99430 


testis zinc finger protein 


Z81 


447241 


BE382838 


Hs.1 9322 


ESTs 


Z80 


448793 


A1864581 


Hs.215477 


ESTs 


Z79 


453014 


AJ937242 


Hs.176590 


ESTs 


Z79 


446775 


AI792836 


Hs. 232273 


ESTs 


Z78 


455075 


AW854850 




gb:OV2-CT0261-20109W)11-fi03 CT0261 Homo 


Z78 


406704 


M21665 


Hs.929 


myosin, heavy polypeptide 7, cardiac mus 


Z75 


457546 


AA568484 


Hs.1 53632 


ESTs 


Z75 


410197 


NMJXJ5518 


Hs.59889 


34rydroxy-3-rnelhy!g{utaryl-Coen2yrne Asy 


Z74 


433677 


AI791912 


Hs'l90885 


ESTs. Moderately similar to ALU 1 .HUMAN A 


Z74 


405703 








Z73 


408840 


AW277132 


Hs.254880 


ESTs 


Z73 


413958 


BE277913 


Hs. 172364 


Homo sapiens mRNA for FU0G086 protein. 


Z73 


454421 


BE409759 


Hs.59563 


Homo sapiens mRNA for FU 00007 protein, 


Z73 


406702 


Z20656 


Hs^78432 


myosin, heavy polypeptide 6, cardiac mus 


Z72 


408664 


R56362 




gb:yg93c07j1 Scares infant brain 1MB H 


Z72 


402457 








Z71 


403612 








Z71 


407049 


X72632 




(NONE) 


Z71 


415423 


AA154743 


Hs.187617 


Homo sapiens cDNA FU13941 fis. done Y7 


Z70 


402862 








Z69 


403540 








Z69 


431465 




Hs 180086 


ESTs 


Z69 
Z68 


406563 
417003 


Al 038170 




ho»alnftJ»nrnnr<«ctoino mafMtraneforawi 

ueiouiB^nui i luCjSwinc rncinyiu snsiGicQw 


Z68 


426220 




Hs 171RQ7 


ccTc WpaHv cimilaf fn immiinnnlnhirfin s 

LOI9, IfCOAJj OHIIMol IW IHHIHII myilMIUIUI 3 


Z68 


446707 


nwj 1 C 1 h 


ns. luOoou 


ESTs 


Z68 


447557 






ESTs 


Z68 


413529 


U 1 1 874 


Hs.846 


interteukm 8 receptor, beta 


Z67 


403997 








Z66 


408704 


AA056635 


Hs.5366 


Hnmn crmtpn<; cDNA* Fl .ISMST? fis rfnnft C. 


Z66 


407005 


U 20230 




gb. Human guanyt cyclase C gene^ partial 


Z65 


405075 








Z64 


430728 


AW968522 




gb:EST380598 MAGE resequences, MAGJ Homo 


Z64 


405327 






Z63 


409419 


BE207219 


Hs.20474 


ESTs, Highly similar to SI 71 1 2 interfere 


Z63 


434300 


AA740944 


Hs/1 16295 


ESTs 


Z63 


405895 








Z62 


431929 


AW294163 


Hs.146127 


ESTs 


Z61 


405217 








260 


437569 


AA760849 


Hs.294052 


ESTs 


260 


419822 


AW966864 


Hs^55780 


ESTs 


259 


445916 


AW014139 


Ks, 145656 


ESTs 


259 


446149 


BE242950 


Hs^03181 


ESTs 


259 


457829 


A1742291 


Hs. 21 0843 


ESTs. WeaJdv similar to dJ 1039K5.2 Ms a 


258 


404282 








253 


409778 


AW499705 




gbtU1-HF-BR0p-ajk-bW).UI.r1 NIH_MGC_5 


253 


445353 


BE551455 


Hs.175211 


ESTs 


253 


458764 


BE619386 




gfe601473204H NIH_MGCJ58 Homo sapiens c 


253 


402195 








252 


404247 








252 


427584 


BE410293 


Hs.179718 


v-myb avian myeloblastosis viral oncogen 


. Z52 


402588 








Z50 


432301 


U34249 


Ks.167075 


ring finger protein 9 


Z50 


424958 


AA984420 


Hs.283659 


ESTs 


Z49 


442197 


AW837912 




gb:OV3-LT0048-26010(M)68^02 LT0048 Homo 


Z49 


415003 


Ml 1437 


Hs.77741 


teiinogen 


Z48 


420767 


AF072711 


Hs.9991 8 


carboxyl ester lipase (b3e sait-stimula 


Z48 


422885 


BE244068 


Hs.121544 


interteukin 12 receptor, beta 1 


Z47 



321 



WO 03/042661 



PCT7US02/36810 



440424 AJ991125 Hs.189109 HomosapienscONA: FU21458fe. clone C Z47 

402153 2.46 

432152 AK000245 Hs.27Z790 Homo sapiens cONA FU20238 fis, dona CO 2.46 

_ 454414 R55574 Hs.164675 ESTs Z45 

J 401603 2.44 

408493 BE206854 Hs.46039 phosphoglycerate mutase 2 (muscle) Z44 

408513 AW206468 Hs.103118 ESTs 2.43 

409826 AW501112 Hs.34487 hypothetical protein FU23412 Z42 

400672 2.41 

10 430713 AA351647 Hs.2542 eukaryotic translation elongation factor Z41 

449748 H23963 Hs^2043 ESTs 2.41 

453756 AW139415 Hs.61906 ESTs 2.41 

400624 2.40 

403125 2.40 

15 406118 2.39 

402165 2.38 

416982 J05401 Hs.80691 creatine kinase, mitochondrial 2 (sarcom 2.38 

425515 W26609 gb:35f 1 2 Human retina cDNA randomly prim Z38 

402951 2.37 

20 427886 AA417083 Hs.104789 ESTs Z37 

447173 AW449385 Hs.157294 ESTs Z37 

448703 BE613942 Ks.170890 Homo sapiens cDNA: FU21 1 29 fis, clone C 2.37 

426344 H41821 Hs.169393 transcriptional activator of the c-fcsp Z36 

„ 401840 2.35 

25 403731 2.34 

405378 2.34 

405555 Y09306 Hs.30148 homeodomaiivinteracting protein kinase 3 Z34 

416559 AI039195 Hs.128060 ESTs,WeakrysirnjlartocONAESTyk481g5 Z34 

„ 438216 Z83952 Hs.252815 ESTs Z34 

30 448427 BE395260 gb:60 1 31 1 1 30F1 NIH_MGC_44 Homo sapiens c 2.34 

451588 AW072057 gb:ws58g05jc1 NCLCGAPJ3rn25 Homo sapten 2.34 

423011 NM 000683 Hs.299847 ESTs, Kighly similar to A2AD_HUMAN ALPHA Z33 

451172 AW20S465 HsJ207423 ESTs Z33 

401015 2.32 

3 5 414705 BE464157 HsJ281455 ESTs Z32 

439894 AA853077 gb:NHTBCae03a05f1 Normal Human Trabecula Z31 

448305 AW270149 Hs.254515 ESTs, Moderately similar to AF248953 1 g Z31 

453512 AL040160 Hs.209542 ESTs, WeaMysmiflar to B cell tinker pr Z29 

418556 T02850 , gb:FB1 2A9 Fetal brain, Stratagene Homo s Z28 

40 457197 AB016092 Hs.197114 RMA binding protein; AT-rich element bin 2.28 

457275 AA463422 Hs.209431 ESTs 2.28 

458766 AW183618 Hs.188417 ESTs, Weakly similar b ZnT-3 [H.sapiens Z28 

414075 U11862 Hs.75741 amitoride bin<fing protein 1 (amine oxida Z27 

430210 AL157426 rfc*235390 Homo sapiens mRNA;cDNADKFZp761B1 01 (fr Z27 

45 442614 AI269030 gb:qj73c1Zx1 Na_CGAP_KW3 Homo sapiens Z27 

402538 2.26 

439891 AL389940 Hs.109988 ESTs Z26 

440056 BE294828 Hs.13323 hypothetical protein FU22059 Z26 

406150 2.25 

50 426880 AA453482 gb2x47a11j1 SaaresJesfeJWT Homo sap Z25 

447129 AW014123 Hs.161402 ESTs 2.25 

458893 BE161733 Hs.97283 ESTs, Weakly similar to ALUIJtUMAN ALU S Z25 

456778 AI458309 Hs.1 17406 ESTs Z24 

401728 2.23 

55 404139 2.23 

414095 BE293546 gb:6011 86671 F1 NIHJ/IGCJ5 Homo sapiens c Z23 

432037 AW450592 Hs.300459 ESTs Z23 

451965 AA021163 Hs^2267 ESTs Z23 

416768 AA363733 Hs.1032 regenerating isleWerived 1 alpha (pane Z22 

60 427586 AA609561 Hs.1 90592 ESTs Z22 

454108 AA161071 Hs.71465 squatene epoxidase Z22 

429749 AI685174 Hs.22293 ESTs Z21 

434507 AW511138 Hs^56581 ESTs Z21 

_ _ 436652 AA724543 Hs.1 68824 ESTs Z21 

65 437433 R74016 Hs.121581 ESTs Z21 

401688 2.20 

441748 R14439 Hs.209194 ESTs Z19 

453072 BE251845 Hi221516 ESTs, Weakly similar to tetraspan TM4SF Z19 

400635 Z18 

70 417176 AW974475 Hs.143467 ESTs Z1B 

427858 NM.001971 Hs.21 elastase 1, pancreatic Z18 

454886 AW837063 gtaQVUT0037-1 50200-06*fl08 LT0037 Homo Z18 

458232 BE217672 Hs.279537 ESTs Z18 

_ _ 408922 R87388 gfcym88g04.r1 Scares adult brain N2b4HB5 Z17 

75 423668 Y10148 Hs.131138 neurotensin receptor 2 Z17 

440338 R62431 Hs.12758 ESTs Z17 

403115 2.16 

409125 R17268 Hs.301560 ESTs Z16 

426887 AI971975 Hs^ 12892 ESTs Z16 

80 413811 BE168828 gb:OV1-HT0517-0204OO-145^4 HT0517 Homo Z15 

442962 A1025315 Hs.131615 ESTs Z15 

403921 2.14 

413140 T06607 Hs.6846 hypothetical protein FU 13055 Z14 
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421996 AW583807 Hs.1460 glucagon 2.14 

436130 AA341497 Hs.31408 ESTs 2.14 

407243 AA058357 Hs.74466 caTcinoernbryonic antigen-related cdl ad 2.13 

407708 AF019968 Hs.37936 suppressor of variegation 3-9 (Drosophfl 2.13 

5 442792 AI352340 Hs.131194 ESTs 2.12 

454406 AA213605 Hs.267861 ESTs 2.12 

424648 AA344576 gb:EST50478 GaB bladder I Homo sapiens 2.11 

433963 AI218B08 Hs.187778 ESTs 2.11 

400736 2.10 

10 406343 2.10 

409702 AI752244 Hs.285749 Human DNA from chromosome 1 9-sperifie co 2.10 

432092 AF13S026 gbiHomo sapiens kaffikrein-Dke protein 2.10 

441915 AI566116 Hs.207066 ESTs, Weakly similar to FOG IMinuscuiusJ 2.10 

453147 AA733098 Hs.279909 CGJ-05 prolan 2.10 

15 415604 Z44177 Hs. 170434 Homo sapiens cDNA FU 1 4242 fis. done OV 2.08 

422927 AW247388 Hs.301423 calcium binding protein 1 (cafbrain) 2.08 

401211 AJ004832 Hs.5038 neuropathy target esterase 2.07 

413808 J00287 Hs.182183 caldesmon 1 2.07 

414433 BE407755 Hs.169100 Homo sapiens cDNA FU12529 fis, clone NT 2.07 

20 421978 AJ243662 Hs.1 10196 NICE-1 protein 2.07 

431204 F28841 Hs.250760 (^t^rormccoidasesubunitVlapolypep 2.07 

433605 AI378012 Hs.147953 ESTs 2.08 

449383 AW444712 Hs.196573 ESTs 2.06 

455652 BE064675 gb:RC1-BT031W01299412-h11 BT0313Homo Z05 

25 4023B2 2.04 

407282 AI345597 HsJ54727 ESTs 2.04 

457273 A1157145 Hs.165538 ESTs ' 2.04 

459073 AW968616 HsJ96234 ESTs, Highly similar to mitogerwcthrate 2.04 

402394 2.03 

30 428875 AW451624 Hs.178202 ESTs 2.03 

456634 AA609911 Hs.109012 ESTs £03 

434352 AF129505 Hs.86492 sman muscle protein, X-finked 2.02 

439281 AA100768 Hs.48485 ESTs 2.02 

444153 AK001610 Hs.10414 hypothetical protein FU 10748 2.02 

35 401122 2.01 

444340 A1143198 Hs.143561 ESTs 2.01 

455104 BE064863 gb:RC1-8T0313.1103(KW)15^06BT0313Homo 2.01 

415011 AW963085 gb:EST375158 MAGE resequences, MAGH Homo 2.00 

440144 AW082297 HsJ8523 ESTs 2.00 

40 403183 199 

409802 AW500732 gb:UI-HF-BN0^knvW)7-0-Ul.r1 NIH_MGC_50 1.98 

430144 A1732722 Hs.187694 ESTs 1.98 

444580 AI168365 Hs.268663 ESTs 1.9B 

401704 1.97 

45 401810 1.97 

424473 AK001405 Hs. 148584 Homo sapiens cDNA FU 10543 fis, clone NT 1.97 

438573 AW135084 Hs.299865 ESTs 1.97 

412921 BE0Q9345 Hs.128942 ESTs 1.96 

422233 AB002058 Hs. 113275 purinergic receptor P2X-like 1, orphan r 1.96 

50 425352 NM.000939 Hs.1897 proopiomelanocortin {adrenoccrficotropin 1.96 

410285 AA083609 gb:zm63d05.r1 Stralagene£brobtast(937 1.95 

414323 NM.014759 Hsl239500 WAA0273 gene product 1.94 

428119 AW298211 Hs.255737 ESTs 1.34 

424510 AK001841 Hs.149797 hypothetical protein FU 10979 1.92 

55 425280 U31519 Hs.1872 ptophc^notpyruvate carboxykfnase 1 (sol 1.92 

429785 HB2114 Hs.301769 ESTs 1.92 

437344 R90921 Hs.6846 hypothetical protein FU 13055 192 

451819 A1819096 Hs.249260 ESTs 1.92 

459060 H89244 Hs.79625 heterogeneous nudear nl»nudeoprotfiin 1.92 

60 422664 AA315933 Hs.120879 ESTs 1.91 

432247 AA531287 Hs.105805 ESTs 191 

453820 R77494 Hs.75416 DAZ associated protein 2 191 

400675 190 

405556 Y09306 Ks.30148 homeoobmaWnteracting protein kinase 3 190 

65 407099 M94891 Hs.278423 pregnancy specific beta-1-gryrxproletn 4 190 

440297 BE560553 Hs.205450 Homo sapiens cDNA: FU22570Rs. done H 190 

443104 AA088470 Hs.83135 p5^responsive gene 6 190 

444329 W73753 Hs.58330 ESTs 190 

402690 189 

70 432354 AW137262 Hs.192713 ESTs 189 

427811 M81057 Hs.180884 carboxypepfidase B1 (Qssue) 188 

443322 AI825817 Hs.143272 ESTs 188 

4581B5 AI762757 Hs.1 298 59 ESTs, WeaHy similar to AF1 1 3685 1 PR009 188 

459072 AI815978 Hs.160427 ESTs 188 

75 402534 187 

409S89 AA07B492 gtr.7P04D1 1 Chromosome 7 Placental cONA L 187 

416931 D45371 Hs.80485 adipose most abundant gene transcript 1 187 

430176 AL161995 Hs.234775 neurturin 187 

n _ 430631 AJ003147 Hs.278464 dfactory receptor, family 1, sublamfly 187 

80 433114 AA1 21 579 gb:zn77f02j1 Stratagene NT2 neuronal pr 187 

439254 1)57352 Hs.6517 amitonde-sensiiive cation channel 1, ne 1.87 

448461 AW166358 Hs.124979 ESTs 187 

450675 AA010662 Hs.188S39 ESTs 187 
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401767 1.85 

449891 N64867 Hs.37848 ESTs 1.85 

400527 1.84 

428581 AA430570 Hs.104881 ESTs 1.84 

5 443647 AV653846 Hs. 126261 Homo salens Chromosome 1 6 BAC done OT 1.84 

444785 AV651441 Hs.282475 ESTs 1.84 

449566 AA001778 Hs.288156 Homo sapiens cDNA FU21819 fis. done H 1.84 

436752 AW298529 Hs.255774 ESTs 1.83 

1rt 437405 AA338837 Hs.42547 Homo sapiens cDNAFU13975 fis, done Y7 1.83 

10 449174 T66136 Hs.12880 ESTs 1.83 

449887 AW080843 Hs.200275 ESTs 1.83 

453261 AA034116 Hs.118494 ESTs 1.83 

454243 AW241901 Hs.250583 ESTs 1.83 

459188 AA216382 Hs.30002 SH3<ontaining protein SH3GLB2 1.83 

15 424334 AA393450 gbzf71e05.r1 Soares.tesfe.NHT Homo sap 1.82 

432150 AK000224 Hs.272789 hypothetical protein FU 2021 7 1.82 

408123 AW163377 gkau94e02.y1 Schneider fetal brain 0000 1.81 

428722 U76456 Hs.1907B7 fissueinhMorof metailoproteinase 4 1.80 

442196 A1902646 Hs.31844 Homo sapiens cDNA FU 12586 fis, clone NT 1.80 

20 421419 M99587 Hs.104134 homeo box (H6 family) 1 1.79 

405420 1.78 

405737 1.78 

414016 AA134594 Hs.71528 ESTs 1.78 

415744 AW964850 Hs.279307 ESTs 1.78 

25 420375 AF 182077 Hs.97244 glioma tumor suppressor candidate region 1.78 

426322 J05068 Hs.2012 transcobaiamin I (vitamin B1 2 binding pr 1.78 

421592 AF009801 Hs.1 05941 bagpipe homeobox (Droscphila) homolog 1 1.77 

401743 1.75 

405187 1.75 

30 442763 AI017037 Hs.131121 ESTs 1.75 

451621 AI879148 Hs.26770 fatty acid binding protein 7, brain 1.75 

413248 T64858 Hs.21433 ESTs 1.74 

423913 NM_016436 Hs.301055 hepatoceflutar carcinoma-associaied anQ 1.74 

439999 AA1 15811 Hs.6838 ras homolog gene family, member E 1.74 

35 440185 AW104S46 Hs.270929 ESTs 1.74 

450482 A1697844 Hs.221720 ESTs 1.74 

413972 BE279548 Hs.162717 ESTs, Weakty similar to HPPD_HUMAN 4-HYD 1.73 

420476 AW575863 Hs.1 36232 ESTs 1.73 

428748 AW593206 Hs.98785 ESTs 1.73 

40 431148 AA502653 Hs.28621 ESTs 1.73 

447205 BE617015 Hs.11006 ESTs 1.73 

455994 BE179190 gb:RC0-HT0613-21030W)32-aJ7 HT0613 Homo 1.73 

401039 1.72 

403251 1.72 

45 409762 AW498884 Hs.257970 ESTs 1.72 

440914 AA909552 Hs.1 43884 ESTs 1.72 

448507 AL133109 Hs.21333 Homo sapiens mRNAj cDNA DKFZp566N1 047 (f 1.72 

409605 AW444477 Hjl258507 ESTs 1.71 

441212 AW242447 Hs.146182 ESTs, Weakly simflar to lactase phlorizi 1.71 

50 445624 AW140103 HsJ888Q ilvB (bacterial acetolaclate synthase)-! 1.71 

458619 AA872064 Hs.301218 ESTs, Weakly simflar to Unknown gene pro 1.71 

401969 1.70 

403327 1.70 

407245 X90568 Hs.172004 fJtin 1.70 

55 417361 NM_000275 Hs.82027 oculocutaneous albinism II (pink-eye dfl 1.70 

436034 AF282693 Hs.150185 infiaramalion-related G protein-coupled r 1.70 

442682 AI014545 Hs.231027 EST 1.70 

458494 AD80906 Hs.158438 ESTs 1.70 

404682 1.69 

60 407402 AF035303 gb:Homo sapiens clone 23943 mRNA sequenc 1.69 

409368 AA071059 gbzmS6a10.r1 Stralagene neuroepitheHum 1.69 

440362 AA883812 Hs.125508 ESTs 1.69 

448866 BE297743 Hs.284203 myogenb factor 3 1.69 
402201 1.68 

65 426230 AA367019 Hs.241395 protease, serine. 1 (trypsin 1) 1.68 
403186 1.67 

409543 AW41Q200 gb:fh05b12jc1 NIH_MGCJ7 Homo sapiens cD 1.67 

443672 AA323362 Hs.9667 butyrobetaine (gamma), 2-oxogtutarate <fi 1.67 

„ 450391 AI694522 Hs.202280 ESTs 1.67 

70 408919 AW295352 Hs.2S1836 ESTs 1-66 

416136 H45027 Hs.181770 ESTs 1.66 

416855 H97863 Hs.42456 ESTs 1.66 

419682 H13139 Hs,92282 paireoMjke rwnieaiomain transcripfon fa 1.66 

„ 437237 BE513073 gfc601 1 71 435F1 NIHJAGCJ 5 Homo sapiens c 1.66 

75 429134 AA446953 Hs.99004 ESTs 1.65 

445041 T64183 Hs.11398 ESTs 1.65 

453240 AJ969564 Hs.284249 Homo sapiens cDNA FU22334 6s, done H 1.65 
405243 1.64 

on 426039 BE265133 Hs.217493 annexinA2 1.64 

oU 430135 NM_000035 Hs.234234 aWdase B, frudose-cisphosphate 1.64 

435942 R06285 Hs.191215 ESTs . 1.64 

448106 A1800470 Hs.171941 ESTs 1.64 

408591 AF015224 Hs.46452 rnamrnagiobm 1 1.63 
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410881 AW809157 gb:R(X^ST01 18-041 099-031-c07_1 ST0118 Ho 1.63 

417743 R14738 Hs.8312 ESTs. Weakly similar to AF1 70723 1 prate 1.62 

430632 AC004597 Hs.248088 olfactory receptor, family 10, subfamily 1.62 

448651 BE246440 Hs.93728 pre-B-cell leukenia transcription facta 1.62 

5 453718 AL119317 Hs.120350 phospholipase A2. group VI (cytosofc, c 1.62 

459499 AW402653 Hs.28355 Homo sapiens cDNA: FU22402 fis, done H 1.62 

412374 X01388 Hs.73849 apofipoprotein C-lll 1.61 

419113 AI446586 Hs.21835 ESTs 161 

. _ 426795 AI810474 Hs.196945 ESTs 1.61 

10 426998 BE274360 gb:601121068F1 NIH_MGC_20 Homo sapiens c 1.61 

428407 NM.003963 Hs. 1841 94 transmembrane 4 superfarnDy member 5 1.61 

444475 C75571 gb:C75571 Human pancreatic islet Homo sa 1.61 

453399 Z70295 Hs.32966 guanytate cyclase activator 2B (uroguany 1.61 

456275 AW976183 Hs.88414 ESTs, WeaWy similar to (JJ512E2.1 {H.sap 1.61 

15 414060 BE246327 gb:TC8AP1E1967Pediabicpre.Bceflacui 1.60 

418004 U37519 Hs.87539 aldehyde dehydrogenase 8 1.60 

428651 AF196478 Hs.188401 annadnAlO 1.60 

443853 A1089064 Hs.250544 ESTs 1.60 

407007 U22961 gb:Human mRNA done with similarity to I 1.59 

20 412067 N45697 gb:yy78d01.r1 SoaresjnulfiptB_sderosis_ 1.59 

419080 AW150835 Hs.18878 hypothetical protein FU21620 1.59 

448619 AI8671B2 Hs.202255 ESTs 1.59 

403665 1-58 

407524 X64985 gb:H.sapiens mRNA HTPCRX1 1 for olfactory 1.58 

25 424286 AA338285 Hs.90744 proteasome (prosome, macropain) 26S subu 1.58 

412055 T28160 Hs.778 guanylatecycteseacGvatorIB (retina) 1.57 

430218 AW998865 Hs.186703 ESTs 1.57 

431882 NM.001426 Hs.271977 engrailed homotog 1 1-57 

450797 AI761930 Hs.205127 ESTs 1.57 

30 455366 AW947563 . gb:RCO-MT0004-14030(M)31-g11 MT0004 Homo 1.57 

408421 AW193734 Hs.253067 ESTs 1.56 

421907 BE018556 Hs.109358 ATPase. Class V, type 10B 1.56 

432742 AA564453 Hs.162339 ESTs 1.56 

436624 T64297 Hs.5241 fatty add binding protein 1, fiver 1.56 

35 439543 W75935 Hs.146083 ESTs 1.56 

443317 A1051601 Hs^00191 ESTs 1.56 

449097 BE271708 Hs.95110 ESTs. Weakly similar to PIP6JHUMAN 1-PHO 1.56 

457127 M194554 Hs.183434 ATPase, H+ transporting, lysosomal (vacu 1.56 

407387 AB000895 gb:Homo sapiens mRNA for cadherinRBI, 1.55 

40 418837 U48263 Hs.89040 prepronodceptin 1.55 

436749 AA584B90 Hs.5302 lectin, galactoside-bintSng. soluble, 4 1.55 

458475 AI650322 Hs.143249 ESTs 1.55 
402561 1.54 

411187 AW821291 gb:PM3-ST0307-241299^02-f03 ST0307 Homo 1.54 

45 419224 NMJM2189 Hs.252716 fibrousheatWn II 1.54 

414657 AA424074 Hs.76780 protein phosphatase 1, regulatory (inhib 1.53 

415426 Z41991 Hs.23197 ESTs 1.53 

421428 U26726 Hs.1376 hy*oxysteroid(11-beta) dehydrogenase 2 1.53 

426300 U15979 Hs.169228 delta-tike homolog (Drosophila) 1.53 

50 428489 AIB07459 Hs.98582 ESTs 1.53 

437728 AA766719 gb:oa39c09.s1 NCLCGAPJ5CB1 Homo sapiens 1.53 

407124 R08160 Hs.268857 ESTs, Weakly similar to ALU1.HUMAN ALU S 152 

414932 C14577 Hs.194517 ESTs 1.52 

433500 AF064255 Hs.1 11401 very long-chain acyl-CoA synthetase homo 1.52 

55 439688 AW445181 Hs.209637 Homo sapiens cDNA RJ 12921 fis, done NT 1.52 

453391 AW600302 Hs.232655 ESTs 1.52 

424688 AA216287 Hs.1815 myosin, fight pdypepBde 3. alkali; ven 1.51 

436895 AF037335 Hs.5338 carbonic anhydrase XII 1.51 

443)12 AI566813 Hs.132278 ESTs 1.51 

60 415824 D42039 Hs.78871 mesoderm development candidate 2 1.50 

445152 A1214667 Hs.283597 ESTs 1.50 

455941 BE160011 Hs.1 29998 Homo sapiens cDNA FU 14267 fis. done PL 1.50 

457889 AL035864 Hs.69517 ESTs, Highly similar to differenGally e 1.50 

458503 AL133933 Hs.64310 interteuWn 11 receptor, dpha 1-50 
65 400694 1.49 

420937 AW966719 Hs.1 340 coHpase, pancreatic 1.49 

426752 X69490 Hs.172004 fifin 1.49 

426784 U03749 Hs.172216 chromrjgranin A (paralhyrokl secretory pr 1.49 

428874 W32133 Hs.194366 transthyretin (prealbumin, amylddosis t 1.49 

70 444287 A1033077 Hs.10755 dihydropyrtn^drnase 1.49 

450684 AA872605 Hs.25333 interteuWn 1 receptor, type II 1.49 

425747 AI457620 Hs.205360 ESTs 1.48 

432378 AI493046 Hs.146133 ESTs 1.48 

_ r 447999 AW138840 HsJ01778 ESTs 1.48 

75 453888 AW450670 Hs.252819 ESTs 1.48 

406667 M12523 Hs.75442 albumin 1.47 

418129 X52997 Hs.1144 glycoprotein IX (platelet) 1.47 

426309 AI912555 Hs.157195 peptide YY. 2 (seminatplasmin) 1.47 

426755 BE253469 gfc601103143F1 MHJrtGCJ 6 Homo sapiens c 1.47 

80 414258 AA203285 Hjl294141 ESTs, Weakly sirnflar to (1J733015.1 [H.sa 1.46 

417421 AL138201 Hs.82120 nuclear receptor subfamily 4. group A, m 1.46 

420562 AI345569 Hs.190046 ESTs 1.46 

425011 T51986 Hs.283108 hemoglobin, gamma G 1.46 
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443050 AI612788 Hs.132348 ESTs, Weakh; similar to diaphanous 1 (H. 1.46 

411074 X60435 Hs.68137 adenylate cydase acGVa&ng polypeptide 1.45 

434680 T11738 Hs.1 27574 ESTs 145 

_ 454771 AW819939 Hs.273529 ESTs 1.45 

5 415572 N53097 Hs.193579 ESTs 1.44 

418141 AW845738 Hs.171118 Homo sapiens mRNA for FU00026 protein, 1.44 

405706 X03740 Hs.231581 myosin, heavy polypeptide 1, skeletal mo 1.43 

418197 AA214253 gbrzn58g02Lr1 Stratagene muscle 937209 H 1.43 

431821 AW452256 Hs.271221 hypothetical protein FU20064 1.43 

10 455433 AW939463 gb:QV1-DT0072-310100456^02 DT0072 Homo 1.43 

407743 AW814118 gb:MR^ST0203-15119W)11-d09 ST02)3 Homo 1.42 

4188B8 AU076801 Hs.89435 cadherin17, U cadherin (Over-tntestin 1.42 

434001 AW950905 Hs.3597 serine {or cysteine) proteinase inhibito 1.42 

441031 AI110684 Hs.7645 fibrinogen, B beta polypeptide 1.42 

15 452456 BE080763 gb^V1-BT0531-15020W1-{09 BT0631 Homo 1.42 

456535 AA305079 Hs.1342 cytochrome c oxidase subunilVb 1.42 

408349 BE546947 Hs.44276 homeoboxCIO 1.41 

420391 AA456891 Hs.79123 KIAA0084 protein 1.41 

421126 M74587 Hs.102122 insulin-like growth factor binding prote 141 

20 449329 AW752783 gb:!L3^T0219-22119W)29-F03CT0219Homo 1.41 

453615 AA195712 Hs.132696 ESTs 1.41 

417296 L36196 Hs.81884 sulfotransferase family, cytosolic, 2A, 1.40 

420287 AA740907 Hs.88297 ESTs 1.40 

4275B3 M82962 Hs.179704 rneprin A, alpha (PABA peptide hydrolase) 1.40 

25 418787 AW2S6134 Hs.86999 ESTs 1.39 

422072 AB018255 Hs.111138 KIAA0712 gene product 1.39 

425988 BE045897 Hs.274454 ESTs 1.39 

428087 AA100573 Hs.182421 troponin C2, fast 1.39 

438136 NM_OO2390 Hs.608B a disintegrin and metalloproteinase doma 1.39 

30 455579 BE011320 gb:PM3^N021WJ905<KM)02-d09 BN0218 Homo 1.39 

402316 1.38 

417084 H08370 Hs.33067 ESTs 1.38 

423276 AO003034 Hs. 126261 Homo sapiens Chromosome 16 BAC done CXI 1.38 

433787 A1472951 Hs.17368B ESTs 1.38 

35 413830 BE263439 Hs.13144 HSPC1 60 protein 1.37 

423576 NM_000383 Hs.129829 autoimmune regulator (autornimmune potyen 1.37 

401886 1.35 

412688 AW583062 Hs.74502 chymotrypstnogen B1 1.36 

401238 1.34 

40 421511 AA488940 Hs.105216 hypothetical protein RJ1 1125 1.34 

422440 NM_004812 Hs.116724 atdo-kelo reductase family 1 , member B1 1 1.34 

■ 425450 U14755 Hs.157449 UM homeobox protein 1 1.34 

427333 AF067797 Hs.176658 aquaporin8 1.34 

430937 X53463 Hs.2704 glutathione peroxidase 2 (gastromtestin 1.34 

45 445204 AW135523 Hs.245853 ESTs 1.34 

452030 AL137578 Hs.27607 Homo sapiens mRNA; cDMA DKFZp564N2464 (f 1.34 

456379 W22206 gb:63E10 Human retina cONATsp509Weav 1.34 

457416 BE142052 p>:CW34fr0137-1509994M14)05HT0137Homo 1.34 

415741 A1902761 Hs.272087 ESTs 1.33 

50 422260 AA315993 Hs. 105484 ESTs, WeaWy similar to UTB_HUMAN UTHO 1.33 

429188 AB011171 Hs.198037 WAA0599 protein 1.33 

442776 AW959498 Hs.8709 chymotrypsfn C (catdecrin) 1.33 

454748 AW862014 gb:RC3-CT0347-1 60200-01 3^109 CT0347 Homo 1.33 

437744 AW290905 Hs.300288 ESTs, WeaWy similar to CGHU2E collagen 1.32 

55 451997 AAQ21351 Hs.158497 WAA0724 gene product 1.32 

452340 NM.002202 Hs.505 ISL1 transcripOon factor, UM/homeodoma 1.32 

411879 BE145354 Hs-273758 Homo sapiens cDNA: RJ231 1 2 fis, clone L 1.31 

424304 N1VLO01395 Hs,144879 dual spedfidty phosphatase 9 1.31 

401442 1.30 

60 403942 1-30 

443687 F13040 Hs.182937 peptidylproty! isomerase A (cycloph3in 1.30 

401624 1.29 

411885 AA452636 Hs.131057 ESTs, Moderately simflar to CRGD_HUMAN 6 1.29 

418575 AA225313 Hs.222B86 ESTs 1.29 

65 419818 AI657122 Hs.301931 ESTs 1.29 

429845 AB020337 Hs.225943 UDP-Ga!:betaGlcNAc beta 1 ^galactosyl tr 1.29 

447586 AI081980 Hs.285829 solute carrier family 25 (mitochondrial 1.29 

407013 U35637 gbtHuman nebuTui mRNA, partial cds * 1.28 

428470 AC002301 Hs.1 84507 Homo sapiens Chromosome 16 BAC clone CTT 1.28 

70 429780 AL137518 Hs.300388 ESTs 1.28 

453539 AW731885 Hs.95196 ESTs, Weakly sfrn3ar to T20B 1 2.3 [C.eteg 1.28 

400846 1.27 

420257 AA257035 Hs.1 90042 ESTs 1.27 

429184 AF095735 Hs.198003 sarcosine dehydrogenase 1.27 

75 437389 AL359587 Hs.271586 hypothetical protein DKFZp762M1 15 1.27 

444412 AI147652 Hs.216381 Homo sapiens done HH409 unknown mRNA 1.27 

451139 AW293316 Hs.205558 ESTs 1.27 

431284 AA570148 Hs.126783 Homo sapiens cDNA: FU22610 fis, done H 1.26 

431969 AA366217 Hs.2879 carboxypepfidaseAl (pancreatic) 1.26 

80 406158 1.25 

419648 T73661 Hs.91877 ESTs, Highly simflar to TH1H_HUMAN THYRO 1.25 

430681 AW969675 Hs.291232 ESTs 1.25 

434880 U02388 Hs.1 01 cytochrome P450, subfamily IVF, pdypept 1.25 
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438217 753925 Hs.107 fibruwgen-tike 1 1-25 

440089 AAB64468 Hs. 135646 ESTs 1-25 

446787 U67167 Hs.315 mucin 2. mtesSnal/lracheal 1.25 

_ 448207 A1475490 Hs.170577 ESTs 125 

5 454869 AW836O04 gb:PMOU001 9-1 70200001 -d11 LT0019Homo 1.25 

413271 AA127873 Hs.114949 ESTs 124 

422619 AA313322 gb:EST185218 Colon carcinoma (HCC)cefl 1.24 

422796 AW897265 gb:CM0-NN0057-1 50400-335^04 NN0057 Homo 1.24 

427530 AM05093 Hs.126519 ESTs 124 

10 437727 AA766707 Hs.153039 ESTs 1-24 

426435 AI827946 Hs.189118 ESTs 1.23 

426429 X73114 Hs.169849 rnyosin-binding protein Q stow-type 1.22 

407964 AW130334 Hs.281111 ESTs 1.21 

43082B AI763257 Hs.86327 Homo sapiens cDNA: FU22431 Bs, done H 1.21 

15 432029 D31628 Hs.2899 4-nydroxyphenylpyruvale dioxygenase 121 

457843 AW138211 Hs.128746 ESTs 1.21 

413242 BE074165 gb:PM3-BT0564-03030(M)02-e12 BT0564 Homo 1.20 

446057 AW20227 Hs. 149358 ESTs 1.20 

447198 D61523 Hs.283435 ESTs 1.20 

20 449513 AI653232 Hs,195059 EST 1.20 

415566 F12119 gb:HSC35H091 normalized infant brain cDN 1.19 

423315 R54109 Hs.26096 ESTs 1.19 

455817 BE142384 gb:CM2-HT01 44-21 0999^)1 W04HT01 44 Homo 1.19 

459354 BE514778 gb:601317094F1 NIH_MGC_9 Homo sapiens cD 1.19 

25 408432 AW195262 gb:xn67b05jc1 NCLCGAP_CMI1 Homo sapiens 1.18 

414275 AW970254 Hs.889 CharcUeyden crystal protein 1.18 

419251 NMJ301486 Hs.89771 glucokinase (hexokinase 4) regulatory pr 1.1B 

456702 AI684534 gb:wa72M0.x1 Scares_NFL_T_GBC_S1 Homos 1.18 

458009 AI221409 Hs.144983 ESTs 1-18 

30 410193 AJ1 32592 Hs.59757 zinc finger protein 281 1.17 

417779 AA829526 Hs.1 24977 ESTs 1.17 

435101 AI743156 Hs.131064 ESTs 1.17 

445360 AI798776 Hs.156029 ESTs 1.17 

414160 BE257021 gb:601 1 17426F1 N1H_MGC_16 Homo sapiens c 1.15 

35 418078 AA521268 Hs.86508 ESTs 1.15 

425133 NMJJ02613 Hs.154729 3-pheBphdnosifide dependent protein Hn 1.15 

437935 AW939591 Ks.5940 hypothetical protein FU3)Q53 1.15 

446377 AW014022 Hs.170953 ESTs MS 

Aex 420097 AA700127 Hs.190504 ESTs 1.13 

40 446591 H44186 Hs.15456 PDZ domain containing 1 1.13 

451477 A1798425 Hs.42710 ESTs 1.13 

459197 BE244587 gb:TCBAP2EC35l Pediatric pre-B cetJ acut 1.13 

428934 AF039401 Hs. 194559 chloride channel, calcium activated, fam 1.12 

431191 AW972118 Hs.1G0002 HSPC1 52 protein 1.12 

45 424403 F05183 Hs.1799 CD1D antigen, d polypeptide 1.11 

433546 A1075877 Hs.125461 Homo sapiens cDNAFU 11 539 fc, done HE 1.11 

451179 W05469 Hs.31818 ESTs 1.11 

400302 N48056 Hs.1915 folate hydrolase (postate-specific memb 1.10 

420774 AA280209 Hs.165270 ESTs 1.10 

50 428887 AA437009 Hs^8984 ESTs 1.10 

430582 AI215509 Hs.143964 ESTs 1.10 

453642 AI370936 Hs.34074 dipeptidytpepBdase VI 1.10 

406690 M29540 Hs.220529 caidrrcembryonic antigen-related cell ad 1.09 

417998 AW967420 gb:EST379495 MAGE resequences, MAGJ Homo 1.09 

55 456387 W28876 gb:52i7 Human retina cDNA randomly prime 1.09 

427965 000306 Hs. 183864 elastase 3B 1.08 

44738B AW630534 Hs.76277 ESTs, WeaHy similar to TB2 {H^apiens) 1.08 

413841 M34276 Hs.75576 plasminogen 1.07 

429201 XD3178 Hs.1 98246 group-specific component (vitamin D bind 1.07 

60 433313 W20128 Hs.296039 ESTs 1.07 

439450 R51613 Hs.125304 ESTs 1.07 

458963 AI701393 Ks.278728 Rad and Gem-related 2 (rat homotog) 1.07 

405161 1.06 

_ 406741 AA058357 Hs.74466 carcuwernbrycnic antigen-related cell ad 1.06 

65 424294 BE299311 gb:601119256F1 NWJr1GCJ7 Homo sapiens c 1.06 

424544 M88700 Hs.150403 dopa decarboxytase (aromaSc L-aminc act 1.06 

444687 AW972109 Hs.135107 ESTs 1.06 

444754 T83911 Hs.1 1881 trar^membranB 4 superfamUy member 4 1.06 

__. 421243 AW873803 Hs.1 02876 pancreatic lipase 1.05 

70 .444290 AA262496 Hs.29280 ESTs 1.05 

407984 AW134708 Hs.243569 ESTs 1.04 

439706 AW872527 Hs£9761 ESTs 1.04 

402194 1.03 

427506 AK000134 Hs.179100 hypothetical protein FU2Q127 1.03 

75 428819 AL135623 Hs.1 939 14 KIAA0575 gene product 1.03 

434590 T47232 gbtvb64b0&s1 Stratagene ovary (937217) 1.03 

416378 AW044467 Hs.7370B ESTs. WeaWy similar to A57291 cytokine 1.02 

431912 A1660552 Hs.1 54903 ESTs, Weakly similar b A56154 Abl subst 1.02 

0 _ 443316 AI478463 Hs.1 8443 ESTs 1.02 

80 428585 AB007863 HS.1B5140 WAA0403 protein 1.01 

400440 X83957 Hs.83870 nebuTm 1.00 

404619 BE514535 Hs.77171 rranichromtKaHTie maintenance efficient (S. 1.00 

407168 R45175 gb:yg40fl)1.s1 Scares infant brain 1 NIB H 1.00 
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408052 AW501117 Hs.283585 ESTs 1-00 

409187 AF1M830 Hs.50986 carbarxjyH^hosphale synthetase 1, mitoch 1.00 

409327 L41162 Hs.53553 collagen, type IX, dpha 3 1.00 

_ 410234 NM_003837 Hs.61255 faictose-1. ^phosphatase 2 1.00 

5 410319 R23413 Hs.71935 pulafive zinc finger protein from EUROIM 1.00 

411000 N40449 Hs.201619 ESTs, Weakly similar to SEB4B [H.sapiens 1.00 

412098 AI493054 Hs.158968 ESTs 1.00 

412445 AI768015 Hs.92127 ESTs 1.00 

412637 AA115097 Hs^61313 ESTs 1.00 

10 413147 BE067271 gb:PM2-BT0349-1612994Q1-b05 BT0349 Homo 1.00 

413597 AW3028B5 Hs.117183 ESTs 1-00 

414117 W88559 Hs.1787 prcteoGpid protein (Pelizaeus-Merzbache 1.00 

414523 AU076633 Hs.76353 serine (or cysteine) proteinase inhfoito 1.00 

417074 249878 Hs.81131 guarrfdinoaceiate N^trryitransferase 1.00 

15 418390 AF133820 Hs.84665 fifin hnmutwgbbulin domain protein (myo 1.00 

419768 T72104 Hs.93194 apotipoprotein A-l 1.00 

420182 Z44245 Hs.22999 ESTs 1.00 

420923 AF097021 Hs.273321 differenfiaSy expressed in hematopdeS 1.00 

421100 AW351839 Hs.124660 Homo sapiens cONA: FU2 1763 fis, clone C 1.00 

20 421204 AWC81587 Hs.165051 ESTs 1.00 

422189 AF252292 Hs.1 12933 Tax interaction protein 40 1.00 

422792 AI951548 Hs.135163 ESTs 1.00 

423371 AU076819 Hs.1550 solute carrier famHy 26, member 3 1.00 

424208 AW583123 Hs.143113 pancreatic lipase-relaled protein 2 . 1.00 

25 424922 BE386547 Hs.217112 ESTs, Weakly similar to Similarity to Ye 1.00 

425206 NM.002153 Hs.155109 rrydroxysteroid (17-beta) dehydrogenase 2 1.00 

425545 N98529 Hs.158295 Human mRNA for myosin light chain 3 (MLC 1.00 

425983 AK000226 Hs.165619 mucin and cadherin-Gke 1.00 

426004 AW600300 Hs.124123 ESTs,WeakrysNlartosyfwaDin[R.nor 1.00 

30 427627 R87582 Hs.179915 guanine nucleotide binding protein (G pr 1.00 

428848 NM 000230 Hs.194238 leptjn (murine obesity homotog) 1.00 

429027 AL022314 Hs.194750 Human DNA sequence from done 11 70K4 on 1.00 

429231 AA813214 gb:a}32e09.s1 SoaresJesfisJWT Homo sap 1.00 

429441 AJ224172 Hjl204096 Epophilin B (uteroglobin family member) 1.00 

35 429930 A1580809 Hs.99569 ESTs 1.00 

429970 AK000072 Hs.227059 chloride channel, calcium activated, fam 1.00 

430418 R98852 Hs.36029 heart and neural crest derivatives ex pre 1.00 

431845 AA516469 Hs.270554 ESTs 1.00 

433084 M18079 Hs.282265 fatty acid binding protein 2, Intestinal 1.00 

40 433839 F35430 Hs.146070 ESTs, WeaWy similar to ALU1_HUMAN ALU S 1.00 

434452 AA634333 Hs.1 16822 ESTs 1.00 

435499 R89344 Hs.14148 ESTs 1.00 

438433 AB01B274 Hs.6214 K1AA0731 protein 1.00 

442403 AW207724 Hs.129516 ESTs 1.00 

45 442803 AI675298 Hs.199917 ESTs 1.00 

443266 AI277101 HsJ25B90 ESTs, Weakly similar to transducin [H.sa 1.00 

444656 AI277924 Hs.145199 ESTs 1.00 

445573 AI439646 Hs.157494 ESTs, Weakly similar to K1AA0676 protein 1.00 

446163 M026880 Hs.25252 Homo sapiens cOMA FU 13603 fis, done Pi. 1.00 

50 447359 NM.012093 Hs.1 8268 adenylate kinase 5 1.00 

447551 BE066634 Hs.929 myosin, heavy polypeptide 7, cardiac mus 1.00 

448657 BE147857 Hs.293841 ESTs, Weakty similar to K1M0672 protein 1.00 

449238 AA428229 Hs.85524 musde-specific RING-finger protein homo 1.00 

450085 AW293791 Hs.60162 Homo sapiens cDNA: RJ21528 fis, done C 1.00 

55 450390 N93227 Hs.98403 ESTs 1.00 

451681 Z28564 Hs*55950 ESTs, WeaWy similar to AA64_HUMAN 64 KD 1.00 

452093 AA447453 Hs.27860 Homo sapiens mRNA; cDNA DKFZp586M0723 (f 1.00 

452528 AA742457 Hs^91479 ESTs 1.00 

452624 AU076606 Hs.30054 ajagutaCon factor V (proaccelerin, labi 1.00 

60 453754 AW972580 Hs.172753 ESTs 1.00 

453991 AW014915 Hs.273741 ESTs 1.00 

454517 AW803340 ^:IL24J^W9^300-05{W»2 UM0079 Homo 1.00 

459367 BE148877 gb:CM4-KT0244-1 1 1 199440-M2 HT0244 Homo 1.00 

408021 AW137133 Hs.245867 ESTs a99 

65 417435 NM_005181 Hs.82129 cartenic anhydrase 111. muscle spedfic 0.99 

437206 AW975934 Hs.283382 ESTs, Weakly similar to Protein sequence 0.99 

422890 Z43784 Ks.78713 solute carrier famDy 25 (mitochondrial 0,98 

425878 AW964806 Hs38085 ESTs, Weakly similar to putative glydne 0.98 

441888 AT733306 Hs.1 28071 hypothetical protein FU 21 302 0,98 

70 423068 M25629 Hs.123107 kaffikrein 1, rerial/pareyeas/safivar/ 0.97 

453534 NMJJ14796 Hs.33187 WAA0748 gene product a97 

457787 AAS83268 gkae92b04.s1 Straiagene schizo brain S1 0.97 

421285 NM_000102 Hs.1363 cytochrome P450, subfamily XVII (steroid 0.96 

422069 AJ010063 Hs.111110 fifin-cap (telelhonin) 0.96 

75 425260 L47726 Hs.1870 phenylalanine hydroxytase 0.96 

418406 X73501 Hs.84905 cytoterafin 20 0.95 

425670 AW968536 Hs.190146 ESTs 0.95 

416373 AA195845 Hs.73680 ESTs. Weakly similar to AF1 98455 1 epith 0.94 

452243 AL355715 Hs.28555 programmed eel death 9 0-94 

80 411908 L27943 Hs.72924 cyfcfine deaminase a93 

415067 AI264969 Hs.929 myosin, heavy polypeptide 7, cardiac mus 0.93 

437156 A191660O Hs.121194 Homo sapiens cDNA: RJ21569 fis. clone C 0.93 

450685 L 15533 Hs.423 pancreatifis^associated protein 0.92 
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427450 


AB014526 


Hs.178121 


K1AA0626 gene product 


0.91 


432440 


X63597 


KSJ2996 


sucrase-isomallase 


0.91 


426651 


AU076646 


Hs.171683 


nuclear receptor subfamily 1 , group H, m 


0.90 


414910 


X12662 


Hs.29579 


cofactor required for Spl transcripBona 


0.89 


423317 


AJ272204 


Hs.64616 


chromosome 1 2 open reading frame 3 


0.89 


424735 


U31875 


Hs.152677 


Homo sapiens cDNA FU20338 fis. done HE 


0.89 


439751 


AA196090 


Hs.50794 


Homo sapiens mRNA Ml length insert cDN 


0.89 


452669 


F33868 


Hs.284176 


transferrin 


0.89 


446240 


AI535736 


Hs.170165 


ESTs 


0.88 


449110 


H56112 


Hs.277053 


ESTs 


0.88 


453817 


AW755253 


Hs.61920 


ESTs 


0.88 


428221 


U96781 


Hs,183075 


ESTs, Highly similar to Ca2+ ATPase of f 


0.87 


438461 


AW075485 


Hs.286049 


phosphoserine aminotransferase 


0.87 


446525 


AW967069 


Hs^11556 


Homo sapiens cDNA: FU23378 fis, clone H 


0.87 


453341 


AT758912 


Hs.29B341 


edenytyl cyclase- associated protein 2 


0.87 


403740 








0.86 


420156 


AW449258 


Hs.6167 


ESTs 


0.88 


430304 


AL122071 


Hs.238927 


Homo sapiens mRNA; cONA DKFZp434H1235 (f 


0.86 


421142 


AW503944 


Hs. 130822 


ESTs 


0.85 


444107 


T46839 


Hs.10319 


UDP gtycosyttransferase 2 family, polype 


0.85 


419415 


AW451692 


Hs.192036 


ESTs 


0.84 


423321 


AB013885 


Hs.126926 


belamreidopropionase 


0.84 


432938 


T27013 


Hs.3132 


steroidogenic acute regulatory protein 


0.84 


433447 


U29195 


Hs.3281 


neuronal pentrawn 11 


0.84 


403047 






0.83 


406707 


S73840 


Hs.931 


myosin, heavy potypepfide 2, skeletal mu 


0.81 


407782 


AA608956 


Hs.112619 


ESTs. WeaWysimaar to PQ0109 Purkinje 


0.81 


405232 








0.80 


437776 


AA768037 


Hs.291671 


ESTs 


0.80 


415505 


R39870 


Hs.12548 


ESTs 


0.79 


444436 


N25871 


Hs.177337 


ESTs 


0.78 


409096 


AA194412 


Hs^OSSO 


sarcomeric muscle protein 


0.77 


432134 


A1816782 


Hs.122583 


Homo sapiens cDNA: FU21934 fis. clone H 


0.76 


437066 


AA743570 


Hs.200935 


ESTs 


0.76 


427003 


U19487 


Hs.2090 


prostaglandin E receptor 2 (subtype EP2) 


0.75 


423634 


AW959908 


. Hs.1690 


rieparirv-Wnding growth factor binding pr 


0.73 


413333 


M74028 


Hs.75297 


fibroblast growth factor 1 (acidic) 


0.71 


420567 


AK000812 


Hs.98874 


simBar to proBne-rich protein 48 


071 


447145 


AA761073 


Hs.192943 


ESTs 


0.71 


452103 


R42764 


Hs.3248 


mutS (E. coH) homotog 6 


0.71 


410929 


H47233 


Hs.30643 


ESTs 


0.70 


400301 


X03635 


Hs.1657 


estrogen receptor 1 


0.69 


415702 


F28877 




gb:HSPD18414 HM3 Homo sapiens cDNA done 


0.67 


411396 


C04646 


Hs.85428 


ESTs 


0.65 


431706 


A1816086 


HsJ296341 


adenyryl cyciase- associated protein 2 


0.65 



TABLE 28B 



Pkey: Unique Eos probeset idenfifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey 


CAT number Accession 


407743 


1012151J 


AW8141 18 AW814257 AW072376 


408123 


1040435J 


AW163377AW160398 


408432 


1058667J 


AW195262 R27868AW811262 


408664 


1073340,1 


R56362 AW248096 R07152 R07285 


408922 


109017J 


R87388 R84328 AA058916 


409368 


112377 1 


AA071059AA085201 AA085020 


409543 


11 38723 J 


AW410200 AW409705 AW41 1433 BE296786 BE270309 


409689 


114833J 


AA078492 AA078333 AA077450 AA077746 AAD76896 


409778 


1154206J 


AW499705 AW502537 AW503016 


409802 


1155179.1 


AW500732AW5040S1 


410285 


119128J 


AA083609 AA083790 AA112048 


410881 


1225682J 


AW809157 AW812181 AW812175AW812172AW812161 AW812165 


411187 


1235092J 


AW821291 AW821264AW821287 AW821290 AW821285AW821280AW821259 


412067 


1275641J 


N45697N45540AW890595 


413147 


1350637J 


BE067271 BE067266 BE067286 BE067278 BE067299 BE067285 


413242 


1355323J 


BE074165 BE075001 BE075009 


413811 


1391117J 


BE168828 BE1 68830 BE 168823 BE168928 BE 1 68820 BE1 68826 


414060 


1413697J 


BE246327BE244704 


414095 


1416521J 


BE293546BE249848 


414160 


1422273J 


BE257021 BE258316 BE257099 


414580 


14S3848J 


BE385918 BE408833 BE385437 


415011 


151328.1 


AW963085AA159005AW963073 


415566 


1539861J 


F12119Z45475T64832 


415702 


1547874_1 


F28877F35687 


417998 


171375J 


AW967420 AA210915 AA236991 AA210916 


418197 


172864 1 


AA214253 AA214259 Z28472 Z28881 217828 


418464 


1759038 -2 


R87580 


418556 


1767866 -1 


T02850 
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422819 


218670 1 


422796 


221500J 


424294 


237907 1 


424334 


238221 1 


424648 


241947 1 


425515 


252721.1 


426328 


264901.1 


426507 


268382J 


426755 


271382J 


426880 


273277_2 


426998 


2742591-1 


429231 


301463.1 


430728 


322706 J 


432092 


34124 T 


433114 


35904 1 


434590 


38931~1 


437237 


435061-2 


437728 


441520J 


439894 


478738.1 


442197 


535550 1 


442614 


547073J 


444475 


607874J 


448427 


762970 1 


449329 


80484 1 


451588 


87667~1 


452455 


918391.1 


454517 


1221063J 


454748 


1233013.1 


454869 


1238137.1 


454886 


1238987 1 


455075 


1252389 1 


455104 


1253737J 


455366 


1284685.1 


455433 


1290311 1 


455446 


1»1959~1 


455579 


1333944.1 


455652 


1348736 1 


455817 


1371986.1 


455994 


1398737.1 


456150 


1574395.1 


456379 


18391 13_2 


456387 


1842730J 


456702 


219191J 


457416 


334503.1 


457787 


407235J 


458764 


73207.1 


459197 


924229.1 



AA313322 BE408282 AA465612 BE073382 

AW897265 AW897274 AM 19504 AW897275 AW897270 AW897312 AW897318 AW897317 AA317240 AW961361 T06241 AA326794 AL138130 

AW407975AW999277 

BE299311 AA338954AA338468 AW960907 

AA393460 AA338940 AW966277 AA419006 

AA344576 AA732430 AA344601 

W26609 W27360AA358818 

AW631296AA375484 

AA380285 AW934727 AW934914 

BE253469 BE176417 BE1 76415 AA3841 33 

AA453482AF012388 

BE274360 

AA81 3214 A1936567 AI743529 AA448279 AA994476 A1807452 AI218180 AA972858 

AW968522 AA4851 1 2 AA4851 62 AW968698 

AF135026AA583908 

AA1 21579 AB005217 

T47232AF147365 T47231 

BE513073 

AA766719 AA767041 AW977440 
AA853077AA852175 

AW837912 AW837934 AA984475 AW997490 
A1269030A1 204085 AI004047 
C75571A1150469T10778 
BE395260 AW291036 AI 500420 
AW752783 H38266 AA001166 
AW072057 AI225096 AA018702 

BE080763T96699BE081135 AI902630 H49182 AI904021 A1902697 
AW803340 AW803280 AW803275 AW803415 AW803343 AW803422 

AW862014 AW858740 AW858735 AW81 8542 AW858765 AW862027 AW858775 AW85B771 AWB58763 

AW836004 AW836087 AW8361 63 AW836162 AWB36085 AW836084 AW836079 AW836083 AW835082 AW836086 AW836088 AW836166 AW8361 64 
AW836002 AW83S078 AW836161 AW862135AW836165 AW836003 
AW837063 AW935882 AW935957 
AW854850 AW854848 

BE064863BE1S3698AW856751 BE1 53820 BE064737BE1 53674 BE064730 BE065062 BE1 53536 AWB56622BE155079BE064651 BE153665 
BE06465OBEO84691 

AW947563 AW947543 AW947553 AW947549 AW9477 1 7 AW902859 AW902927 BE01 1032 
AW939463 AW939484 AW939480 AW939459 AW939546 AW939593 AW939548 AW939595 AW939106 
AW947749 AW947746 AW947754 AW946636 AW946674 

BE011320 BEO06381 BE006361 BE011180 BE011328 BE011325 BE011157 BE006384 BE006387 BE006385 BE011160 BE011319 BE011346 
BE006370 BE006386 BE011 173 BE006389 BE006376 BE006375 BE006364 BE011321 BE006379 
BE064675 BE064761 BE064809 BE064673 BE064672 BE054674 
BE142384BE142387 

BE179190 BE179208 BE179182 BE179185 BE179186 BE179194 
Z42308 H23514 
W22206 W22498 W26922 
W28B76W26158 

AI684534 BE262411 AA314031 AW752724 
BE142052 AW265588 AA506741 
AA683268 BE002903 BE002672 
BE6i 93 BS AA300G87 

BE244587 AW938684 AW176490 AI940102 AW844995 AW938670 AI909850 A1909885 AI940079 AI909873 



TABLE 28C 

Pkey: Unique number corresponding to an Eos profaeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Wenfifier (Gl) numbers, "Dunham I. et a!." refers to the publication entitled The DNA sequence of 

human chromosome 22/ Dunham I. et a)., Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposifon: Indicates nucleotide positions of predicted exons. 



Ptey 


Ref 


Strand 


NLposition 


400469 


8954013 


Phis 


131475-131652 


400527 


9796886 


Plus 


160750-161007 


400545 


9800107 


Minus 


124618-124881 


400824 


7228177 


Minus 


94097-94756 


400635 


8567750 


Minus 


102800-102932.107482-107689 


400672 


8118724 


Minus 


148067.148503 


400675 


8118750 


Plus 


11223-11816 


400694 


8118802 


Plus 


94288-94442 


400736 


8118985 


Plus 


143447.143851 


400846 


9188605 


Plus 


39310-39474 


401007 


8117333 


Minus 


140821-141050 


401015 


8117441 


Plus 


72260-72369 


401039 


7232177 


Plus 


6588-6884 


401122 


8570296 


Plus 


6825S-68444 


401238 


9954455 


Minus 


4947^49844 


401442 


8346725 


Minus 


85674-85910 


401496 


7381769 


Minus 


82790-83002 


401590 


9966320 


Minus 


33547-33649 


401603 


7689963 


Minus 


116659-116780 


401624 


8575907 


Plus 


168318-168444,172964-173647 
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5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



401688 


2347081 


Plus 


22016-22624 


401704 


3097841 


Plus 


24712-25374 


401728 


8134856 


Minus 


82117-82920 


401743 


2865207 


Plus 


115475-115640 


401767 


9958312 


Plus 


156823-156921,157364-157554 


401810 


7342191 


Plus 


129063-129476 


401840 


7684597 


Plus 


56283-56439 


401886 


7229913 


Minus 


79215-79393 


401919 


9502466 


Plus 


67536-67666 


401969 


3126777 


plus 


4486345366 


402051 


6082020 


Minus 


19346-19480,20041-20119 


402056 


8084234 


Plus 


207002-207288 


402153 


8247879 


Minus 


1225B0-122987 


402158 


8516165 


Minus 


146298-148429,148566-148677 


402165 


8569830 


Minus 


65064-65979 


402194 


8576113 


Plus 


70917-71191 


402195 


7689778 


Minus 


147901-148884 


402201 


8576119 


Plus 


655-951 


402316 


7527774 


Minus 


10751-10919,18817-19052,22131-22328 


402382 


9690314 




155331-155528 


402386 


9799769 


Plus 


22069-22303 


402394 


9929690 


Plus 


33308-33482 


402409 


9796255 


Minus 


8571-10061 


402423 


9796344 


Minus 


62487-62664 


402448 


9796640 


Plus 


112942-113069,114303-114521 


402457 


9796782 


Minus 


16513-16577,16838-16926 


402534 


9801061 


Phis 


58989-59457 


402538 


9801137 


Minus 


96314-96539 


402561 


9864675 


Plus 


72967-73163 


402588 


9908948 




33027-33183,59060-59198 


402690 


8348058 


Plus 


13368-13998 


402714 


8969253 


Minus 


1881 1-18886,19105-19328.19525-19764 


402762 


9230904 


Minus 


123298-124035 


402862 


2956660 


Minus 


16518-18656 


402911 


7263904 


Plus 


142689-142979 


402951 


9408717 


Plus 


73252-73329.73718-73877,76217-76299,78195-78401 


402968 


9581763 


Minus 


58658-58924 


403047 


3540153 


Minus 


59793-59968 


403115 


7331404 


Minus 


142952-143094,145474-145653,146269-146445,152816-152998 


403125 


9180936 


Minus 


197548-197712 


403183 


9838273 


Phis 


109930-110074 


403186 


9838287 




117513-117856 


403211 


7630841 


Minus 


159211-159369 


403247 


7656833 


Minus 


76626-77140 


403251 


7677983 


Plus 


100391-100652 


403327 


8440025 


Minus 


17431 1-174451 ,1 74587-174705.175523-175592 


403376 


9369545 


Minus 


108698-108830 


403479 


7329292 


Minus 


148369-148533,150578-150809 


403526 


8017144 


Plus 


55367-55483 


403540 


8077057 


Minus 


5631 5-56450 


403605 


6862654 


Phis 


91614-91718 


403612 


8469060 


Minus 


94723-94859 


403665 


7249278 


Plus 


69027-69375 


403716 


7239669 


Plus 


86899-87122 


403731 


7543752 


Mjnus 


144000-144618 


403740 


7630882 


Plus 


86504-87227 


403921 


7711590 


Minus 


3297-3536 


403942 


7711825 


Minus 


99606-99757 


403997 


7708819 


Plus 


134427-134593 


404139 


9838113 


Plus 


76707-76891 


404247 


7406725 


Minus 


83949-8421 4,8431 2-84415,8449944677,84878451 14 


404282 


2276311 


Plus 


61503-62205 


404348 


7630858 


Minus 


28895-29062 


404668 


9797204 


Minus 


11332-11546.12584-12718 


404682 


9797231 


Minus 


40977-41150 


404795 


4826439 


Plus 


147501-147780 


404825 


6478944 


Rus 


210382-210494 


404938 


7381808 


Minus 


165838-165950 


405075 


7770506 


Minus 


124680-125321 


405147 


9438278 


Minus 


158996-159557 


405161 


9966260 


Phis 


157607-157785 


405163 


9966267 


Minus 


161171-161299 


405187 


7229826 


Plus 


117025-117170,118567-118736 


405217 


7239551 


Plus 


32646-33138 


405232 


7249042 


Plus 


125904-126063 


405243 


7249201 


tfnus 


22312-23197 


405327 


6094661 


Minus 


120550-120750 


405378 


6491714 


Rus 


91139-91440 


40542) 


7211837 


Minus 


13428-13582 


405703 


4240388 


Minus 


15850-16061 


405737 


9943984 


Minus 


104275-104508.104755-104877 


405895 


7677903 


Minus 


66990-67484 


406059 


9103984 


Minus 


13856-14004 
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406101 


9124019 


Plus 


125325-125831 


406118 


9143818 


Plus 


53997-54629 


406150 


9386026 


Minus 


59331-59701 


406158 


7144874 


Plus 


62393-63016,65012-65578 


406343 


9255974 


Plus 


17284-17440.18489-18646,18917-19004,19384-19538 


406357 


9256093 


Minus 


77181-77415 


406563 


7711604 


Plus 


34401-34538 



TABLE 29A: 22B6 GENES UP-REGULATED IN IDIOPATHIC PULMONARY FIBROSIS flPF) COMPARED TO NORMAL BODY 

Table 29A lists about 2286 genes thai are up regulated in idiopathic pulmonary fibrosis samples as compared with normal 'body map' samples. These were selected from about 
596BO probesets on an Afiymetrix/Eos Hu03 GeneChip array such that the ratio of "average" idiopathic pulmonary Qrosis expression level to "average" normal adutl tissues sample 
expression was greater than or equal b about 2.0. The "average" fibrosis sample expression level was set to the 90* percentfle amongst idiopathic pulmonary fibrosis samples. The 
"average" normal adult tissue level was set to the 95* percentile amongst norwnafignant tissues. In order to remove gene-speriBc background levels of non-specific hybridization, the 
15 th percentile value amongst non-malignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Pkey. Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number , 

Unigene Title: Unigene gene title 

R1: Ratio of 1PF to normal body tissue 



Pkey 


ExAccn 


Unigene ID 


Unigene TiBe 


Rt 

r\i 


IZ/oOO 


MM Of|C/1 1 


Ue 

no. I / / Doz 




211.8 


442275 


MMAAQAR7 
AW44b4D/ 


Up CA7QC 


COT- 
to IS 


mo 7 


AHA'i'X 
40110J 


AODU ID 


rlS.ZO 0*130 


surfactant, pulmonary-associated protein 


134.1 


441835 


AdU004«« 


Ue 1 0A 
HS.104 


advanced glycosylation end products peci 


130.4 


** l lew 


N81037 


Hs.1074 


ciirfartani niilmArwrv-accnriafpH tnntpin 
oUltCMfllll, pUUiWIMJI J "(UOUUdlSU piutcui 


116.8 


Qttf yo 


|M/40oU 


ns.^o'toou 


hf_^r*utefthinfmetno QnrMrtAhtwfar^sea 

rv-acyi5pnuiy05ine arrouunyuJuMse {dau c 


92.1 


AnCQCA 

4Uoyt>4 






gojiuman apna saieuiie eno saLcinic o 


80.7 


440/uy 


Ainnocoo 
AlUoZoy^ 


nS-10*K>uZ 


COT- 
CO 15 


67.1 


AtHRA 
401104 




ns.y4.30/ 


Unmn canlcw: />nWfl- P \0~tAQA fie fAftno 1 

nornu sapiens cufv\. ruio'iy*) ns, Gone i_ 


61.4 


44000/ 


A I9ARA71 


u c 19R/M 

ns. izcHt 


P/SP-fiVa-Wrwnain mntHrJo ft 

coTMiRe-uornairi, inuiupic o 


57.4 


418007 


Miooua 


0_ QQ1RQ 

ns.o01oy 


mainx fneiaiopToiBtriase 1 ^uiiersuuai 


0^.0 


4ofZUU 


uoo/4y 


Ue 1Q77ftA 


thyroKj transcription factor 1 


449 




AI9949H 
AIZZ JO 1 J 


ns.iou/U4 


COT- Wo-aWv etmilar fn RH-ll !!A Q_1fln rtm 

to i s, weaKiy suTuiar id DunuiK o-iuu pro 


42.7 


AAWiA 


K44U10 


nS . 1 


cot- 
co is 


03.0 


AiAiAO 


AW1RMQ7 


r».iOw 1 tt 


I mil to aapjta w ul/iv\ ru if+oo 115, ukjiic nc 


27.3 




Awy/oioo 


Ue 9Q9£J%% 


co 1 9, weany sinuidj to or jmoz nypoineo 


27.1 


444527 


NM w Uuo40o 


HS.llOOJ 


smau uwuctDie cyioxtne suoiamiiy a 




453310 


X70697 


Ks.553 


solute carrier family 6 (neuiotransmittB 


Oft Q 


424084 


AI940675 


Hs.20914 


l...— Ik— 11— -1 — t— 1— f-J I'M/ICC 

hypothetical protein RJ23Q55 


o*> 0 
£Lc 


421659 


Mil MA ACQ 


KS. iUdoII 


protocadhsnn 17 


91 n 


Att\A7H 


AVY401/Uy 


u«< 07ionn 
rrs.Zf izuu 


co is 




444342 


NM.014398 


Hs.10887 


similar to lysosome-assodated membrane 


19.7 


447033 


AI357412 


Hs.157601 


ESTs 


19.4 


445885 


AI734009 


Hs.127699 


K1AA1603 protein 


18.9 


411880 


AW872477 




rj)±m30mx1 Na_CGAP_Thy4 Homo sapiens 


17.9 


432437 


W07088 


Hs.293685 


ESTs 


17.8 


424105 


A1142336 


Hs.43977 


Human DNA sequence from clone RP1 1-196N1 


17.3 


431941 


AK000106 


Hs.272227 


Homo sapiens cDNA FU 20099 fis. clone CO 


17.2 


440807 


AW269421 


Ks.1 28093 


ESTs 


16.7 


424917 


A1636208 


Hs.96901 


hypothetical protein FU23049 


16.4 


433365 


AF026944 


Hs.293797 


ESTs 


16.4 


445279 


R41900 


Hs.22245 


ESTs 


16.4 


41780t 


AA417383 


Hs.82582 


integrin, betalike 1 (with EGF-Dkerep 


16.4 


405654 








16.1 


449328 


AI9S2493 


Hs. 197647 


ESTs 


16.1 


449494 


AW237014 


Hs.315369 


Homo sapiens cDNA: FU 23075 fis. done L 


15.7 


408826 


AF216077 


Hs.48376 


Homo sapiens done HB-2 mRNA sequence 


15.5 


417728 


AW138437 


Hs.24790 


K1AA1 573 protein 


15.0 


440452 


AI925136 


Hs,55150 


ESTs, Weakly similar to CAYP_HUMAN CALCY 


14.8 


452039 


A1922988 


Hs.172510 


ESTs 


14.4 


408771 


AW732573 


Hs.47584 


potassium voltage-gated channel, delayed 


14.3 


421464 


AA291553 


Hs.190086 


ESTs 


14.1 


421554 


AW137676 


Hs.97775 


ESTs 


13.8 


431889 


AA521277 


Hs. 124946 


ESTs, Weakly simBar to A46010 X-Hnked 


13.2 


434424 


AI811202 


Hs.325335 


Homo sapiens cDNA FU23523 fis, done L 


112 


431924 


AK000850 


Hs.272203 


Homo sapiens cDNA FU 20843 6s, done AD 


12J 


459702 








12.7 


421110 


AJ250717 


Hs.1355 


cathepsin E 


U6 


407638 


AJ404672 


Hs.334483 


hypothetical protein FU 23571 


12.6 


423575 


C18863 


Hs.163443 


Homo sapiens cONA FU 11576 Bs, clone HE 


1Z5 


423244 


AL039379 


Hs.209602 


ESTs, Weakly similar to ubiquitous TPR m 


112 


427585 


D31152 


Hs.179729 


collagen, type X, alpha 1 (Schmtd metaph 


12.1 


436982 


AB018305 


Hs.5378 


spondin 1 , (f-spondin) extracellular mat 


12.1 


451561 


N52812 


Hs.177403 


ESTs 


12.0 


424086 


A1351010 


Hs. 102267 


tysyt oxidase 


110 


435299 


A1745458 


Hs.1 22614 


ESTs. Weakly similar to T20593 hypotheti 


110 


429496 


AA453800 


Hs. 192793 


ESTs 


11.9 
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432365 AKD01106 Hs.274419 hypothetical protein RJ 10244 11.9 

403637 11.2 

436061 A1248584 Hs.1 90745 Homo sapiens cONA: FU21 326 lis. done C 11.2 

_ 431385 BE178536 Hs.11090 membrane-spanning 4-domsins. subfamily A 10.9 

5 421470 R27496 Hs.1378 annexinA3 10.8 

440209 H05049 Hs.22269 neurexin3 10.8 

428927 AA441837 Hs.90250 ESTs 10.7 

448693 AW004854 Hs.228320 hypothetical protein FU23537 10.5 

424717 H03754 Hs.152213 wingless-type MMTVintegrafion site (ami 10.4 

10 416402 NMJJ00715 Hs.1012 coniplenientcomponent4-bl«rmgpratein, 10.4 

446998 N99013 Hs.16762 Homo sapiens mRNA; cDNA DKF2p564B2062 (f 10.4 

442176 AA9B3764 Hs.128910 ESTs 10.4 

439606 W79123 Hs.58561 G protein-coupled receptor 87 10.3 

452883 X80031 Hs.530 collagen, type tV. alpha 3 (Goodpasture 10.3 

15 417015 M83772 Hs.80876 flavin containing monooxygenase 3 10.3 

422022 AA302420 Hs.200442 ESTs 10.3 

447724 AW298375 Hs.24477 ESTs 102 

406671 AA129547 Hs.285754 rnet protCHweogene (hepatocyte growth fa 10.0 

45B194 AW383618 Hs.265459 ESTs, Moderately similar to ALU2_HUMAN A 9.9 

20 446232 AI281848 Hs.194691 reSnoic acid induced 3 9.9 

416208 AW291168 Hs.41295 ESTs, Weakly similar to MUC2_HUMAN MUCIN 9.9 

453382 AA709285 Hs.5997 hypolheScal protein FU 13078 9.8 

412372 R55998 Hs.285243 hypothetical protein FU 22029 9.8 

426830 AA385751 Hs.196379 ESTs, Weakly simflar to putative p1 50 [H 9.8 

25 407568 AA740964 Hs.62699 ESTs 9.B 

414259 W44633 Hs.301296 Homo sapiens cDNA: FU23131 fe, done L 9.6 

400289 X07820 Hs.2258 matrix metaDoproleinase 10 (stromerysin 9.5 

441484 AA935481 Hs.58972 ESTs 9.5 

422426 W79117 Hs.58559 ESTs 9.4 

30 406747 A1925153 Hs.217493 annexlnA2 9.4 

450050 A1681268 Hs.257883 ESTs 9.4 

431337 N48107 Hs.292593 ESTs 9-3 

408427 AW194270 Hs.177236 ESTs 9.3 

447048 AW393080 Hs.228320 hypotheBcal protein FU23537 9.3 

35 453636 R67837 Hs.169872 ESTs 9.3 

443450 NS6045 Hs.133529 ESTs 9.2 

418735 N48769 Hs.44609 ESTs 9.2 

421160 AU08O215 Hs.102301 Homo sapiens mRNA; cDNA DKF2p586J0323 (f 9.1 

449802 AW901804 Hs^3984 hypothetical protein FU20147 9.1 

40 441233 AA972965 Hs.135568 ESTs 9.1 

459587 AA031956 gb3k15e04^1 Soares_pregnanLuterus_NbH 9.0 

438246 AW450963 Hs.1 19991 ESTs 9.0 

445189 AJ936450 Hs.1 47462 ESTs B.9 

410781 AI375672 Hs.165028 ESTs 8.9 

45 446868 AV660737 Hs.135100 ESTs 8.8 

415817 U88967 Hs.788B7 protein tyrosine phosphatase, receptor-t 8.8 

425664 AJ006276 Hs.1 59003 transient receptor potential channel 6 8.8 

414968 C16096 Hs.22826 tropomoduRn 3 (ubiquitous) 8.8 

410334 AW979261 Hs^91993 ESTs 8.8 

50 442510 AF150179 Hs.249890 ESTs 8.8 

409238 AL049990 Hs.51515 Homo sapiens mRNA; cOMA DKFZp564G1 1 2 (fr 8.7 

431089 BE041395 Hs^83676 ESTs, Weakly similar to unknown protein 8.7 

444929 AI685841 Hs.161354 ESTs a7 

413802 AW964490 Hs.32241 ESTs,WeaWysimaartoS65657alpha-1C- a6 

55 444218 AF070641 Hs.10684 Homo sapiens done 24421 mRNA sequence 8.6 

412719 AW016610 Hs.129911 ESTs a6 

453445 AL036532 Hs.914S3 ESTs B.5 

419261 X07876 Hs.89791 wingtess-type MMTV integration site tarn) 8.5 

451110 A1955040 Hs.265398 ESTs. Weakly similar to IransformafiorK 8.5 

60 433815 AI696602 Hs.11Z757 ESTs 8.3 

432203 AA305745 Hs.49 macrophage scavenger receptor 1 8.3 

451103 R52804 Hs.25956 DKFZP564O206 protein 8.3 

425921 NMJJ07231 Hs.162211 solute carrier family 6 (neurotransmittB 8.3 

. p 424989 AA985520 Hs.23575 ESTs 8,3 

65 433231 AB040926 Hs.1 43552 KIAA1493 protein a2 

408217 AM33201 Hs.279860 tumor protein, TjarclaBonalry-coirtrrile ai 

431806 AF186114 Hs.270737 tumor necrosis factor (Bgand) superfami ai 

436751 M732217 Hs.294054 ESTs a0 

„ 452891 N75582 Hs.2 12875 ESTs, Weakly similar to DYH9_HUMAN QUA a0 

70 413048 M93221 Hs.75182 mannose receptor, C type 1 8.0 

426803 AA362568 Hs.179747 ecotropte viral Integration site 5 7.9 

409718 D86640 Hs.56045 src homology three (SH3) and cysteine ri 7.8 

423424 AF150241 Hs.128433 prostaglandin D2 synthase, hernatopdelic 7.8 

429597 NMJ»3816 Hs^442 adismtegrinandmetaltoprotanasedcma 7.7 

75 421013 M62397 Hs.1345 mutated to colorectal cancers 77 

437479 R61866 Hs.101277 ESTs 7.6 

416778 M16505 HsJ9876 steroid sutfatase (microsomal), arytsulf 7.6 

421478 A1683243 Hs.97258 ESTs, Moderately similar to S29539 ribos 7.6 

ork 444396 T65213 Hs.4257 ESTs 7.6 

80 423629 AW021173 Hs.18612 Homo sapiens cONA: FU21909 fis, done H 7.6 

450715 AI266484 Hs.31570 ESTs, WeaHy similar to KIAA 1 324 protein 7.6 

445495 8E622641 Hs.38489 ESTs, Weakly similar to 138022 hypotheti 7.6 

446466 K38026 H&308 arrestm 3, retinal (X-arresOn) 7.6 
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449108 A1140B83 Hs.98328 hypothetical protein MGC13040 7.5 

422798 R92347 Hs.34574 ESTs. WeaWy similar to ALU INHUMAN ALU S 7.5 

416030 H15261 Hs.21948 ESTs 7.5 

_ 426486 BE178285 Hs.170056 Homo sapiens mRNA; cDNA DKFZp586B0220 (f 7.4 

5 424906 A1566086 Hs.153716 Homo sapiens mRNA for Hmob33 protein, 3* 7.4 

448206 BE622585 Hs3731 ESTs. Moderately similar to I38022 hypot 7.3 

432133 AB033088 Hs.272567 KIAA1 262 protein 7.3 

447112 H17800 Hs.7154 ESTs 7.3 

446917 A1347863 Hs.156672 ESTs 7.3 

10 428227 AA321649 Hs.2248 small inducible cytokine subfamily B(Cy 7.3 

431761 AW002846 Hs.105468 hypothetical protein FU22690 7.3 

428743 AL080060 Hs.301549 Homo sapiens mRNA; cDNA DKFZp564H172 (fr 7.2 

413499 BE1448B4 gb:CM0-HT01 82-041 099^)65<1 1 HT0182 Homo 7.2 

423909 AJ223183 Hs.135194 immunogtobuBn superfantfy, member 6 7.2 

15 438122 AI620270 Hs.129837 ESTs, Weakly similar to Z263_HUMAN ZINC 7.2 

449611 AI970394 Hs.197075 ESTs 7.2 

453616 NMJXJ3462 Hs.33846 dyneto, axonemal, BgM intermediate pol 72 

410060 NMJW1448 Hs.58367 glypfcan4 7.2 

442353 BE379594 Hs.49136 ESTs, Moderately similar to ALU7_HUMAN A 7.2 

20 452571 W31518 Hs34665 ESTs 7.2 

453736 AL118674 Hs.34871 zinc finger homeobox 1B 7.2 

409203 AA780473 Hs.687 cytochrome P450, subfamily 1VB, polypept 7.2 

405494 7.2 

442832 AW206560 Hs.253569 ESTs 7.1 

25 420193 AI460080 Hs.202869 ESTs 7.1 

434217 AW014795 Hs.23349 ESTs 7.0 

427356 AW023482 Hs.97849 ESTs 7.0 

436396 AI583487 Hs.152213 vnngless^ypeMMTV Integration site fami 6.9 

408308 AL033377 Hs.44197 hypothetical protein OKFZp564D0462 6.9 

30 442377 AA993807 Hs.167367 ESTs 6.9 

441143 AI027604 Hs.159650 ESTs &9 

445122 AW241632 Hs.147377 hypothetical protein FU23598 6.9 

431353 AA828032 Hs.189076 ESTs 6.9 

407510 U96191 gb:Hurnantrophoblaslhypoxia^iitatedf &8 

35 426753 T89832 Hs.170278 ESTs 6.8 

445186 AW614544 Hs.123S41 protein tyrosine phosphatase, receptor t 6.8 

451963 AI825440 Hs.224952 ESTs 6.8 

400298 AA032279 Hs.61635 six transmembrane epithefiai antigen of 6.8 

, rt 433426 H69125 Hs.133525 ESTs 6.8 

40 434377 AW137148 Hs.306593 Homo sapiens cDNA FU11382 fis, done HE 6.8 

415236 R41400 gb:yf94b1Zs1 Soares infant brain 1N1B H 6.8 

409031 AA376836 Hs.7672B ESTs 6.7 

427558 049493 Hs.2171 growth Differentiation factor 10 ' f 6.7 

A _ 437259 A1377755 Hs.120695 ESTs 6.7 

45 421952 AA300900 Hs.98849 ESTs, Moderately similar to AF1 61 511 1 H 6.7 

447081 Y13896 Hs.17287 potassium trrwardfy-fectjfying channel, s 6.7 

430099 AW194988 Hs.20537 hypothetical protein RJ 13942 6.7 

422475 AL359938 Hs.1 17313 Mels (mouse) homolog 3 6.7 

413472 BE242870 Hs.75379 sohite carrier family 1 (glial high affi 6.7 

50 424750 029956 Hs.152818 ubquita specific protease 8 6.6 

403574 6.6 

439759 AL359055 Hs.67709 Homo sapiens mRNA fufl length insert cDN 6.6 

415025 AW207091 Hs.72307 ESTs 6.5 

448104 AJ674818 Hs.316433 Homo sapiens cDNA RJ 11375 fis. clone HE 6.5 

55 444271 AW452569 Hs.149804 ESTs 6.5 

437157 BE048860 Hs.120655 ESTs 6.5 

444050 AW138295 Hs.135024 ESTs 6.5 

414569 AF109298 Hs. 11 8258 prostate cancer associated protein 1 6.5 

_ 447505 AL049266 Hs.18724 Homo sapiens mRNA; cDNA DKFZp554F093 (fr 6.5 

60 424433 H04607 Hs.9218 ESTs 6.4 

407378 AA299264 Hs.57776 ESTs, Moderately similar to 138022 hypot 6.4 

445424 AB028945 Hs.12696 cortadin SH3 domain-Undrng protein 6.4 

422544 AB018259 Hs.1 18140 KIAA07 1 6 gene product 6.4 

449765 N92293 Hs.208832 ESTs, Moderately similar to ALU8_HUMAN A 6.3 

65 413930 M86153 Hs.75618 RAB1 1A, member RAS oncogene family 6.3 

417246 AI760098 Hs.21411 ESTs 6.3 

453652 AW009640 Hs.28368 ESTs, Moderately similar to S65657 alpha 6.3 

411514 AW850178 gkllJ^219-2710994)22-H12CT0219Horno 6.3 

438909 AF085839 gb:Homo sapiens full length insert cDNA 6.3 

70 446002 AI346468 Hs.145789 ESTs 6.3 

419236 AA330447 Hs.1 351 59 Homo sapiens cDNA RJ 11431 fis, done HE 6.3 

419150 T29518 Hs.89640 TEK tyrosine kinase, endothelial (venous 6.3 

424202 BE350295 Hs.15032 RAN binding protein 17 6.3 

__ 431723 AW058350 Hs.1 6762 Homo sapiens mRNA; cONA OKFZp564B2062 (f 6.2 

75 415511 AI732617 Hs.182362 ESTs 6.2 

430510 AW162916 Hs.241576 hypothefcal protein PR02577 6.2 

416879 H98899 Hs.42599 ESTs 6.2 

432803 AA565398 gb:nk41fOU1 Na_CGAP_GC2 Homo sapiens 6.2 

442862 BE080429 Hs, 15738 ESTs 6.2 

80 435974 U29690 Hs.37744 Homo sapiens beta-1 adrenergic receptor &2 

441082 AW444804 Hs^02655 ESTs 6.2 

404599 ai 

453931 AL121278 Hs.25144 ESTs 6.1 
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15 

20 

25 
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35 

40 
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55 
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420252 AW270404 

431622 AW979271 

456984 H59846 

415457 AW081710 

424693 BE16S810 

419172 AW338625 

413384 NM_OO04O1 

453037 AA045175 

444042 NM_004915 

431169 AW971240 

422352 AA766296 

433527 AW235613 

420077 AW512260 

429703 T93154 

433098 AW190593 

451099 R52795 

449416 A1651016 

459023 AW968226 

450584 AAD4O403 

427660 A1741320 

429125 AA446854 

450025 AK001875 

433479 AW511459 

443113 AI040685 

430414 AW365665 

419752 AA249573 

435420 A1928513 
404916 

424310 AA33B648 

448253 H25899 
BE018217 



446987 

435082 AA664273 

438842 AA827176 

437260 AA747807 

410934 AW811114 

428043 T92248 

408045 AW138959 

450568 ALO5O076 

428508 BE 25 2383 

453393 AW956392 

444805 AB007899 

446921 AB012113 

429784 M89796 

433225 AW816515 

416575 W02414 
404043 

415094 059513 

453049 BE537217 

430153 AW968128 

410811 AW805687 

443903 A1220547 

429420 AK001679 

444471 AB020684 

452542 AW812256 

434088 AF116677 

432113 AA935065 

446608 N75217 

419945 AW29Q975 

454024 AA993527 

420209 AA2S6444 

439382 BE247684 

428895 AA437124 

446577 AB040933 

419247 S65791 

427778 AA412323 

437138 A1935622 

431322 AW970622 

430437 AI768801 

435202 AI971313 

415075 NM.000857 

434992 AA658501 

454039 AW079064 

456408 A1288348 
406554 

426269 H15302 

416769 A1339257 

414299 AA142989 
420362 U79734 
459664 

425509 AF079363 
401497 

440727 A1073991 



Hs.193161 ESTs 

Hs.293184 ESTs 

Hs.128355 ESTs, ModeraieJy similar to ALU7_HUMAN A 

Hs.7369 ESTs, WeaHy simitar to ALU1.HUMAN ALU S 

Hs.47557 ESTs 

Hs.22120 ESTs 

Hs.75334 exostoses (multiple) 2 

Hs.177552 ESTs 

Hs.10237 ATP-binding cassette, sub-family G (WHiT 

gb:EST383329 MAGE resequences, MAGL Homo 

Hs.99200 ESTs 

Hs.133020 ESTs 

Hs.87767 ESTs 

Hs^B705 ESTs 

Hs.151143 ESTs 

Hs.25954 interteuWn 13 receptor, alpha 2 

Hs^46311 ESTs 

Hs.60798 ESTs 

Hs.60371 ESTs 

Hs.1 14121 Homo sapiens cDNA FU23228 fis, clone C 

Hs.271004 ESTs, WeaWy similar to 138022 hypolheB 

Hs.24321 Homo sapiens cDNA FU12028 fis, clone HE 

Hs.249972 ESTs 

Hs.132908 ESTs 

Hs.120388 ESTs 

Hs.152618 ESTs, Moderately similar to ZN9LHUMAN Z 

Hs.59203 ESTs 

Hs.50334 testes devetopmenkelated NYr>SP22 

Hs.201591 ESTs 

Hs.183528 hypotheticai protein FU14906 

Hs.156781 ESTs 

Hs.186104 Homo sapiens cDNA FU 13803 fis. clone TH 

Hs.124316 ESTs 

Hs.149500 ESTs 

#>:MR2-ST0131-111199416-a04 ST0131 Homo 

Hs3240 uteroglobin 

Hs^45123 ESTs 

t&251 59 Homo sapiens cDNA FU 10784 fis, done NT 

Hs.164668 SBBI31 protein 

Hs.110376 ESTs 

Hs.1 2017 homotog of yeast ubtqiiitirvprotein Kgas 

Hs.1 6530 small induribte cytokine subfamily A (Cy 

Hs.30 membrane-spanning 4-domains, subfamily A 

Hs.173540 ATPase, Class V, type 10D 

Hs38383 ESTs 

Hs33077B ESTs 

Hs.30343 ESTs 

Hs.336679 ESTs 

Hs.300648 ESTs 

Hs.135223 ESTs 

r*L202289 hypotheticat protein DKFZp434P1735 

Hs.11217 KIAA0877 protein 

gb:RCO-ST0174-191099.031^07 ST0174 Homo 

Hs.249270 hypothetical protein PR01 9 56 

Hs.152385 ESTs 

Hs.257846 ESTs 

Hs.118923 ESTs 

Hs.293907 hypothetical protein FU23403 

Hs.1 26485 hypothetical protein FU 1 2604; K1AA1692 

Hs.103070 ESTs 

Hs.187247 ESTs 

Hs.15420 WAA1500 protein 

Hs.89764 fragile X mental retardation 1 

Hs.1 05323 ESTs 

Hs.271245 ESTs 

gb:EST382704 MAGE resequences, MAGK Homo 

Hs.169943 Homo sapiens cDNA FU13569 lis, done PL 

Hs.170204 WAA0551 protein 

Hs.77690 guanylate cyclase 1, soluble, beta 3 

Hs.283358 ESTs 

Hs.245540 ESTs 

HsJ23450 mitochondrial riboscmal protein S25 



Hs.1 68950 Homo sapiens mRNA; cONA DKFZp566A1 048 (f 

Hs.1 1 5436 ESTs, Moderately similar to 154374 gene 

Hs.71730 ESTs 

Hs.97206 hunfingtin interacting protein 1 

Hs.1 58213 sperm associated antigen 6 

Hs.134258 ESTs, WeaHy similar to 2109260A B ceD 

335 



6.1 
6.1 
6.1 
6.0 
6.0 

6.0 

6.0 

6.0 

6.0 

6.0 

5.9 

5.9 

5.9 

5.9 

5.9 

5.9 

5.9 

5.9 

5.9 

5.9 

5.9 

5.9 

5.8 

5.8 

5.8 

5.8 

5.8 

5.8 

5,8 

5.B 

5.8 

5.8 

5.7 

5.7 

5.7 

5,7 

5.7 

5,7 

5.7 

57 

5.6 

5.6 

5.6 

5.6 

5.6 

5.5 

5.5 

5,5 

5.5 

5,5 

5,5 

5.5 

5.5 

5.5 

5.5 

5.5 

5.5 

5.5 

5.5 

5.4 

S4 

5.4 

5,4 

&4 

5.4 

5.4 

5,4 

5.4 

5,4 

5.4 

5.3 

5.3 

5.3 

5,3 

5.3 

5,3 

53 

5.3 

5.3 

5.3 

5.3 

5.3 

5,2 



WO 03/042661 



PCT/US02/36810 



428434 AW363590 Hs.65551 Homo sapiens. Similar to ONA segment Ch 5.2 

400776 AA0573S5 Hs.63356 ESTs. Weakly simlar to 138022 hypotheB 5.2 

419991 AJ000098 Hs.94210 eyes absent (DrosophOa) homdog 1 5.2 

451050 AW937420 Hs.69662 ESTs 5.2 

5 400297 A1127076 Hs.334473 hypothetical protein DKFZp56401 278 5.2 ■ 

404957 5.2 

452771 T05477 Hs.333265 ESTs 5.2 

438885 A18B5558 Hs.184987 ESTs 5.2 

428244 A15B4123 Hs.42500 ADP^foosylation Jactor-fike 5 5.2 

10 420481 U 505 25 Hs.98201 Human BRCA2 region, mRNA sequence CG029 5.2 

455047 AW852530 gb:PM 1-CT0243-071 099-001 -g06 CT0243 Homo 5.2 

408729 AA195764 Hs.72639 ESTs 5.1 

457100 AA417878 Hs.48401 ESTs, Moderately similar to ALU8_HUMAN A 5.1 

426342 AF093419 Hs.169378 multiple PDZ domain protein 5.1 

15 417154 AI674701 HsJ1388 ESTs 5.1 

411859 W20027 Hs.23439 ESTs 5.1 

427043 AA397679 Hs.3991 ESTs 5.1 

445635 AI769774 Hs.209831 ESTs. Weakly similar to ALU 1_HUMAN ALU S 5.1 

442973 BE567665 Hs.288550 Homo sapiens cONA: FU23156 fis, done L 5.1 

20 422063 BE156476 gbrWHT0368-O40100-O82-cO5 HT0368 Homo 5.1 

448299 AA497044 Hs.20887 hypothetical protein RJ10392 5.1 

408677 A1279892 Hs.46801 sorting nexin 14 5.0 

404097 5.0 

437636 AA764781 Hs.291844 ESTs 5.0 

25 452822 XB5689 Hs.288617 hypothetical protein FU22621 5.0 

410733 D842B4 Hs.66052 C038 antigen (p45) 5.0 

439140 W85737 Hs.290830 ESTs 5.0 

407366 AF026942 gb:Homo sapiens cig33 mRNA, partial sequ 5.0 

405547 5 0 

30 423377 AL049377 gbiHomo sapiens mRNA; cDNA DKFZp586H0718 5.0 

449168 NMJJ16206 Hs.23142 colon carcinoma related protein 5.0 

455431 AW938484 gb£MO-DT0057-290200-25Sd06 DT0O57 Homo 5.0 

452281 T93500 Hs.28792 Homo sapiens cDNAFU 11 041 fis, clone PL 5.0 

411149 N68715 Hs.269128 ESTs 5.0 

35 432441 AW292425 Hs.163484 ESTs 5.0 

419807 R77402 gb:yi75f11.s1 Scares placenta Nb2HP Homo 5.0 

440615 AI733055 Hs.130806 ESTs 5.0 

450109 A1539295 Hs. 115740 WAA0210gene producl 5.0 

449695 AA164569 Hs.34550 ESTs 5.0 

40 421764 A16B1535 Hs.148135 serine/threonine kinase 33 4.9 

404593 4.9 

423607 AA328329 Hs.6591 ESTs 4.9 

432009 AL137424 Hs.306458 Homo sapiens mRNA; cDNA DKFZp761G2123 (f 4.9 

419235 AW470411 Hs.288433 nairotrimin 4.9 

45 436304 AA339622 Hs.108887 ESTs 4.9 

434613 AI821826 gb:ns92b10.x5NCLCGAP_Pr3 Homo sapiens 4.9 

421502 AF111856 Hs.1 050 39 solute carrier family 34 (socfium phospha 4.9 

415245 N59650 Hs.27252 ESTs 4.9 

428780 AI478578 Hs.50635 ESTs 4.9 

50 406333 4.9 

445034 AW293376 Hs.143659 ESTs 4.8 

440202 AW516211 Hs. 125300 ring finger protein 21, interferon-respo 4.8 

424638 A1472106 Hs.49303 Homo sapiens cDNAFU 11 663 fis, clone HE 4.8 

451497 H83294 Hs.284122 Wnt inhibitory factor-1 4.8 

55 427652 A1673Q25 Hs.43874 ESTs, Moderately similar to 154374 gene 4.8 

458722 AA741545 Hs.282832 ESTs, Weakly similar to T24961 hypoiheti 4.8 

407327 AA487182 Hs.269414 ESTs, Weakly similar to Z1 95 JWMAN ZINC 4.8 

411018 AW813428 gfcMr^T0192410200-210*05 ST0192 Homo 4.8 

415261 T40928 Hs.8346 ESTs 4.8 

60 453543 AA485425 Hs.48919 Homo sapiens CONAFU11508 fis, done HE 4.8 

438014 N71183 Hs.121806 Homo sapiens cONAFUl 1971 ns, done HE 4.8 

407829 AA045084 Hs.29725 hypothetical protein FU 13197 4.8 

441006 AW605267 Hs.7627 CGI-60 protein 4.8 

412222 AA528283 Hs.292737 ESTs 4.8 

65 424115 AA335497 Hs.2939S5 ESTs, WeaWy am2ar to I38022 hypctheti 4.8 

453197 A1916269 Hs.109057 ESTs. Weakly similaT to ALU5_HUMAN ALUS 4.8 

439398 AA2842S7 Hs.221504 ESTs 4.8 

436397 AA715013 Hs.169835 ESTs 4.8 

427535 R29543 Hs.2164 pro-ptatelet basic protein (indiides pla 4.8 

70 410901 AW810001 p£MR4^T0124-27030r>005-b11 ST0124Homo 4.8 

425916 NM.006786 Hs.1 62200 urotensin 2 4.8 

447020 T27308 Hs. 16986 hypothetical protein FU 11 046 4.8 

427457 AW779105 Hs.164682 ESTs 4.7 

451620 AW449888 Hs.257224 ESTs 4.7 

75 408938 AA059013 Hs.22607 ESTs 4.7 

420036 R60336 Hs.52792 Homo sapiens mRNA; cDNA DKFZp586H 823 (f 4.7 

424508 AL080103 Hs. 149770 Homo sapiens cDNA FU 13658 fis. done PL 4.7 

430345 AK000282 Hs^39681 hypothetical protein FU20275 4.7 

427669 AW451832 Hs.255933 ESTs, Moderately similar to K1AA1 200 pro 4.7 

80 417181 L10123 Hs.1071 surfactant protein A binding protein 4.7 

435347 AW014873 Hs.1 16963 ESTs 4.7 

425458 H89317 Hs.182889 ESTs 4.7 

432869 AW974094 gb*.EST386197 MAGE resequences, MAGM Homo 4.7 
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436594 AI419982 Hs.156189 ESTs 4.7 

421237 U25029 Hs.102761 Human ghicocortioold receptor alphamRNA 4.7 

432731 R31178 Hs.2B7820 fforoneclin 1 4.7 

419750 AL079741 Hs.1B3114 Homo sapiens cDNA FU14236 fe, done NT 4.7 
5 426320 W47595 Hs.1 69300 transtarrang growth factor, beta 2 4.7 

419751 AW195581 Hs.93121 K1AA0761 protein 4.6 
433515 AA595800 Hs.190246 ESTs 4.6 
451381 BE241831 Hs.172330 hypoihstical protein MGC2705 4.6 
452784 BE463857 Hs.151258 hypothetical protein FU21 062 4.6 

10 438297 AW515196 Hs.258238 ESTs.MoieTaterysirniiartDALULHUMANA 4.6 

406892 S82472 gb:betai)ot=OfMpdyrnerasebeta{exona 4.6 

431291 N25521 Hs.25275 KruppeHype zinc finger protein 4.6 

435933 AA805520 Hs.192075 ESTs 4.6 

447997 H00656 Hs.29792 ESTs, WeaMy simBar to 138022 hypothefi 4.6 

15 445657 AW612141 Hs.279575 Homo sapiens G-protetn coupled receptor 4.6 

426985 BE394849 Hs.131905 ESTs,MooVatelysinia3rtoZ195_HUMANZ 4.6 

447700 AI420183 Hs.171077 ESTs,WeaWysiniilartoT21259hyrjolheti 4.6 

423735 AA330259 gb:EST33963 Embryo, 12 week II Homo sapi 4.6 

424144 AA454033 Hs.41644 AKAP-associated sperm protein 4.6 

20 416258 N45661 Hs.90011 adenylosuccinate synthase 4.6 

410011 AB020641 Hs.57856 PRAIRE protein kinase 1 4.6 

454359 N71277 gb:za36e03.s1 Soares fetal liver spleen 4.5 

422977 AA631498 gb:np83h04.s1 NC1_CGAP_Thy1 Homo sapiens 4.5 

433485 AI493076 Hs.201967 a!do-keto reductase family 1 , member C2 4.5 

25 450192 AA263143 Hs.24596 RAD51 -Interacting protein 4.5 

432015 AL157504 Hs.159115 HomosarierBmRf^(^I^DKFZp586O0724(f 4.5 

407266 AJ235664 gb:Homo sapiens mRNA for rnvnunogiobutin 4.5 

409041 AB033025 Hs.50081 K1M1 199 protein 4.5 

434265 AA846811 Hs.1 30554 Homo sapiens cDNA: RJ23089 fis, clone L 4.5 

30 452526 W38537 Hs.280740 hypothetical protein MGC3040 4.5 

403271 4.5 

450656 AA010539 Hs.18912 ESTs 4.5 

446096 A1276454 gb:ql71a12jt1 Soares_NhHMPu_S1 Homo sapi 4.5 

454036 AA374756 Hs.93560 Homo sapiens mRNA for KIAA1771 protein, 4.5 

35 437960 AI669586 Hs.222194 ESTs 4.5 

440862 H39048 Hs.127432 ESTs 4.5 

410515 AW772721 gb:hI95c01.x1 NCI_CGAP_Thy8 Home sapiens 4.5 

413583 AL120806 Hs.5888 ESTs 4.5 

419449 H18417 Hs.57483 Homo sapiens cDNA FU 14294 fis, done PL 4.5 

40 442324 R63578 Hs.28426 ESTs 4.4 

453080 AI423056 Hs.23921 hypothetical protein DKFZp547A023 4.4 

435747 A1079519 Hs.134398 ESTs 4.4 

446509 AF 169693 Hs.132892 protocadherin 20 4.4 

448030 N30714 Hs.325960 membrane-spanning 4-domains, subfamily A 4.4 

45 414998 N&L002543 Hs.77729 oxidised low density lipoprotein {lectin 4.4 

448089 A1487945 Hs.1 73696 ESTs 4.4 

434367 AB020700 Hs.3B30 WAA0893 protein 4.4 

434757 AI038997 Hs.1 32921 ESTs 4.4 

413453 AA129640 Hs.128065 ESTs 4.4 

50 454438 AA224053 Hs.172405 ceil division cyde 27 4.4 

458154 AW816379 Hs.335018 ESTs 4.4 

430417 AA461045 Hs.50701 ESTs 4.4 

434819 AA650099 Hs.291541 ESTs, Weakly similar to AWB.HUMAN III! 4.4 

438796 W67821 Hs.1 09590 cenetrrorim 1 4.4 

55 415451 H19415 Hs.268720 ESTs, Moderately similar to ALU1_HUMAN A 4.4 

420931 AF044197 Hs.100431 small inducible cytokine B subfamily (Cy 4.4 

414812 X72755 Hs.77367 monokine induced by gamma interferon 4.4 

451895 T93573 Hs.16970 ESTs 4.4 

_ 435434 AA680387 Hs.187850 ESTs 4.4 

60 449623 C00719 Hs.120440 EST 4.4 

433563 AI732637 Hs.277901 ESTs 4.3 

444649 AW207523 Hs.197628 ESTs 4.3 

441594 AL041080 Hs.208765 ESTs, Moderately stmflar to ALU7_HUMAN A 4.3 

_ 443314 AW771701 Hs.54646 ESTs 4.3 

65 400292 AA250737 Hs.72472 ESTs 4.3 

427972 AA864870 Hs.181304 putative gene product 4.3 

446932 AA961459 Hs.125644 ESTs 4.3 

445640 AW969626 Hs.31704 ESTs, Weakly similar to WAA0227 [H.sapi 4.3 

452393 H87398 Hs.99858 ribosomal protein L7a 4.3 

70 443204 AW205878 Hs.29643 Homo sapiens cDNA FU13103 fis, clone NT 4.3 

400508 4.3 

411156 AW819939 Hs.273629 ESTs 4.3 

435772 AA700019 Hs.132992 ATP-binding cassette, sur>famfly G (WHIT 4.3 

439830 AA846666 Hs.151489 ESTs, Weakly similar to XE7_HUMAN PROTE1 4.3 

75 455511 BE144762 gbK^HT0180^1099^54)MHTO180rtomo 4.3 

443257 AB34040 Hs.1 1614 HSPC065 protein 4.3 

436033 H75391 Hs^55748 ESTs 4.3 

420214 AI146375 Hs.286073 ESTs, Moderately similar to ALU5_HUMAN A 4.3 

or . 410519 AW612264 Hs.131705 ESTs 4.3 

oO 401189 4.3 

418852 BE537037 Hs.273294 hypothetical protein FU20069 4.3 

425733 F13287 Hs.159388 Homo sapiens done 23578 mRNA sequence 4.3 

447863 AL047611 HsJ288885 Homo sapiens cDNAFU14246 fis, done OV 4.3 
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422429 AA310527 gb:EST1B1333JurkatT-ceBsVHomosaple 4.3 

434677 AW444575 Hs.130834 ESTs 4.3 

403310 4.3 

451830 H18433 Hs.21542 KIAA1 035 protein 4.3 

5 422222 AIB99372 Hs.193247 hypothetical protein DKFZp434A1 71 4.3 

435627 W88774 HsH8370 ESTs 4.3 

435461 AW511956 Hs.293261 ESTs 4.3 

452166 AI948607 Hs.264680 ESTs 4.3 

413998 AW103807 Hs.243933 ESTs 4.2 

10 416642 T96118 Hs.226313 ESTs 4.2 

452081 AW958859 Hs.7514 Homo sapiens cDNARJ 12141 fis, clone MA 4.2 

452930 AW195285 Hs.194097 ESTs, WeaWy simaar to 138022 hypotheti 4.2 

407910 AA650274 Hs.41296 fibronectin leucine rich transmembrane p 4.2 

428042 AA419529 Hs.76391 myxovirus (influenza) resistance 1, homo 4.2 

15 424641 AB001106 Hs.151413 gBa maturation factor, beta 4.2 

417412 X16896 Hs.82112 mterteuWn 1 receptor, type I 4.2 

409629 AW449589 Hs.279724 ESTs 4.2 

458771 AW295151 Hs.163612 ESTs 4.2 

415929 AA724373 Hs.49344 hypothetical protein FU1100S 4.2 

20 436645 AW023424 Hs.156520 ESTs 4.2 

426083 AW962712 Hs.126712 ESTs. Weakly similar to AF1 91 0201 E2tG5 4.2 

445268 A1218358 Hs.175048 ESTs 4.2 

429629 BE501732 Hs.30622 Homo sapiens cDNA FLJ13010 fts, cbne NT 4.2 

431917 016181 Hs.2868 peripheral myelin protein 2 4.2 

25 443348 AW873596 Hs. 182278 calmodulin 2 (phosphorytase kinase, delt 4.2 

443151 AIB27193 Hs.132714 ESTs 4.2 

419255 AA235672 Hs.87491 ESTs 4.2 

452291 AF015592 Hs.28B53 CDC7 (cell division cycle 7, S. cerevisi 4.2 

452561 A1692181 Hs.49169 WAA1634 protein 4.2 

30 421106 AA877124 Hs.172844 ESTs 4.2 

424268 AA397653 Hs307438 Human DNA sequence from clone 495010 on 4.2 

425211 M18667 Hs.1867 progastricsin {pepsinogen C) 4,2 

421515 Y11339 Hs, 105352 GaiNAc alpha-2. teialyltransferase I, I 4.2 

423045 AW967472 Hs.1 83302 PCTAIRE protein kinase 2 4.2 

35 428771 AB028992 Hs.193143 K1AA1069 protein 4.1 

445745 AB007924 Hs.13245 KIAA0455 gene product 4.1 

417009 AA191719 Hs.314714 ESTs 4.1 

436517 BE080932 Hs.135225 ESTs 4.1 

425905 AB032959 Hs.3185B4 novel C3HC4 type Zinc finger (ring tinge 4.1 

40 414083 AL1212B2 Hs.257786 ESTs 4.1 

452728 AI915676 Hs.239708 ESTs 4.1 

409920 BE169746 Hs.12504 likely orlholog of mouse Arkadia 4.1 

441802 AA968636 Hs.127877 ESTs 4.1 

431956 AK002032 Hs.272245 HomosapienscDNAFUl1170fs l clonaPL 4.1 

45 413875 BE176776 ob:RC3-HT0586-1 10300-01 1-g09 HT05B6Homo 4.1 

444009 AI380792 Hs.135104 ESTs 4.1 

410785 AW803341 gb:lL24JM0O7W)903WH)5&GO3 UM0079 Homo 4.1 

418882 NM_004996 Hs.89433 ATP-bcncIng cassette, sub-family C (CFTR 4.1 

438993 AA828995 gb:od77b0as1 NCLCGAP_Ov2 Homo sapiens 4.1 

50 435256 AF193766 Hs.13872 cytokine-Wce protein C17 4.1 

428104 AA421350 Hs.191604 ESTs 4.1 

439648 AW780192 Hs.267596 ESTs 4.1 

436194 AK001074 Hs.333435 Homo sapiens cDNA FU 10212 fis, done HE 4.1 

446364 AB006624 Hs.14912 WAA0286 protein 4.1 

55 452744 AI267652 Hs.30504 Homo sapiens mRNA; cDNA DKFZp434E082 (fr 4.0 

439294 AW975328 Hs.6523 chromosome 1 open reading frame 12 4.0 

408369 R38438 Hs. 182575 solute carrier family 1 5 {H*7peptide tra 4.0 

404561 4.0 

401575 4.0 

60 419296 AA236115 Hs.120785 ESTs 4.0 

432055 AW972359 Hs.293334 ESTs 4.0 

439107 AL046134 Hs.13944 adrenergic, beta, receptor kinase 2 4.0 

450320 AW291775 Hs.213793 ESTs 4.0 

447350 AI375572 Hs.172634 ESTs 4.0 

65 441974 AI683782 Hs.128245 ESTs 4.0 

453142 AA033648 Hs.7473 ESTs 4.0 

409928 AL137163 Hs.57549 rrypothefcal protein dJ473B4 4.0 

410292 AAB43087 Hs.124194 ESTs 4.0 

415811 AA450191 Hs.172963 rrypoihetical protein FU14624 4.0 

70 420218 AW95B037- Hs.286 ribosomal protein L4 4.0 
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428004 AA449563 Hs.1 51393 glutamatfrcysteine Dgase, catalytic sub 3.2 

453370 A1470523 Hs.1 39336 ATP-binding cassette, sub-family C (CFTR 3.2 

435808 AA702866 Hs.1 13150 ESTs 3.2 

25 424001 W67883 Hs.137476 patemafly expressed 10 3.2 

415635 F1316B gb:HSC3JF101 normalized infant brain cDN 3.2 

418946 AI798841 Hs.1 64526 ESTs 3.2 

431750 AA514986 Hs.283705 ESTs 3,2 

425188 AK002052 Hs.1 55071 hypolhetical protein FU 11 190 3.2 

30 428268 AA424957 Hjl294132 ESTs 12 

418878 W20090 Hs.6616 ESTs 3.2 

416565 AW000960 Hs.44970 endoplasmic reticulum resident protein 5 3.2 

454288 BE222648 Hs.279458 ESTs, Highly similar to c380A1.1b [H.sap 12 

446428 AW082270 Hs.12496 ESTs. Weakly similar to ALU4_)tUMAN ALU S 12 

35 404588 12 

413087 BE054655 gb«C1-BT031M0129W)12-c09BT0313Homo 3.2 

444910 A1201849 gb:qs76g04j(1 NC1_CGAP_Pr28 Homo sapiens 12 

407339 AA777542 Hs.132670 ESTs 12 

414093 BE544867 Hs.283077 centrosomal P4.1-associated protein; unc 12 

40 438458 AW975186 gb£ST387294 MAGE resequences, MAGN Homo 12 

419340 AA236590 Hs.87530 ESTs 12 
423448 AK000776 Hs.128753 Homo sapiens cDNA FU 20769 fis, done CO 12 
457030 AI301740 Hs.1 73381 (%dropyrirnid'cnase-li1<e 2 12 
421187 NMJH4721 Hs.102471 WAA0680 gene product 12 
45 419929 U90268 Hs.93810 cerebral cavernous malformations 1 12 

429276 AF056085 Hs.198612 G protein-coupled receptor 51 12 
423841 AW753967 gb:RC2-CT0304080100-011-h12CT0304Homo 12 

438839 AW297945 Hs.128490 ESTs 12 
_ rt 4100B5 AA428482 Hs.58589 glycogenin2 12 
50 427961 AW293165 Hs.143134 ESTs 12 
429228 AI553633 Hs.337139 ESTs 12 
431548 AI834273 Hs3711 novel protein 11 
441839 AW975512 Hs.29160 ESTs 11 
410389 AW954049 Hs.8177 ESTs, Weakly similar to PIHUB6 salivary 11 
55 441274 AW593781 Hs.131357 ESTs 11 
452401 NMJJ07115 Hs.29352 bimor necrosis ractor, atpruMnduced pro 11 
438154 AA764950 Hs.119898 ESTs • 11 
406752 AI285598 gb:qu49f06jc1 Na_CGAP_Lym6Homosapiers 11 

450689 A1369275 Hs.243010 Homo sapiens cDNA FU 14445 Ms, done HE 11 
60 434164 AW207019 Hs.148135 serinerthreonine kinase 33 11 
436739 BE208022 Hs.127685 KIAA1627 protein 11 
451674 AA019104 Hs.175483 Homo sapiens cDNA: FU22016 lis, clone H 11 
421166 AA305407 Hs.102308 potassium rrwardry-rectifying channel s 3.1 
437672 AK002015 Hs.5887 RNA binding motif protein 7 11 
65 440046 AW402306 Hs.6877 hypolhetical protein FU 10483 11 
452824 W27643 Ks.73965 splicing factor, aruinineteerine-rich 2 11 

426457 AW894667 Hs.169965 chimerin (chirnaerin) 1 11 
424780 U39576 Hs.153058 butyrophilin, subfamily 1, member A1 11 

456551 AW975051 Hs.293156 ESTs, WeaWy similar to 178885 serine/th 11 
70 410763 AF279145 Hs.8966 hypothetical protein FU21 776 11 
431814 BE256242 Hs.270847 detta-tubufin 11 
440099 AL080058 Hs.6909 DKFZP564G202 protein 11 
436401 AI087958 Hs.29088 ESTs 3.1 
437439 H29798 Hs.269822 ESTs 11 

75 403277 11 
408547 AA574291 Hs.57837 ESTs 3.1 
424131 AA335714 Hs.199665 ESTs 11 
433222 AW514472 Hs.238415 ESTs, Moderately similar to ALU8.HUMAN A 11 
Qrt 434636 AA083764 HsJ101 hypothetical protein MGC3178 3.1 
oO 450519 AA010066 HsJZ24849 Homo sapiens cDNA FU 12583 6s, done NT 11 
415083 A1632683 Hs.27179 Homo sapiens cONAFUl 2933 Bs, clone NT 11 
407905 A W1 03655 Hs^52905 ESTs 11 
452311 AW304029 Hs.252744 ESTs 11 
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434849 AW292765 Hs.8053 ESTs 3.1 

44S770 AV660309 Hs.154986 ESTs, WeaWy similar to PLLP_HUMAN PLASM 3.1 

424238 AA337401 Hs.137635 ESTs 3.1 

411543 A1924519 Hs.192570 hypothetical protein FU22028 3.1 

5 447829 AI433029 Hs.164104 ESTs 3.1 

405506 3.1 

428301 AW828665 Hs.98440 ESTs, Weakly similar to 138022 hypotheti 3.1 

428579 NMJJ05756 Hs.184942 G protein-coupled receptor 64 3.1 

451229 AW967707 Hs.48473 ESTs 3.1 

10 401103 3.1 

433589 AA886530 Hs.188912 ESTs 11 

459370 AAB89982 Hs.271826 ESTs, Weakly similar to 138022 hypotheti 3.1 

438533 A1440266 Hs.170673 ESTs. Weakly similar to T24832 hypotheti 3.1 

404288 3.1 

15 406195 3.1 

438202 AW169287 Hs.22588 ESTs . 3.1 

425516 BE000707 Hs.29567 ESTs 3.1 

426572 AB037783 Hs.170623 hypothefical protein FU1 11 83 3.1 

422692 AA332376 Hs.24135 transmembrane prolein vezalin; hypotheti 3.1 

20 435414 AW270550 Hs.116957 ESTs 3.1 

418950 T78517 Hs.13941 ESTs 3.1 

426890 AA393167 Hs.41294 ESTs 3.1 

457447 X7B261 Hs.272177 Ksapiens mRNA for TRE17 5* extremity an 11 

443773 AV646452 Hs.30941 cateium channel, vollage-dependeni, beta 3.1 

25 459371 R20991 gb7gO6hOI.1l Soares Infant brain 1 NIB H 11 

421823 N40B50 Hs.2B625 ESTs 3.1 

447247 AW369351 Hs.287955 Homo sapiens cONA FU13090 fis, clone NT 3.1 

452896 AA831508 Hs.32553 ESTs 3.1 

425895 A1269484 Hs.161427 zinc finger protein 21 5 3.1 

30 451403 AA885569 Hs.40919 Homo sapiens cDNARJ 14511 lis, clone NT 11 

407340 AA810168 Hs.284289 vitiligcwssodaled protein VlT-1 3.1 

401B62 3.1 

444325 AW152618 Hs.16757 ESTs 3.1 

408171 AA301228 Hs.43299 hypothetical protein FU 12890 3.1 

35 423949 AI014546 Hs.130912 ESTs 3.1 

419519 AI198719 Hs.176376 ESTs 3.0 

434683 AW298724 Hs.202639 ESTs 3.0 

418454 AA315308 Hs.1 95870 hypothetical protein RJ 14991 3.0 

415086 A1597963 Hs.1 18726 ESTs 3.0 

40 419220 AA811938 Hs.291759 ESTs 3.0 

418849 AW474547 Hs.53565 Homo sapiens P1G-M mRNA for mannosyttran 3.0 

443634 H73972 Hs.134460 ESTs 3.0 

429682 NM.006306 Hs.211602 SMC1 (structural maintenance of chrornoso 3.0 

405090 3.0 

45 432267 AK00C872 Hs.274227 Homo sapiens cDNA FU10010 fis, done HE 10 

443253 AI041212 Hs.132117 ESTs 3.0 

444974 AI203500 Hs.151612 ESTs 10 

445717 AW664658 Hs.149332 ESTs 10 

449347 AV649748 Hs^95901 WAA0493 protein 10 

50 452778 R71338 Hs.5921 Homo sapiens cDNA: FU21592 fis, clone C 10 

414888 AL039185 Hs.77558 thyroid hormone receptor interactor 7 10 

424406 D54120 Hs.146409 ceD division cycle 42 (GTP-binding prof 10 

410371 AA084482 Hs.1 15850 ESTs 10 

426384 AI472076 Hs.303662 ESTs 10 

55 418200 AW629751 Hs.206654 ESTs, Weakly similar to alternatively sp 3.0 

427050 AA397789 Hs.1 61803 ESTs . 10 

449579 AW207260 Hs.134014 ESTs, WeaWy similar to T46425 hypotheti 10 

411004 AW813242 gb:MF»5T0191-020200-207-g10 ST0191 Homo 10 

454032 W31790 Hs.194293 ESTs. WeaWy similar to 154374 gene NF2 10 

60 455601 AI368680 Hs.816 SRY (sex determining region Y)-box 2 10 

447482 AB033059 Hs.18705 WAA1233 protein 10 

439416 W58294 Hs.56254 ESTs 10 

436635 AW104325 Hs.272093 ESTs, Weakly similar to 178885 serine/th 10 

419086 NM.000216 Hs^9591 Kallmann syndrome 1 sequence 10 

65 412566 AW962574 gb:EST374647 MAGE resequences, MAGG Homo 3.0 

415452 F09134 Hs.1 2839 ESTs 3.0 

427874 AA732367 Hs.98198 ESTs 3.0 

447046 AA326187 Hs.1 7170 G protein-coupled receptor 4 3.0 

454193 BE141183 Q^:^HTTO71.19119^1-b04HT0071 Homo 3.0 

70 454678 AW8130B9 gb:RC3^T0186.24M00-111-b05ST0186Homo 10 

415122 060708 Hs.22245 ESTs 10 

444665 BE613126 Hs.47783 B aggressive lymphoma gene 10 

400227 3.0 

411905 BE265067 gb:601193B93F1 NIH_MGC_7 Homo sapiens cO 10 

75 419503 AA243642 Hs.137422 ESTs 10 

446563 BE326588 Hs.141454 ESTs 10 

457285 A1038858 Hs.1 30522 KvchanneMnteracling protfiin 1 10 

434998 AW975157 Hs.26037 ESTs 3.0 

ft _ 436203 BE384982 Hs.5076 Homo sapiens cDNA: FU22128 fis, done H 1C 

80 424539 L02911 Hs.150402 acOvin A receptor, type I 1C 

449856 AA203155 Hs.18200 ESTs 1C 

427698 AW972594 Hs.294140 ESTs 1C 

451494 AI799444 Ks^47095 ESTs, Moderately similar to ALU7_HUMAN A 1C 
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442994 


A1026718 


Hs.16954 


ESTs 


408165 


AL1 37573 


Hs.43143 


Homo sapiens mRNA; cDNA DKFZp564A2463 (f 


421072 


A1215069 


Hs.89113 


ESTs 


456273 


AF 154845 


Hs.1148 


zinc finger protein 


404548 








428201 


AA424158 


Hs.206461 


ESTs 


441519 


AA972740 


Hs.127092 


ESTs 


445413 


M151342 


Hs.12677 


CGM47 protein 


418717 


AI334430 


Ks. 85984 


ESTs 


428839 


AI767756 


Hs.82302 


Homo sapiens cONA FU 14814 fis, done NT 


407758 


D50915 


Hs.38365 


KIAA0 125 gene product 


431906 


AW328038 


Ks.37486 


ESTs 


424968 


AA349086 


Hs.259746 


ESTs, Weakly similar to A46010 X-finked 


431023 


A1283133 


Hs. 297420 


ESTs 


432596 


AJ224741 


Hs.278461 


matriBn3 


452412 


AA029B08 


Hs.61373 


ESTs 


421309 


A1222086 


Hs^7Q449 


ESTs, Moderately similar to ALU 1 HUMAN A 


438128 


AA904430 


Hs.122049 


ESTs, Weakly similar to T2D4_HUMAN TRANS 


408321 


AW405882 


Hs.44205 


corfistaQn 


439236 


BE160952 


Hs^47117 


ESTs, Moderately similar to ALUF_HUMAN ! 


400880 
417014 


AA251720 


Hs.104347 


ESTs, Weakly similar to ALUC.HUMAN Ul! 


422278 


AF072873 


Hs.114218 


frizzled (Drosophtla) homotog 6 


406603 








425573 


AB006423 


Hs.158308 


serine (or cysteine) proteinase inhMo 


427878 


C05766 


Hs.181022 


CGM)7 protein 


451700 


A1470262 


Hs^9553 


ESTs 


451797 


AW66385B 


Hs.333513 


small inducible cytokine subfamily E, me 


423025 


AA831267 


Hs.12244 


hypothetical protein RJ 20097 


422634 


NM.016010 


Hs.118821 


CGJ-62 protein 


448S66 


AW372914 


Hs.86149 


phosphoinositol 3-phosphate-binding proi 


408690 


AW864542 




gb:PM4-SN0016-120500^K»W)2 SN0016 Homo 


408525 


AW206972 


Hi253595 


ESTs 


412248 


BE176480 




gb:RC34*r0585-16030(H)22-c02 HT0585 Homo 


432507 


BE391093 


HsJ24667 


ESTs 



447290 AI476732 r&263912 ESTs 

424188 AW954552 Hs.1 42634 zinc finger protein 

431448 AL137517 Hs.334473 hypotheScal protein DKF2p56401 278 

400325 M85292 Hs.247924 Homo sapiens endogenous H1V-1 related se 

408408 AF070571 Hs.44690 Homo sapiens done 24739 mRNA sequence 

423119 AA322201 Hs.131976 ESTs 

423717 AA330036 Hs.152003 ESTs 

424152 AL133591 Hs.t41480 Homo sapiens mRNA; cDNA DKF2p434N079 (fr 

431980 AA523696 HO24507 hypothetical protein FU20986 

434980 AW770553 Hs.1 4553 sterol O-acyltransferase (acyi-Coenzyme 

444339 T96555 Hs.31562 ESTs 

446745 AW118189 Hs.156400 ESTs 

459201 AW391177 gb:MRa«T0203-22129W)23^J05ST0203Homo 

430573 AA744550 Hs.136345 ESTs 

451073 AI758905 Hs.206063 ESTs 

440575 AA889870 Hs.126006 ESTs 

402046 

426882 AA393108 Hs.97365 ESTs 

435738 AA699633 Hs.269543 ESTs, Weakly simBar to A56194 thromboxa 

420656 AA279098 Hs.187636 ESTs 

438323 AI985394 Hs.123369 ESTs 

453123 AI95371B Hs.221849 ESTs 

418343 AA216372 Hs.1 59501 ESTs 

431 595 AA5081 98 gtrnh60fTJ7^1 NCI_CGAP_Pr8 Homo sapiens 

436187 AK000998 Hs.297221 Homo sapiens cONAFU 10136 fis, done HE 

459440 BE048054 gb:tz46c03.y1 NCLCGAP_Bm52 Homo saplen 

451957 A1796320 Hs.1 0299 Homo sapiens cONAFU 13545 fis, done PL 

408434 AW195317 Hs.107716 hypothetical protein FU22344 

456034 AW450979 gb:U)-H-Bl3-aia^12-0-Ul.s1 NCI_CGAP_Su 

442118 AA976718 Hs.202242 ESTs 

420727 H75701 Hs.99886 complement component 4-bindlng protein, 

433849 BE465884 r&280728 ESTs 

424235 NM-003181 Hs.143507 T brachyury (mouse) homolog 

429826 N93266 Hs.40747 ESTs 

437913 AJ140825 Hs.121623 ESTs 

441330 AI692984 Hs.129354 ESTs 

443458 R05385 Hs.1 43509 hypothetical protein FU21924 

438873 A1302471 Hs.1 24292 Homo sapiens cDNA: FU231 23 fis, done L 

444561 NM 004469 Hs.1 1392 c-fos Induced growth factor (vascular en 

444631 AW995395 Hs. 84520 ESTs, Wealdy similar to TRHY_HUMAN TRICH 

458186 AA904244 Hs.153205 ESTs 

436043 AW963838 Hs.1 6 8830 Homo sapiens cDNA FU 12136 fis, done MA 

415757 AAB30854 Hs.187810 ESTs 

449299 AA299919 HS.B4561 ESTs 

457003 S78234 Hs.1 72405 cell division cyde 27 

408875 NMJJ15434 Hs.48604 DKFZP434B1 68 protein 

424602 AK002055 Hs.151046 hypotheGcal protein FU11 193 

426174 AA547959 Hs.1 15838 ESTs 
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449318 AW236021 
429950 AW081608 
412733 AA984472 
423637 AL137279 
442655 AW027457 
420556 AA278300 
430447 W17064 
416871 H98716 
439737 AJ751438 
406B15 AA833930 
401094 
401526 

414140 AA281279 
417320 AA195667 
418282 AA215535 
442927 AI024347 
450006 AI241555 
419231 AL046294 
416623 N74925 
403329 

414696 AF002020 
419038 AW134924 
440106 AA864968 
448019 AW947164 
431745 AW972448 
421426 AA291101 
433014 NM 014711 
455100 8E160198 
441790 AW294909 
404443 

428129 AI244311 
435047 AA454985 
423948 AW392342 
449327 AJ638743 
400983 

415786 AW419196 
411213 AA676939 
420896 AW149342 
409994 D86864 
430388 AA356923 
419530 X98330 
455092 BE152428 
456118 AA380267 
440192 AA872282 
448466 AI522109 
414869 AA157291 
440351 AF030933 
407594 AW057584 
439235 N45513 
417061 A1675944 
434812 AA649860 
409731 AA125985 
455512 AW983608 
408380 AF123050 
435990 AI015862 
410672 AW794600 
432798 AA565309 
416288 H51299 
438886 AA8Z7728 
451558 NM_001089 
416940 N75620 
421750 AK000768 
438398 AA805526 
435313 AI769400 
414605 BE390440 
436508 AW604381 
413195 AA127382 
413829 NM.001872 
401323 

408296 AL117452 
428532 AF157326 
423454 AL110456 
436027 A1864053 
406970 M29994 
426172 AA371307 
452114 N22687 
439750 AL359053 
423130 AW897586 
430660 R11884 
434138 AA625804 
427469 AA403084 
429881 T80112 
411492 T46848 



Hs.78531 Homo sapiens. Similar to RIKEN cD.MA 5730 

Hs.105053 ESTs 

Hs.74554 K1AAD080 protein 

Hs.130187 Homo sapiens mRNA; cONA DKFZp43401214 {f 

Hs.30323 ESTs, Weakly similar to B34087 hypothefi 

Hs.1 24292 Homo sapiens cDNA: FU23123 fe, done L 

Hs.332848 SWl/SNF related, matrix associated, acti 

gb:yx13d08.s1 Scares melanocyte 2NbHM Ho 

Hs.41271 Homo sapiens mRNA full length insert cON 

Hs.288036 IRNA isopentenylpyrophosphate transferas 



Hs.23317 hypothetical protein FU 14 681 

Hs.86022 ESTs 

Hs.98133 ESTs 

Hs.131519 ESTs 

Hs.60171 ESTs 

Hs.136245 ESTs, Weakly similar to T1 7227 hypotheti 

Hs.38761 Homo sapiens cOMA: FU 21 564 fis, clone C 

Hs.7691 8 Niemann-Pick disease, type C1 

Hs.190325 ESTs 

Hs.127699 WAA1603 protein 

Hs.195641 ESTs, Moderately similar to 138022 hypot 

Hs.163425 ESTs 

Hs.33020 Homo sapiens, done IMAGE:3939163, mRNA, 

Hs.279912 KIAA041 9 gene product 

gb:W-HT0413410200-05Wi03 HT0413 Homo 

Hs.132208 ESTs 

Hs.26912 ESTs 

Hs.54973 cadherin-Bce protein VR20 

Hs. 283077 cenircsomal P4.1-assotiated protein; unc 

Hs.224672 ESTs 



Hs.257924 
Hs.69285 
Hs-24444 
Hs.57735 
Hs.240770 
Hs.90821 

Hs.78277 
Hs.190596 
Hs.171066 
Hs.21479 
Hs.7179 
Hs.160681 
Hs.46608 
Hs.188691 
Hs.189496 
Hs.56145 

Hs.44532 
Hs.131793 

Hs.194015 

HS.12B705 
Hs.26630 
Hs.43157 
Hs.1 07872 
Hs.130277 
Hs.1 89729 

Hs.121121 
Hs.22404 
Hs.75572 

Hs.44155 
Hs.1 64786 
Hs.469 
Hs.39972 

Hs.125056 
Hs.8236 
Hs.57664 
Hs.21213 
Hs.100826 

Hs.269347 
Hs.192245 
Hs.70337 



hypothetical protein FU 13782 
1 



Homo sapiens cONA: FU22165 fe, done H 
acetyl LDL receptor, SREC 
nuclear cap binding protein subunit 2, 2 
ryanodine receptor 2 (cardiac) 
Bb:CMO-HT0323-1 51 299-126^04 HT0323 Homo 
DKFZP434F2021 protein 
ESTs 
ESTs 

ubinuciein 1 

RAD1 (S. pombe) homotog 
ESTs 
ESTs 

Homo sapiens cDNA FU 12033 fis, clone HE 
ESTs 

thymosin, beta, identified in neuroblast 
gb:RC3-HN0001-24O40O-O12-c01 HN0001 Homo 
diubtquifin 
ESTs 

gb:RC64JM0014-170300-022-C05 UM0014 Homo 
ESTs 

gb7p07c06.s1 Soares breast 3NbHBst Homo 
ESTs, WeaWy similar to AF149422 2 unkno 
ATP-binding cassette, sub-family A (ABC1 
ESTs 

hypothetical protein FU 20761 
ESTs 
ESTs 

gb:601283601F1 NIH_MGC_44 Homo sapiens c 
ESTs. WeaWy simitar to S00755 pteckstri 
protease, serine, 1 2 (neurotrypstn, moto 
carboxypeptidase 82 (plasma) 

DKFZP586G1 517 protein 
TBP-tnteracting protein 
succinate dehydrogenase complex, subunit 
ESTs, WeaWy similar to 138588 reverse t 
gbiHuman atpha-l spectrin gene, exon 1Z 
ESTs 
ESTs 

Homo sapiens mRNA full length insert cDN 
ESTs 
ESTs 

gb2u86h0U1 SoaresJestis__NHT Homo sap 
ESTs, WeaWy similar to 21 09260A B cell 
ESTs 

immunoglobulin superfam3y, member 4 
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409435 A1810721 Hs.95424 ESTs 2.8 

442191 W95168 Hs.8138 endothelial PAS domain protein 1 2.8 

407305 AA7152B4 gbmv35f03.rl NCI_CGAP_Br5 Homo sapiens Z8 

444381 BE387335 Hs.283713 ESTs, Weakly similar to S64054 hy polheti Z8 

5 412189 R60982 Hs.22581 ESTs Z8 

420976 AI924940 Hs.108082 ESTs, WeaHy similar to T31636 hypotheti Z8 

448330 AUD36449 Hs.207163 ESTs 2.8 

418912 NM 000685 Hs.89472 angiotensin receptor 1 2.8 

422505 AL120862 Hs.124165 ESTs 2.8 

10 427752 AA470687 Hs.104772 ESTs Z8 

433513 AI566356 Hs.1 71 437 ESTs 2.B 

433703 AA210863 Hs.3532 nemo-like kinase 2.8 

448912 D83781 Hs.22559 KAA01 97 protein 2.8 

405821 2.8 

15 430687 BE274217 Hs.249247 heterogeneous nuclear protein similar to Z8 

450400 AI694722 Hs.279744 ESTs 28 

456B44 AI264155 Hs.152981 COP^iacylglycerd synthase (phosphatida Z8 

418342 BE002723 Hs.226627 lepfin receptor 2.8 

420756 AA411800 Hs.189900 ESTs 2.8 

20 423532 BE090503 gb:RC6-BT071 7-1 1040XW1 1-F1 1 BT0717 Homo Z8 

440320 AA879294 gb:nw86e09.s1 NCl_CGAP_Pr12 Homo sapiens Z8 

457314 AA479597 Hs.193669 hypothetical protein DKFZp586Jl 119 Z8 

439831 AW136488 Hs.25545 ESTs Z8 

425661 AL133627 Hs.1 58923 Homo sapiens mRNA; cDNA DKFZp434K0722 (f Z8 

25 407949 W21874 H&247057 ESTs, Weakly similar to 21 0926QABceD Z8 

41865B AW874263 Hs.32468 ESTs Z8 

409978 031897 Hs.57714 double C2^ domains, alpha Z8 

421340 F07783 Hs.1369 decay accelerating (actor for complement Z8 

449071 NMJJ05872 Hs.22960 breast carcinoma amplified sequence 2 Z8 

30 409241 AF070602 Hs.51649 Homo sapiens clone 24504 mRNA sequence Z8 

448219 AA228092 Hs.42656 WAA1 681 protein Z6 

408936 AL138043 Hs.293549 ESTs Z8 

410784 AW803201 ' gb:lL2-UM0077-070500-08^E06 UM0077 Homo Z8 

426471 M22440 Hs.1 700 09 transforming growth factor, alpha Z8 

35 454455 AW752710 gb:IL^CT0219-28l09W24-A03CT0219 Homo Z8 

455310 AW893961 gb:RC44M0027-060400-011-d11 NN0027Homo Z8 

401335 Z7 

436577 W84774 Hs, 17643 ESTs Z7 

409519 AA075368 gb:zm86h1Qj1 Stratagene ovarian cancer Z7 

40 421003 T72080 Hs.95657 F-box protein 30 Z7 

429593 AK000332 Hs.209927 Homo sapiens cDNA FU20325 fis, done HE Z7 

450434 M166950 Hs.195870 hypothetical protein FU 14991 Z7 

436007 A1247716 Hs.232168 ESTs Z7 

408874 AW818091 Hs.252730 ESTs Z7 • 

45 418036 Z37976 Hs.83337 latent transforming growth factor beta b Z7 

435625 H50654 Hs.1 13999 ESTs Z7 

435766 R11S73 Hs,186498 ESTs Z7 

410327 T33130 Hs.301746 RAP2A, member of RAS oncogene family Z7 

416805 F13271 Hs.79981 Human done 23560 mRNA sequence Z7 

50 417177 NMJXM458 Hs.81452 fatry-acid-Coenzyrne A Ggase, long-chain Z7 

423020 AA383092 Hs.1608 replication protein A3 (14kD) Z7 

427134 AA398409 Hs.173561 EST Z7 

428137 AA421792 Hs.170999 ESTs Z7 

429710 AI337113 Hs.1 46025 hypothetical protein FU23594 Z7 

55 430844 T94960 gb:ye38d07.r1 Stratagene lung (937210) H Z7 

417576 AA339449 Hs.82285 •'prM^phcrOxeylglycinamide formyltransfer Z7 

441928 A1370188 Hs.211454 ESTs Z7 

409721 AW887732 Hs^57861 ESTs Z7 

427112 Z32887 Hs^90951 ESTs Z7 
60 403776 Z7 

420159 A1572490 Hs.99785 Homo sapiens cDNA: FU21245 fis, done C Z7 

427839 AA608823 Hs.98244 ESTs Z7 

432837 AA310693 H&87329 HSPC072 protein Z7 

_ 438782 AA828380 Hs.126733 ESTs Z7 

65 449396 BE169100 Hs.195029 ESTs Z7 

458043 AW979009 Hs.326108 ESTs Z7 

438171 AW976507 Hs.293515 ESTs Z7 

452959 AI933416 Hs.189674 ESTs Z7 

439556 AI623752 Hs.1 63603 ESTs Z7 

70 446152 AI292036 Hs.150028 ESTs Z7 

434803 AW974640 Hs.303413 ESTs Z7 

407771 AL138272 Hs.62713 ESTs Z7 

411069 AL133092 Hs.68055 hypothetical protein DKFZp43410428 Z7 

417543 AA203620 Hs.110153 ESTs Z7 
75 401517 Z7 
403677 Z7 

416337 H48713 gb:yq78d02r1 Soares fetal liver spleen Z7 

423401 NM 001992 Hs.1 28087 coagulation factor ll (thrombin) recepto 27 

0 _ 446800 AI341635 Hs.1 56488 ESTs Z7 

80 457906 AW975939 Hs.1 53290 Homo sapiens cDNA FU14318 fis, clone PL 27 

452277 AL049013 Hs^8783 WM1 223 protein 27 

416913 AW934714 gb«C1.DT0001-03129W)11-a11 DT00X)1 Homo Z7 

416370 N90470 Hs^03697 ESTs, WeaWy similar to 138022 hypotheti Z7 
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408715 AA768873 Hs.112250 hypofhelicaJ protein FU2351 8 2.7 

410743 AAD89474 HS.Z72153 ESTs 2.7 

427138 N77624 Hs.173717 phosph^kftc acid phosphate type 2B 2.7 

_ 436260 BE172762 Hs.292710 ESTs, Weakly similar to ALU5.HUMAN ALUS 2.7 

5 427565 A1287280 Hs.97933 ESTs, Weakly similar to T46370 hypotheti 2.7 

406092 2.7 

410008 AA079552 gb3m20h12.s1 Stratagene pancreas (93720 2.7 

438504 AW665281 Hs.224625 ESTs 2.7 

414783 AW069569 HsJ278270 unacfive progesterone receptor, 23 kD 2.7 

10 411479 AW848047 gb:!LS€T0214-29129W)52-Al2CT0214Homo 17 

416686 Z35830 Hs^7268' annexinAB 2.7 

413795 AL040178 Hs.142003 ESTs 2.7 

457528 AW973791 Hs.292784 ESTs 2.7 

444230 H95537 Hs.146067 ESTs 2.7 

15 403760 2.7 

416624 K69044 gb:yr77ri05.s1 Soares fetal fiver spteen 2.7 

428904 AI312526 Hs.46640 ESTs 2.7 

446311 AW007294 Hs.149795 ESTs. Moderately similar to ALU^HUMAN A 2.7 

45863B N78553 Hs.282204 nudeoscmal binding protein \ 17 

20 459267 AJ 003631 gbAJ003631 Selected chromosome 21 cONA 2.7 

424834 AK001432 Hs.1 53408 Homo sapiens cDNA FU10570 fis, done NT 2.7 

433906 AI167816 Hs.43355 ESTs 2.7 

428986 AF059214 Hs.1 94687 cholesterol 254rydroxy1ase 2.7 

446554 AA151730 Hs.301789 nudix (nucleoside diphosphate Tinted md 17 

25 446035 NM_006558 Hs.13565 Sam68-tike phosphotyrosine protein, T-ST 2.7 

421585 U95626 Hs.302043 chemokine (C-C motiO receptor-Tike 2 2.7 

445158 AI992108 Hs.127206 ESTs 2.7 

421175 A1879099 Hs.102397 GIOT^fOTg^riaootropmirducfetetransc 17 

401793 2.7 

30 410181 AI468210 Hs.261285 pteiotropic regulator 1 (PRL1, AraWdops 2.7 

427038 NM 014833 Hs.173288 KIAA0155 gene product 2.7 

451343 AW975057 Hs.293353 ESTs 2.7 

455992 BE179015 gb:R(3-HT0612-08050(W)134i10 HT0612Homo 2.7 

438475 W03856 Hs.13188 ESTs, Highly similar to Gene product wit 2.7 

35 455571 BE003714 gb:QV3-BN0096-200400-161-a01 BN0096 Homo 2.7 

426298 AW965058 Hs.1115B3 ESTs, Weakly similar to 138022 hypotheB 2.7 

407930 AA045847 Hs.1883B1 Homo sapiens cDNAFU 12807 fis, clone NT 2.7 

453891 AB037751 Hs.36353 Homo sapiens mRNA M tenglh insert cON 2.7 

451487 AA018072 gb2e51gOZr1 Scares retina N2b4HR Homo 17 

40 418269 AA806113 Hs.189025 ESTs 2.7 

419196 AF110908 Hs.297660 TNF receptor-associated factor 3 17 

459160 AI904723 gb:CM-BT0SS-1 20299-092 BT056 Homo sapien 17 

'441963 AI733307 Hs.128002 ESTs 2.7 

440273 AI805392 Hs.325335 Homo sapiens cONA: RJ23523 fis, done L 2.7 

45 426902 AI125334 Hs.97408 ESTs 2.7 

414271 AK000275 Hs.75871 protein kinase C binding protein 1 17 

453313 BE005771 Hs.153746 hypothetical protein FU22490 2.7 

445265 AI218295 Hs.144942 ESTs 2.7 

422988 AW673847 Hs.97321 ESTs 2.7 

50 428613 AB037749 Hs.1 86928 KIAA1328 protein 2.7 

444619 BE538082 Hs.8172 ESTs, Moderately similar to A45010 X-fin 2.7 

457300 AW297436 Hs.15B849 rtomosaptenscONA: RJ21663 fis. ctone C 2.7 

402800 2.7 

425071 NM.013989 Hs.154424 deiodinase. iodotfiyronine, type II 2.7 

55 414729 BE466928 Hs.281901 ESTs 2.7 

453716 AA037675 Hs.1 52675 ESTs 2.7 

452693 T79153 Hs.48589 zinc finger protein 228 2.7 

439818 AL360137 Hs.1 9934 Homo sapiens mRNA fuB length insert cON 2.7 

443305 AI050693 Hs.1 3331 8 ESTs 2.7 

60 416709 R99369 Hs.283108 hemoglobin, gamma G 2.7 

419077 AA233885 Hs.164526 ESTs 2.7 

453878 AW964440 Hs.1 9025 DC32 2.7 

445660 AI702668 Hs^01955 ESTs 2.7 

446817 AI700684 Hs.134166 ESTs 2.7 

65 442137 AA977235 Hs.1 28830 ESTs, WeaWy similar to Z192LHUMAN ZINC 2.6 

410406 AI969703 Hs.1466 glycerol kinase 2.6 

442242 AV647908 Hs.90424 Homo sapiens cONA: FU 23285 6s, done H 2.6 

407830 NM-001086 Hs.587 arytacetarrraie deacetylase (esterase) 2.6 

41513B C18356 Hs^95944 tissue factor pathway inhibitor 2 2.6 

70 407055 X89211 gb:Ksapiens DNA for endogenous retrovir 2.6 

408812 BE397160 Hs.254763 ESTs, WeaWy similar to A42442 integrin Z6 

440310 AA878939 Hs.125406 ESTs 2.6 

425659 AK000590 Hs.158836 hypothetical protein FU20583 2.6 

418217 AI910547 Hs.13442 ESTs 2.6 

75 428667 A1375550 Hs.74407 nucieotar protein p40; homotog ot yeast 2.6 

414573 A1821846 Hs.71999 ESTs 2.6 

420000 AB036063 Hs.94262 p53-indudble ribonucleotide reductase s 2.6 

452821 AW4711B1 Hs.160874 ESTs 2.6 

440138 AB033023 Hs.318127 hypothetical protein FU 10201 2.6 

80 428483 AI908539 Hs.321444 WAA0344 gene product 2.6 

441350 AB020690 Hs.7782 paraneoplastic anOgen MA2 2.6 

405059 2.6 

425178 H16097 Hs.161027 ESTs 2.6 
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442952 
428592 
456179 
414136 
459456 
425527 
424711 
417956 
420621 



438295 
445550 
450469 
458804 
443657 
429250 
437906 
426775 
443372 
453785 
425465 
422746 
413450 
424527 
414180 
411402 
445264 
458861 
415227 
435429 
434445 
448570 
452381 
422879 
409026 
425717 
429127 
438298 
442717 
443555 
444517 
451813 
452453 
455870 
437939 
430719 
452864 
432095 
431086 
407783 
423952 
453403 
408172 
430933 
420691 
429761 
437958 
407494 
436464 
407137 
446223 
438647 
438192 
417218 
4404% 
414612 
428170 
457343 
424020 
455226 
411965 
432656 
455488 
434340 
404285 
418744 
454714 
429828 
436387 
448587 
432865 
440479 
443160 



AI743261 
A1372822 
H75490 
AA812434 
AA485035 
AL162032 
NM_005795 
AA210704 ' 
AA278808 
NM 016112 
AI394151 
AI242754 
A1955049 
AL157625 
R14973 
H56565 
AA771704 
AA384564 
AI792557 
A136B236 
L18964 
NM_004484 
Z99716 
AW138558 
A1863304 
BE297855 
A1218263 
A! 630223 
AW821113 
AW592035 
A1349306 
AI923944 
H23329 
AI241409 
AL137554 
X07282 
M749382 
H23542 
R88362 
N71710 



NMJJ16117 
A1902519 
AW452631 
AW298800 
AA488988 
AA033714 
AW022273 
AI829692 
AW996B72 
AW877787 
BE466639 
W0248B 
AW863635 
AA829433 
AI276780 
BE139550 
U10072 
A1016176 
T97307 
BE300091 
AA813118 
AI859065 
AA005247 
H92571 
BE274552 
H05530 
NM.013936 



AW902103 
BE467339 
NMJJQ0246 
AA102322 
.A1193043 



Hs.131860 ESTs 

Hs.1 10103 RNA polymerase 1 transcription (actor RR 
Hs.271930 ESTs 

Hs.1 19023 SMC2 (structural maintenance of chrornoso 
Hs.190124 ESTs 

Hs.158258 Homo sapiens mRNA; cDNA DKFZp434B1272 (f 

Hs.152175 calcitonin receptor-like 

Hs.190465 ESTs 

gb:zs79c09.r1 NCI_CGAP„GC81 Homo sapiens 

Hs.159241 potycysGc kidney disease 2-like 1 

Hs.37932 ESTs 

Hs.137306 ESTs 

Hs.281326 ESTs 

gb:DKFZp761L2016_r1 761 {synonym: hamy2) 
gb:yf42f10.s1 Soares fetal liver spleen 

Hs.198308 tryptophan rich basic protein 

Hs.194626 ESTs 

Hs.108829 ESTs 

Hs.133107 ESTs 

Hs.283732 ESTs, Moderately similar to ALU1.HUMAN A 
Hs.1 904 protein kinase C, iota 
Hs.1 19651 glypican3 
Hs.75372 N-acetylgalactosaminidase, alpha- 
Hs.2671 58 ESTs, WeaMy similar to I54374 gene NF2 
Hs.1 20905 Homo sapiens cONA FU11448 fis, clone HE 
Hs.69855 NRAS-feiated gene 
Hs.323472 EST 

gbiad06g08.r1 Proliferating Erythroid Ce 
Hs.72402 ESTs 

Hs.254414 ESTs, WeaWy similar to 18051 958 RNA-bin 
Hs.1 1782 ESTs 
Hs.30913 ESTs 

Hs.290880 ESTs, WeaWy similar to ALU1_HUMAN ALU S 
Hs.188092 ESTs 

Hs.49927 protein kinase NYD-SP15 
Hs.171495 retinoic acid receptor, beta 
Hs.1 18797 ubiqiDGn-conjugaling enzyme E2D 3 (homo 
Hs.181788 ESTs 

Hs.1 80591 ESTs, Weakly similar to T23976 hypotheB 
Hs.21398 ESTs, Moderately similar to A Cham A, H 
Hs.1 46833 ESTs 

Hs.27182 phospbolipase A2-activating protein 

gb:GV-BT009-1 01 1 98-051 BT009 Homo saplen 
Hs.313803 ESTs, Highly similar to AF157B33 1 nonel 
Hs.141840 ESTs. WeaWy similar to S59501 interfero 
Hs.293796 ESTs 

Hs.287629 hypothetical protein FU1 4260 
Hs.105769 ESTs 
Hs.211561 ESTs 

Hs.172028 a disintegrin and metalloproteinase doma 
Hs.136102 KIAA0853 protein 

Homo sapiens cDNA FU13591 fis, clone PL 
phosphoglycerate rmrtase 2 (muscle) 
gb:MR3-SN0010-270300-103+02 SN0010 Homo 
Hs.275343 ESTs 
Hs.135173 ESTs 

Hs.121668 ESTs, Moderately similar to PC4259 fern 

gb:Human forkhead family (AFX1) mRNA, pa 
Hs .269783 ESTs, Weakly similar to ALUOUMAM ALU S 
gb:ye53h05.s1 Soares fetal Pver spleen 
hypothetical protein FU12969 
Hs.163230 ESTs 

Hs.337620 Homo sapiens AFG3L1 isoform 1 mRNA, part 
Hs.286754 met proto-oncogene (hepatocyte growth fa 
Hs.234478 Homo sapiens cDNA FU2264B fis. clone H 
Hs.76578 protein inhibitor of activated STAT3 
Hs.12565 ESTs 

Hs.247862 olfactoiy receptor, family 1 2, subfam3y 
Hs 39738 ESTs 

gb:CMW4N1022-12050f>22r>cQ7 NN1022 Homo 
Hs.280115 ESTs 

MHC class II transacfivator 
gbzI90f03.r1 Stratagene colon (937204) 
Hs.128685 ESTs, Weakly similar to T17225 hypotheB 



Hs.61779 
Hs.46039 



Hs.119599 



Hs.3076 



Hs.1 96379 ESTs, WeaWy similar to putative p150 (H 

AW815098 gb:QV4-STO212.091 199-023410 ST0212 Homo 

AB019494 HS.Z25767 IDN3 protein 

AA714760 Hs.240075 Homo sapiens cDNA FU 13234 fis, done OV 

AI539652 Hs.28338 KIAA1546 protein 

AI753709 Hs.1 52484 ESTs, WeaWy similar to 138022 hypotheO 

AA886461 Hs.208161 ESTs 

AI467915 Hs.36053 ESTs 
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428978 AA442784 
444670 H58373 
453459 BEO47032 
418122 R42778 
442875 BE623003 
414373 AW162907 
458760 A1498531 
434131 AI858275 
441805 AA285136 
457292 AI921270 
417351 T90278 
409695 AA296961 
432824 AK001783 
438038 AI732629 
454836 AW833711 
453919 AW959912 
422487 AJ010901 
408727 AL137259 
427491 R43279 
435102 AW899053 
409617 BE003760 
455866 BE149024 
432887 AJ926047 
407756 AA116021 
401078 

410365 A12B7518 
425201 AA352111 
457112 AW772449 
455252 AW876627 
444542 AI161293 
419249 X14767 
428497 BE010877 
457336 AW969657 
427621 BE621182 
423782 A1472209 
430403 AF039390 
429927 NM01115 
408562 A1436323 
417137 U46265 
436787 AA908554 
440331 AL046412 
429716 R256B5 
417169 R13550 
453020 AL162039 
455286 BE144384 
450654 AJ245587 
400432 AX015809 
415747 AA381209 
446346 AI290205 
450209 AW008921 
453202 AW085781 
425523 AB007948 
433124 U51712 
408741 M73720 
425657 T89839 
401254 

426604 H53354 
449535 W15267 
433138 AB029496 
425804 BE501698 
429515 AL031228 
437267 AW511443 
454305 BE062533 
455631 BE063031 
401878 

450350 T97817 
436532 AA721522 
457460 AI143312 
427304 AA761525 
419721 NMJXM650 
431699 NNLQ01173 
446252 AI283125 
421229 AI056590 
434273 AA913143 
456088 BE177320 
434353 AA630863 
436198 AK001125 
452232 AW020603 
433764 AW753576 
412050 K96503 
• 422342 AA309272 
427510 Z47542 
428336 AA503115 



Hs 125445 ESTs 

Hi332938 hypothetical protein MGC5370 

Hs.257789 ESTs 

Hs.22217 Homo sapiens done IMAGE:32106, mRNA seq 

Hs.23525 Homo sapiens clone TCCCTA00142 mRNA sequ 

Hs.75969 praline-rich protein with nuclear target 

Hs.111334 ferritin, tight polypeptide 

Hs.143659 ESTs 

Hs.301914 neuronal specific transcription factor D 

Hs.334682 hypothetical protein FU14251 

Hs.15049 ESTs 

gb:EST1 1251 4 Adrenal gland tumor Homo sa 

Hs.27901 2 hypothetical protein FU10921 

Hs.1941 61 ESTs, Weakly similar to TA2R HUMAN, BETA 

gb:GV4-n0008-251199443-e11 TT0008 Homo 

Hs.7076 KIAA1705 protein 

Hs. 1 98267 mucin 4, tracheobronchial 

Hs.471 1 5 hypothelical protein DKFZp434D0513 

Hs.22574 ESTs, WeaWy similar to 138022 hypotheti 

Hs.76917 F4xw only protein 8 

Hs.55209 Homo sapiens mRNA; cDNA DKFZp434K0514 (f 

gb:CM0-HT0249.291099^84^ HT0249 Homo 

Hs. 162859 ESTs 

Hs.38260 ubiquitin specific protease 1 8 

Hs.62669 Homo sapiens mRNA; cDNA DKFZp586D0923 (f 
gb:EST60061 Activated T-cefls XX Homo sa 

Hs.268081 ESTs, Weakly similar to ALU1_HUMAN ALU S 
gb:RC3-PT0028-12020(W)13^11 PT002BHomo 

Hs. 280380 amrno peptidase 

Hs.89768 gamma-arranobutyric acid (GABA) A recepto 

Hs.98584 ESTs 

Hs.291029 ESTs 

Hs. 179882 hypothetical protein FU 12443 
Hs.323117 ESTs 

Hs.241382 tumor necrosis factor (Egand) superfami 

Hs.2522 adenylate cyclase 8 (brain) 

Hs.31141 Homo sapiens mRNA for KIAA1558 protein, 

Hs.81281 mitochondrial ribosomal protein S21 

Hs.192756 ESTs 

Hs.202151 ESTs 

Hs.211933 coUagen. type Xlll, alpha 1 
Hs.246773 ESTs 

Hs.31422 Homo sapiens mRNA; cDNA DKFZp434M229 (fr 
gb:MR0-HT0166-191199^04-c11 HT0166 Homo 

Hs.25275 KruppeWype zinc finger protein 

Hs.287767 Sequence 8 from Patent WO9950285 

gb:EST94257 Activated T-cells I Homo sap 

Hs.309940 ESTs 

Hs.13138 Homo sapiens, clone IMAGE3448343, mRNA. 
Hs.26270 hypc4he6calprotelnFU11588 
Hs.158244 WAA0479 protein 
Hs.13775 hypothefJcal protein SMAP31 
Hs.646 carboxypeptidase A3 (mast cell) 
Hs.1 19471 ESTs 

Hs.97141 ESTs, Weakly similar to hypothetical pro 
Hs.23672 low density lipoprotein receptor-related 
Hs .59729 semaphorin sem2 
Hs.25B189 ESTs 

Hs.204370 DNA segment on chromosome 6 (unique, pse 

rK258110 ESTs 

Hs 28338 K1AA1546 protein 

gb:NtRCWT0265-23119W02-e09 BT0265 Homo 

Hs.174880 ESTs 

gb:nv54h1Zr1 Na.CGAP.Ew1 Homo sapiens 

Hs.129206 casein kinase 1 , gamma 3 

Hs.163853 ESTs 

Hs.288650 aquaporin4 

Hs^67831 Rho GTPase activating protein 5 

Hs.150009 ESTs 

Ks.7086 hypothetical protein MGC1 2435 

Hs.26303 ESTs 

Hs.156148 hypothetical protein FU13231 

Hs.1 31375 ESTs, Moderately similar to ALUB.HUMAN ! 

Hs.300922 Homo sapiens cDKA FU102S3 Ms, clone HE 

Hs.1 58423 radial spoke protein 3 

HS39982 ESTs 

Hs.1 09037 Homo sapierts cDNA: FU22845 fis, done K 

gb:EST1 80209 liver, hepatocellular card 

Hs.1 7931 2 small nuclear RNA activating complex, po 
Hs.183752 
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408813 AI580090 Hs.48295 RNA hefcase f arrtJy 15 

414109 BE250744 gb:600943376F1 NIH_MGC_1 7 Homo sapiens c 2.5 

451678 AA374181 Hs.26799 DKFZP554D0764 protein 15 

419985 H66373 Hs.15973 ESTs, Highly similar to bA393J 16.3 (H.sa 2.5 

J 417859 T26453 gb:AB2 1 4F6R Intanl brain. LLNL array of 2.5 

434334 AA912476 Hs. 115750 Homo sapiens cDNA RJ13221 fis, done NT 25 

448015 A1458065 Hs.23196 ESTs 15 

454190 AW177821 gb:IL3-HT0059-18089WKJ7-CO5HT0059Homo Z5 

■ 445865 AI262584 Hs.145575 ESTs 15 

10 451800 AW977435 Hs.323857 ESTs 15 

456987 A1557290 Hs.173536 ESTs 2.5 

403568 25 

435209 AW027809 Hs. 187698 Homo sapiens cytomegalovirus partial fus 15 

430371 087466 Hs.240112 WAA0276 protein 15 

15 418033 W68180 Hs.259855 efongation fador-2 kinase 15 

412095 AI624707 Hs.5921 Homo sapiens cDNA: FU21 592 fis. done C 25 

453619 H8764B Hs.33922 Homo sapiens, done MGQ9084, mRNA, comp 15 

431071 AA491379 gb:aa65TO5.r1 NCLCGAP„GCB1 Homo sapiens 25 

407939 W05608 Hs.312679 ESTs, Weakly similar to A4901 9 dynein he 25 

20 409045 AA635062 Hs.50094 Homo sapiens mRNA; cDNA GKFZp434O051 5 (f 15 

444575 A1264847 Hs.22545 Homo sapiens cDNA FU12935 fis, done NT 15 

408420 N\t006915 Hs.44766 retinitis pigmentosa 2 (X-finked recessi 14 

417318 AW953937 Hs.12891 ESTs 24 

413382 BE090689 gb:RC1-BT0720-28030f>O11^BT0720Horno 24 

25 406748 AW339105 Hs.217493 annexinA2 24 

445898 AF070623 Hs.13423 Homo sapiens done 24468 mRNA sequence 24 

441817 AW969706 Hs.293332 ESTs 24 

450551 AJ010046 Hs.25155 rajuroepilhefial ceD transforming gene 1 24 

457940 AL360159 Hs.306517 Homo sapiens TRIpartite motif protein ps 24 

30 446135 AW13028B Hs.170318 hypometfcal protein RJ10147 24 

436907 AA737171 Hs.131809 ESTs 24 

429399 AA452244 Hs.16727 ESTs 24 

448782 AL050295 Hs.22039 K1AA0758 protein 14 

„ 434404 AW445034 Hs.256578 ESTs 14 

35 428571 NMJW6531 Hs.2291 Probe hTg737 (polycystic kidney disease, 14 

448164 R61680 Hs.26904 ESTs, Moderately similar to Z195_HUMAN Z 14 

442295 A1827248 Hs^24398 Homo sapiens cDNAFLM 1469 fis. done HE 14 

450705 U90304 Hs.25351 iroquois homeobox protehi 5 24 

425506 NNL003566 Hs.158205 basic leucine zipper nudear factor 1 (J 24 

40 423961 D13666 Hs. 136348 osteoblast specific factor 2 (fascidin 24 

458986 AI802772 Hs.208655 ESTs 24 

443861 AW449462 Hs.134743 ESTs 24 

412879 BE092219 gtr.lL2-BT0734-240400^71-B04 BT0734 Homo 24 

415250 F02614 Hs.27319 ESTs 24 

45 434627 AI221894 Hs.39311 ESTs 24 

443919 AI091284 Hs.135224 ESTs, Weakly similar to A47582 B-ceO gr 24 

440400 AA994364 Hs.125594 ESTs, Weakly slmDar to T25472 hypotheti 24 

400385 NM_O20389 Hs.283104 putative capadtative calcium channel 24 

411322 AW887330 Hs.172405 cefl division cycle 27 24 

50 434638 H50758 gtxyp86e06j1 Soares fetal Rver spleen 24 

435559 AF209198 Hs.42636 zinc finger protein 277 24 

447849 A1538147 Hs.164277 ESTs 14 

448005 AW207437 Hs.17037B ESTs 14 

454201 AB023191 Hs.44131 K1AA0974 protein 24 

55 456869 BE467912 Hs.154294 discs, large (Drosophila) homotog 1 14 

449486 AI652715 Hs.270811 ESTs 14 

421516 A1362418 Hs.105379 FT005 protein 14 

412167 AW897230 gb:CM0^N0057-15040O335-a11 NN0Q57Homo 14 

426910 AA470023 Hs.190089 ESTs, Moderately similar to ALU LHUMAN A 14 

60 429673 AA884407 Hs.211595 protein tyrosine phosphatase, norwecept 14 

400641 14 

430576 AA767125 Hs.293574 ESTs 14 

434423 NM.006769 Hs.3844 UM domain only 4 14 

412104 AW205197 Hs.240951 Homo sapiens, Similar to RIKEN cDNA 2210 14 

65 441499 AW298235 Hs.101669 ESTs 14 

418113 AI272141 Hs.83484 SRY (sex deterrnining region Y}-bax 4 14 

417819 A1253112 Hs.133540 ESTs 14 

• 431728 NM_007351 Hs.268107 nultimerin 24 

„ 425025 AW953168 Hs.12407 ESTs 14 

70 421168 AF182277 Hs.330780 cytocrirorrte P450, subfamily UB {phenobar 14 

409432 D49372 Hs.54460 small mdudble cytokine subfamily A {Cy 14 

408867 AA437199 Hs.556 cell dMstoo cycle 25C 14 

439446 AI927629 Hs.57873 ESTs 14 

445038 AI635444 Hs.143917 d)467N1 1.1 protein 14 

75 450682 Z42993 Hs.25320 Homo sapiens clone 25142 mRNA sequence 14 
455107 BE154113 gbPM1-HT0340.151299^03-a08HT0340Homo 14 

458624 AI362790 Hs.278639 WM1684prot^Bl^yrtomotogofrTOWS 1'4 

449523 NWL000579 Hs.54443 chemokine (C-C motif) receptor 5 14 

428784 Y12851 Hs.193470 purinergic receptor P2X, figand-gated to 14 

80 453864 AW021407 Hjl21068 hypothetical protein 14 
426497 AA379913 gb:EST92807 Skin tumor I Homo sapiens cD 14 

418203 X54942 Hs.83758 ' COC28 protein kinase 2 14 
426503 AA382291 gb:EST95683 Testis I Homo sapiens cONA 5 14 
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447357 AI375922 
4S2631 AH 88658 
405041 
405472 

409744 AW675258 
433888 AA612960 
437119 AI379921 
455114 AW857121 
431613 AA018515 
434936 AI285970 
408918 BE21B603 
444105 A1123922 
416580 T61572 
430299 W28673 
446659 AJ335361 
416636 AW749855 
434995 AW974995 
438005 BE151746 
444755 AM31791 
427131 AA448460 
442039 AW276240 
448595 AB014544 
432949 AA570749 
444314 AI140497 
417420 T85150 
427551 T96203 
420057 AA805899 
434950 AW974892 
425497 AA524596 
438214 H06076 
416100 H18700 
419637 W27493 
449432 AW451361 
454403 BE065985 
419179 AW275291 
436391 AJ227892 
449511 AI436187 
447499 AW262580 
407244 M10014 
412877 BE011168 
435985 AA703154 
440674 BE561546 
446476 AW294072 
444100 AA383343 
435731 AA699581 
437105 AA744554 
406091 

457024 AA397546 
404249 

419556 U29615 
424943 AU077260 
444229 AV648613 
404860 

432223 AA333283 
410467 AF102546 
420843 H96982 
434927 H46612 
413642 BE154837 
436998 AA745625 
441235 AI884586 
44574B U80766 
451018 AW965599 
409073 AA063458 
418782 AI792648 
447870 BE139479 
437370 AU59567 
424765 AA428211 
407385 AA610150 
424049 AB014524 
425398 AL049689 
430702 U56979 
409620 AA076278 
441675 AI914329 
430884 AF053748 
445523 Z30118 
416972 BE019670 
443547 AW271273 
417583 AA668782 
422182 AL043892 
404513 

410999 AW813004 
448506 A1524673 
434811 AW971205 



Hs.159367 ESTs 
Hs.87496 ESTs 



Hs.55265 
Hs.337300 
Hs.177043 

Hs.264482 
Hs.183817 
Hs.279708 
Hs.138215 
Hs.79385 
Hs.106747 
Hs.226376 



Hs.113823 
Hs.112017 
Hs.128352 
Hs.21572 
Hs.298866 

Hs.268814 

Hs.184387 



Homo sapiens mRNA; cDNA DKFZp586P2321 (I 
ESTs 
ESTs 

gb:RC1-CT0302-O4040&O17*12 CT0302 Homo 
Homo sapiens mRNA; cDNA OKF2p761 A041 1 (f 
ESTs 
ESTs 

Homo sapiens cDNA FU11400 Rs, done HE 
Human done 23574 mRNA sequence 
serine carboxypeplidase 1 precursor prat 
ESTs 

gb:QV4-BT0534-281299-053c05 BT0534 Homo 
gb:EST387100 MAGE resequences. MAGN Homo 
gb:PM1-HT0305-061299403-a06 HT0305 Homo 
OpX (caseinotytic protease X, E coG] 
GE36gene 
ESTs 

KIAA0644 gene product 
ESTs 

gb:ow76b09.s1 SoaresJetalJver_spleen_ 
ESTs 

gb:ye48b07.r1 Soares fetal Over spleen 
ESTs 

gb:EST386997 MAGE resequences, MAGN Homo 
gb:nh34b02s1 NCt_CGAPPr3 Homo sapiens 
Hs^6320 TRABID protein 
Hs.268799 ESTs 

gb:31h10 Human retina cDNA randomly prim 
Hs.196529 ESTs 

gb:RC3-BT0319-120200-014^09 BT0319 Homo 
Hs.113009 hypothetical protein FU22527 
Hs.146274 ESTs 

Hs.296261 guanine nucleotide binding protein {Gpr 
Hs.147674 protocadherin beta 16 
Hs.75431 fibrinogen, gamma potypepfide 

gb^M3-BN0218-100500M»3<l08 BN0218 Homo 
Hs.191934 ESTs 

gb:601347208F1 NIH J/lGC_8 Homo sapiens cO 
Hs.141376 ESTs 

Hs.22116 COC14 (cell division cycle 14, S. cerevi 
Hs.186811 ESTs 
Hs.222127 ESTs 

Hs.119151 ESTs 

Hs.91093 chilinase 1 {chitotriosidase) 
Hs.153924 deauvassoaated protein kinase 1 
Hs.282397 ESTs 

Hs.121001 Homo sapiens, done 1MAGE^460280, mRNA 
Hs.63931 dachshund (Orosophiia) homolog 
Hs.42321 ESTs 

Hs.293815 Homo sapiens HSPC285 mRNA, partial cds 

gb:PM1-HT0345-12119WX)1-c08 HT0345 Homo 
Hs.291414 ESTs, Weakly similar to ALU8_HUMAN ALU S 
Hs. 135570 Homo sapiens cDNA: FU21268 Rs, clone C 
HsJ 3252 Human EST done 22453 mariner trartsposon 
Hs.247324 mitochondrial ribosomal protein S14 

gbzf71a07.s1 Soares_pineal_gtand_N3HPG 
Hs.14665 ESTs 
Hs.161492 ESTs 

Hs.161962 Homo sapiens mRNA; cDNA DKFZp547D023 (fr 
Hs.284256 hypothetical protein FU 14033 similar to 
Hs^72D72 ESTs, WeaHy similar to 138022 hypothec' 
Hs.138380 WAA0824 protein 
Hs.1 56369 hypotheOcai protein similar to tenascin 
Hs.250651 H factor 1 (comptemenq 
Hs.13277 hypothetical protein FU22054 
Hs.5461 ESTs 

Hs.2481 14 glial cell derived neurotrophic (actor 
Hs.293788 ESTs, Moderately similar to unnamed prot 

gb:bb28cOU1 NIH_MGC_5 Homo sapiens cDN 
Hs.23767 hypdhefcat protein FU 12666 
Hs.191284 ESTs. Weakly similar to ALU INHUMAN ALU S 
Hs. 180582 Homo sapiens cDNA:FU21836fis, done H 

gb.RC3^T0186-23030(M)194i02 ST0186 Homo 
Hs.38170 ESTs 
Hs.114280 ESTs 
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457065 
407945 
419865 
423596 
455807 
435867 
440196 
401213 
407291 
442490 
452943 
438138 
440283 
447039 
412777 
421424 
406673 
440555 
451516 
424690 
421046 
423604 
409029 
444206 
451836 
454784 
423673 
436671 
434988 
452862 
439480 
410606 
426535 
432239 
430217 
417479 
421253 
438180 
439715 
441398 
443055 
413585 
448831 
412953 
430789 
422757 
423003 
428595 
437887 
447720 
452355 
408374 
440381 
425478 
432231 
431757 
417517 
452837 
417426 
423739 
416847 
425876 
457411 
413136 
420313 
421751 
424827 
436331 
439275 
449272 
454352 
428758 
407242 
445326 
423778 
452607 
423161 
418851 
458332 
432565 
437511 
430957 



A1476318 Hs.192480 ESTs 

X69208 Hs.606 ATPase. Cu~ transporting, alpha polypep 

NM_007020 Hs.93502 U1-snRNP binding protein homoJog (70kD) 

AA3281 95 Hs.234101 ESTs, Weakly similar to CTL1 protein [H. 

BE141 140 gb:MRO-HT0075-021299.00&<i07 HT0075 Homo 

AA954229 Hs.1 14052 ESTs 

N72847 Hs.125221 ESTs 



AA001464 
AW965078 
BE247449 
R98299 
A1732892 
AV661798 
AI335773 
AW452690 
M34996 
D31292 
AI800515 
BE538356 
AA810854 
AA485585 
BE087807 
AW301017 
T63673 
AW820626 
BE003054 
AW137159 
A141B055 
AW378065 
AID38511 
AW418779 
AU077012 
X81334 
N47863 
AI057052 
AI188102 
AA808189 
AA524504 
AA932398 
AV653742 
A1133452 
AL080123 
Z45794 
AA632577 
AI909935 
AL120077 
AB037795 
AA811S24 
AL038765 
N54926 
AW025430 
AA917808 
AB007953 
AA339977 
AA196930 
AF001176 
AL121053 
NMJJ02291 
AA398155 
L43821 
AW005887 
AW085961 
BE066941 
AB023230 
AW813731 
AI057094 
A1239495 
AF086093 
AW137656 
AW389658 
AA433988 
M1872B 
AI220072 
Y09267 
A1160029 
AL049227 
AI417828 
A1000341 
AA553477 
AI807500 
AI937072 
AA365649 



gb2e45W1 j1 Soares retina N2MHR Homo 
thyroid receptor interacting protein 15 
hypolhelicat protein FU 10525 



Hs.30212 
Hs.31082 

Hs.177502 ESTs 
Hs.190489 ESTs 
Hs.282915 ESTs 
Hs.270123 ESTs 
Hs.258775 ESTs 

Hs. 198253 major histocompatibility complex, class 
Hs.6853 hypothetical protein FU22167 
Hs.12024 ESTs 

Hs.151777 eukaryclic translation initiation factor 
Hs.89081 ESTs 
Hs.258901 ESTs 

gb:QV1-BT0681-290400-181-g02BT0681 Homo 
Hs.146492 ESTs 
Hs.173220 ESTs 

gb:RC03T0299-19010(K)12-e10 ST0299 Homo 
Hs.1695 matrix metaltoproteinase 1 2 (macrophage 
Hs.146151 ESTs 
Hs.161160 ESTs 
Hs.8687 ESTs 

Hs.1 25316 ESTs. WeaWy similar to S33990 finger pr 
Hs.114889 ESTs 

Hs.288582 ESTs, Weakly similar to ubiquitous TPR m 

Hs.2936 matrix metaflopfoteinase 13 (cotiagenase 

Hs.336901 ribosomat protein S24 

Hs.133554 ESTs, Weakly similar to Z195_HUMAN ZINC 

Hs^1028 ESTs 

Hs^72151 ESTs 

Hs.4261 2 ESTs, Weakly similar to ALU1JHUMAN ALU S 
Hs.292036 ESTs, Weakly similar to B34087 hypotheti 
hypothetical protein DKFZp761J139 
fibrinogen, gamma polypeptide 
zinc finger protein 23 (KOX 1 6) 
Hs.238809 ESTs 

Hs.31 0235 ESTs, WeaWy similar to 178885 serine/lh 
Hs.65551 Homo sapiens, Similar to DNA segment, Ch 
Hs.122967 kelch (Droscphila)-nke 2 (Mayven) 
Hs.186547 K1M1 374 protein 
Hs.29263 hypothetical protein FU11896 
Hs.161304 ESTs 

Hs.29202 G protein-coupled receptor 34 

Hs.155591 IbrkheadboxFI 

Hs.190495 ESTs 

HsJ268840 ESTs 

Hs.274127 aST 11240 protein 

Hs.268526 Homo sapiens chromosome 21q2Z1 anorrymou 

Hs.82238 POP4 (pnx^ing of peorrscr, a cerev 

Homo sapiens cDNA FU 12961 fis, done NT 
laminin, beta 1 
ESTs 

enhancer of fflamentafion 1 (cas-fike do 



Hs.15536 
Hs.75431 
Hs.22182 



Hs.5534 
Hs.82124 
Hs.97600 
Hs.80261 
Hs.234058 ESTs 
Hs.130093 ESTs 



gb:PMW034f>09129W)02-a11 BT0340 Homo 
KIAA1013 protein 

ESTs, Moderately similar to S65657 alpha 
Homo sapiens cDNA: FU 231 55 Ms. done L 



Hs.96427 
Hs.159153 
Hs.96867 

Ks.120189 ESTs 

Hs.141566 ESTs 

Hs.1 97645 ESTs 

gb:RC2-ST0168-071299-013406 ST0168 Homo 

Hs.98502 hypothetical protein FU 14303 

gbiHuman nonspecific crossreacting anSg 

Hs.165893 ESTs 

Hs.1 32821 flavin containing monooxygenase 2 

Hs.61438 ESTs 

Hs.1 24776 Homo sapiens mRNA; cDNA DKFZp564N1 1 16 (f 

Hs.192435 ESTs 

Hs.220491 ESTs 

Hs.152428 ESTs 

Hs.125247 ESTs 
Hst55043 



Homo sapiens cDNA FU 13277 fis, clone OV 
Hs^69478 ESTs, WeaWy similar to PC4259 ferritin 
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13 
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448225 A1476429 

408955 BE315170 

415509 N57713 

419699 AA248998 

428976 AL037824 

458925 R15891 

440348 AW015802 

436340 R42246 

444190 AI878918 

438462 AI624122 

411124 AW196937 

442138 AA445973 

412505 AA974491 

418238 AW994005 

423582 BE000831 

453901 BE065902 

418565 AK001529 

433404 T32982 

409517 X90780 

439871 R88518 

445641 A1245987 

449276 AW241510 

436547 AJ297351 

437770 M767881 
409064 AA062954 
442607 AA507576 
449869 W57990 
422108 AA297914 
418251 AA832123 



432005 AA524190 
413838 H71252 
415980 R52414 
449232 AW192780 
430882 BE174240 
454389 AW752571 
438089 W05391 
400238 
404488 

407809 AW082279 
412303 AW936336 
420478 AA521259 
422711 D60641 
424073 U03493 
425567 AA381579 
435708 A1362949 
441417 AI733297 
445117 AI208754 
447197 R36075 
434228 Z42047 
445527 W39694 
445280 AW055063 
420653 AI224532 
419926 AW900992 
447541 AK000288 
424408 AI754813 
411893 R82845 
428192 AA424051 
435634 T82384 
437637 AJ 003029 
438018 AK001160 
446164 AW273539 
450232 BE300815 
439699 AF086534 
402745 

434008 AA740878 
439492 AF086310 
436853 BE328074 
417648 R06552 
427690 AI253134 
414217 AI309298 
450229 R1B717 
400756 

40B447 AK0020B9 



Hs.19238 

Hs.6037 

Hs.260899 

Hs.173044 

Hs.194695 

Hs.281587 

Hs.47023 

Hs.21606 

Hs.10526 

Hs.89578 

Hs.53929 

Hs.13303 

Hs.21734 

Hs.337534 

Hs.23837 

Hs.86149 

Hs.102720 

Hs.120036 

Hs.46736 

Hs.149442 

Hs.252713 

Hs.30824 

Hs.122897 

Hs.141883 

Hs.288361 

Hs.60059 

Hs.111749 

Hs.177723 

Hs.120777 



ESTs 

NAG-5 protein 

ESTs, Moderately similar to ZN91J1UMAN Z 
ESTs, Weakly similar to 138022 hypotheti 
ras homolog gene family, member I 
Human (done CTG-A4) mRNA sequence 
ESTs 
ESTs 

cysteine and gryclne-rich protein 2 
genera) transcription factor II H, polype 
ESTs, WeaWy simaar to ALUB_HUMAN !!!! 
Homo sapiens cONA: FU21784 6s, clone H 
ESTs 
ESTs 

Homo sapiens cDNA FU1 1 812 fis, clone HE 
gb:RC2-BT0318-15020M11-W9BT0318 Homo 
phosphoinositol 3-phosphate-binding prot 
ESTs 

troponin 1, cardiac 
hypothetical protein FU23476 
ESTs 
ESTs 

leucine zipper transcription factor-like 

ESTs 

ESTs 

Homo sapiens cONA: FU 22696 fis, done H 
Homo sapiens cDNAFU 11478 fis, clone HE 



Hs.196080 
Hs.79024 

Hs.83623 



433843 AI821787 

442078 AW2B8583 

455685 BE066976 

432242 AW022715 

439920 H05430 

432435 AW300248 

429493 AL134708 

425555 AA359291 

450101 AV649989 



ESTs 

ESTs, WeaWy similar to EU2JWMAN RNA P 
gbrysl 2h12-s1 Soares fetal fiver spleen 
gb:yg80b05.r1 Soares infant brain 1NIB H 
ESTs 

heterogeneous nuclear ribcnxleoprutein 
gb:1L3CT0213-170100-055fl)2 CT0213 Homo 
nuclear receptor subfamily 1. group I. m 



Hs.244106 ESTs 

gb:OV4-DT0021-28129W)70fl11 DT0021 Homo 
Hs.193796 ESTs 

Hs.21739 Homo sapiens mRNA; cDNA DKFZp586l151 8 (f 
Hs.138959 gap junction protein, alpha 7. 45kD (con 
Ks.182962 ESTs 
Hs.75169 ESTs 
Hs.144474 ESTs 
Hs.147369 ESTs 

gtoyh88b01.s1 Soares placenta Nb2HP Homo 
Hs.283978 Homo sapiens PR02751 mRNA, complete cos 
Hs.83236 ESTs, WeaWy similar to S14747 sphingomy 
Hs.306088 v-crk avian sarcoma virus CT10 oncogene 
Hs.88550 ESTs 
Hs .93796 OKFZP58602223 protein 
Hs.18800 hypothetical protein FU202B1 
Hs,146428 collagen, type V, alpha 1 
Hs.273789- ESTs 
Hs.304742 ESTs 

gb:yc14f05j1 Stralagene lung (937210) H 
Hs.65792 syntrophin, gamma 2 
Hs.5999 hypothetical protein FL) 10298 
Hs.288750 hypothetical protein FU23577 
Hs.201326 ESTs 

Hs.187561 ESTs. Moderately similar toALULHUMAN A 

Hs.112982 ESTs 

Hs.103159 ESTs 

Hs.148661 ESTs 

gb:yf09e1Zr1 Soares fetal Bver spleen 

Hs.283410 ESTs 

Hs^79898 Homo sapiens cDMA: FU23165 fis, done L 

Hs.8929 hypothetical protein FU11362 

Hs.45080 Homo sapiens cDNA FU 11 227 fis. clone PL 

Hs.179586 ESTs 

Hs.262629 ESTs 

gb:PMf>BT034O211299^)03c12 BT0340 Homo 

Hs.162160 ESTs, WeaWy similar to ALU4_HUMAN ALU S 

Hs.288433 neuratrirran 

Hs.1B1693 ESTs 

Hs.145998 ESTs 

Hs.130767 Homo sapiens cONA: FU 23553 fis, clone L 

Hs.24385 Human hbc647 mRNA sequence 
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442757 AI739528 
430212 AA469153 
437146 AA730977 
432101 A1918950 
459644 

453887 BE564037 
431170 AW971246 
428062 AA420683 
443682 AI383061 
400441 M15530 
453874 AW591783 
425810 AI923627 
433037 NM_014158 
407162 N63855 
441826 AW503603 
446901 AI347274 
454768 AW866497 
414221 AW450979 
459608 AL1 19471 
400639 
406149 

424027 AW337575 
427531 AA405097 
448353 BE407125 
417669 T99898 
449650 AF055575 
452335 AW188944 
419216 AU076718 
447748 AI422023 
403534 

410594 AW770778 
438550 AW976002 
439626 N22415 
444540 A1693927 
450024 AA005129 
450221 AA328102 
439443 AF086261 
418824 AW751651 
451273 NM.014811 
430607 AW973521 
432702 AW973953 
414195 BE263293 
425570 AA359558 
414935 C15671 
453153 N53893 
430832 AI073913 
439867 AA847510 
419780 AA713522 
433420 A1674093 
434690 AI867679 
436572 M723274 
447044 AFO30107 
431688 AAS13906 
403133 

414885 AA157531 
432111 AW972777 
410073 AW408163 
448869 AI792798 
429525 N92540 
446565 013757 
422386 AF105374 
406687 M31126 
403378 

431369 BE184455 
438580 AA811262 
409191 AW818390 
412282 BE160188 
411966 AA099113 
443915 240763 
427785 X81053 
446094 AK001760 
436486 AA742221 
411139 AW819461 
409070 AA063003 
432713 AL1 18623 
419384 AA490866 
418858 AW961605 
408444 AW661839 
432128 AA127221 
418027 AB037807 
446060 7.42061 
436196 AK001084 
411987 AA375975 



Hs.28345 ESTs 

gb:nc67f04.s1 NQ_CGAP_Pr1 Homo sapiens 
gb:nw55f05.s1 NQ_CGAP_Bv1 Homo sapiens 

Hs. 123542 EphA3 

Hs.36237 hypothetical protein 
Hs.291022 ESTs 

Hs.98321 hypolhetical protein FU14103 

Hs.47248 ESTs, Highly similar to similar to Cdc14 

Hs.99879 B-cefl growth factor 1 (12kD) 

Hs.36131 collagen, type XIV, alpha 1 (undutiii) 

Hs.31903 ESTs 

Hs.279938 HSPC067 protein 

Hs. 142534 zinc finger protein 

Hs.1 29915 phosphotriesterBse related 

gb:tc05d02j(1 NQ_CGAP^Co16 Homo sapiens 
gb:OV4-SN0024-17O400-17teQ7 SN0024 Homo 
gb:Ul-H-BI3-ala-a-124-Ul.s1 NCI_CGAP_Su 
gb:DKFZp761M141_r1 761 (synonym: hamy2) 



Hs.201591 ESTs 

Hs.97957 ESTs 

Hs.231510 ESTs 

gb:ye68g01.r1 Soares fetal Ever spleen 

Hs.23838 calcium channel voltage-dependent I ty 

Hs.61272 ESTs 

Hs.164021 small inducible cytokine subfamily B (Cy 

Hs.161338 ESTs 

* Hs.281238 ESTs 
Hs.258402 ESTs 
Hs.189080 ESTs 
Hs^65165 ESTs 

gb:zh90h08.r1 SoaresJeta!Jrver_spleen_ 
Hs.24641 cytoskeleton associated protein 2 
Hs 127892 ESTs 

Hs!53542 choreoacanthocytosis gene; KIAA0986 prot 
Hs.26163 K1AA0649 gene product 
Hs.247324 mitochondrial ribosomal protein S14 
Hs.293744 ESTs 

Hs.89605 choBnergic receptor, nicotinic, alpha p 

gb:EST68590 Fetal lung II Homo sapiens c 
gb:C15671 Oontech human aorta poJyA* mR 

Hs.24360 ESTs 

Hs.t006B6 ESTs, Weakly similar to JEC350 Anterior 
Hs.161292 ESTs 
Hs.87752 ESTs 

Hs.293961 ESTs, Moderately similar to putative DMA 
Hs.148410 ESTs 
Hs.279596 ESTs 

Hs.17165 regulator of Oprotein signalfing 13 

gbaig67c08^1 NCI_CGAP_Up2 Homo sapiens 

Hs.269276 ESTs, Moderately similar to S65657 alpha 

gb:EST384871 MAGE resequences, MAGL Homo 

Hs.58488 catenin (cadherin-associated protein), a 

Hs.1 2496 ESTs, Weakly similar to AW4_HUMAN ALU S 

Hs.205353 ectonucleoside triphosphate diphosphohyd 

Hs.31 1 phosphoribosyl pyrophosphate amktotransf 

Hs.1 15830 heparan sulfate (glucosamine) 3-O-sutfot 

Hs.272620 pregnancy specific beta-1-gtycoprotein 9 

Hs.251754 secretory leukocyte protease Inhibitor { 

Hs.299202 ESTs 

Hs.1 756 13 homctog of Xenopus CJaspin 

gb:QV1-HT0413-010200-059^05 HT0413Homo 

Hs.118609 ESTs 

Hs.1 35292 ESTs 

Hs.180828 collagen, type IV. alpha 4 

Hs.13801 K1AA1685 protein 

Hs.120633 ESTs 

gb:RC5-ST0293461 29WB1-C03 ST0293 Homo 

Hs.224560 ESTs 

Hs.29494 PR01912 protein 

HsJ9429 ESTs 

HsJ21 145 hypothetical protein RG083M05.2 

Hs.253204 ESTs 

Hs.117037 ESTs 

Hs.83293 hypothetical protein 

Hs77004 ESTs 

Hs.333498 Homo sapiens cONA FU 10222 lis, done HE 

Hs.183380 ESTs, Moderately similar to ALU8.HUMAN A 
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443401 


Aiifl/inR7 
AhWUD/ 


ns. 1W139 


to IS 


424665 


AWdOOSiD 




Cdveoiin c 


416143 


Al 955550 




QiUt3rninyr-pcpuus cycxjuwiaincna ^yiu 


426261 


AWZ4Z24J 


Up 1 CQK7A 

nS.lDoo/U 


pefOOuSOiiKO idiiicSjioisu pjuian 


414564 


AAlo4oUJ 


LL. 7100,1 


to IS, weaKiy siiruiar iu iooucc iijjjuuksu 


427897 


kill 

NM_Q1741J 




orvnT.n- nanK/fo PnonH fnr AP 1 rwf>rvh"rr 

apeun, pepuuB uganu uji mt j leccptui 


419160 


AA911342 


Hs.35524 


KiAAidKj proiein 


420111 


AA255652 






442879 


AF032922 


nS.oblJ 


syntaxin binding protein 3 


430488 


BHJ62109 


nS.Z4laol 


xktnnrln pkfvmftl j»nlrtirm arintZ^pA fam 

cnioftue cnanngi, camum cuuvdxxj, ua u 


453823 


AL1 37957 




gD.UNrip/D lUto lo_l 1 #01 ^synonyili. lioinyt/ 


432074 


AA525248 


li. « j 0700 


CCTc 
tola 


431848 


A1378857 


Hs.126758 


to is, Higniy sinuiaf id w- uozoo i one 


44rtJ/Z 




He 1777Q 


Krmctffnmlpin «urtfntranRf erase 1 


409723 


AW885757 


Hs.257862 


ESTs 


425627 


AF019612 


Hs.297007 


membrane-bound transcription factor prot 


435090 


BE217923 


Hs.149595 


ESTs 


449369 


AA001256 


Hs.27260 


ESTs 


425514 


AF112345 


Hs.158237 


bitegrin, alpha 10 


455821 


BE143341 




gb:MRO-rfr0162-19109W)02-d04 HT0162 Homo 


427224 


AL135554 


Hs.101937 


sine ocufe homeobox (Drosophiia) homolo 


432284 


AA532807 


Hs.105822 


ESTs 


403467 








436032 


M150797 


Hs.109276 


(alexin protein 


404355 








434205 


AF119861 


Hs.283032 


hypothetical protein PRO2015 



405257 
402103 

456649 R74441 
432985 T92363 
417649 AW239285 
431277 AA501806 
454056 A1368836 
401694 

423531 AW752782 
431364 AW971382 
445908 R13580 
448390 AL035414 
449939 T86420 
455678 BE066007 
404555 

418186 BE541042 
419981 AA897581 
449581 A1989517 
419229 A1827237 
403691 

423728 AW891294 
443479 AF027219 
425329 AI961644 
453345 AA302862 
424335 AW021508 
451072 AA013451 
417845 AL117461 
411571 AA122393 
438035 AA938198 
432374 W6B815 
400241 

408908 BE296227 
409564 AA045857 
411151 AW866497 
446009 AIS89885 
456855 AFQ35528 
416441 BE407197 
414891 R27124 
430172 AA468591 
422109 S73265 
422985 AU076411 
448552 AW973653 
422373 AK001843 
450726 AW204600 
438379 N23018 
412608 AA247995 
451270 AW341392 
412140 AA219691 
415992 C05837 
415533 T74009 
437132 AL049353 
415304 T66079 
450152 A1136635 
421147 AW592167 
421413 A182612B 
451750 AA28Q851 
417924 AU077231 



Hs.117176 poly(A)-binding protein, nuclear 1 

Hs.178703 ESTs 

Hs.82359 tumor necrosis factor receptor superfanri 

Hs^249965 ESTs 

Hs.24808 ESTs, Weakly similar to I38022 hypotheti 

Hs. 129750 hypothetical protein RJ10546 
Hs.294016 ECTs, Moderately similar to B34087 hypol 
Hs.13436 Homo sapiens done 24425 mRNA sequence 
Hs.21068 hypotheBcal protein 
Hs.272139 ESTs 

gb:RC3-BT0319-12020(W14-d09 BT0319 Homo 

Hs.23240 Homo sapiens cONA: FU21848 lis. done H 

Hs.128773 ESTs 

Hs.181605 ESTs 

Hs.282884 ESTs 

Hs.1 32136 solute carrier family 4, sodium bfcarbon 

Hs.9443 zinc finger protein 202 

Hs.1 45444 Homo sapiens cDNA FL) 1 1494 fis, clone HE 

Hs.90063 neurocalcin delta 

Hs.28170 ESTs 

Hs.1t7929 ESTs 

Hs.82719 Homo sapiens mRNA; cDNA DKFZp586F1822 (f 

Hs.70811 hypothefJcal protein FU20516 

Hs.1 461 23 poiy{A) polymerase gamma 

Hs.301885 Homo sapiens cDNA FU11346 fis. clone PL 

Hs.250822 serine/threonine kinase 15 

Hs.54943 fracture callus 1 (rat) hornotog 

gb:QV4-SN0024-l70400-176^07 SN0024 Homo 

Hs.231926 ESTs 

Hs.1 53863 MAD (mothers against decapentaptegic, Dr 

gb:601301552F1 N1H_MGC_21 Homo sapiens c 

Hs.268754 H^sapienscONAFIJ11949fis t cloneHE 

Hs.161889 ESTs 

Hs.1473 gastrin-releasing peptide 

Hs.1 602 dlhydropyrimidine dehydrogenase 

Hs.20104 hypotheBcal protein FU00052 

Hs.1 15700 Homo sapiens cDNA: RJ23515 fe, dona L 

Hs.250505 reOnoic acid receptor, alpha 

Hs.171391 C-terrnmal binding protein 2 

Hs.44898 Homo sapiens dons TCCCTA00151 mRNA sequ 

Hs.235795 ESTs 

Hs.73625 RAB6 Interacting, kmesin-fike (rabkines 

Hs.145807 hypothetical protein OJ13593 

Hs.268738 ESTs, Weakly similar to ALU7.HUMAN ALU S 

Hs.297268 ESTs 

Hs.12799 ESTs 

Hs.22968 Homo sapiens done IMAG&451 939, mRNA se 

Hs.293299 ESTs 

Hs.57637 ESTs, WeaWy simaar to A49364 59 protei 

Hs.226930 ESTs 

Hs.82932 eyefin D1 (PRAD1: parathyroid adenomatos 
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406345 
452449 
436009 
418637 
420495 
449203 
437751 
428412 
425707 
441967 
403317 
406018 
410566 
416747 
431229 
435148 
436349 



448582 
442762 
442738 
451874 
448076 
443484 
430686 
446100 
407624 
435079 
428923 
422496 
413385 
408418 
446733 
427434 
428822 
459325 
416996 
425638 
408000 
418894 
424687 
437378 
454100 
452786 
437311 
400631 
440028 
426490 
424103 
407995 
449911 
449509 
452762 
422839 
435040 
401200 
416248 
442262 
449754 
453908 
446965 
412798 
416085 
418378 



K01383 
AW0S8558 
H57130 
T86737 
A1338247 
A163457B 
AA767373 
AA428240 
AF 11 5402 
AA972742 
U02687 

AA373210 
AW876523 
AA496479 
A1918049 
A1445255 
AA166655 
A1538B80 
AF035119 
AW002370 
AW963137 
AJ133123 
AI091458 
NMJJ01942 
AW957109 
AW157431 
AA664192 
BE047698 
AA311301 
M34455 
AW953897 
AA853360 
BE538374 
W28418 
AW088369 
W91892 
NMJH2337 
L11690 
W73921 
J05070 
AI198823 
A1693231 
R61362 
AA370041 
AF173937 
AW473675 
NM_001621 
NMJW1918 
AI094748 
A1262106 
AA001615 
AW501435 
AI674784 
AJ932350 



Hs.173451 mslafloBuonein 1A (funcSonai) 

Hs.20943 ESTs 

Hs.120925 ESTs 

Hs.193536 ESTs 

Hs.98314 Homo sapiens mRNA; cDNA DKFZp586L0120 (f 

Hs.282121 ESTs 

Hs.35669 ESTs. Moderately similar to ALU1_HUMAN A 

Hs.126083 ESTs 

E74-fike factor 5 (els domain transcripl 



Hs.11713 

Hs.209786 ESTs 

Hs.385 fms-related tyrosine kinase 3 

Hs.43047 Homo sapiens cDNA RJ 13585 fis, done PL 

Hs. 15929 hypothefical protein FU12910 

Hs.259929 ESTs 

Hs.124961 ESTs 

Hs.115315 ESTs 

Hs.282803 ESTs 

Hs.94812 ESTs 

Hs.B700 deteted tn liver cancer 1 

Hs.131055 ESTs, Weakly similar to NPM_HUMAN NUCLEO 

Hs.194233 ESTs, Moderately similar to ALU1_HUMAN A 

Hs.20196 adenylate cyclase 9 

Hs.134559 ESTs 

Hs.2633 desmoglein 1 

Hs.13804 hypothetical protein dJ462023.2 

Hs.248941 ESTs 

gb:ac05b03.s1 Stratagene lung (937210) H 

Hs,188785 ESTs 

Hs.276827 ESTs 

Hs.840 mdoleamine-pynote2 t 3d"ttjxygenase 

Hs.44743 WAA1435 protein 

Hs.26040 ESTs. Weakly similar ta fatty add omega 

Hs.301732 hypothetical protein MGC5306 

Hs.30715 potassium voltage-gated channel, fek-rel 

Hs.282184 ESTs 

Ks.59509 ESTs 

Hs.158450 nasopharyngeal epHheKum spedfic prote 
Hs.620 bullous pemphigoid antigen 1 (23Q/240kD) 
Hs.50743 ESTs 

Hs.151738 matrix metafloproteinase 9 {gelatinase B 
Hs.160473 ESTs 

Hs. 126043 dromosome 21 open reading frame 51 
Hs.106642 ESTs, Weakly similar to T09052 hypotheti 
Ks.9456 SWl/SNF related, matrix assodated, acti 
Hs.109494 secreted protein of unknown function 
Hs.125843 ESTs, WeaWy simitar to T17227 hypotheti 
Hs. 170087 aryl hydrocarbon receptor 
Hs.139410 oThydrolipoamide branched chain transacy 
Hs.100134 hypothetical protein FU 12787 
Hs.12653 ESTs 
Hs.84561 ESTs 

Hs.278582 v-akt murine thymoma viral oncogene homo 
Hs.298908 ESTs 
Hs.152825 ESTs 



422411 



446893 
442992 
407021 
436938 
433194 
454790 
431130 
434739 
406468 
457023 
416226 
422306 
432810 
412894 
430602 
436981 



H99169 

BE170551 

H00820 

AW613920 

BE242873 

AW998657 

H18072 

AW962081 

BE179408 

AW749443 

AW861207 

AI610818 

AI914699 

U52077 

AW139680 

ABO40883 

AW820852 

NMJXJ6103 

AA804487 

AA001732 

N55342 

BE044325 

AA883400 

R09778 

D13752 

AA74GS91 



Hs.23450 

Hs.8700 

Hi30977 

Hs.282178 

Hs.16677 

Hs.119120 

Hs.92576 



Hs.22511 

Hs.7110 
Hs.13297 

Hs.161393 
Hs.83243 

Hs.2719 
Hs.144130 



mitochondrial ribosoma) protein S25 

deleted m Over cancer 1 

ESTs, Weakly similar to B34087 hypotheti 

ESTs 

WD repeat domain 15 
E3uKquitinfigase SMURF1 
ESTs 

gb£ST374154 MAGE resequences, MAGG Homo 
gbtIL34fT06l8^60500-125^07 HT0618 Homo 
ESTs 

gb:RC1-CT0302-12020OO13<i04 CT0302 Homo 

ESTs 

ESTs 

gb:Human marinerl transposase gene, comp 
ESTs 

KIAA1450 protein 

gb:RC2-ST030U 20200411412 ST0301 Homo 
epididymis-specific, whey-acidic protein 
ESTs 



Hs.173233 hypothetical protein FU 10970 

Hs.34372 ESTs 

Hs. 227280 U6 snRNA-assodated Sm-Uke protein 

Hs.23054 ESTs 

HS.1B6510 ESTs 

Hs.184927 cytochrome P450. subfamily XIB (steroid 

Hs293316 ESTs 
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452501 AB037791 
449838 AB020553 
447160 AA330310 
422158 N34524 
440137 AA856199 
423998 H2913B 
435471 AA719813 
414680 AA743331 
426782 R14614 
430027 AB023197 
411562 AL050201 
413252 BE074910 
427115 AW972853 
444610 A1174783 
400451 

435255 W87434 
450159 A1702416 
418375 NWLO03081 
442835 AI021989 
400196 

415734 NM_014747 
415189 L34657 
438940 AF075045 
425349 AA425234 
448515 H68441 
410557 AA085803 
442562 BE379584 
413488 BE144017 
419088 AI538323 
447373 AB81922 
457465 AW301344 
413918 AW015898 
402820 

424872 AA347923 
428552 AW274560 
435464 BE548300 
449008 AW578003 
420838 AW118210 
428231 U17989 
434933 R91095 
444870 AI200621 
425354 U62027 
429183 AB014604 
439155 H81076 
442787 W93048 
429864 AA460039 
438563 AA810665 
437140 AA312799 
421991 NMJM4918 
446534 AI307356 
407881 AW072003 
444838 AV651680 
402318 

410878 AW809201 
414494 AA768491 
421306 AAB06207 
427027 A19242S4 
429088 D61542 
429859 NM_007050 
428060 AA420616 
419953 BE267154 
443718 AI083580 
444187 AW138466 
428048 AA705745 
420195 N44348 
417404 NM.007350 
442833 AA328153 
430335 D80007 
414618 AI204600 
434029 AA621763 
410945 AW811552 
421247 BE391727 
433374 A1821409 
445644 R77766 
450271 AI693900 
448084 AI467800 
407864 AF069291 
430998 AF128B47 
435542 AA687376 
443544 AI076315 
421103 AI625835 
405759 

446242 N66336 



Hs.29716 hypothetical protein FU10980 
Hs.24024 WAA0846 protein 
Hs.24181 ESTs 

gb:yy56d10.s1 Soares_mu!tipte_sclerosis_ 
Hs.171397 ESTs 

Hs.1571 13 coenzyme Q, 7 (rat, yeast) homotog 

Hs.1 17662 ESTs 

Hs.272572 hemoglobin, alpha 2 

Hs.191254 ESTs 

Hs.227743 WAA0980 protein 

HsJ0769 hypothefical protein DKFZp586E1923 

gb:RC5-BT0580-170300-021-F12 BT0580 Homo 
Hs.1 12237 ESTs 

gb:HA2501 Human fetal fiver cDNA library 

Hs.1 0601 5 ESTs. Moderately similar to ALU INHUMAN A 

Hs.200771 ESTs, Moderately similar to A Chain A, T 

Hs.84389 synaptosomal-assoctaled protein, 25kD 

Hs.131903 ESTs 

Hs.78748 WAA0237 gene product 

Hs.78146 platetet/endothelial cell adhesion molec 

Hs.271609 ESTs 

Hs.79886 noose 5-phosphate isomerase A (ribose 5 

Hs.1 3528 hypothetical protein FU 14054 

Hs.1 92997 ESTs, Moderatery similar to 178885 serin 

Hs.34789 ddichykfiphosphooligosaccharide-protei 

gb:MR0-HT0165-191 199-004-d09 HT0165 Homo 

Hs.52620 IntegriabetaS 
Hs.158781 ESTs 
Hs.122908 DNA replication factor 
Hs.71245 ESTs 

gb:EST54302 Fetal heart tl Homo sapiens 
Hs.129520 ESTs 

Hs.192999 ESTs, Moderately similar to WAA0961 pro 

Hs.22826 tropomodufin 3 (ubiquitous) 

Hs£244 ESTs 

Hs.183105 nuclear autoantig en 

Hs.4276 WAA1701 protein 

Hs.148504 ESTs 

Hs.1 55935 complement component 3a receptor 1 
Hs.197955 WAA0704 protein 
Hs.269001 ESTs 

Hs.250723 hypothefical protein MGC2747 

H&286 ribosomal protein L4 

Hs.134746 ESTs, WeaWy similar to A46010 X-tinked 

Hs.283889 ecfivator of CREM in testis 

Hs.1 10488 WAAQ990 protein 

Hs.175225 ESTs 

Hs.40968 heparan sulfate (glucosamine) 3-O-sutfot 
Hs.208558 ESTs 

Hs.314248 ESTs, Weakly similar to ALU4_HUMAN ALU S 
Hs.6783 hypothefical protein FU22724 
Hs.125889 ESTs 

Hs.1 73259 uncharacterized bone marrow protein BM03 

Hs.227716 KIAA0934 protein 

Hs.225952 protein tyrosine phosphatase, receptor t 

Hs.249483 ESTs 

Hs.125752 ESTs 

Hs.221373 ESTs 

Hs.151274 ESTs 

gfczf41b11.s1 Soares_fetaLhearLNbHH19W 
Hs.26243 Homo sapiens cDNA FU11 177 fis. done PL 
Hs.82101 pteckstrin ftomotogy-Gke domain, family 
Hs.88201 ESTs, Weakly similar to A Chain A. Cryst 
Hs.239499 WAA01 85 protein 
Hs.96978 hypothetical protein MGC 10764 
Hs.170434 Homo sapiens cDNA FU 14242 fis, clone OV 

c£QV2-ST014547129W)17-h10 ST0145 Homo 
Hs.1 02910 general transcription factor UH, polype 
Hs.332789 EST 

Hs.271593 ESTs. Moderatery similar to A47582 B-cel 
Hs 200920 ESTs 

Hs.271000 ESTs, WeaWy similar to 138022 hypothefi 
Hs-40539 chromosome 8 open reading frame 1 
HsJ204038 tndoiethylamtne N-melhyttransferase 
Hs.269533 ESTs 
Hs.16359 ESTs 

Hs.27104 Homo sapiens mRNA; cONA DKFZp667D226 (tr 



Hs.7360 ESTs 
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457938 


A1373638 


Hs. 133900 


433017 


Y15067 


HS.Z79914 


436729 


BE621807 


Hs.3337 


432839 


AA579465 


Hs.45207 


439224 


AW4710B8 


Hs. 145950 


410976 


R36207 


Hs.25092 


454574 


AW809109 




411020 


NM_006770 


Hs.67726 


452279 


AA286B44 


Hs.61260 


446891 


AL036877 


Hs.282878 


434294 


AJ271379 


Hs.76194 


449057 


AB0377B4 


Ks.22941 


432769 


M620814 


Hs.144959 


441224 


AU076964 


Hs.7753 


407891 


AA486620 


Hs.41135 


429017 


AA453605 


Hs.66295 


405817 


AI936028 




430566 


AA481282 


Hs.1 90149 


449208 


AW263535 


Hs.48643 


451397 


AA017432 


Hs.84529 


452042 


H38857 


Hs.243901 


444779 


AI192105 


Hs.147170 


433672 


BE281165 


Hs.288038 


415954 


AA171B50 


Hs.42251 


420273 


A1652864 


Hs.1 97257 


411354 


AW992424 


Hs.288141 


422389 


AF240635 


Hs.1 15897 


446994 


AV650435 


Hs.1 6755 


417793 


AW405434 


Hs.82575 


42E54 


AA314316 


Hs.163725 


425999 


AW5 13051 


Hs .332981 


405634 






451562 


H04150 


Hs.107708 


431958 


X63629 


Hs.2877 


422095 


AI868872 


Hs.282804 


442010 


AI032680 


Hs.132213 


442991 


8E261238 


Hs.8886 


425312 


AA354940 


Hs.145958 


415191 


AA190381 


Hs.120810 


416406 


D86961 


Hs.79299 


425316 


AA354977 


Hs.191565 


413753 


U17760 


Hs.75517 


452241 


AL050204 


Hs.28540 


433571 


M765256 


Hs.135191 


417094 


NM_006895 


Hs.81182 


409190 


AU076536 


Hs.50984 


413783 


AA314337 


Hs.301547 


423867 


AA331888 




429418 


A)381028 


Hs.1 18769 


445829 


AM52457 


Hs.145526 


452366 


AK000464 


Hjl29276 


425704 


U79293 


Hs.159264 


446593 


W79572 


Hs.13277 


400462 






422003 


AA361760 


H&296326 


444585 


AW170015 


Hs.6594 


444898 


AJ201548 


HsJ08338 


403525 






443031 


AW134696 


Hs.49418 


430818 


A1311928 




423690 


AA329548 


Hs.23804 


440941 


BE268362 


Hs.7535 


409627 


AW997628 


Hs.313637 


433258 


AI806626 


Hs.207300 


412863 


AA121673 


Hs.59757 


435476 


AA326108 


Hs.33829 


430259 


BE550182 


Hs.127826 


417280 


AW173116 


Hs.262206 


423528 


AB011137 


Hs.300938 


424800 


AL035588 


Hs.153203 


446019 


AJ362520 


Hs.279789 


435472 


AW972330 


Hs .283022 


424882 


AI379461 


Hs.153636 


430473 


AW130690 


Hs.59962 


431363 


M86528 


Hs.266902 


438118 


AW753311 


Hs^59415 


400859 






405829 






415258 


AW752247 


Hs.293853 


420314 


H81671 


Hs.320921 


437733 


AJ792574 


Hs.1 22876 


452019 


AL157503 


Hs.27552 


453118 


AW195849 


Hs^52757 



ESTs 

zinc finger protein 232 

transmembrane 4 superfamfty member 1 

hypothetical protein KIAA1335 

ESTs, Highly similar to T08692 hypotheti 

hypothetical protein MGC10744 

gb:MR4-ST0117-07010M27-a04 ST0117 Homo 

macrophage receptor with collagenous str 

hypothetical protein FU13164 

ESTs 

ribosomal protein S5 
WAA1363 protein 
ESTs 
caiumenin 
endomucin-2 

mdfi-PDZ^main-containing protein 
gb:wo47a09.x1 NCJ_CGAP_Gas4 Homo sapiens 
ESTs 
ESTs 

ESTs, Weakly similar to Z202_HUMAN ZINC 
Homo sapiens cDNA RJ20738 fis, done HE 
ESTs 

TLS-associated serine-arginine protein 1 

ESTs 

ESTs 

hypotheficai protein MGC3156 
protocaOherin 12 
MBIP protein 

small nuclear ribonucteoproteiti polypept 
ESTs 

ESTs, Weakly similar to 138022 hypotheti 
ESTs 

cadherin 3, type 1 , P-cadherin {placenta 
hypothetical protein FU 22704 
ESTs 

hypothetical protein FU20424 

ESTs 

ESTs 

lipoma HMGIC fusion partner-like 2 
ESTs, Moderately similar to T14342 NSD1 
bminin, beta 3 (nicein (125kD), kaEnin 
Homo sapiens mRNA; cDNA DKFZp566F1223 (f 
ESTs, Weakly similar to unnamed protein 
histamine N-methyi transferase 
sarcoma ampKed sequence 
ribosomal protein S7 

gb:EST35757 Embryo, 8 week I Homo sapien 

ESTs 

ESTs 

hypothetical protein FU20457 
Human done 23948 mRNA sequence 
hypothetical protein FU22054 



ESTs 



ESTs 

gb:qo89h04jc1 NCl_CGAP_Kid5 Homo sapiens 
ESTs, Weakly similar to PN0099 son3 prot 
COBW^ke protein 
ESTs 

ESTs, WeaMy similar to AUJILHUMAN iill 

zinc finger protein 281 

bHLH protein DEC2 

Ra!GEF-fike protein 3, mouse homolog 

ESTs 

K1AA0565 gene product 

MyoD family inhibitor 

histone deacetylase 3 

triggering receptor expressed on myeloid 

tar upstream element (FUSE) binding prot 

ESTs 

rteurotrophin 5 (neurotrophin 4/5) 
ESTs 



Homo sapiens mRNA; cONA DKFZp5B6N2424 (f 
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430706 

420558 

452759 

40B498 

420674 

410358 

450086 

410853 

438607 

422232 

432801 

402490 

446551 

438315 

445261 

401986 

420335 

424698 

435413 

458175 

458433 

417494 

416045 

424181 

445873 

411578 

453116 

425692 

435608 

402102 

458308 

438177 

415205 

427244 

441384 

438979 

400285 



NM_003540 

F09247 

AW590773 

A] 583802 

NMJXM055 

AW975168 

AW016343 

K04588 

AW080237 

D43945 

NM_016260 

AI308176 

R56795 

T79759 

AA258771 

M164366 

A1267476 

AW296024 

AL135352 

A1369494 

H15990 

AIJ039482 

AA250970 

AW238524 

AJ276680 

D90041 

AW183971 

AI828155 

BE327015 

H71616 

AA402400 

AA447849 

AW976218 



407407 
427739 
433584 
448956 
439474 
421755 
454566 



453108 

447101 

408873 

426226 

401157 

407721 

425646 

408964 

419839 

402855 

443644 

445672 

432343 

411941 

430664 

402812 

457434 

448133 

402048 

423347 

423957 

433347 

437373 

439217 

446609 



Hs.24781 6 H4 histone family, member C 

Hs.247735 protocadherin alpha 10 

Hs.258996 ESTs 

Hs.136182 ESTs 

Hs.1327 butyrylchoRneslerase 

Hs.1 3337 ESTs, Weakly similar to unnamed protein 

Hs.233301 ESTs 

Hs.30469 ESTs 

Hs.252884 ESTs 

Hs.113274 transcription factor EC 

Hs.278963 zinc finger DMA binding protein HeBos 

Hs.65636 ESTs 

Hs.82419 ESTs 

Hs.282939 ESTs. Weakty similar to I38022 hypolheti 

Hs.4361 6 Homo sapiens mRNA for FU00029 protein, 

Hs.151973 hypolhelical protein RJ23511 

Hs.46669 ESTs 

Hs.150434 ESTs 

Hs.255883 ESTs, Weakly similar to 138022 hypothefj 

Hs.222137 ESTs 

Hs.31403 ESTs 

Hs.142517 Homo sapiens mRNA; cONA DKFZp434P0810 (f 

Hs.251946 porytA)-binding protein, cytoplasmic 1-1 

gb:xpZ7c05jt1 NCI_CGAP_HN10 Homo sapiens 

Hs.146086 ESTs 

Hs.155956 N-acetyttransferase 1 (srylamine N-acety 

Hs.250896 ESTs 

Hs.211055 ESTs 
Hs.281391 ESTs 
Hs.135233 ESTs 
• Hs.178045 ESTs 
Hs.288660 Homo sapiens cDNA: FU22182 6s, clone H 
Hs.32565 ESTs 



AF050198 

AW196755 

AW295399 

AK001674 

A1824060 

AW169454 

AW807605 

AJ555499 

A1311457 

N72185 

AL046017 

AA769045 

Y12735 
AW157044 
AF201458 
U24577 

A1080491 

AI907438 

NM_002960 

AW876909 

AW969834 

AW628192 
M723157 

AI660412 

AW978309 

AF023130 

H67505 

AF086041 



gb:Homo sapiens putative mitochondria! s 
Hs.98105 NYD-SP14 protein 

gb:WH^I2-ariv-h-034-ULs1 NQ_CGAP_So 
Hs.22630 cefaclor required for Sp1 transcripOona 
HSJ11501 ESTs 

Hs.207422 ESTs. WeaWy similar to S71949 metaRopr 

gb:MR4-STBM8-12010(WW1-b06 ST0098 Homo 
Hs.161712 ESTs 
Hs.99472 ESTs 
Hs.44189 ESTs 

Hs.1 82278 calmodulin 2 (phosphorylase kinase, dell 

gb:oa80h07^1 NC1_CGAP_GCB1 Homo sapiens 

Hs 38018 dual-specificity ryros!ne-(Y>iJhosphoryl 

Hs.158512 cydiiHlependent kinase-like 2 (COC2-rel 

Hs.49349 beta-site APP-deaving enzyme 

Hs.93304 phospholipase A2, group VII (plateletac 

Hs.93270 ESTs, Moderately similar to S65657 alpha 

Hs.282862 ESTs 

Hs.2961 S100 caldum-binding protein A3 

Hs.25201 ESTs, Weakly similar to FAT DROME CADHER 

Hs.303303 ESTs 

Hs.1 8851 hypothetical protein FU10875 

Hs.73769 folate receptor 1 (adult) 

Hs.234557 ESTs 

Hs.136235 Homo sapiens cOHA FU13542 6s. done PL 
gb:Homo sapfens Ras-GRF2 mRNA, partial c 
Hs.191979 WAA1733 protein 
Hs.42975 ESTs 

Hs.1 5535 Homo sapiens clone 24582 mRNA sequence 
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TABLE 3B: list of accession numbers for primekeys lacking unigenelD's for Table 3A Forsuch such prcbesel is listed a gene cluster number from which the oBgonudeobdes ^were 
designed. Gene clusters were compiled using sequences derived from Genbank ESTs and mRNAs. These sequences were clustered based on sequence arnflanty using Clustering 
and ADgnmenl Tools (DoubteTwist, Oakland CaTifomia) . Genbank accession numbers for sequences comprising each cluster are listed in the 'Accession- column. 

Pkey. Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT number Accession 
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408690 107490.1 AW864542AAQ56567 AW882724 . 

409029 1095422J BE087807 AW301579 

409073 109851 1 AA063458 AAQ63018 AJ444822 

409519 113722J AA075368 AA075369 

409695 1 14876.1 AA298961 AA296889 AA076945 AA077528 AA077497 

410008 116812J AA079552BE142525BE142527 

410615 1212203.1 AW772721 AW873372 H89212 

410672 1214882.1 AW794500 AW794730 

410784 1221005 1 AW803201 BE079700 BE062940 

410785 1221055 1 AW803341 AW803265 AW803403 AW803466 AW803402 AW803413 AW803268 AW803396 AW803334 AW803355 
410888 1225955J AW861207AW809508 

410901 1226077J AW810001 AW810092 AW810170 AW809884 AWB09564 AW810353 AW810428 AW810209 AW810429 AW810154 AW810168 AW809786 

AW810006 AW809672 AW809694 AW810552 AW81 0345 AW810432 AW809960 

410934 1227240J AW81 1 1 14 AW81 1095 AW81 1087 AW81 1 1 24 AW81 1054 AW81 1094 AW81 1 157 

410945 1227561 1 AW81 1 552 AW81 1470 AW81 1523 AW81 1482 AW81 1514 AW81 1456 AW81 1525 

410999 1228809.1 AW81 3004 AW812962AW81 2961 

411004 1228975 1 AW813242BE146089 AW813195 AW813173 AW813206BE145953BE146212 AW813196 AW854582AW813241 BE061582 

411018 1229132J AW813428 AW81 3444 AW81 3367 AW8 13368 AW81 3429 AW81 3424 

411139 1233781 1 AW81 9461 AW81 9478 AW8 19479 AW81 9559 AW81 9505 

411151 1234022J AW866497AW819775AW819868AW866602AW866561 

411479 1247077 1 AW848047 AW848202 AW848631 AW848142AW848702AW848121 AW848632AW848140AWB48571 AW848009AW848067 AW848069 

AW848905AW848214 

411514 1248538 1 AW850178AW850233AW85O445AW850446 

411578 125013 T AW238524 AA094059 R59022 

411745 1256160J AW8S7826 AW859896 

411880 1263110 1 AW872477BE088101 T05990 

411905 1265181.1 BE265087 BE264978 AW875420 

412167 1280605 1 AW897230 AW897252 AW897244 AW897231 AW897263 

412209 1283610 1 AW901456AW901450AW901441 

412248 1285000.1 BE 1 76480 AW903298 AW9033 1 3 

412282 1287679 1 BE160188 AW935785BE1 60401 BE160319 BE160313 BE160395 

412303 1288130.1 AW936338AW936339 

412566 1306469.1 AW962574 BE073261 

412877 1333953 1 BE011168BE006371 BE011172BE011313BE011166 

412879 1334272J BE092219 BE092361 BE006789 

413087 1348720.1 BE064655BE1 53953 

413136 1350379 1 BE066941 BE06691 1 BE066979 BE066929 BE066925 

413252 1355877 1 BE074910 BE074913 BE07491 1 BE074903 BE074892 BE074935 

413382 1365954*1 BE090689 BE090685 BE090697 BE090680 BE090691 BE090696 BE090698 BE090686 

413488 1373234J BE 144017 BE1 85527 BE 144023 

413499 1373910.1 BE144884 H97942 

413618 1380384J BE154078 BE1 54006 BE1 53891 BE153523 BE153983 

413638 1381238.1 H71252 BE1 54668 BE154642 

413642 1331386 1 BE154837 BE154879 BE154850 BE154877 BE1 54835 BE154849 BE154902 BE 154905 BE154867 BE 1 54901 BE1 54904 BE 1 54899 

413875 1396766J BE176776 HB5072 

414109 1417307 1 BE250744 BE294770 

414221 142696 T AW450979 AA136553 AA136656 AW419381 AA984358 AA492073 BE1 68945 AA809054 AW238038 BE011212 BE011359 BE011367 BE011368 

BE011362 BE011215 BE011365 BE011363 

414605 1465790.-1 BE390440 

414935 1509157.1 C15671 C15333 C15833 D81433 C14657 C14811 

415236 1531080.1 R41400 H06659 Z38537 F02023T16516 

415635 1540853.1 F13168R21289 T77628 

415747 155189 1 AA381209 AA381 245 AA1 67683 

415980 1564218 1 R52414 R61681 H12009 T74429 

416288 1585983.1 H51299 H44619 H46391 R86024 H51892 T72744 

416337 1589299.1 H48713 H83057 H48694 H65247 

416441 159480 1 BE407197AA182474AA180369BE275628BE276131 

416548 1600181J H62953 N76608 N72413 

416624 1604694 1 H69044 T47567 H75691 T50292 

416871 1626761J H98716 N90792 N24283 

416913 163001 1 AW934714 BE161007 BE1 62500 AW749902 AW749864 BE162498 BE1 61005 AA1 90449 AW51 3465 BE161006 BE162499 

416972 163668~1 BE019670 AA191284 AA191255 

417561 168747..2 AW974345 BE145400 T97088 AA639076 

' 417648 1691070 1 R06552T98985 R08656 

417669 16921 57.1 T99898 T92080 T91447 R07806 R07779 

417859 1703724 1 T26453 Z44226 R20425 

418378 174656 1 AW962D81 AA218925 AA354237 

418636 177402J AW749855AA225995AW750208 AW750206 

419546 185766.1 AA244199AA244272 H57440 

419637 186639 1 W27493 AA2480S3 AA249685 AA429679 

419807 18825^.1 R77402 AA262462 AA250988 R06794 

420111 190755 1 AA255652 AA280911 AW967920 AA262684 

420621 195113J. AA2788O8BE0B2076BE081812BE081581 

420637 195241 1 AW976153AA278945 AA747691 

421065 198936 1 AA329711 AA287438AA283148 

422063 210B52.1 BE1 56476 BE156473BE156474BE156475AA302839 

422156 212379 1 N34524 AA305071 AW954803 AA502335 A1433430 AI203597 AW026670 AW265323 AWE50787 AA3 17554 AW993843 AWB35572 AW385512 

A1334966 W32951 K62656 H53902 R88904 AW835732 

422342 215498 1 AA309272 AA309312 AW961837 

422429 216469~1 AA3 10527 AW962295 Z44865 H06641 

422977 223410~1 AA631498 A1017191 AA491211 AA761823 M714555 AA768099 AA808286 A1934C69 AA570223 AA574389 AA582438 AI745346 AW9B451 0 

AA319542AW85375BH56414 

423121 225175.1 AW864848 AA322213 AA322209 AW961624 
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423377 


22769,1 


AL049377 AL079930 AL047223 AW88596B AA385235 


199 BE090502 BE090504 BE090497 AA327285 


423532 


229352J 


BE090503 BE090490 BE09O483 8E090501 BE090500 BE090365 BE090505 BE090509 BE09W 


423735 


231498J 


AA330259 AA661806 AA502431 AW974633 AA649498 




423S41 


232507J 


AW753957 AA370795 AA331630 AW962550 




423867 


232732L1 


AA3318B6 AW962559 AW962655 T89841 




424872 


244505,1 


AA347923AA347928AW961769 . 




425201 


247933 1 


AA3521 1 1 AW962247 AA429695 




425497 


252499,1 


AA524596 AA358494 AA513507 




425570 


253248 1 


AA359558AA359819AW963122 




426226 


262918 1 


AA769045 AA372590 AW963633 




426497 


268121,1 


AA379913AA379981 AW963523 




426603 


269825,1 


AA382291 AA994657 




427551 


280 153 J 


T96203AA405343 T96121 




428048 


286394J 


AA705745 AA420850 AA420433 




428679 


29404 9 J 


AA431765AA432015 




430212 


314437,1 


AA469153 AI71 8503 AA469225 




430818 


324239J 


AI31 1928 AA936030 TS1931 AA609816 AA4871 95 AA664207 




430844 


324570J 


T94960 AA487679 T95013 




430933 


325757^1 


AW863635BE179901 BE 179402 AW8S37B9 AA489179 BE0 10747 BE010748 




431071 


327550~1 


AA491379 H86020AW969148 




431169 


328799 1 


AW971 240 AA493843 AA493723 




431322 


331543J 


AW970622 AA503009 AA502998 AA502989 AA502805 T92188 




431595 


335512J 


AA508196 BE142920 AI280311 A1205616 D61709 




431688 


336609,1 


AA513906 AA847734 A) 357044 




432111 


34161 8 J 


AW972777 AA526795 AA526305 




432189 


342819 1 


AA527941 A181060B A1620190AA635266 




432222 


343347J 


AI204995 AW827539 AW969908 AW440776 AA528756 




432779 


354024 1 


AW979241 AA565006 AA847102 




432803 


354267" 1 


AA565398 AW894072 H97930 




432869 


355475~1 


AW974094 AA569074 AA602574 




433347 


36388 1 


AF023130 AF181250 AA984703 AA694303 AA351792 




433492 


367934,1 


AW605849 AW262898 N41060 AA594852 




433584 


370400 1 


AW295399 AW207772 AW300641 AW070290 BE348854 AW170383 AA600968 AA778832 




433644 


371919J 


AW342028 AA641080 AA603282 




433687 


373061,1 


AA743991 AA604852 AW272737 




434138 


380572J 


AA625804 AW418787 AW074833 A1675642 Al 3 93368 




434374 


384889,1 


AA631439AIQ85355AI082577 




434613 


389550,1 


AI821 826 AA640657 AA658836 AA650055 AI821079 




434638 


38990,1 


H50758AF147434H50666 




434950 


396061,1 


AW974892AA654375 




434995 


397210,1 


AW974995 A1821880 AI821932 AI791 196 AA659617 AI821137 AA658925 




435079 


399783,1 


AA664192 H60250T71388 




435463 


4065B2J 


AA682507AW851124 




435634 


409239,1 


T82384 R05307AA693714 




436532 


421B02J 


AA721522 AW975443 T93070 




437146 


43371,1 


AA730977 AJ261584 AA334473 Z43283 AW875861 AW938044 BE 150701 AW936262 AA306862 BE565575 BE567380 AA728920 AA16761 2 



438005 
438458 
438909 
438993 
440320 
440674 
443613 
443657 
444314 
444610 
444910 
446096 
446901 
447197 
448404 
449540 
450024 
450458 
450522 
451024 
451487 
452453 
452542 
453823 
453901 
454190 
454193 



454352 
454359 



454403 



447553,1 

457837,1 

46684,1 

467651,1 

491930,1 

49997,1 

575391,1 

576685,1 

600667,1 

612257,1 

624951,1 

661959,1 

697809,1 

711623,1 

761515,1 

80945,2 

82296,1 

83586,1 

837264,1 

85565,1 

87131,1 

918300,1 

921410,1 

982526,1 

988414,1 

1049995,1 

1050256J 



1129667,1 
1130674,1 
1156B2J 
1170435,1 



AJ239729AI251752 AA485791 BE568425 AW962958 
BE151746 BE336853 D63271 T94955 AA774994 
AW975186 AA807807 D2954B 
AF085B39 R69137 AW18878B R69254 
AA828995 AA834879 AI926361 
AA879294N67538A1474541 
BE561546Z25124At307139Z28800 
AI079356W23287 
R14973R14967A1081006 
AI140497 AW749625 AW749626 AW749544 
AJ1747B3R83569R12271 
AJ201849 BE059007 AW946544 
AI276454AI633717AIZ75116 
AI347274AW844024 
R36075AI386546 R36167 
BE089973 AI498612 AW805032 
AA001713H63836 
AA0O51 29 AA679084 AA694399 
AA009926BE149301 
AI698839A1909260AI909259 
AA442176AA259181 
AA018072N46370 R84847 
AJ902519 AJ902518 A190251B 
AW81 2256 AW812257 A190S423 A1906422 
AL137967 BE064160 BE064186 
BE065902 AW749032 AW003637 
AW177821 AW177896 AW177867 

BE141 183 AW178167 AW178162 AW178166 AW178172 AW845893 AW178159 AW178222 AW178213 AW17821 5 AW 1 78090 AW1 78091 
AW178161 AW17B207 AW178210 AW178214 AW178212 BE140918 BE140917 AW178135 AW178205 AW178209 AW178223 AW178220 
AW178206 AW178203 AW178165 AW178168 AW178160 AW178136 AW845878 AW178131 AW178138 AW178105 AW845894 AW178129 
AW845810 AW845828 AW178216 AW1781 1 2 AW17B21 1 AW17B224 BE140915 AW178221 AW178130 AW178134 AW178096 AW178108 
AVW8133AW178164AW17821BAW178171AW178157AW178158AW^ 

AW178104 AW178163 AW178093 AW178208 AW178137 AW178140 AW178219 BE141592 AW845901 BE141580 AW178155 BE141598 BE140957 

AW389668 AW389657 AW609198 AW389649 

N71277AW390764 

AW752571 AW847602 AA077979 

BE055985 BE065944 BE066008 BE066083 BE066093 
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454455 
454556 



454574 
454600 

454678 
454693 
454714 
454766 
454784 
454790 
454836 
454962 
455047 
455092 
455100 
455107 
455114 
455170 
455201 
455226 
455252 
455286 
455310 
455431 
455488 
455511 
455512 



455571 
455631 
455678 
455685 
455807 
455821 
455B66 
455992 
455995 
456034 



458861 
459160 
459201 
459267 



1206965.1 
1224432J 



1225636.1 
1226077.1 

1228915.1 

1229132.1 

1230493.1 

1234022.1 

1234630.1 

1234752.1 

1236509.1 

1246750.1 

1250536.1 

1252971.1 

1253334.1 

1253874.1 

1254106.1 

1256906J 

1259748 1 

1262534 1 

1266222J 

1273576 1 

1278158.1 

1289854.1 

129372.-1 

1321229.1 

1321 443J 



1331885.1 
1347545.1 
1349716.1 
1350393.1 
1370914.1 
1372714.1 
1377119 1 
1398552J 
1398903 J 
142696.1 

75803.1 

798085.1 

920051.1 

925883.1 

966605.1 



AW752710BE1 80336 BE180186 

AW807605 AW807690 AW807839 AW807752 AW807673 AW807667 AW807955 AW807760 AW80761 5 AW807898 AW807849 AW807821 
AW807832 AWB07842 AW807827 AW807822 AW807829 AW807830 AW807825 AW807603 AW807612 AW807908 AW807595 AW807617 
AW807678 AW807587 AW807918 AW807921 AW807596 AW807602 AW807688 AW807609 AW807684 AW807770 AW807593 AWB07754 
AW807679 AW807957 AW807683 AW807763 AW807902 AW807840 AW80781 9 AW807836 AW807769 AW807685 AW807647 AW807674 
AW807686 AW807670 AW807917 AW807677 AW807680 AW807900 AW807669 AW807952 AW807907 AW807846 AW807756 

AW807835 AW8Q7608 AW807753 AW807601 AW807956 

AW8091 09 AW8091 12 AW8091 22 AW8091 26 AW8091 28 AW8091 33 AW8091 31 AW8091 13 AW8091 1 1 AW809132 

AW810001 AW810092 AW810170 AW809884 AW809664 AW810353 AW810428 AW810209 AW810429 AW810154 AW810168 AW809786 

AW81 0006 AW809672 AW809694 AW81 0552 AW810345 AWB1 0432 AW809960 

AW813089 W28102 

AW813428 AWB13444 AW813367 AW813368 AW813429 AW813424 

AW815098 BE154843 BE154831 

AW866497 AW819775 AW819868 AW866502 AW866561 

AW820626 AW820621 AW820608 

AW820852 AW820773 AW821088 

AW83371 1 AW833620 AW833699 

AW847645 AW847791 AW854083 AW853945 

AW852530 AW852527 AW852526 

BE152428 AW855572 AW855607 

BE160198AW935898T11520AW935930AW856073AW861034 
BE154113 AW856797 AW856847 AW861 1 28 AW856817 

AW857121 AW857123 AW861238 Mni _ 

AW880972 AW862598 AW862599 AW860988 AW8509B3 AW860898 AW860925 AW860922 AW860986 AW860984 AW860989 

AW947884 AW947918 AW947888 AW947883 AW947897 AW94791 0 AW947905 AW864751 AW947878 

AW902103 AW869012 AW869139 

AW876627 AW876630 AW876631 AW876625 

BE144384 AW887474 AW887403 BE144386 

AW893961 AW893998 AW894034 AW894019 

AWS38484 BE0O1245 BE001190 

AA102322 

BE1 44762 AW979091 

AW983608 AW983628 AW983610 AW983688 AW983601 AW983645 AW983607 AW983640 AW983625 AW983612 AW983642 AW983687 
AW983602 AW983624 AW983634 AW983637 AW983632 AW98361 7 AW983635 AW983630 AW983636 AW983639 AW983616 AW983689 
AW983641 AW983621 AW983603 AW983609 AW983523 AW983644 AW983618 AW983615 AW98361 1 AW983604 AW983686 AW983622 
AW983619 AW983633 AW983589 AW983605 AW983626 AW983643 AW983631 AW983627 AW983613 AW983614 AW983685 AW983593 
AW983590 AW983594 AW983620 AW983838 AW983592 AW983588 
BE003714 BE003721 BE003720 BE003716 

BE063031 BE063002 BE063008 BE063024 BE063040 BE063006 BE063072 
BE066007 BE066017 BE066074 
BE066976 BE066928 BE066927 

BE141140 BE141139 BE141 105 BE141143 BE141 127 BE141202 BE141108 
BE143341 BE143344 BE143378 BE143358 

BE149024 BE149056 BE152826 BE149025 BE149057 BE152819 BE149030 BE149062 BE149023 BE149055 
BE179015 BE178965BE179010 BE 1 79002 BE178S61 BE179005 BE1 78964 BE179012BE179011 BE178963 BE178997 
BE179408 BE179798 BE179980 

AW450979 AA136653 M136656 AW419381 AA984358 AA492073 BE168945 AA809054 AW238038 BE01 1 212 BE01 1359 BE01 1 367 BE01 1 368 
BE01 1362 BE01 1215 BE011365 BE01 1363 
AL157625 N72696 BE622492 
AI630223AJ630470 

A1904723 AJ904725 A1904729 AI904722 A1904758 AI904736 

AW391177W45021 % 
AJ0O3531 AJOO365OAJ0O3651 



TABLE 29C 

Pkey: Unique number corresponding to an Eos probeset ..... _ .. .... Jm 

Ref: Sequence source. The 7 digit numbers in truscohimn are Genrjank Identifier (GO numbers. "Dunham L et at refers to the publication entitled T^he ONA sequence of 

human chromosome 22." Dunham I. el a)., Nature (1999) 402:489495. 
Strand: Indicates DMA strand from which exons were predicted. 
NLposiSon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


Ntposluon 


400451 


8113550 


Minus 


8218942320 


400462 


9929659 


Minus 


197610-197785 


400608 


9887666 


Minus 


98756-97558 


400639 


9887597 


Plus 


23150-23580 


400641 


8117693 


Plus 


47864992 


400756 


81 19084 


Minus 


38734-38857 


400859 


9757499 


Minus 


91888-92018,98131-98294,99474-99570 


400880 


9931121 


Plus 


29235-29336.36353-36580 


400889 


9958234 


Minus 


169782-170036 


400983 


8081198 


Plus 


107903-108832 


401045 


8117619 


Pfus 


90044-90184.91111-91345 


401049 


7232177 


Plus 


149157-150692 


40107B 


3687273 


Plus 


105O52-1O5171 


401094 


9965511 


Plus 


137130-137302,139283-139506 


401103 


8568122 


Minus 


98330-98449 


401157 


9438289 


r/Snus 


114133-114247,114567-114645 


401189 


9690246 


Minus 


90815-90929 
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401200 


9743387 Minus 


111586-111806,114791-114916.115419-115583.116351-11^^^ 


401213 


9858408 Plus 


98243-98380,98489-98619 


401254 


9796309 Phis 


152209-152383 


401323 


9212516 Plus 


213509-214450 


401335 


98B4881 Plus 


15736-16352 


401497 


7381770 Plus 


92507-92813 


401517 


7677912 Plus 


29278-29770 


401526 


7770561 Plus 


91570-93177 


401575 


7229804 Minus 


76253-76364 


401694 


3540172 Minus 


64056-64168 


401793 


7263888 Minus 


102945-103083 


401862 


7770606 Minus 


55839-55993,59145-59293 


401878 


8099802 Minus 


162268-162474,163089-163195 


401986 


4406829 Minus 


31137-31293 


402046 


8072415 Phis 


1 66394-1 66556. 1 681 67-168395 


402046 


8072512 Plus 


4393644078 


402102 


8117771 Minus 


174566-174740 


402103 


7249203 Phis 


14453-15414 


402230 


9966312 Minus 


29762-29932 


402318 


7582559 Minus 


12843-13403 


402490 


9797648 Plus 


149982-150929 


402745 


9212200 Minus 


76516-76690 


402800 


6010175 Plus 


4392144049,46181-46273 


402812 


6010110 Plus 


25026-25091,25844-25920 


402820 


6456853 Minus 


82274-82443 


402855 


9662953 Minus 


59763-59909 


403133 


7331427 Plus 


38314-38534 


403271 


7230852 Plus 


134283-134485 


403277 


8072597 Minus 


27494-27642 


' 403310 


8139936 Minus 


183883-184026 


403329 


8516120 Pius 


96450-96598 


403356 


8569930 Plus 


92839-93036 


403378 


9438244 Minus 


4426444443 


403388 


9438331 Plus 


112733-113001,114599-114735' 


403467 


9929556 Minus 


73431-73602 


403515 


7656757 Minus 


173358-179553 


403525 


7960440 Phis 


152431-153243 


403534 


8076917 Minus 


4665247332 


403568 


8101145 Minus 


85509-85658 


403574 


8101156 Plus 


5542-6176 


403637 


8671936 Minus 


142647-142771,145531-145762 


403677 


7331517 Minus 


55008-55083,62B6(W3051 


403691 


7387384 Minus 


88280-83463 


403760 


7712202 Minus 


4591046260,4756347824 


403776 


7770611 Minus 


1414-1513.1624-1756 


403895 


7381715 Mnus 


35024002,40704308 


403937 


7711761 Minus 


12609-12773 


404043 


9558573 Plus 


29042-291 35,4659746699 


404097 


7770701 Plus 


55512-55781 


404200 


6010176 Minus 


7066-7210 


404249 


8655533 Plus 


64270-64633 


404274 


9885189 Plus 


104127-104318 


404285 


2326514 Plus 


32282-32416 


404288 


2769644 Plus 


3512-3691 


404356 


7630858 Minus 


126433-126623 


404443 


7579073 Minus 


87198-87441 


404476 


8080699 Phis 


101841-102043 


404488 


8113266 Minus 


64335-64994 


404513 


8151941 Minus 


112837-113339 


404548 


8570305 Minus 


83896-84162 


404555 


7243881 Minus 


63963-64157 


404561 


9795980 Minus 


• 69039-70100 


404588 


6456726 Minus 


4005940210 


404593 


9944086 Minus 


74922-75788 


404599 


8705107 Plus 


110443-110733 


404860 


8979555 Plus 


65852-66081 


404916 


7341826 Plus 


91057-91188 


404957 


7407927 Phis 


147512-148011 


405041 


7547195 Rus 


121230-121714 


405059 


7655683 Plus 


349-822 


405090 


8072525 Minus 


38552-39202 


405257 


7329310 Phis 


73121-73273 


405336 


6094635 Phis 


33267-33563 


405472 


8439781 Phis 


106297-106447,108462-108596 


405494 


8050952 Minus 


70284-70518 


405547 


1054740 Rus 


124361-124520,124914-125050 


405621 


5523811 Phis 


59362-59607 


405634 


5306288 Rus 


17856-17957.18302-18412,18837-18927.22790-22989 


405654 


4895155 Minus 


53624-53759 


405692 


4314424 Rus 


61379-62562 


405759 


3288022 Minus 


18283-18399 


405829 


7109593 Minus 


15628-16127 


405848 


7651809 Minus 


28135-28244 
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405965 


8247788 


Minus 


51762-51978 


405970 


8247789 


Minus 


4579546295 


406016 


6758904 


Minus 


37795-38168 


406091 


9123919 


Minus 


197370-197935 


406092 


9123919 


Plus 


251370-251797,252168-252882 


406149 


7144791 


Minus 


44464-45164 


406195 


7289992 


Minus 


36293-36827 


406333 


9213235 


Plus 


64689-64798 


406468 


9795553 


Plus 


4373-4616,8870-9046.11366-11509,11625-11880 


406506 


7711374 


Minus 


6843-8077 


406554 


7711566 


Plus 


106956-107121 


406603 


8272659 


Minus 


39506-39694 



TABLE 30* ABOUT 1840 GENES UP-REGULATED IN IDIOPATHIC PULMONARY FIBROSIS (IPF) COMPARED TO HYPERSENSITIVITY PNEUMONITIS (HP) 

Table 30A lists about 1840 genes that are up regulated in idiopathic pulmonary fibrosis (IPF) samples as compared with hypersensitivity pneumonitis (HP) samples. These were 
selected from about 59680 probesets on an Artymetrix/Eos Hu03 Gene Chip array such that the ratio of "average" idiopathic pulmonary fibrosis sample expression level to "average" 
hypersensitivity pneumonitis sample expression was greater than or equal to about 2.0. The "average" idiopathic pulmonary fibrosis level was set to the 90* percentile amongst 
Idiopathic pulmonary fibrosis samples. The •average" hypersensitivity pnetimonitis level was set to the 90* percentile amongst hypersensitivity pneumonitis samples. 

Pkey: Unique Eos probesel Identifier number 

ExAccru Exemplar Accession number. Genbank accession number 

UnlgenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of IPF popathic pulmonary fibrosis) to HP (hypersensitivity pneumonilis) 



Pkey 


ExAccn 


Unigene ID 


Unigene Tille 


R1 


450478 


AW451709 


Hs.271200 


ESTs 


20.2 


432365 


AKOO1106 


Hs.274419 


hypolhefica) protein FU10244 


11.9 


405654 








11.B 


440209 


H05049 


Hs.22269 


neurexin 3 


10.8 


407811 


AW190902 


Hs.40098 


cysteine knot superfamBy 1, BMP ant agon 


10.4 


439606 


W79123 


Hs.58561 


G protein-coupled receptor 67 


10.3 


425259 


AL049280 


Hs.155397 


Homo sapiens mRNA; cONA DKFZp564K143 (fr 


10.2 


426230 


AA367019 


Hs.241395 


protease, serine, 1 (trypsin 1) 


as 


416653 


AA76B553 


Hs.74170 


metaftothionem IE (functional) 


9.3 


420481 


U50525 


Hs.98201 


Human BRCA2 region, mRNA sequence CG029 


9.2 


403574 








9.1 


415817 


U88967 


Hs.78867 


protein tyrosine phosphatase, receptor-t 


8.8 


419519 


A1198719 


Hs.176376 


ESTs 


8.2 


435256 


AF193766 


Hs.13872 


cytokine-Uke protstn CI 7 


8.1 


423017 


AW178761 


Hs.227948 


serine (or cysteine) proteinase inhibilo 


8.1 


429629 


BE501732 


Hs.30622 


Homo sapiens cDNA FU13010 fe, clone NT 


8.0 


405443 








7.8 


428766 


AA477989 


Hs.96800 


ESTs 


7.7 


441802 


AA988636 


Hs.1 27877 


ESTs 


7.6 


453649 


Y07494 


Hs.34114 


ATPase, Na+/K+ transporting, alpha 2 (+) 


7.5 


447410 


AI470235 


Hs.172698 


EST 


72 


442353 


BE379594 


Hs.49138 


ESTs, Moderately simaar to ALU7_HUMAN A 


7.2 


405494 








6.9 


442377 


AA993807 


Hs.167367 


ESTs 


6.9 


409928 


AL137163 


Hs.57549 


hypothetical protein (U473B4 


6.8 


420407 


AA814732 


Hs.145010 


Gpopoh/saccaride-spedfic response 5-ti 


6.8 


415236 


R41400 




gb:yf34b12ji1 Scares infant brain 1N1B H 


6.8 


451562 


H04150 


Hs.107708 


ESTs 


6.8 


403310 








6.7 


445189 


A1936450 


Hs.147482 


ESTs 


6J 


409632 


W74001 


Hs.55279 


serine (or cysteine) proteinase inhibito 


&7 


439780 


AL109688 




gftHomo sapiens mRNA full length Insert 


6.6 


402076 








6.6 


415025 


AW207091 


Hs.72307 


ESTs 


6.5 


406690 


M29540 


Hs.220529 


rarar»errfcryonic an5gen-related ceB ad 


6.5 


438557 


AW364104 


Hs.143509 


hypothetical protein FU21924 


6.5 


428042 


AA419529 


Hs.76391 


rnyxovirus (influenza) resistance 1, homo 


6.4 


418007 


M13509 


Hs.83169 


matrix metafloproteinase 1 (interstifial 


a4 


409545 


BE296182 


Hs.19002 


hypothetical prolan MGC4575 


6.4 


446619 


AU076643 


Hs.313 


secreted phosphoprotein 1 (osteopontin. 


a4 


411966 


AA099113 


Hs.1 18609 


ESTs 


6.4 


440274 


R24595 


Hs.7122 


scrapie responsive protein 1 


6.3 


442879 


AF032922 


Hs.8813 


syntaxin binding protein 3 


as 


419236 


AA330447 


Hs.135159 


Homo sapiens cDNA RJ 11481 6s, clone HE 


6.3 


420185 


AL044056 


Hs.158047 


ESTs 


6.3 


415672 


N53097 


Hs.193579 


ESTs 


6.2 


455488 


AA102322 




gb2B0f03 j1 Stratagene colon (937204) 


6.2 


420026 


A1831190 


Hs.166676 


ESTs 


ai 


446888 


AV660737 


Hs.135100 


ESTs 


6.1 


431622 


AW979271 


Hs.293184 


ESTs 


ai 


407266 


AJ235664 




gb:Homo sapiens mRNA for immunoglobulin 


6.1 


421300 


AW297398 


Hs.96617 


ESTs 


ao 


416045 


H15990 


Hs.31403 


ESTs 


ao 
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414175 AI308876 HsJ 03849 hypothefcaJ protein OKFZp76101 12 6.0 

424693 BE169810 Hs.47557 ESTs 6.0 

436397 AA715013 Hs.169835 ESTs 6.0 

440504 AI948966 Hs.1 30017 ESTs, WeaHy sirnflar to JN0908 H-Mransp 6.0 

5 409718 086640 Hs.56045 src homology three (SK3) and cysteine ri 6.0 

403625 6.0 

418985 AI123555 Hs.81796 ESTs , 5.9 

416035 H42314 gb^oDSeOZsl Soares adult brain N2b5HB5 5.9 

400292 AA250737 Hs.72472 ESTs 5.9 

10 442849 R10099 Hs.269805 ESTs 5.9 

440887 AI799488 Hs.135905 ESTs 5.8 

427535 R2S543 Hs.2164 pn>ptate!et basic protein (includes pla 5.7 

410934 AW811114 gb:MR2-ST0131.11119W)16-a04ST0131 Homo 5.7 

431374 BE258532 Hs.251871 CTP synthase 5.7 

15 444963 AI916973 Hs.213603 ESTs 5.7 

447530 AW192063 Hs.248865 ESTs, Moderately similar to JC5238 galac 5.6 

444992 R37658 Hs.21375 ESTs 5.6 

416575 W02414 Hs.38383 ESTs 5.5 

431211 M86849 Hs.323733 gap junction protein, beta 2, 25kD {conn 5.5 

20 451830 H18433 Hs.21542 WAA1035 protein 5.5 

446466 H38026 Hs.308 arrestin 3, retinal (X-arrestin) 5.5 

404043 5.5 

423454 AL1 10456 Hs.469 succinate dehydrogenase complex, subunit 5.5 

455540 BE080231 gb:RC4-BT0629-1 2020041 241 1 BT0629 Homo 5.5 

25 434683 AW298724 Hs.202639 ESTs 5.5 

445898 AF070623 Hs.13423 Homo sapiens clone 24468 mRNA sequence 5.5 

422306 BE044325 Hs.227280 U5 snRNA-assoriated Sovtike protein 5.5 

428895 AA437124 Hs.187247 ESTs 5.4 

_ 450018 AA421642 Hs.24309 hypothetical protein RJ1 1106 5.4 

30 419249 X14767 Hs.89768 ganirna-aminobutyric acid (GABA) A recepto 5.4 

455047 AW852530 gb:PM1-CT0243O7irm001-908 CT0243 Homo 5.4 

454039 AW079064 Hs.245540 ESTs 5.3 

403637 5.3 

414725 AA769791 Hs.125300 ring finger protein 21 , interferoiwespo 5.3 

35 409073 AAD63458 gb:zf71a07^1 Soares_pineatJtand_N3HPG 5.3 

403329 5.3 

434001 AW950905 Hs.3697 serine (or cysteine) proteinase inh&ito 5.3 

459664 5.3 

401497 5.3 

40 410797 AW857191 gb:RC2-CT0304-08010(W11-b12CT0304Homo 5.2 

411402 BE297855 Hs.69855 NRAS-reiated gene 5.2 

448844 AI581519 Hs.177164 ESTs 5.2 

435202 AI971313 Hs.170204 WAA0551 protein 5.1 

439418 A1282149 Hs.56213 ESTs, Highly similar to FXD3UHUMAN FORKH 5.1 

45 443584 AI807036 Hs.267245 hypolhetical protein FU14803 5.1 

434352 AF129505 Hs.86492 small muscle protein, X-Tmked 5.1 

430838 N46664 Hs,169395 hypolhetical protein FU 1201 5 5.1 

430882 BE174240 Hs.79024 heterogeneous nuclear ribonurieoprotein 5.1 

440129 AAB6581B Hs.174936 ESTs, Weakly similar to S71886 Ste20-Kk 5.0 

50 437635 AA764781 Hs.291844 ESTs 5.0 

455747 BE074910 gb^BT(J580-17030(H)214 : 12BT0580Homo 5.0 

455464 AW983901 gb:RC1-HND003-22030T>01 1-f10 HN0003 Homo 5.0 

418771 AA807881 Hs.25329 ESTs 5.0 

434820 AI821863 gbm90f05.x5 NQ.CGAPJW Homo sapiens 5.0 

55 440615 AI733055 Hs.130806 ESTs 5.0 

454482 BE147919 gb:RC3-HT023O-16020(W)16-a08 HT0230 Homo 4.9 

400432 AX015809 Hs.287767 Sequence 8 from Patent WO9950285 4.9 

436508 AW604381 Hs.121121 ESTs, Weakly similar to S00755 pleckstri 4.9 

„ 423607 AA328329 Hs.6591 ESTs " " 4.9 

60 407415 AF073328 gbtHomo sapiens tetracyRne transporter- 4.9 

401878 4.9 

443162 T49951 Hs.9029 DKFZP434G032 protein 4.9 

451325 AA021283 Hs.59788 ESTs 4.9 

440515 AJ131245 Hs.7239 SEC24 (S. cerevisiae) related gene famil 4.9 

65 406333 4.9 

409105 AW467539 Hs.255877 ESTs 4.8 

408000 111690 Hs.620 bullous pemphigoid antigen 1 (23u7240kD} 4.B 

421482 AL135462 Hs.104715 tnversin 4.8 

442757 AI739528 Hs.28345 ESTs 4.8 

70 459717 4.8 

436637 AJ783529 Hs.26766 ESTs 4.8 

412222 AA528283 Hs.292737 ESTs 4.8 

450101 AV649989 Hs.24385 Human hbc647 mRNA sequence 4.8 

410901 AW810001 gb:MR4^T01 24-270300-005411 ST0124 Homo 4.8 

75 426217 AW131888 Hs.172792 ESTs, WeaWy simBar to hypothetical pro 4.8 

441640 AJ733345 Hs.144104 ESTs 4.8 

422977 AA631498 gb:np83WM.s1 NCLCGAP_Thy1 Homo sapiens 4.8 

425361 AA355933 Hs. 132221 hypolhetical protein FU12401 4.8 

414955 C15506 gb£15506Ctontech human aorta polyA+mR 4.8 

80 411965 BE467339 Hs.280115 ESTs 4.7 

403341 4.7 

411725 AW858612 gW»A3-CT0341-1 90400-1 52-hl 2 CT0341 Homo 4.7 

443271 BE568568 Hs.195704 ESTs 4.7 
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417181 L10123 
425097 BE327359 
439199 R40373 
440728 AW086077 
43438V AA631834 
417428 N87579 
431291 N25521 
431242 AA987742 
426985 BE394B49 
442360 AI374621 
452171 A1863302 
440801 AA906356 
411738 AW859353 
431447 AA505138 
433485 A1493076 
401355 

408281 BE141183 
411657 AW855583 
423065 R9615B 
428528 AI004034 
454036 AA374755 
417252 AA195014 
417135 AA422067 
403089 

420691 AA829433 
412147 AW895984 
425578 U65652 
430403 AF039390 
454438 AA224053 
435434 AA680387 
420828 AA280778 
435586 AI279137 
452393 H87398 
416170 H42454 
408691 AW250525 
428912 AW103117 
455511 BE144762 
413849 BE173561 
401189 

425733 F13287 
447863 AL047611 
422654 AA314316 
435463 AA682507 
417919 A1928203 
405784 

431853 AA521034 
409529 AW449589 
403281 

427173 BE255017 
433717 AF063536 
406777 T23625 
410481 R34107 
419511 AA429750 
452291 AF015592 
449762 N93057 
421106 AA877124 
439382 BE247684 
404957 

436332 AL049679 
446393 AW014174 
452728 A1915676 
456386 W28481 
406288 AW068311 
416972 BE019670 
427099 AB032953 
403344 

438993 AAB28995 
444922 AI921750 
401596 AA172106 
418693 AI750878 
414299 AA142989 
452744 A1267652 
458552 AW136139 
421065 AA329711 
439294 AW975328 
441201 AW118822 
434377 AW137148 
440472 AA886169 
418379 AA218940 
435878 R08330 
437263 AA747822 
444087 AV547899 
411745 AW867826 



Hs-1071 surfactant protein A binding protein 
Hs.1 12238 ESTs 
Hs.26299 ESTs 

Hs. 153272 Homo sapiens cDNA: FU22715 fis, clone H 
gbmp77h05.s1 NCI_CGAP_Pr2 Homo sapiens 
gb:U2030F Human fetal heart, Lambda ZAP 

Hs.25275 KruppeUype zinc frnger protein 

Hs.25127B KIM1201 protein 

Hs.131905 ESTs, Moderately similar ta Z195.HUMAN Z 

Hs.29055 ESTs 

Hs.211930 EST 

Hs.190535 ESTs 

gb:MR1-CT0353-150300-102-a12 CT0353 Homo 

Hs.291341 ESTs 

Hs.201967 aldo-keto reductase family 1 , member C2 

gb:MR()4fr()071-1911994)014)04HT0071 Homo 
gb:CM4-CT0278-221 099-027407 CT0278 Homo 

Hs.267130 Homo sapiens, clone MGG5406, mRNA. comp 

Hs.98638 ESTs 

Hs.93560 Homo sapiens mRNA for WAA1771 protein. 
Hs.65971 ESTs 
Hs.50547 ESTs 

Hs.275343 ESTs 

gb:QV4-NN003WM0500-1 97-e0S NN0Q39 Homo 
Hs.158313 chromosome 17 open reading frame 1 A 
Hs.241382 tumor necrosis factor (Bgand) superfami 
Hs.172405 ceO division cycle 27 
Hs.187850 ESTs 
Hs.186878 ESTs 
Hs.151498 ESTs 
Hs.99858 ribosomat protein L7a 
Hs.220645 ESTs 

gb:2821626.5prime N1H_MGC_7 Homo sapiens 
Hs.93949 ESTs.WeaWysirrnTarbMEAGIH^apiensl 

gb:CMO-HT01 8004 1 099-065-b04 HT0180 Homo 
Hs. 15384 AP1 gamma subunit binding protein 1 

Hs.159388 Homo sapiens clone 23578 mRNA sequence 
Hs.288885 Homo sapiens cDNA FLJ14246 fis, clone OV 
Hs.163725 ESTs 

gbzj18f08.s1 SoaresJetalJiver_spteen_ 
Hs.86379 ESTs 

Hs.70834 ESTs 
Hs.279724 ESTs 

Hs.97540 ESTs 

gb'AF063535 Homo sapiens library (Yu Y) 
Hs.150580 putative translation inr5at»n factor 
Hs.321450 pregnancy specific bete-1-gJycoprotern 2 
Hs.75113 general transcriptjon factor HIA 
Hs-28853 CDC7 (ceti cfivtsion cycle 7, S. cerevisi 
Hs.54088 ESTs 
Hs.172844 ESTs 
Hs.103070 ESTs 

Hs.82302 Homo sapiens cONA FU14814 fis, clone NT 
Hs.301956 zfnc finger protein 
Hs.239708 ESTs 

gb:47e1 Human retina cONA randomly prime 
Hs.311054 Homo sapiens mRNA fuD length insert cDN 

gb:bb28c01jc1 NIH_MGC_5 Homo sapiens cDN 
Hs.173560 odd Oz/terwn riomctog 2 {Drosophila, mous 

gbaxJ77b08^1 NCLCGAP_Ov2 Homo sapiens 
Hs.144871 Homo sapiens cONA RJ13752 fis, clone PL 
Hs.110950 Rag C protein 
Hs.87409 thrombosponoin 1 
Hs.71730 ESTs 

Hs.30504 Homo sapiens mRNA: cDNA DKFZp434E082 {fr 
Hs.245855 ESTs 

gb:EST33382 Embryo, 1 2 week 11 Homo sapi 
Hs.6523 chromosome 1 open reading frame 12 
Hs.128757 ESTs 

Hs.306593 Homo sapiens cDNA FU 1 1382 fis, clone HE 
Hs.169071 ESTs 
Hs.137516 frdgelin-nke 1 
Hs.20152 ESTs 

gb:nx97a04.s1 NCi_CGAP_GC8t Homo sapiens 
Hs.282375 ESTs 

gb:MRD^WtJ39-300300^1-c02 SN0039 Homo 
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438660 U95740 
405521 

411597 AW852925 
415655 W05433 
404822 

441107 AA917075 
404834 

412768 AW996044 
428102 AA988441 
435511 AA721252 
441247 AW118681 
453098 225935 
410811 AW805687 
425048 H0546B 
431071 AA491379 
436298 AW293496 
440356 AI933184 
452766 AW069459 
455241 AW876249 
409070 AA063003 
409044 A1129586 
419091 T85332 
422591 L07648 
403188 

418857 D10216 
413585 A1133452 
436149 AI754308 
443682 AI383061 
437916 BE566249 
439818 AL360137 
438361 AAB05666 
451221 AI949701 
455475 AW948126 
433197 AB040889 
429881 T80112 
415598 AI433165 
431220 N52937 
433132 AB026264 
424029 AB014594 
404443 

407340 AA810168 
41031B AA084050 
412400 AW948066 
427167 AI239607 
438090 AA777534 
407938 AA905097 
440454 A1733037 
417706 T90797 
428692 AI372822 
407762 AW235638 
420727 H75701 
417508 BE163512 
413525 BE145899 
425798 AA364002 
459429 AA278779 
430205 AB 02 5904 
437458 AL390131 
451073 AI758905 
452786 R61362 
429846 AB023021 
444414 AW293214 
402615 

410585 AW770523 
425168 R96366 
449729 R72032 
459359 N99545 
456443 AW967500 
439001 AF075068 
443657 R14973 
404193 

416379 N38857 
422511 AU076442 
426603 AA382291 
412589 R28660 
421037 Al 584808 
427088 AA398085 
429927 NM_001115 
453375 AJ990114 
435451 AF195420 
4518B2 AI821324 
419983 W55956 
405001 U58196 
422182 AL043892 



Hs.6349 Homo sapiens, clone IMAGE: 30 10666, mRNA, 

gb:PMO^CT0248-131099-001-flO CT0248 Homo 
Hs.49890 ESTs 



Hs.190520 ESTs 

Hs.26239 Human DMA sequence from done RP1 1-438B2 

Hs.126866 ESTs 

Hs.291502 ESTs 

Hs. 128051 Homo sapiens thymic stromal lymphopoieti 

Hs.86379 ESTs 

Hs.300648 ESTs 

Hs.1 64502 ESTs 

gb:aa65f05.r1 NCI_CGAP_GCB1 Homo sapiens 

Hs.180138 ESTs 

Hs.127922 ESTs, Moderately similar to S65657 alpha 

Hs.61539 ESTs 

gb:PM4-PT0019-131299406-B05 PT0019 Homo 

Hs.224560 ESTs 

Hs.33033 hypothetical protein FU 14623 

Hs.178294 ESTs 

Hs.1 18630 MAX-interacting protein 1 

Hs.89394 POU domain, class 1 , transcription facto 

Hs.75431 fibrinogen, gamma polypeptide 

Hs.159452 ESTs 

Hs.47248 ESTs, Highly similar to similar to Cdc14 

Hs.20999 hypothetic^ protein FU23142 

Hs.19934 Homo sapiens mRNA Ml length Insert cDN 

Hs.1 46217 Homo sapiens cONA: FU23077 fis, done L 

Hs.210589 ESTs 

gb:RC0-MT0013-28030tW)31-a12 MT0013 Homo 

Hs.281022 WAA1456 protein 

Hs.192245 ESTs 

Hs.9856 ESTs 

Hs.102679 ESTs 

Hs.284245 hypothetical protein IMPACT 

Hs.1 37579 KIAA0694 gene product 

Hs.284289 vtuTig/>-essociated protein VIT-1 

Hs.269259 ESTs, Weakly similar to S 23650 retrovhi 

gb:RCO-MT0012-29030(M)31-h10 MT0012 Homo 

Hs.99196 hypothetical protein MGC11324 

Hs.191992 ESTs 

Hs.85060 phosphoJamban 

Hs.1 29990 ESTs 

Hs.268623 ESTs 

Hs.110103 RNA polymerase I transcription factor RR 

Hs.29475 ESTs 

Hs.99886 complement component 4-Nnding protein, 

Hs.180877 H3histone, family 3B(H3.3B) 

gb:MRO-HT0208-221 299-204-b 1 0 HT0203 Homo 
gb:EST74529 Pineal gland II Homo sapiens 

Hs.335696 EST 

Hs.235168 carbonic anhydrase XIV 

Hs.1 28751 Homo sapiens cDNA FU 12235 fo. clone MA 

Hs.206063 ESTs 

Hs. 106642 ESTs. WeaHy simitar to T09052 hypothefl 
Hs.225945 fucosyltransferase 9 (alpha (1.3) fucosy 
Hs.8752 transmembrane protein 4 

Hs.337501 ESTs 

gb:yq37d04.s1 Scares fetal liver spleen 
Hs.29235 ESTs 

gb'^a40a05.r1 Scares fetal liver spleen 
Hs.1 33543 ESTs 

gb:Homo sapiens fuQ length insert cDNA 

gbryf42f10^1 Soares fetal river spleen 

Hs.203933 ESTs 

Hs.1 17938 coflagen, type XVB, alpha 1 

gb:EST95683 Testis 1 Homo sapiens cDNA 5 

Hs.24305 ESTs 

Hs.197653 ESTs 

Hs.142390 ESTs 

Hs.2522 adenylate cyclase 8 (brairt) 

Hs.240091 ESTs 

Hs.303006 ESTs, WeaWy simiar to gamma^ieregtiltn 

Hs.100445 ESTs 

Hs.94030 Homo sapiens mRNA; cONA DKFZp586E1624 (f 

Hs. 296281 Interleukin enhancer binding factor 1 

Hs.1 80582 Homo sapiens cONA: FU21836 fis, done H 
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451917 AW391351 Hs.50820 Homo sapiens unknown mRNA 17 

432781 NM.014133 Hs.278940 PRO061 8 protein 17 

443773 AV546452 Hs.30941 calcwm channel, vdlage-dependenl, beta 3.7 

406964 M21305 gbiHuman alpha satetfite and satellite 3 3.7 

5 430682 AW971949 Hs.291252 ESTs, WeaWy similar to ZN91 .HUMAN ZINC 17 

449B04 AI535663 Hs.39379 ESTs 37 

411505 AF 155659 Hs/70565 molybdenum cefaclor synthesis 2 17 

430503 AA533574 Hs.152274 ESTs 17 

443305 AI050693 Hs.133318 ESTs 3J 

10 415076 NM_000857 Hs.77890 guanytate cyclase 1 , soluble, beta 3 17 

452280 AI911410 Hs.167224 ESTs 3.6 

432189 AA527941 gb:nh30c04.s1 NCI_CGAP_Pr3 Homo sapiens ■ 3.6 

406992 S62472 gb:beta -pobDNA polymerase beta {exon a 16 

441416 AI990139 Hs.148509 ESTs 16 

15 448776 BE302464 Hs.30057 MRS2 (S. cerevisiae)-fike, magnesium hom 16 

413998 AW103807 Hs.243933 ESTs 16 

440385 AA884283 Hs.192136 ESTs 3.6 

431673 AW971302 Hs^93233 ESTs 3.6 

401887 16 

20 404793 16 

422054 AA322506 gb:EST251 46 Cerebellum II Homo sapiens c 3.6 

432030 AI90B400 Hs.143789 ESTs 3.6 

449645 A1961092 Hs.196155 ESTs 16 

_ _ 404476 3.6 

25 449336 AL119995 Hs.15260 ESTs, Highly similar to AC007228 2 BC372 16 

401200 16 

403937 16 

437918 AI761449 Hs.121629 ESTs 16 

„ 443394 A1055865 Hs.133485 ESTs 16 

30 439107 AL046134 Hs.13944 adrenergic beta receptor kinase 2 16 

417229 AA975096 Hs.19522 hypothetical protein PR02849 3.6 

425403 AL023753 Hs. 156405 Human DNA sequence from clone 11 98H6 on 16 

436269 AA707472 Hs.190760 ESTs 3.6 

453823 AL137967 gb:DKFZp761D2315_M 761 (synonynx hamy2) 16 

35 416394 H64111 gb:yr57f03.r1 Soares fetal Over spleen 3.6 

432779 AW979241 gb:EST391 351 MAGE resequences, MAGP Homo 3.6 

439326 W07140 Hs.54721 ESTs 16 

423035 AW449679 Hs.15€739 H.sapiens XG mRNA (done PEP1 1) 16 

Af% 435766 R11673 Hs.1 88498 ESTs 3.6 

40 448067 R68568 Hs.1 83373 src homology 3 domain-containing protein 16 

441605 AA984647 Hs.128801 ESTs 3.5 

414400 X06948 Hs.B97 Fc fragmenl of IgE, high affinity I, rec 15 

418405 AI868282 Hs.11898 ESTs, Highly similar to K1AA1370 protein 15 

. _ 437642 AL079309 gb:Homo sapiens mRNA full length insert 15 

45 450350 T97817 Hs.174880 ESTs 15 

451704 AI755209 Hs.205616 ESTs, Weakly similar to ALU 1.HUMAN ALUS 15 

459037 AW439497 Hs.290658 EST 3.5 

419247 S65791 Hs.89764 fragile X mental retardaSon 1 15 

_ 423121 AWB64848 gfcPM2-SN()018-290300403^SN(X)18Honio 3.5 

50 426724 AA383623 Hs.293616 ESTs 15 

434273 AA913143 Hs.26303 ESTs 15 

438042 AW296971 Hs.255593 ESTs 15 

410500 R09442 gb:yf26c09.r1 Soares fetal Bver spleen 15 

416154 Z46122 gb:HSC0VB031 normalized infant brain cDN 15 

55 418432 M14156 Hs.85112 insulin-Ske growth factor 1 (somaiomedi 15 

454447 BE163567 gb^V3-HT046O-2302OO- 101-508 HT0460 Homo 15 

458057 AA393603 Hs.36752 protein kinase anchoring protein GKAP42 15 

444338 AI937026 Hs.1 46642 ESTs 15 

427687 AW003887 Hs.1570 Wstamme receptor H1 15 

60 415929 AA724373 Hs.49344 hypothetical protein FU11006 15 

416009 Z43062 gb:HSC12E041 normalized infant brain cON 15 

421515 Y11339 Hs.105352 GatNAc alpha- 2, &«iaryltransferase I, I 15 

403515 15 

435793 AB037734 Hs.4993 K1AA1 31 3 protein 15 

65 439953 AA918129 Hs.1 24638 ESTs 15 

457620 AA602711 Hs.336753 EST 3.5 

442006 AW975183 Hs.292S63 ESTs, Weakly similar to S72482 hypolhefi 15 

453931 AL121278 Hs.25144 ESTs 15 

453128 AW026516 Hs.31791 acytphosphatase 2. musde type 15 

70 413468 BE504766 gb:hz4flg01jt1 NC1_CGAP_GC6 Homo sapiens 3.5 

454600 AW810001 gb^J^4-ST0124-270300-005-b11 ST0124Homo 15 

451065 AW295132 Hs.222231 ESTs, Weakty similar to granule ceD mar 15 

444493 R59410 Hs.282Q94 ESTs, Moderately simitar to 138022 hypot 15 

„ 426447 AV655B43 Hs.1 699 19 eledrwt4ransfer-ftevoprotein, alpha po 15 

75 410908 AA121686 Hs.1 0592 ESTs 15 

440364 AA910460 Hs.128626 ESTs 15 

406190 15 

430762 AJ343652 Hs.1 05657 ESTs 3.5 

ar . 451182 D52562 Hs.296317 K1AA1789 protein 3.4 

OU 432437 VV07088 Hs.293685 ESTs 14 

442137 AA977235 Hs.1 28830 ESTs, Weakty similar to Z192_HUMAN ZINC 14 

405970 3.4 

407676 AW064111 Hs.279823 ESTs 14 
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413141 BE166323 gb:QV4-HT0492-27010W)8&*12 HT0492 Homo 3.4 

431418 X58242 Hs^52722 Hin-1 3.4 

431954 AK001974 Hs.272242 hypothetical protein FU11112 3.4 

459371 R20991 gb:yg06h01.r1 Scares Infant bran 1NIB H 14 

J 428062 AA4206B3 Hs.98321 hypothefcat protein FU 14103 3.4 

423841 AW753967 gb:RC2-CT0304-C801 00-01 1-h12 CT0304 Homo 3.4 

420430 A17Q3192 gb:wd92h04jc1 NCI_CGAP_Lu24 Homo sapiens 3.4 

443921 AI091310 Hs.134848 ESTs 3.4 

in 444453 AW379394 Hs.145126 ESTs 3.4 

10 443475 AI066470 Hs.134482 ESTs 3.4 

414136 AA812434 Hs.119023 SMC2 (structural maintenance of chromoso 3.4 

453253 R91778 Hs.99359 ESTs 3.4 

410888 AW861207 gb:RC1 -CT0302- 1 2020001 3404 CT0302 Homo 3.4 

, _ 456303 AA224872 Hs.1 15088 ESTs 3.4 

15 431474 AL133990 Hs.190642 ESTs 3.4 

439702 AW085525 Hs.134182 ESTs 3.4 

458797 AW001835 Hs.13323 hypothetical protein FU22059 3.4 

430140 AW296771 Hs.221999 ESTs 3.4 

423871 AA331906 gb:EST35805 Embryo, 8 week I Homo sapien 14 

20 459278 AW294659 Hs.34054 Homo sapiens cDNA: FU22488 fis. clone H 3.4 

446672 T05514 gb:EST03403 Fetal brain, Stratagene (cat 3.4 

431548 AI834273 Hs.9711 novel protein 14 

416182 NM.004354 Hs.79069 cycGnG2 14 

422899 D16471 Hs.121571 Human mRNA, Xq terminal porBon 14 

25 417653 R07483 Hs.180461 ESTs 3.3 

405455 3«3 

426235 AI631964 Hs.34447 ESTs 3.3 

439567 AI056618 Hs.134314 ESTs 13 

„ 444848 AW451176 Hs.195954 ESTs 13 

30 451426 AW205003 Hs.208063 ESTs 13 

408172 W02488 Hs.46039 prwsphogtycerate mutase 2 (muscle) 13 

401626 13 

4057BO 13 

417991 AA731452 Hs.190008 ESTs 3.3 

35 443212 AW269515 Hs.102500 hypothetical protein RJ20481 13 

403356 3.3 

404518 AI815601 Hs.79197 CD33 antigen (activated B lymphocytes, i 3.3 

413581 BE150618 gb:RC3-HT0272-1101(XW)1l<«6rfr0272Horno 13 

426701 AI968103 Hs.209461 Homo sapiens cONA FU 12836 fis, done NT 13 

40 445510 AA946676 Hs.282824 ESTs 3.3 

418663 AK001100 Hs.41690 desmocollin 3 3.3 

447617 AI400762 Hs.176675 ESTs 13 

448150 A1472167 Hs.302739 ESTs 13 

410140 AL134435 Hs.22269 neurexin3 13 

45 443283 BE568610 gb:601342622F1 NirLMGC_53 Homo sapiens c 13 

454777 AW820027 gb:QV0-ST0294240300-17lg04 ST0294 Homo 13 

410767 AJ001873 Hs.66185 Homo Sapiens mRNA, partial cDNA sequence 13 

433183 AF231338 Hs.222024 transcription factor BMAL2 13 

436168 AK000883 rK301645 Homo sapiens cDNA FU 10021 6s, clone HE 13 

50 438456 AA913381 Hs.190513 ESTs 13 

411185 AW821257 gb:PM3-STO307-23129W)0U11 ST0307Homo 13 

411880 AW872477 gb:hm30f03j<1 NCLCGAP_Trr/4 Homo sapiens 13 

433567 AF073299 Hs.103132 solute carrier fam3y 9 {sco'ium/hydropen 13 

433805 AA706910 Hs.112742 ESTs 13 

55 409434 AF278761 Hs. 131 581 Homo sapiens tesSs transcript Y 7 (TTY7 13 

440184 AB002297 Hs.7022 dedicator of cyto-kinesis 3 13 

456555 AW592167 Hs.293299 ESTs 13 

419189 T95852 Hs.112318 6.2 kd protein 13 

„ 428648 AF052728 Hs. 188021 potassium voltage-gated channel, subfami 13 

60 407995 AI094748 Hs.100134 hypothetical protein FU 12787 13 

413200 AA127395 Hs.222414 ESTs 3.3 

416421 AA1 34005 Hs.79306 eukaryoGc translation initiation factor 13 

416737 AF154335 Hs.79691 UM domain protein 13 

428356 AUM6991 Hs, 10338 ESTs 13 

65 429216 A1369472 Hs.65407 ESTs 13 

432488 AA551010 Hs.216640 ESTs 13 

433386 AW360833 gb:PM1-CT0243-20109M04-d08 CT0243 Homo 13 

400869 13 

416294 D86980 Hs.79170 K1AA0227 protein 13 

70 446190 A1279299 Hs.256564 ESTs 13 

417801 AA417383 Hs.82582 integrin, beta-tike 1 (with EGF-Uke rep 13 

418122 R42778 Hs.22217 Homo sapiens clone IMAGE;321 06, mRNA seq 3.3 

418375 NM.003081 Hs.84389 synaptosornakissoriaied protein, 25kD 13 

443357 AW071349 Hs^15937 ESTs 13 

75 446645 A1336596 Hs.156294 ESTs 13 

434294 AJ271379 Hs.76194 ribosomal protein S5 13 

452372 A1885742 Hs.228474 ESTs 3.3 

414241 AA425085 Hs.4007 Sarcdernmakassociated protein 12 

0 _ 436982 AB018305 Hs.5378 spondin 1 , (tepoodin) extracellular mat 12 

80 430548 AW450575 Hs.163203 ESTs, WeaWy simaar to B34087 hypotheti 12 

427119 AW880562 Hs.114574 ESTs 3.2 

437073 A1885608 Hs.94122 ESTs 12 

437845 AA769578 Hs.90488 ESTs 12 
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454962 AW847645 gb:lL3^T0213-28010O^A04CT0213Horno 3.2 

414394 AI904738 Hs.76053 DEAD/H (Asp-Gu-Ala-Asp/His) box pdypep 12 

417175 R44558 Hs.94002 ESTs 3.2 

_ 456536 AW135986 Hs.257859 ESTs 3.2 

5 401132 3.2 

407764 BE0OB347 gb:CM0-BN0154-08040(W25*04BN0154Homo 3.2 

428004 AA449563 Hs.151393 ghitamalw^steinengase,cataJyfcsub 3.2 

450947 AI745400 Hs.204662 ESTs 3.2 

456605 AI8277B6 Hs.259044 ESTs 3.2 

10 452879 AW905328 Hs.180B42 ribosonial protein 11 3 3.2 

454754 AW819191 gb:CM1-ST028W1299W-d03ST0283Homo 3.2 

429479 AA453488 Hs.99333 ESTs 3.2 

448090 AI608821 Hs.270289 ESTs 3.2 

401324 12 

15 404731 3.2 

419936 AI792788 gb:o!91d05.ySNa_CGAP_Kid5 Homo sapiens 3.2 

455571 BE003714 gb:QV3-BN0096-200400-161-a01 BN0096 Homo 3.2 

433990 AA889328 Hs.112950 ESTs 3.2 

415239 R42508 Hs.139270 ESTs 3.2 

20 418878 W20O90 Hs.6616 ESTs 3.2 

438079 R09664 Hs.191223 ESTs 3.2 

422183 AA431698 Hs.112794 Human DNA sequence from done 1068E13 on 3.2 

457460 AI143312 Hs.129206 casein kinase 1. gamma 3 3.2 

„ 454145 AA046872 Hs.62798 ESTs 3.2 

25 446577 AB040933 Hs.15420 KIAA1 500 protein 3.2 

430664 AW969834 Hs.303303 ESTs 3.2 

404588 3.2 

407834 AW084991 Hs.26100 ESTs 3.2 

0 _ 413087 BE064655 gb:RC1-BT0313-301299-012^BT0313Homo 3.2 

30 440790 AW593050 Hs.128580 ESTs 3.2 

452081 AW958859 Hs.7514 Homo sapiens cDMA RJ 12141 fis, done MA 3.2 

421916 R34441 Hs.101007 Homo sapiens cDNA: FU23546 fis, done L 3.2 

419261 X07876 Hs.89791 wingless-type MMTV integration site faml 3.2 

419340 AA236590 Hs.87530 ESTs 3.2 

35 444771 AB023201 Hs.11912 K1AA0984 protein 3.2 

445233 AV653034 Hs.297559 ESTs 3.2 

457030 AI301740 Hs.173381 dihydropyraiMnase-fike 2 3.2 

408334 AW514652 Hs.321637 ESTs 12 

410085 AA428482 Hs.58589 glycogenin2 3.2 

40 411018 AW813428 gb:MR3-ST01 92-01 0200-21 r>c05 ST01 92 Homo 3.2 
403623 3.2 

432223 AA333283 Hs. 121001 Homo sapiens, done IMAGE3460280, mRNA 3.2 

444050 AW138295 Hs.135024 ESTs 3.2 

421038 AA81056Q Hs.303577 ESTs 3.2 
45 401459 3.1 
404404 3.1 

450438 AJ696071 Hs.253800 ESTs 3.1 

414523 AU076633 Hs.76353 serine (or cysteine) proteinase inhlbito 3.1 

419169 AW851980 Hs.262346 ESTs, Weakly similar to S72482 hypotheti 11 

50 441274 AW593781. Hs.131357 ESTs 11 

450785 AA852713 Hs.25459 Homo sapiens, a!pha-1 (VI) collagen 11 

452401 NM_007115 Hs.29352 tumor necrosis factor, alpha-Induced pro 11 
400816 11 

_ _ 410307 AF022913 Hs.62187 pnosphaQdyTinositoi gtycan, dass K 11 

55 431908 AW328038 Hs.37486 ESTs 11 

440046 AW402306 Hs.6877 hypothetical protein FU 10483 11 

450271 AI69390O Hs.200920 ESTs 3.1 

415811 AA450191 Hs.172963 hypothetical protein RJ 14624 11 

415273 239840 Hs^2229 ESTs 3.1 

60 450519 AA010066 Hs.224849 Homo sapiens cDNAFU 12583 6s, done NT 11 

451421 W16522 Hs.237689 Homo sapiens cONA FU 13539 6s, clone PL 11 

446364 AB006624 Hs.14912 KIAA0286 protein 11 

436638 AC71945 Hs.134984 ESTs 11 

418079 R40058 Hs.6911 ESTs 11 

65 448466 AI522109 Hs. 171066 ESTs 11 

448835 BE277929 Hs.110B1 UBXA)main-containjng 2 11 

415046 R40018 Hs.56400 ESTs 11 

448134 AI470790 Hs.34494 ESTs 11 

„ 456027 BE327387 Hs.13913 KIAA1 577 protein 11 

70 458023 AW978161 Hs.26B555 5-3 exoribonuctease 2 11 

417079 U65590 Hs.81134 interteuldn 1 receptor antagonist 11 

421308 AA687322 Hs. 192843 leudne zipper protein FKSG1 4 11 

414884 R54418 Hs.183745 hypothetical protein FU 13456 3.1 

__ 449138 AW294215 Ks.195631 ESTs 11 

75 455756 BE079307 gb:RC1^T0623-1202(KW)11-g09BT0623Homo 11 

428170 H05530 Hs, 12565 ESTs 11 

429878 AA460188 Hs. 127263 ESTs 3.1 

455000 AW850283 Hs.324429 Homo sapiens cONA FU14015 fis. done HE 11 

438369 T77886 Hs.83428 nudear factor of kappa tight pdypeptid 11 

oO 415840 R15955 Hs.21758 ESTs 11 

444955 AW002844 Hs.148641 ESTs 11 

436020 AA778177 Hs.121724 ESTs 11 

453051 AW196690 Hs.224269 ESTs 11 
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425178 


H16097 


Hs.161027 


ESTs 


3.1 


402145 








3.1 


410685 


AA497117 


Hs.129600 


ESTs, Moderately similar to ALULHUMAN A 


3.1 


449238 


AA428229 


Hs.331551 


muscle-specific RING-finger protein 3 


3.1 


456737 


BE247203 


Hs. 124831 


CGJ-67 protein 


3,1 


438214 


H05076 


Hs.26320 


TRABID protein 


3.1 


436250 


AY004B67 


Hs.85844 


neurotrophic tyrosine kinase, receptor, 


3.1 


411622 


A1807894 


Hs.47274 


Homo sapiens mRNA; cDNA DKFZp564Bl76 (fr 


3.0 


418454 


AA315308 


Hs.195870 


hypothetical protein FU14991 


3.0 


449357 


AI076363 


Hs.288806 


Homo sapiens cDNA FU11778 fis, clone HE 


3.0 


418950 


T78517 


Hs.13941 


ESTs 


3.0 


431508 


NMJ312481 


Hs.182979 


ribosomal protein L1 2 


3.0 


405090 






3.0 


445409 


A1949081 


Hs.147862 


ESTs 


3.0 


452778 


R71338 


Hs.5921 


Homo sapiens cDNA: FU21592 fis, dene C 


3.0 


455577 


BE006341 




gb:RC2^M127-2403WW11-bO5 BN0127 Homo 


3.0 


408235 


AA053381 


Hs.75969 


praline-rich protein with nuclear target 


3.0 




AMUUlUfA 


HS.33.5435 


Homo sapiens cDNA FU 1 021 2 fis, done HE 


3.0 


452073 


AA625150 


Hs.82098 


ESTs 


3.0 


427050 


AA397789 


Hs.161803 


ESTs 


3.0 


427244 


AA402400 


Hs.178045 


ESTs 


3.0 


448405 


AW207634 


Hs.170849 


ESTs 


3.0 


433767 


AA609245 




gb:af13a11.s1 SoaresJesfisJtHT Homo sap 


3.0 


421376 


AA287948 


Hs.134110 


ESTs 


3.0 


441519 


AA972740 


Hs.1 27092 


ESTs 


3.0 


404367 








ao 


453502 


AL039788 


Hs.21273 


transcription factor NYO-sp10 


10 


421948 


142583 


Hs.334309 


keratin 6A 


3.0 


438165 


AA779344 


Hs.138136 


ESTs, WeaWysrmflarto.1510254AL1 repe 


3.0 



404042 
405229 
411411 
415452 
430371 
447046 
455851 
429014 
405605 
400227 
439037 



427533 
416355 
433536 
448446 
449623 
445568 
440448 
428201 
444148 
447972 
432584 
440925 



415913 
418145 
413252 
400335 
426132 
436938 
437980 
455955 
414899 
403786 
430187 
451700 
455866 
445900 
457041 
415716 
422336 
451664 
407244 
455249 
428852 
406076 
405302 
400325 



423119 
424152 
431980 



AA345241 Hs.55950 ESTs, Weakly similar to KIAA1 330 prolan 

F09134 Hs.12839 ESTs 

D87466 Hs.240112 K1AA0276 protein 

AA326187 Hs.17170 G protein-coupled receptor 4 

BE145879 gb:QV4-HT0222- 261 099-0 14-c1 1 HT0222 Homo 

AI800518 Hs.118158 ESTs 



AF075084 gb:Homo sapiens full length insert cDNA 

AI741816 Hs.125897 ESTs 

R36022 Hs.179566 hypdheOcal protein FU22624 

L42563 Hs.1 165 ATPase,rWK+ transporting, nongastrfc, 

A1732163 Hs.188909 ESTs, Weakly sirraTar to altemafivelysp 

AI521251 Hs.171030 ESTs 

C00719 Hs.120440 EST 

H00918 Hs.268744 K1AA1796 protein 

AA885428 Hs.125646 ESTs 

AA424158 Hs^08461 ESTs 

AW003204 H&151167 ESTs 

AL137275 Hs.20137 hypothetical protein DKFZp434P01 1 6 

AA928829 Hs.47099 hypothetical protein FU21212 

AW511090 Hs.130419 ESTs 

A1249368 Hs.98558 ESTs 

K70302 gb:yr95f07.r1 Scares fetal Ever spleen 

Af 121260 Hs.83577 cysteine and giycine-rich protein 3 (car 

BE074910 gb:RC5^T0580-17030(W121-F12 BT0580 Homo 

Y13187 Hs.248067 Homo sapiens dmd gene, intron 1 1 

AA370501 gb:EST82261 Prostate gland I Homo sapien 

AW139680 Hs.161393 ESTs 

R50393 Hs.278436 KIAA1474 protein 

BE162394 gb:PM24fT0451-17010(M)04-a08 HT0451 Homo 

AW975433 Hs.36288 ESTs 

A1799909 Hs.1 58989 ESTs 

AI470262 Hs^9553 ESTs 

BE149024 gb:CM04^W49-291()99^84«04 HT0249 Homo 

AF070526 Hs.1 3429 Homo sapiens clone 24787 mRNA sequence 

AA399018 Hs.250835 ESTs 

N59294 Hs.1 795 62 nudeosome assembly protein 1-Cke 1 

AI761322 Hs.1 15285 aThydroRpoamide S-acetyi transferase (E2 

AA889081 Hs.153952 5* nudeoudase (C073) 

M10014 Hs.75431 fibrinogen, gamma polypeptide 

AW876538 gb:RC3^T0028-1901(MW)12-b06 PT0028 Homo 

NMJJ00346 Hs.2316 SRY (sex determining region Y)-box 9 {ca 

AL390179 Hs.137011 Homo sapiens mRNA; cDNA DKFZp547P134 (fr 

M85292 Hs.247924 Homo sapiens endogenous HlV-1 related se 

AF070571 Hs.44690 Homo sapiens done 24739 mRNA sequence 

AA322201 Hs.131976 ESTs 

AL133591 Hs.141480 Homo sapiens mRNA; cDNA DKFZp434N079 (ft 

AA523698 Hs.324507 tryrjotheGca! protein FU20986 
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3.0 
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425793 AA363946 Hs.20969 ESTs 2.9 

401462 , 2.9 

458817 A1522129 Hs.173119 ESTs 2.9 

_ 422163 AF027208 Hs.1 12360 promircn {mouse)-Gke 1 2.9 

5 419875 AA853410 Hs.93557 pmenlcephaiin 2.9 

423047 NMJJ05323 Hs.123064 H1 histone family, member T (lestis-spec 19 

425349 AA425234 Hs.79886 ribose 5-phosphaie isomerase A (ribose 5 19 

401368 2.9 

... 418531 R96760 Hs.183758 ESTs 2.9 

10 447290 AJ476732 Hs.263912 ESTs 2.9 

441143 AI027604 Hs.159650 ESTs 19 

431292 AA370141 Hs.2281 chromogranin B {secretogranin 1) 2.9 

405783 2.9 

444459 A1680624 Hs.1 48676 ESTs 2.9 

15 402112 R58624 Ks.2186 eukaryofc translafion elongation factor 29 

425745 U44060 Hs.14427 Homo sapiens cDKA; FU21800 fis, done H 19 

444827 R09764 Hs.20416 ESTs 19 

451195 U10492 Hs.438 mesenchyme homeo box 1 19 

ork 411417 AW845481 gb:MR1^T0056-201199408WCT0056 rtomo 19 

20 418343 AA216372 Hs.159501 ESTs 19 

431595 AA508196 gb:nh60f07.s1 NCLCGAP_Pr8 Homo sapiens 19 

436187 AK000998 Hs.297221 Homo sapiens cONA FU10136 fis, done HE 19 

455599 BE068121 gb:CM1-BT0368461299460*02 BT036B Homo 19 

459440 BE048054 gb:iz46c03.y1 NC!_CGAPBm52 Homo sapien 19 

25 428832 AA578229 Hs.324239 ESTs,Moc^ralelysirnIlarto2N9l_HUMAN2 19 

423492 AF020761 Hs.129583 ubiquilin-conjugating enzyme E2D 1 {homo 19 

424235 NNL003181 Hs.143507 T brachyury (mouse) homdog 19 

437913 AI140825 Hs.121623 ESTs 19 

„ 443185 NM.006134 Hs.284142 chromosome 21 open reading frame 4 19 

30 443458 R05385 Hs.143509 hypothetical protein RJ21924 19 

426803 AA362568 Hs.179747 ecotropic viral integraSon site 5 19 

437183 AI928184 Hs.122011 ESTs 19 

420879 N31165 Hs.238837 ESTs, Weakly similar to S43603 RNA Nndi 19 

442726 AW136066 Hs.19145 ESTs 19 

35 456189 H91010 Hs.44940 ESTs 19 

441115 R69910 Hs.29041 Homo sapiens cDNA RJ 14177 fe. done NT 19 

435563 AF210317 Hs.95497 solute carrier family 2 (facilitated glu 19 

415628 F13080 gb:HSC3 ID041 normalized infant brain cDN 19 

423637 AL137Z79 Hs.130187 Homo sapiens mRNA; cDNA DKFZp43401 21 4 (f 19 

40 443246 T75157 Hs.337603 ESTs, Weakly similar to T08680 hypothefi 19 

450877 AJ799608 Hs.29178 ESTs 19 

439063 AF085922 Hs.1 13968 ESTs 19 

401526 19 

Ae 408751 N91553 Ks.258343 ESTs 19 

45 417320 AA195667 Hs.86022 ESTs 19 

442927 AI024347 Hs.131519 ESTs 19 

444125 A1124882 Hs.1 18121 ESTs 19 

452148 AF007143 Hs.28205 Homo sapiens done 23738 mRNA sequence 19 

453901 BE065902 gb:RC2-BT0318-15020(M)11-b09BT0318Homo 19 

50 452589 BE159915 Hs.61406 ESTs, Weakfy similar to 2004399A chromos 18 

403011 18 

436154 AA764950 Hs.1 19898 ESTs 18 

408221 AA912183 Hs.47447 ESTs 18 

430345 AK000282 Hs.239681 hypotheficai protein FU20275 IB 

55 415399 T26994 Hs.177198 ESTs 18 

441817 AW969706 Hs.293332 ESTs 18 

443556 AA256769 Hs.94949 rnethytma)onyl-CoA epimerase 18 

455092 BE152428 gb:CMD-HTD323-1 51299-1 2to04 HT0323 Homo 18 

„ 439703 AF086538 Hs.196245 ESTs 18 

60 411024 BE062590 gb:QV1-BT026O-281 09942*405 BT0260 Homo 18 

414546 BE379492 gb:601 23621 5F 1 NIH.MGC 44 Homo sapiens c 18 

434715 BE005346 Hs.1 16410 ESTs 18 

407594 AW057584 Hs.160681 ESTs 18 

439235 N45513 Hs.46608 ESTs 16 

65 453736 AL118674 Hs.34871 zinc finger homeobox 1B 18 
404967 IB 

437783 A1683150 Hs.201550 ESTs, WeaWy similar to ALU1 J4UMAN ALU S 18 

412887 BE00742D gtePM3-BN0142-200300^1^BN0142Honrc 18 

426942 AA393551 Hs.97450 ESTs 18 
70 403513 18 

419077 AA233885 Hs.164526 ESTs 18 

421823 N40850 Ks.28625 ESTs 18 

425664 AJ006276 Hs.1 59003 transient receptor potential channel 6 16 

451007 H3B10B Hs.32759 ESTs 18 

75 407803 AW081681 Hs.269064 ESTs, WeaWy simaar to T42689 hypotheS 18 

409642 AW450809 Hs.257347 ESTs 18 

439492 AF086310 Hs.103159 ESTs 18 

420814 AA721156 Hs.190440 ESTs IB 

Q _ 449508 AK001566 Hs.23618 hypothetical protein FU10704 18 

oO 42B350 AW873520 Hs.1 12017 GE36gene 18 
405456 18 

442459 A1264628 Hs.125423 ESTs 18 

415763 Z42285 Hs.5181 j^iferatXOT-associated 2G4. 38kO 18 
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428532 AF 157326 Hs.184786 TBP-rnteracting protein 18 

436720 AW97S902 gb:EST38801 1 MAGE resequences, MAGN Homo 18 

449539 W80363 Hs.58446 ESTs 18 

- 415533 T74009 Hs.268738 ESTs, Weakly similar to ALU7 w HUMAN ALU S 18 

5 408749 H55489 Hs.250659 ESTs 2.8 

404652 18 

423130 AWB97585 Hs.21213 ESTs 18 

424960 BE245380 Hs.1 53952 S nudeoCdase (CD73) 18 

tft 402131 18 

10 419530 X98330 Hs.90821 ryanodine receptor 2 (cardiac) 18 

456118 AA380267 Hs.78277 DKFZP434F2021 protein 18 

444217 AV648751 Hs.282395 ESTs 18 

449579 AW207260 Hs.134014 ESTs, Weakly simflar to T46425 bypolheti 18 

412323 AW937143 gb:PM1-DT0041-2B1299401-fl)1 DT0041 Homo 18 

15 418912 NMJJ00685 Hs.89472 angiotensin receptor 1 18 

433513 A1566356 Hs.171437 ESTs 18 

448912 083781 Hs.22559 KIAA01 97 protein 18 

451498 AW503407 gb:Ui-HF-BN0-alcvwJ-11-O4JU1 N!H_MGC_50 18 

420273 A1652864 Hs.197257 ESTs 18 

20 451949 U03884 Hs.463 potassium liwaroTy-tec6rying channel, s 18 

420756 AA411800 Hs.189900 ESTs 18 

423532 BE090503 gb:RC6-BT0717-1 10400-01 1-F1 1 BT0717 Homo 18 

425012 T77666 Hs.92414 Homo sapiens cDNA: FU22030 fis, done H 18 

_ 441609 AA946764 Hs.133460 ESTs 18 

25 448870 BE181783 Hs.175358 EST s, Weakly simBar to A47582 B-cefl gr 18 

451206 H86228 Hs.271780 ESTs, Weakly similar to 138022 hypotheS 18 

457314 AA479597 Hs.193669 hypothetical protein DKFZp586J1119 18 

416192 NM_005036 Hs.998 peroxisome proliterafive activated recep 18 

418888 AU076801 Hs.89438 cadherin 17, U cadherin (tiver-intestin 18 

30 455310 AW893961 gb:RC4-NN0027-06040W)11-d11 NN0027Homo 18 

459450 AA428429 Hs.98463 EST 18 

424188 AW954552 Hs. 142634 zinc finger protein 17 

423575 C18863 Hs.163443 Homo sapiens cDNA FU 1 1576 fis, done HE 17 

427443 AA402713 Hs.97872 ESTs 17 

35 452092 BE245374 Hs.27842 hypothetical protein FU 11 210 17 

413091 BE065063 gb:RC1-BT0313-11050(W)17-e02BT0313Homo 17 

421003 T72080 Hs.95667 F-box protein 30 17 

429593 AK000332 Hs.209927 Homo saptens cDNA FU 20325 fis, done HE 17 

Af . 445611 AW418497 Hs.145583 ESTs 17 

40 412494 AL133900 Hs.792 ADP-ribosylation factor domain protein 1 17 

408243 Y00787 Hs.624 interieuWn8 17 

407308 H67394 Hs.331325 ESTs, WeaWy similar to (38022 hypothefi 17 

423728 AW891294 Hs.132138 solute carrier famfly 4, sodium bfcarbon 17 

404587 M99587 Hs.104134 horneobox(H6fainiry) 1 17 

45 410483 BE163567 - gb:QV3-HT0460-230200-101-b08 HT0460 Homo 17 

416431 AW384459 Hs.1720O4 fiOn 17 

416805 F13271 Hs.799B1 Human done 23560 mRNA sequence 17 

417177 NM.004459 Hs.81452 fa^^rid-Coenzyrne A Egase, long-chain 17 

427134 AA398409 Hs.173561 EST 17 

50 428137 AA421792 Hs.170999 ESTs 17 

430844 T94960 gb:ye38d07.r1 Stratagena rung (937210) H 17 

441218 BE327561 Hs.202345 ESTs 17 

440911 AA909536 Hs.143562 ESTs 17 

411131 AW819212 gb:CM1-ST0283-07129^61^07 ST0283 Homo 17 

55 438602 AJ167149 Hs.123374 ESTs, WeaWy similar to mariner transpos 17 

441191 A1693930 Hs.148816 ESTs 17 
403776 17 

420159 AI572490 Hs.99785 Homo sapiens cDNA: FU21245 fis, done C 17 

427839 AA608B23 Hs.98244 ESTs 17 

60 429905 AL080128 Hs.225998 DKFZP434C153 protein 17 

449396 BE169100 Hs.195029 ESTs 17 

450777 AA255646 Hs.60478 ESTs, Moderately similar to S47073 fmge 17 

45B043 AW979009 Hs.32$108 ESTs 17 
405523 17 

65 434849 AW292765 Hs.8053 ESTs 17 

452755 A W1 38937 Hs.213435 ESTs. Weakly similar to A34087 hypolheti 17 

438055 AA776655 Hs.270942 ESTs 17 

420908 AL049974 Hs.100261 Homo sapiens mRNA; cDNA DKFZp564B222 (fr 17 
405738 17 

/O 417806 AI867277 Hs. 183733 ESTs 17 

430698 AA492071 gb;ne97b04.s1 NCI CGAP_Kid1 Homo sapiens 17 

441969 AI733386 Hs.129194 ESTs, Weakly similar to ALU1_HUMAN ALU S 17 

446092 N33522 Hs.145894 ESTs 17 

456869 BE467912 Hs.154294 discs, large (DrosophOa) homotog 1 17 

I J 413617 BE155373 Hs.279518 amyloid beta (A4) precursor-like protein 17 

444931 AV652066 Hs.75113 general transcription factor IIIA 17 

412236 AW902583 gb^V3-NN1024-260400-171-fl0NN1024Homo 17 

453264 AA034137 Hs.271955 ESTs 17 

OA 438370 AA843242 Hs.48523 ESTs 17 
oO 406092 17 

454874 AWB36407 Hs.270143 extracellular glycoprotein EMILIN-2 prec 17 

455880 BE153208 gb:PMO-HTrj33S450400407-F10 HT0335 Homo 17 

459275 AI808913 Hs.339352 Homo sapiens brother of COO (BOC) mRNA, 17 
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411987 AA375975 Hs.183380 ESTs, Moderately simBar to ALU8 HUMAN A 27 

441884 AW172630 Hs.144884 ESTs 2.7 

416211 R14625 gbryg45c03.r1 Soares infant brain 1NIB H 2.7 

433128 AB021923 Hs.23357 EST-YD1 protein 27 

J 452259 AA317439 Hs.28707 signal sequence receptor, gamma (translo 2.7 

453696 AI939482 Hs.14628S kinesin family member 13A 27 

456208 AW299698 Hs.334625 Homo sapiens cDNA FU 14890 fis, ctone PL 2.7 

425876 AW0058B7 Hs.234058 ESTs 2.7 

i/x 450458 AA009926 gb:zi07e05.r1 SoaresJetaiJr*ir_spieen__ 27 

10 406603 2.7 

410181 AI458210 Hs.261285 pleiotropic regulator 1 (PRL1, AratwJops 27 

410871 D78367 Hs.66739 keratin 12 (Meesmann cornea* dystrophy) 2.7 

412706 R97106 Hs.167546 ESTs 27 

422897 AA579784 Hs.4290 ESTs 2.7 

15 436329 AI798750 Hs.1 63960 Homo sapiens heat shock transcription fa 27 

436679 A1127483 Hs.1 20451 ESTs, Weakly similar to unnamed protein 2.7 

455992 BE179015 gb:RC3-HT0612^500<)mi0HT0612Horno 2.7 

452594 AU076405 Hs.29981 sohite carrier family 26 (sulfate transp 27 

419296 AA236115 Hs.120785 ESTs 2.7 

20 454747 AW818535 gb:RC1^T0278-140300^16-fi)5ST027BHomo 27 

455791 BE090689 gb:RC1^T072O-2803t)(W11-f08BT0720Homo 27 

411409 AW844803 gb:RC3-CN0056- 170300-01 5-fOB CN0056 Homo 2.7 

426662 AA879474 Hs.122710 ESTs 27 

„ 400268 27 

25 438782 AA828380 Hs.1 26733 ESTs 27 

443764 F23283 gb:MSPD22980 HM3 Homo sapiens cDNA clone 27 

412486 AF210650 Hs.1 50858 NAG1 9 protein 27 

411514 AW850178 gb:IL3^T0219-27109W)224112CT0219Homo 27 

457900 AW976692 Hs.291665 ESTs 27 

30 417376 AA253314 Hs.154103 UM protein {similar to rat protein kina 27 

426682 AV660038 Hs.2056 UDP gtycosyltransterase 1 family, polype 27 

435608 AW183971 Hs.250896 ESTs 27 

413627 BE182082 Hs.246973 ESTs 27 

0 _ 432415 T16971 Hs.289014 ESTs, Weakly similar to A43932 mucin 2 p 27 

35 445660 AI702668 Hs.201955 ESTs 27 

441396 AW293677 Hs.1B5890 ESTs 26 

452046 AB018345 Hs.27657 KIAA0802 protein 26 

454936 AW846082 gb:MR3-CT0176481 099-O02-d01 CT0 176 Homo 26 

. _ 454434 AA083558 Hs.261286 ESTs 26 

40 436888 AI942357 Hs.187B70 ESTs 26 

431613 AA018515 Hs.264482 Homo sapiens mRNA; cONA DKFZp761AD411 (f 26 

408812 BE397160 Hs.254763 ESTs, Weakly sirrflar to A42442 tntegrin 26 

416690 H84078 Hs.108551 ESTs 26 

436471 AA719813 Hs.117662 ESTs 26 

45 425659 AK000590 Hs.1 58836 hypothetical protein FU20583 26 

426237 AK001104 Hs.168241 hypotheBcaJ protein FU 10242 26 

458257 U48351 Hs^01219 ESTs. Weakly similar to S 18945 ultra hig 26 

455544 AW993880 gb:RC3*N0034-24fJ40(M)17-(^BN0034Horno 26 

407494 U10072 gbiHuman forkhead family (AFX1) mRNA, pa 26 

50 452821 AW471181 Hs.160874 ESTs 26 

434222 AF119886 Hs.283941 Homo sapiens PR02591 mRNA, complete cds 26 

429864 AA46O039 Hs.288 ribosomal protein L4 26 

456273 AF154846 Hs.1148 zinc finger protein 26 

__ 402603 26 

55 411162 AW819944 gb:CMKST0294-240300-172-e03 ST0294 Homo 26 

420621 AA278808 gb2s79c09j1 NCLCGAPJ3CB1 Homo sapiens 26 

435113 AA665469 Hs.117136 ESTs 26 

438188 AA779975 Hs.1 28859 ESTs 26 

438295 AQ94151 Hs.37932 ESTs 26 

60 450181 H05254 Hs.201198 ESTs 26 

433764 AW753576 Hs.39982 ESTs 26 

433229 AB040925 Hs.91625 K1AA1492 protein 26 

443718 AI083580 Hs.221373 ESTs 26 

_ 418246 AI472179 Hs.121276 ESTs, Weakly similar to R5HU7A ribosomal 26 

65 453930 AA419466 Hs.36727 hypothefcal proteb FU10903 26 

400365 Y10259 Hs.274501 Haptens ACTH receptor mRNA 3UTR 26 

419318 AW969742 Hs.291005 ESTs 26 

428527 A1902398 Hs.34492 Cyt19 protein 26 

404414 26 

70 446444 AI743737 Hs.24370 ESTs 26 

411354 AW992424 Hs.288141 hypothetical protein MGC31 56 26 

417918 AA209205 Hs.163754 hypothetical protein FU 12606 26 

418310 AA814100 Hs.86693 ESTs 26 

454481 AW794878 Hs.314230 ESTs, Highly similar to dock [Hsaplens 26 

75 ,441216 BE299830 Hs.192908 ESTs 26 

438257 AW474419 rte^24794 ESTs 26 

442264 AI278777 Hs.263455 ESTs, Weakly similar to ALU1 HUMAN ALUS 26 

419505 AA243860 Hs.143061 ESTs 26 

or . 417596 RD7343 HsJ26823 ESTs, Moderately similar to 154374 gene 26 

SO 443555 N71710 Hs.21398 ESTs, Moderately similar to A Chain A, H 26 

444517 AI939339 Hs.146883 ESTs 26 

454867 AW835924 gb:PMUT001&.25(r200^^LT0018Horno 26 

455870 AW452631 Hs.313803 ESTs, Highly similar to AF1 57833 1 nond 26 
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457630 AI680803 Hs.1 12627 ESTs 26 

424210 T71397 Hs.222707 K1AA1718 protein 26 

447748 AI422023 Hs.161338 ESTs 2.6 

_ 411970 AA099142 Hs.13804 hypotneOca! protein (U462023. 2 26 

5 441233 AA972955 Hs. 135558 ESTs 16 

400706 2.6 

436033 H75391 Hs.255748 ESTs 2.6 

440836 AW370882 Hs.222080 ESTs 2.6 

431086 A1829692 Hs.21t561 ESTs 2.6 

10 455110 BE 154505 gb:PM044T0343-28129^0D3-e05 KT0343 Homo 26 

455678 BE066007 gb:RC3-BT0319-12020W)14-d09BT0319Homo 2.6 

413088 BE064962 gb:RC1-BT0313-1304{KM)16«02BT0313Homo 26 

436196 AK001084 Hs.333498 Homo sapiens cDNA FU10222 6s, done HE 26 

437396 BE140396 HsJ21621 hypothetical protein DKFZp762O076 26 

15 432374 W68815 Hs.301885 Homo sapiens cDNA RJ 11 346 fis, done PL 26 

442690 AI014727 Hs.1 60047 ESTs, Weakly similar to B 28096 Iine-1 or 26 

441700 AA233556 Hs.1 26908 hypothetical protein FU12994 26 

410286 AT739159 Hs.61B98 OKFZP586N21 24 protein 26 

_ 403271 26 

20 429761 A1276780 Hs.135173 ESTs 26 

437085 AA743935 Hs.202329 ESTs 26 

450822 AW771860 Hs.205130 ESTs 26 

457506 AF131757 Hs.274533 Homo sapiens done 24926 mRNA sequence 26 

416585 X54162 Hs.79386 leiomodin 1 (smooth muscle) 26 

25 430357 AW976789 Hs.165607 ESTs 26 

417249 N58198 Hs.182898 ESTs 26 

423554 M90516 Hs.1 674 glutarninB-frudose-6-phosphatB transamin 26 

440400 AA994364 Hs.125594 ESTs, Weakly similar to T25472 hypotheti 26 

440460 H92571 Hs.234478 Homo sapiens cDNA: FU2264B lis, done H 26 

30 446302 AI285848 Hs.149757 ESTs 26 

424012 AW368377 Hs.137569 tumor protein 63 kDa with strong homdog 26 

428944 AA780181 Hs.41182 Homo sapiens DC47 mRNA, complete cds 26 

419647 AA348947 Hs.91816 hypothetical protein 26 

„ 455500 AW963582 gb:EST375655 MAGE resequences, MAGH Homo 26 

35 419435 AI200540 Hs.14877 ESTs, WeaWy similar to (defOne not ava 26 

452450 AW854891 Hs.194720 ATP-bfnding cassette, sub-famity G (WHTT 26 

434699 AA643587 Hs.149425 Homo sapiens cDNA FU11980 lis, done HE 26 

436421 A1678031 Hs.1 2281 3 ESTs, Weakly similar to ZN22_HUMAN 7JNC 26 

. . 447505 AL049266 Hs.1 8724 Homo sapiens mRNA; cDNA DKFZp564F093 (fr 26 

40 419758 U31973 Hs.93173 phosphodiesterase 6Q cGMP-sperific, con 26 

426698 AA394104 Hs.97489 ESTs 26 

446861 AI696519 Hs.1 4427 Homo sapiens cDNA: FU21800 lis, done H 26 

423025 AA831267 Hs.1 2244 hypothetical protein FU20097 25 

447624 AJ640326 Hs.62713 ESTs 25 

45 411736 AW859089 gb:MRm0^0-15O200^^02CT0350Horno 25 

416334 H53139 Hs,36271 ESTs 25 

446818 AI34266B H*279765 ESTs 25 

454838 AW833711 gb:W4-TT0008.251199443-e11 TTOOOBHorno 25 

442278 AI733477 Hs.1 663 13 ESTs 25 

50 453393 AW956392 Hs.110376 ESTs 25 

420854 AW295927 gb:Ul-rtBW0*jc^-©.ULs1 NCLCGAP.Su 25 

408729 AA195764 Hs.72639 ESTs 25 

455675 BE065984 gb:RC^BT0319-12020{W14^BTM19Homo 25 

411660 AW855718 gb:RC1-CT027947010f>O21-aO6 CT0279 Homo 25 

55 455252 AW876627 gb:RC3-PT0028-1 2020041 W 11 PT0028Homo 25 

409156 N76186 Hs.1 735 18 M-phasa phosphoprotein homoJog 25 

423175 W27595 Hs.18653 hypothetical protein FU14627 25 

430291 AV660345 Hs.238126 CGW9 protein 25 
_ 401785 25 
60 402369 25 

439079 AF085937 Hs.38348 ESTs 25 

412566 AW962574 gbf ST374647 MAGE resequences, MAGG Homo 25 

411463 AW847645 gML3£T021 3-2801 0WK6-A04 CT021 3 Homo 25 

413758 BE162391 gW 3 M24fT0451-09010WX)2-f04 HT0451 Homo 25 
65 404988 25 

409445 AI561173 Hs.67688 ESTs 25 

412813 AA653507 Hs.285711 hypothetical protein RJ 13089 25 
417909 R35614 gb^g66e08/1 Soares infant brain 1 NIB H 25 

454743 AW818456 Hs.79347 WAA0211 geneprodud 25 
70 406364 25 
404108 25 
411934 AW876538 gb:RC3-PT0028-190100-012-b06 PT0028 Homo 25 

415747 AA381209 gb:EST94257 Activated T-ceQs I Homo sap 25 

443526 AW792804 Hs.134002 ESTs 25 

75 415319 AA659823 Hs.34955 Homo sapiens cDNA FU13485 fis, done PL 25 
454864 AW835775 gbtQV44.T0016-240200-11f>d04LT0016rtemo 25 

458771 AW295151 Hs.163612 ESTs 25 
414349 BE512968 gb:601172296F1 NIH.MGC J 5 Homo sapiens c 25 

426589 AW954460 gb:EST366530 MAGE resequences, MAGC Homo 25 

80 429515 AL031228 Hs.204370 DNA segment on crrromosome 6 (unique, pse 25 

443814 AV655386 Hs.7645 fibrinogen, B beta polypeptide 25 
411772 BE170301 gb:QV4-HT053SO4050O- 193^05 HT0535 Homo 25 

434784 AA649051 Hs.164007 ESTs 25 
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429322 D86984 Hs.199243 KIAA0231 protein 25 

446252 AI283125 Hs.150009 ESTs 25 

453361 AA035197 Hs.107375 ESTs 2.5 

_ 455275 AW977806 gb:EST38981Q MAGE resequences, MAGO Homo 2-5 

5 449410 AA001356 Hs.18159 ESTs 25 

451403 AAB85569 Hs.40919 Homo sapiens cDNA FU1451 1 fis, clone NT 2.5 

458861 AI630223 gb:ad05g08j1 ProEferafing Erythroid Ce 2.5 

416944 N22809 gb:yw41e07.s1 Wetzmann afactory Epithel 2.5 

423010 W25436 Hs.90725 ESTs, Moderately similar to 138022 hypot 2.5 

10 412505 AA974491 Hs.21734 ESTs 2.5 

446399 AI298405 Hs.150080 ESTs 15 

412139 BE044976 g b:hn25b10.x1 NQ_CGAP_Thy7 Homo sapiens 25 

403691 25 

_ 424025 AI701B52 Hs.301296 Homo sapiens cDNA: FU23131 fis, done L 25 

15 420352 BE258835 gb:601117374F1 NIH_MGC_16 Homo sapiens c 2.5 

422342 AA309272 gb:EST1B0209 Liver, hepatocellular carci 25 

447343 AA256641 Hs.236894 ESTs, Highly similar to S02392 alpha-2-m 2.5 

457770 BE065030 Hs.124179 ESTs 25 

427731 AA411750 Hs.20943 ESTs 25 

20 426920 AA393351 Hs.132121 ESTs 2.5 

427794 AA709186 Hs.282963 ESTs 25 

429903 AL134197 Hs.93597 cydin-dependent kinase 5, regulatory su 25 

454190 AW177821 gb:IL3*T0059-180899-W7-C05 HT0059 Homo 25 

414550 BE379808 gb£01159567T1 N1H_MGC_53 Homo sapiens c IS 

25 436391 AJ227892 Hs.146274 ESTs 25 

401989 2.5 

423346 AI267677 Hs.127416 synaptojanin 1 2.5 

444905 AW135863 Hs.209228 ESTs 2^ 

424539 L02911 Hs.150402 activin A receptor, type I 25 

30 400861 25 

458426 AI084514 Hs.249587 ESTs 25 

429520 AA160142 Hs.205058 hypothefical protein FU2Q075 25 
403568 2.5 

^ _ 430692 X80240 gb:H.sapiens endogenous retrovirus HERV- 25 

35 451078 AI927694 Hs.204470 ESTs 2.5 

424560 AA158727 Hs.150555 protein predicted by clone 23733 25 

427888 AA417088 Hs.137598 ESTs 25 
425541 AA359119 gb:EST66l72 Fetal lung II Homo sapiens c Z5 . 

Ar . 422840 U44059 Hs.121481 thyrotrorihcembrywiic factor 2.5 
40 404708 2.5 
405008 15 

453772 BE281431 Hs. 16323 Honwsapiens, Similar to G antigen 8, cl ZS 

411038 AA857218 Hs.297007 rnernbrane-bound transcription factor prot 25 

Ac 444575 A1264847 Hs.22545 Homo sapiens cDNA FU 1 2935 fis, done NT 25 
45 449311 A1657014 gb:tt49a12a1 NCLCGAP_GC6 Homo sapiens 25 

454277 AW295069 Hs.31743 ESTs, Weakly similar to Z1 57_HUMAN ZINC 25 
454566 AW807605 gb:MR4^0098-12010r>001-brj6ST0098Homo 25 

454597 AW809648 gb:MR4-ST01 24-261 0994)1 5401 ST01 24 Homo 25 

416208 AW291168 Hs.41295 ESTs, Weakly similar to MUC£_HUMAN MUCIN 2.4 

50 407851 NMJH4496 Hs.40434 ribosomal protein S6 kinase, 90kD, polyp 2.4 

446554 AA151730 Hs.301789 nudlx {nudeoskte diphosphate foiked moi 24 

452850 H23230 Hs.22481 ESTs, Moderately simaar to A46010 X-fin 2.4 
406468 2.4 
__ 407300 AA102616 gbzn43e07.s1 Stratagene HeLa cefl s3 93 2.4 

55 408617 R61736 Hs.124128 ESTs 2.4 

409627 AW997628 Hs.313637 ESTs 2.4 
416665 H72974 gb:yu2Ba10.s1 Scares fetal Over spleen 2.4 

417404 NM.007350 Hs.82101 pleckstrin homo!ogy-Cke domain, farrary 2.4 

418994 AA29652D Hs.89546 selecfin E (endotheTial adhesion molecul 24 

60 428709 BE268717 Ks.104916 hypothetical protein FU21 940 24 

429654 AI435046 Hs.164318 ESTs 24 

432253 AW090822 Hs.274174 transcription elongation factor (Sill) e 24 

439786 AV652707 Hs.33756 Homo sapiens mRNAfutl length insert cDN 24 
445432 AV653771 gb:AV653771 GLC Homo sapiens cDNA done 2.4 

65 453052 R63050 Hs.223813 ESTs 2.4 

454137 AW500340 Hs.313876 ESTs, Weakly similar to 138022 hypotheti 2.4 
459608 AL119471 gb:DKFZp761M141_r1 761 (synonym: hamyZ) 2.4 

452843 AI796769 Hs.208320 ESTs 2.4 

„ 433222 AW514472 Hs.238415 ESTs, Moderately similar to ALU8_HUMAN A 2.4 

70 449695 AA164569 Hs^4550 ESTs 2.4 

431532 AI537817 Hs.270311 ESTs, WeaMy similar to ALU1_HUMAN ALU S 2.4 

425967 NM_007159 Hs.4007 Sanxrfefrunaksscciated protein 24 
400641 2.4 

__ 430982 R17432 Hs.22217 Homo sapiens done !MAGE:321 06, mRNA seq 24 

75 432808 NM 015985 Hs.278973 anc/iopoiefov-3 2.4 
410845 AW807182 gb:MR4-ST0062-180200^1WST0062rtomo 2.4 

411561 H81154 Hs.285017 hypothefical protein FU 21 799 24 

421083 AA283628 Hs.298016 ESTs, WeaMy similar to 138022 hypotheti 2.4 

423513 AF035960 Hs.129719 transglutaminase 5 24 

80 434627 AI221894 Hs.39311 ESTs 2.4 

435663 AI023707 Hs.134273 ESTs 24 
455879 BE153275 gb*Mf>OT0335-18040<H)08-e1 1 HT0335 Homo 2.4 

451797 AW663858 Hs.333513 smafl inducible cytokine subfamily E, me 2.4 
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409041 AB033025 Hs.50081 WAA1 199 protein 2.4 

423244 AL039379 Hs^096Q2 ESTs, Weakly similar ta ubiquitous TPR m 2.4 

453874 AW591783 Hs.36131 collagen, type XIV, alpha 1 (undufin) 2.4 

_ 448889 BE14O902 gML1-HTOO28-24069WK)1-C11 KT0028Homo 2.4 

5 439481 AF086294 Hs.125844 ESTs 2.4 

412074 S746B3 Hs.73139 ADP-ribosy«ransferase 1 24 

403053 R58524 Hs.2186 eukaryotic translation elongation (actor 2.4 

409298 AA070211 gb:zm68c04.s1 Stratagene neuroepithetiijm 2.4 

. rt 411322 AW887330 Hs.172405 cell division cycle 27 2.4 

10 447S40 AI417187 gb:tg75g11.x1 Soares_NhHMPu_S1 Homosapi 2.4 

447849 A1538147 Hs.164277 ESTs 2.4 

458763 AJ693417 Hs.293309 ESTs 2.4 

404638 2.4 

413986 Z43567 gb:HSC1FC021 norrnafeed infant brain cON 24 

15 407721 Y12735 Hs.38018 dual-specificity tyrasineKY)-phosphoryt 2.4 

422321 AA906427 Hs, 181035 hypothetical protein MGC1 1 296 2.4 

408238 W95901 gb:ze43d11.r1 Soares retina N2MHR Homo 2.4 

436747 AW977192 Hs.291343 ESTs 2.4 

437048 AA743240 Hs.915B2 ESTs 2.4 

20 413143 BE067232 gb:PM3^T0347-17020(W01-b05 BT0347 Homo 24 

404561 2.4 

444009 AI380792 Hs.135104 ESTs 2.4 

400250 2.4 

403891 2.4 

25 417002 T79613 Hs.14613 ESTs 2.4 

439446 A1927629 Hs.57873 ESTs 2.4 

441227 AW295407 Hs.128893 ESTs 2.4 

445038 AI635444 Hs.143917 rJJ467N11.1 protetn 2.4 

455107 BE154113 gb:PM1-HT034O-151299403-a08 HT0340 Homo 2.4 

30 45B624 AI362790 Hs.278639 WAA1684 protein; likely rtornotog of mous 2.4 

459344 AW499533 Hs.257976 ESTs 2.4 

452605 AW968557 Hs.90012 hypothetical protein FU 23441 2.4 

457652 AF116656 Hs.273809 Homo sapiens PR0 1 167 mRNA, complete cds 24 

„ 450068 AW207212 Hs.280925 ESTs 2.4 

35 444750 AW242684 Hs.243623 ESTs 2.4 

414591 AI888490 Hs.55902 ESTs, Weakly similar to ALU8.HUMAN ALU S 2.4 

407264 L34727 gb^omo sapiens T-cefl receptor beta (TC 2.4 

443169 A1038687 Hs.133338 ESTs 2.4 

426536 A1949749 Hs,44441 ESTs 2.4 

40 449752 AI66B626 Hs.61773 Homo sapiens cONAFUl 1648 fis. clone HE 24 

459592 AL037421 Hs.208746 ESTs, Moderately similar to pot ORF I [ 24 

429504 X99133 Hs.204238 Bpocalm 2 (oncogene 24p3) 2.4 

429063 AW363845 Hs.122142 ESTs, WeaWy similar to A46010 X-finked 2.4 

430484 D82880 Hs.241548 RAS p21 protein activator 2 2.4 

45 423673 BE003054 Hs.1695 matrix metaitoprrteinase 12 (rraoophage 2.4 

447375 A1376660 Hs357822 ESTs 2.4 

444230 H95537 Hs. 146067 ESTs 2.4 

439911 AA854024 Hs.189110 ESTs 2.4 

eex 421296 NM_002666 Hs.103253 penlipin 2.4 

50 449385 AI650471 Hs.270370 ESTs 2.4 

430044 AA464510 Hs.152812 ESTs 2.4 

427131 AA448460 Hs.112017 GE36oene 2.4 

409103 AF251237 Hs.112208 XAGE-1 protein 2.4 

421354 AA766485 Ks^69664 ESTs 2.4 

55 423740 Y07701 Hs^93007 amtoopeptidase rjuromycm sensitive 2.4 

440048 AA897461 Hs.328737 ESTs, Weakly slmter to envelope protein 2.4 

44135B AW173212 Hs.129041 ESTs 2.4 

453857 AL080235 H5.35851 DKFZP586E1 621 protein 24 

_ 414290 AI568801 Hs.71721 ESTs 2.4 

60 427342 AL1 10150 Hs.176680 Homo sapiens mRNA: cDNA DKFZp586D0724 (f 24 

459459 AA46044S gb2x66h11.r1 Soares_lotalJetus_Nb2HF8_ 2.4 

434638 H50758 gb:yp86e06j1 Soares fetal fiver spleen 2.4 

442717 R88362 Hs.180591 ESTs, WeaWy similar to T23976 hypothec 24 

419637 W27493 gb:31h10 Human retina cDNA randomly prim 24 

65 431169 AW971240 gb£ST383329 MAGE resequences, MAGI Homo 24 

449432 AW451361 Hs.196529 ESTs 24 

458734 AI554946 Hs.158794 ESTs 24 

449529 AI990559 Hs.232033 ESTs 24 

„ 426088 AF038007 Hs.1 66196 ATPase, Class I, type 8B, member 1 24 

70 420195 N44348 Hs.26243 Homo sapiens cDNA FU1 1 177 fis, clone PL 24 

418105 AW937488 Hs.178000 ESTs, Weakly similar to FV1 MOUSE FRIEND 24 

430957 A1937072 Hs.55043 Homo sapiens cDNA FU 13277 fis, ctone OV 24 

418188 AW139413 Hs.151880 ESTs 24 

__ 424103 NR.001918 Hs.139410 dihydrolipcamide branched chain transacy 24 

75 454324 AW608930 Hs.52184 rrypottieBcai protein FU20618 24 

437369 AA765230 Hs.121742 ESTs 24 

453211 W84829 gb^53TO4/1 Sc^_fetaljver^spleen_ 24 

451099 R52795 Hs.25954 interieukin 13 receptor, alpha 2 24 

ori 400462 2.4 

80 413697 AA131315 Hs.47144 DKFZP586N0819 protein 24 

421755 AW169454 Hs.207422 ESTs, Weakly similar to S71949 metallopr 24 

424195 U50536 Hs.14S07 Human BRCA2 region, mRNA sequence CG01 1 24 

434163 AW974720 Hs.252D6 group Xll secreted phosphoOpase A2 24 
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435985 AA703154 Hs.191934 ESTs 2.4 

449916 T60525 Hs.299221 pyruvate dehydrogenase kinase, Isoenzyme Z4 

458661 A1299789 Hs.166999 ESTs, Moderately similar to I38344 fifin 2.4 

_ 459023 AW968226 Hs.60798 ESTs Z4 

5 406005 2.4 

456561 AI868834 Hs.246358 ESTs, WeaWy similar to T32250 hypothefl 2.4 

452161 R43077 Hs^21747 ESTs 2.4 

436590 AI393115 Hs.127655 ESTs 2.4 

430151 AW968203 gb:EST380398 MAGE resequences. MAGJ Homo Z4 

10 445635 A1769774 HsJ09831 ESTs, Weakly similar to ALU INHUMAN ALU S 2.4 

433479 AW511459 Hs.249972 ESTs 2.4 

441676 BE564206 Hs.49889 ESTs Z4 

407965 W21483 Hs.41707 heat shock 27kD protein 3 Z4 

450682 242993 Hs.25320 Homo sapiens done 25142 mRNA sequence 2.4 

15 452958 AA883929 Hs.40527 ESTs 14 

454032 W31790 Hs.194293 ESTs, Weakly similar to 154374 gene NF2 2.4 

405347 2.4 

440577 AA889945 Hs.326381 EST 2.4 

455780 BE088828 gb:CM2-BT0693-230300-129^09BT0693Homo 2.4 

20 457024 AA397546 Hs.119151 ESTs 14 

404249 14 

437511 AI807500 Hs.125247 ESTs 2.4 

421338 AA287443 gb:zs52c10.r1 NCLCGAP_GCB1 Homo sapiens 14 

425146 AW954627 gb:EST366697 MAGE resequences, MAGC Homo 2.4 

25 428277 AA425220 Hs.179203 ESTs 14 

444870 AI200621 Hs.148504 ESTs 2.4 

402090 2.4 

458507 AI1857D3 Hs.206957 ESTs 2.4 

443054 AI745185 Hs.8939 yes-associated protein 65 kOa 14 

30 446534 AI307356 Hs.175225 ESTs 2.4 

453111 AB014598 Hs.31720 hephaestin 2.4 

405230 2.4 

405935 2.4 

413642 BE154837 gb:PM1-HT0345-1211994)01-c08HT0345Homo 2.4 

35 420724 AA279694 Hs.191540 ESTs 2.4 

436998 AA745625 Hs.291414 ESTs, Weakly simaar to AlU8_HUMAN ALUS 14 

445748 U80766 Hs.13252 Human EST clone 22453 manner transposon 14 

434283 AW235341 Hs.58715 thiarnine pyrophosphokinase 2.3 

... 407404 AF040257 gb:Homo sapiens TNF receptor homolog mRN 12 

40 440621 AW296024 Hs.150434 ESTs 2.3 

423417 AP000365 Hs. 128342 potassium large conductance calciurrvactj Z3 

424131 AA335714 Hs.199665 ESTs 2.3 

450737 AW007152 Hs.203330 ESTs Z3 

453687 T55674 Hs^83108 hemoglobin, gamma G Z3 

45 442704 AKJ15463 Hs.130987 ESTs Z3 

457756 AA126136 HsJ8125 interferon-Jnduced protein 75, 52kD 2.3 

412732 AW993300 gb:RC2-BN0033-18020(W15^06BN0033rtomo Z3 

418998 F13215 Hjl287849 ESTs, WeaWy simaar to T22074 hypolneti Z3 

419751 AW195581 Hs.93121 WAA0761 protein Z3 

50 429485 AW197086 Hs.99338 ESTs 2.3 

433377 A1752713 Hs.43845 ESTs 2.3 

434896 AW022054 Hs. 13 6591 ESTs Z3 

441675 A1914329 Hs.5461 ESTs Z3 

444711 AI188739 Hs. 148483 ESTs Z3 

55 445621 AI733818 Hs, 145549 ESTs Z3 

449182 AW292381 Hs^24150 ESTs Z3 

430987 Y08564 HsJ248190 UDP^acetyWpria^aiartosamiriapol^ 2.3 

404068 2.3 

414366 BE549143 gb:601076456F1 NIH_MGC_12 Homo sapiens c Z3 

60 438315 R56795 Hs.82419 ESTs 2.3 

423161 AL0492Z7 Hs.124776 Homo sapiens mRNA; cDNA DKFZp554N1 11 6 (f 2.3 

447998 A1768289 Hs.304389 ESTs 2.3 

410150 AW382942 Hs.6774 ESTs Z3 

432792 AA448114 Hs.278950 protocadherin beta 1 . 2.3 

65 443363 AI792629 Hs.133293 ESTs 2.3 

440729 AA904739 Hs. 128204 ESTs 2.3 

411045 AW854591 Hs. 115325 RAB7, member RAS oncogena famfly-Cke 1 Z3 

459207 AW138410 Hs.45051 ESTs Z3 

459124 AW301478 Hs.184592 protein kinase, lysine deficient 1 Z3 

70 458684 BE281115 Hs£8855 hypotheQcai protein FU 20909 2.3 

427962 AA945582 HsJ700 deleted in Gver cancer 1 Z3 

401899 Z3 

432116 AA902953 Hs.308538 ESTs Z3 

404196 Z3 

75 410999 AW813004 gb:RC3-ST01B6-230300-01Wi02 ST0186Homo Z3 

413308 W28131 gb:42i7 Human retina cDNA randomly prime Z3 

430264 AA470519 gfcnc7H1(Ls1 NQ_CGAP_Pr1 Homo sapiens Z3 

443482 AW188093 Hs.250385 ESTs Z3 

orx 453305 R39224 HsJ67997 EHM2gene Z3 

oO 451963 AJ825440 Hs.224952 ESTs Z3 

453043 AW136440 Hs.224277 ESTs Z3 

435559 AF209198 Hs.42636 zinc finger protein 277 Z3 

440727 AI073991 Hs. 134258 ESTs, WeaWy similar to 2109260ABcefl Z3 
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434120 AI438050 Hs.143937 ESTs 2.3 

429768 AA805719 Hs.192154 ESTs 2.3 

425292 NMJJ05824 Hs.155545 37 kDa leucme-nch repeal (LRR) protein 2.3 

455841 BE145836 gb:MRD4iT0208-101299-202-b0BHT0208Homo 2.3 

J 411093 BE067650 gb:MR4-BT035M)90300-003*01 BT0358 Homo 2.3 

430706 NNL003540 Hs.247B16 H4 hisbne family, member C 2.3 

428268 AA424957 Hs.294132 ESTs 2.3 

458833 AW236702 Hs.171431 ESTs, Weakly similar to A4&I10 X-Tmked 13 

. _ 452215 AK002043 Hs.28472 hypothetical protein FU11181 13 

10 444109 A1124553 Hs.48965 Homo sapiens cDNA: FU21 693 fe, clone C 13 

428411 AW291464 Hs.10338 ESTs 13 

433098 AW190593 Hs.151143 ESTs 2.3 

424882 AI379461 Hs.153636 far upstream element (FUSE) binding prot 13 

453178 AA496086 Hs.61648 ESTs 2.3 

15 404569 2.3 

413841 M34276 Hs.75576 plasminogen 2.3 

424068 U50531 Hs.138751 Human BRCA2 region, mRNA sequence CG030 2.3 

433532 AW975367 gb:EST387475 MAGE resequences, MAGN Homo 13 

442710 AI015631 Hs.23210 ESTs 2.3 

20 444206 AW301017 Hs.146492 ESTs 13 

451264 AI768235 gb:wg82g03.x1 Soares_NSF_F8.9W_OT_PA_P_S 2.3 

454784 AW820626 gb:R(^ST0299-19010f>012-e10ST0299Hcmo 13 

429080 AA446228 Hs.99057 ESTs 13 

404166 13 

25 416327 R99822 Hs.36172 ESTs 13 

400631 AF173937 Hs.109494 secreted protein of unknown function 13 

438504 AW665281 Hs.224825 ESTs 13 

435325 A1038388 Hs.1 19309 ESTs 13 

„ 421253 AI188102 Hs.31028 ESTs 13 

30 427046 BE246180 Hs.121385 ESTs 13 

432711 AA563785 Hs.152465 ESTs. Weakly similar to 08022 hypotheti 13 

439715 AA524504 Hs.42612 ESTs, WeaMy similar to ALU 1_HUMAN ALUS 13 

441398 AA932398 Hs.292036 ESTs, WeaMy similar to 834087 hypotheti 13 

„_ 448458 AW614367 Hs.171054 ESTs 2.3 

35 452542 AW812256 gb:RCO-ST0174-1910994)31-a07ST0174HonK) 13 

417768 R24732 Hs.175139 ESTs 13 

427374 AI150033 Hs.143688 ESTs 13 

446847 T51454 Hs.82845 Homo sapiens cDNA: FU21 930 fis, clone H 13 

. _ 423600 AI633559 Hs.310359 ESTs 13 

40 413006 W03857 Hs.34298 ESTs 13 

434698 BE044674 gb:hm46f0lx1 NQ_CGAP_RDF1 Homo sapiens 13 

407639 AW205369 Hs.312830 ESTs 13 

455121 BE156459 gb:QVO-HT0368^40100-082-f06 HT0368 Homo 13 

448117 H49129 Hs.172982 ESTs 13 

45 443931 H23213 Hs.22657 ESTs 13 

450795 AW173371 Hs.60435 ESTs 13 

418632 AW118745 Hs.9460 Homo sapiens mRNA; cDNA DKFZp547C244 (fr 13 

419441 AW023731 Hs.274368 MSTP032 protein 13 

455067 ' AW854538 gb:RC^CT0255-200100-024-b02 CT0255 Homo 13 

50 418291 BE300369 Hs.289038 hypothetical protein MGC4126 13 

455964 BE166924 gb: CM4-HT0501 -240300-51 9-f01 HT0501 Homo 13 

445944 H06336 Hs.13480 Homo sapiens clone 24875 mRNA sequence 13 

424827 AI057094 Hs.96867 Homo sapiens cDNA: FU231K fis, clone L 13 

449272 AW137656 Hs.197645 ESTs 13 

55 445292 AV653264 Hs. 13982 Homo sapiens cDNAFU 14666 fis, clone NT 13 

415131 DS1119 gb:HUM158C11Baontech human fetal brain 13 

444715 AV650947 Hs.282464 ESTs 13 

439560 BE565647 Hs.74899 hypothetical protein FLU 2820 13 

444140 AV648089 Hs^82383 ESTs 13 

60 423949 AI014546 Hs.130912 ESTs 13 

428434 AW363590 Hs.65551 Homo sapiens, Similar to DNA segment Ch 13 

445711 T79611 Hs.193691 ESTs 13 

424565 AW102723 Hs.75295 guanytate cyclase 1, soluble, alpha 3 13 

rc 455201 AW947884 gb:PM1 -MT001 0-200300401-gQ8 MT0010 Homo 13 

65 429180 AA806287 Hs.58893 ESTs 13 

418849 AW474547 Hs.53565 Homo sapiens RG-M mRNA for mannosyltran 13 

425523 AB007948 Hs.158244 K1AA0479 protein 13 

416509 N57713 Hs.260899 ESTs, Moderately similar to ZN91_HUMAN 1 13 

419337 AW291112 Hs.209978 ESTs 13 

70 419699 AA248998 Hs.173044 ESTs, WeaMy similar to 138022 hypolhefj 13 

428976 AL037824 Hs. 194695 ras homolog gene family, member I 13 

436294 AA708310 gb2g07b07.s1 Soares_pinealjland_N3HPG 13 

458925 R15891 Hs.281587 Human (clone CTGA4) mRNA sequence 13 

433939 AL133887 Hs.254122 hypothetical protein 13 

75 450048 A1693269 Hs.202273 ESTs 13 

451640 AA195601 Hs.26771 Human DNA sequence from done 747H23 on 13 

416677 T83470 Hs.334840 ESTs, Moderately similar to (78885 serin 13 

405920 13 

405747 13 

oO 412105 H07971 Hs.94319 VPS10 domain receptor protein 13 

420457 AA482280 Hs.191656 ESTs 13 

407726 AA435679 Hs.8B594 ESTs 13 

423720 AL044191 Hs.23388 hypothefical protein OKFZp434F0318 13 
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409517 X90780 Hs.120036 troponin I, cardiac 2.3 

435352 AI056599 Hs.120893 ESTs 2.3 

439871 RB8518 Hs.46736 hypothefca! protein FU23476 2-3 

_ 444098 AVB47969 Hs.109694 KIAA1451 protein 2.3 

5 449276 AW241510 Hs.252713 ESTs 2.3 

417712 AA205569 Hs.194193 ESTs, Moderatery similar to ALU 1 .HUMAN A 2.3 

449015 AL038958 Hs.22888 protein tyrosine phosphatase, non-recept 2.3 

411377 AW841462 gb:RC6-CN0014-08030(M)12-B09CN0014Horno Z3 

iri 429276 AF056085 Hs. 19851 2 G protein-coupled receptor 51 2.3 

10 411816 AW864609 gb:PM«NTO17.24030(M301-h03SN0017Horno Z3 

455280 AW886156 gb:RC5^)T0078-15030(M)21-E08OT0078Homo 2.3 

407809 AW082279 Hs.244106 ESTs 2.3 

420478 AA521259 Hs.193795 ESTs 2.3 

424073 U03493 Hs.138959 gap junction protein, alpha 7, 45kD (con 2.3 

15 445117 AI208754 Hs.147369 ESTs 2.3 

459390 BE385725 gb:601276347F1 NIH.MGC.20 Homo sapiens c 2.2 

420230 AL034344 Hs.284186 forkhead box C1 2.2 

411517 AW850267 gb:il3£T0219-161199-031-A09 CT0219Homo 21 

403678 2.2 

20 457003 S78234 Hs.172405 cell division cycle 27 2.2 

404531 Z25884 Hs.121483 chloride channel 1 , skeletal muscle (Th 2.2 

423045 AW967472 Hs.183302 PCTAIRE protein kinase 2 Z2 

409427 AW389668 gb:RC2-ST0168471299413^ST0168Homo 21 

434745 AW974445 Hs.185155 ESTs, Weakly similar to T1 2482 hypolheO 2.2 

25 400696 2.2 

407259 L02256 gb:Human Fab fragment binding syncytial 2.2 

411893 R82845 Hs.273789 ESTs 2.2 

428192 AA424051 Hs.304742 ESTs 2.2 

435634 T82384 gb:yc14f05.r1 Stratagene lung (937210) H Z2 

30 438018 AK001160 Hs.5999 hypothetical protein FU 10298 2.2 

458303 AI26462B Hs.125428 ESTs 2.2 

405692 2.2 

403572 2.2 

415380 F07953 Hs. 16085 putative G-protein coupled receptor 2.2 

35 433014 NM_014711 Hs.279912 WAA0419 gene product 2.2 

417859 T26453 gb:AB214F6R Infant brain. LLNL array of 2.2 

456472 AK001714 Hs.95744 hypotheEcal protein similar to ankyrin 2.2 

444108 A1123922 Hs.138215 HornosafieiiS(£)NArnJ114a)fe l cloneHE 21 

A/x 428231 U17989 Hs.183105 nuclear autoantigen 2.2 

40 454086 AW885909 Hs.6975 PROI 073 protein 2.2 

425071 NM_013989 Hs.154424 deiodinase, iorJcthyronine, type II 21 

416348 H65887 Hs.272163 ESTs 21 

403780 2.2 

414262 AW975616 Ks.291469 ESTs 21 

45 419423 026488 Hs.90315 WAA0007 protein 21 

442078 AW268583 Hs.262629 ESTs 2.2 

452975 M85521 Hs.244482 Homo sapiens, done IMAGE3611719, mRNA, 2.2 

419216 AU076718 Hs.164021 small inducible cytokine subfamily B (Cy 21 

416588 H66558 gbyu16e04.r1 Scares fetal liver spleen 2.2 

50 42536B AB014595 Hs. 155976 cul5n4B 2.2 

425686 M73531 Hs.1937 reOnaj degeneraQon, slow (reortiSs pi 21 

441638 AW293202 Hs.133451 ESTs 2.2 

446845 AI343645 Hs.156108 ESTs Z2 

... 422563 BE299342 Hs. 19348 hypothetical protein FU 131 19 21 

55 436574 AW293527 Hs.126465 ESTs 2.2 

424584 H10692 Hs.13310 ESTs 2.2 

456347 U00803 Hs.89426 fyn-retated kinase 2.2 

446901 A1347274 gb:tc05d02x1 NCLCGAP_Co16 Homo sapiens 2.2 

_ 459364 W69284 gb:zd46c03.r1 Soares_feta!_hearLNbHH1SW 21 

60 430686 NM.001942 Hs.2633 desmoglein 1 21 

414831 M31158 Hs.77439 protein kinase, cAMP-dependent, regulato 2.2 

425707 AF115402 Hs.11713 E744ikefactDr 5 (ets domain transcript 2.2 

403525 2.2 

re 453343 AA905353 Hs.121622 ESTs 21 

65 421574 AJ000152 Hs.105924 defensin, beta 2 2.2 

449327 AI638743 Hs.224672 ESTs 21 

454769 AW819848 gb:QV0-ST0294^70300-151-b04 ST0294 Homo Z2 

420493 AI635113 Hs.270366 ESTs, Weakly similar to 178885 serine/th 21 

401614 2.2 

70 404767 21 

403534 2.2 

410594 AW770778 Hs.281238 ESTs 2.2 

436193 AA706059 Hs.255286 ESTs 2.2 

__ 439626 N22415 Hs.189080 ESTs 2.2 

75 456481 AA258033 Hs.108110 DKFZP547E21 10 protein 2.2 

441453 AW176106 Hs^85459 ESTs 2.2 

424946 M64572 Hs.153932 protein tyrosine phosphatase, non-recept 2.2 

437332 AA814943 gb:cc07d06.s1 NCLCGAP_GC81 Homo sapiens 21 

or . 454419 AA082211 Hs.233936 myosin, Bght polypeptide, regulatory, n 2.2 

80 416225 AA577730 Hs. 188884 ESTs. WeaWy similar to PC4259 ferritin 2.2 

450579 AW136774 Hs.48614 ESTs 2.2 

400664 2.2 

447613 ALO41057 Hs.33363 OKF2P434N093 protein 2.2 
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402689 AK001334 Hs. 15470 pulative ring zinc finger protein NY-REN 2.2 

430884 AF053748 Hs.248114 glial cefl derived neurotrophic factor 12 

432797 AA565264 Hs,136443 ESTs 2.2 

405508 2.2 

5 426365 AA376667 Hs.10283 RNA binding motif protein 8B 2.2 

405634 12 

423646 H02364 gb:yj35d06.r1 Soares placenta Nb2HP Homo 12 

434690 AI867679 Hs.148410 ESTs 2.2 

. _ 436572 AA723274 Hs.279596 ESTs 2.2 

10 447044 AF030107 Hs.17165 regulatorof Gprotein signatfing 13 2.2 

448828 AI58029S Hs.174782 ESTs. Weakly similar to KIAA1437 protein 12 

457802 T78013 Hs.167279 FYVE-finger-containing Rab5 effector pro 12 

444585 AW170015 Hs.6594 ESTs 22 

_ 433781 AA609379 Hs.192083 ESTs 12 

15 450587 AI828854 Hs.25B538 striafin, catrnoouBn-binoing protein 12 

434077 AF116659 Hs.321151 Homo sapiens PR01412mRNA. complete cds 12 

448756 AI739241 Hs.171480 ESTs 12 

430388 AA356923 Hs.240770 nudearcapbimringproteinsubunit2.2 12 

_ _ 454471 AW902125 gb:QVr>KN1022-120500-220-h12 NN1022 Homo 12 

20 419107 AW085152 Hs.292987 ESTs 12 

455114 AW857121 gJ):RC1-CT0302.04040(MJ17-a12 CT0302 Homo 12 

416548 H62953 gb:yr47f06.r1 Soares fetal liver spleen 12 

454117 BE410100 Hs.40368 adaptor-related protein complex l.sigma 12 

456056 AA463550 Hs.337532 ESTs, Weakly similar to A47582 B-cell gr 2.2 

25 409998 M78345 Hs.98265 KIAA1 877 protein 2.2 

422352 AA766296 Hs.99200 ESTs 12 

409191 AW818390 Hs.175613 homotogof Xenopus Oaspin 12 

433919 AA746311 gb:oa56d12^1 NC1_CGAP_GCB1 Homo sapiens 22 

455771 BE084820 Hs. 186711 hypothetical protein FU20070 12 

30 431632 AK000992 Hs.333144 Homo sapiens cDNA FU10130 fis, done HE 12 

454716 AW850684 gWL3^0219-16020(W63-D12CT0219Homo 2.2 

413752 BE161807 gb"i/R3-HT0446-300300-20SW)1 HT0446 Homo 12 

458037 AF074982 Hs.226031 ESTs, Highly similar to MAA0535 protein 2.2 

434239 AF119910 Hs.283047 hypothetical protein PR02964 12 

35 435133 AJ010482 Hs.31412 Homo sapiens cDNA FU1 1422 fis, done HE 12 

442772 AW503680 Hs.5957 Homo sapiens done 2441 6 mRNA sequence 2.2 

400697 2.2 

455685 BE066976 gb:PMQ-BT034O-21 1 29^)03*1 2 BT0340 Homo 12 

447039 AV661798 Hs.282915 ESTs 2.2 
40 404593 22 

422728 AW937826 Hs.103262 ESTs, Weakly simitar to ZN91_HUMAN ZINC 22 

421976 AL138443 Hs.23450 mitochondriai ribosomal protein S25 2.2 
401673 2.2 

425001 U55184 Hs.154145 hypothetical protein FU 11 585 12 

45 447816 NM.007233 Hs.274329 TP53 target gene 1 2.2 

416143 AI955650 Ks.79033 glutamhTyi-peptitte ^transferase (ghi 12 

419118 AA234223 Hs.139204 ESTs 12 

426261 AW242243 Hs.168670 peroxisomal farnesytated protein 12 

„ 449808 AA694220 Hs. 15403 ESTs, Moderately similar to ALU7_HUMAN A 12 

50 454749 AW818649 gb«C1-ST027^M0f>018^02ST0278Homo 12 

456933 AA363946 Hs.20969 ESTs 2.2 
402942 22 

437064 AI023264 gbxw64h08jt Soares_tesfjs_NHT Homo sap 2.2 

__ 458623 AI305223 Hs.148056 ESTs 22 

55 415257 F03016 Hs.27513 ESTs 2.2 

426269 H15302 Hs.168950 Homo sapiens mRNA; cDNA DKF2p566A1046 (f 22 

442783 AI017586 Hs.131181 ESTs 2.2 

444313 AI140494 Hs.197955 WAA0704 protein 12 

453444 AL036531 gb:DKFZp564U162_r1 564 {synonym: hfbr2) 2.2 

60 422757 AI909935 Hs.65551 Homo sapiens, Similar to DNA segment Ch 2.2 

430013 AA463833 Hs. 151 275 ESTs, Weakly similar to TRHY.HUMAN TRICH 2.2 

437138 AI935622 Hs.271245 ESTs 2.2 
406298 12 

409723 AW885757 Hs.257662 ESTs 2.2 

65 414481 AW451956 Hs.8383 rjrorrwdomain adjacent to zinc finger doma 2.2 

433266 A1863224 Hs.31476 Homo sapiens cONAFU 13872 fe, done TH 12 

435090 BE217923 Hs.149595 ESTs 22 

457187 AA443927 Hs.144360 EST 2.2 

445061 AI253094 Hs. 14 5227 ESTs 22 

70 442617 AW340093 Hs.130538 ESTs 2.2 

438298 H23542 Hs.181788 ESTs 2.2 

454916 BE067246 gb:PM1^T0348-151299^)01-<I04BT0348Homo 2.2 

428017 AA424983 Hs.98312 ESTs 2.2 

__. 451149 AL047586 Hs.10283 RNA binding motif protein 8B 2.2 

75 418076 R61388 Hs.6724 ESTs 12 

403306 NM.006825 Hs.74358 transmembrane protein (63x0), endoplasmi 2.2 

441811 AI073548 Hs.164597 ESTs 12 

434763 AA648618 gb:ns07a11j1 Na^CGAP_Ew1 Homo sapiens 2.2 

or . 447453 AW608645 Hs.18B00 hypothefcal protein FU20281 22 

80 420931 AF044197 Hs. 100431 smaO inducible cytokine B subfamily (Cy 2.2 

415424 Z44766 gb:HSC28G081 normafized infant brain cON 22 

408332 H91230 Hs.234794 Homo sapiens mRNA; oONA DKFZp564B083 (fr 12 

421216 AV649282 Hs.102664 veside-assodated membrane protein 4 2.2 
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429609 AF002246 
448700 BE6141B2 
457741 BE044740 
437927 AI039789 
401694 

423531 AW752782 
424419 AK001563 
436840 AA724411 
43B290 AA843719 
445908 R135B0 
455735 BE161124 
45B455 AV648310 
430680 AW139724 
447147 AA910353 
424063 NM_Q02019 
441874 AA970389 
448045 AJ297436 
433629 R13140 
415266 AA164199 
440633 AI140686 
442789 AW904361 
417563 AA203701 
407788 BE5149B2 
401240 

408908 BE295227 
411151 AW866497 
414275 AW970254 
436992 AA741074 
439634 W79377 
411770 NMJH4278 
400040 

458762 AW802754 
424736 AF230877 
419953 BE267154 
410648 AW792909 
423717 AA330036 
436683 AW991278 
445225 AI216555 
410991 AW812790 
412639 AW961284 
447777 AW24223 
451270 AW341392 
404526 AI912555 
452492 BE063096 
417154 A1674701 
428152 AA422030 
442312 AI820617 
458513 AA279143 
430712 AW044647 
441445 AI221959 
42028B AW071225 
412329 AW937445 
447033 AI357412 
436853 BE328074 
455189 AW864176 
430899 BE018217 
458356 AI024855 
457040 N77624 
424480 AA341442 
403317 U02687 
406018 

410566 AA373210 
413801 M62246 
415871 R55995 
416747 AW876523 
417725 R25257 
424856 AA347746 
439474 AI824060 
446895 AA166655 
448582 AI538880 
452783 AA028167 
442430 R89164 
428908 AW303529 
427335 AA448542 
428336 AA503115 
419290 AI128114 
416951 AA190926 
439950 AW937417 
458227 Z40670 
447179 AW015633 
454950 AW847460 
404453 

420844 AA595522 



Hs.210863 ceH adhesion motecute with homology to 
Hs.123075 ESTs 

gbJun55g10jc1 NCJ_CGAP_RDF1 Homo sapiens 
Hs.25982 hypothetical protein RJ21031 

Hs. 129750 hypothetical protein FU 10546 

Hs.146589 hypothetical protein FU10701 

Hs.156065 ESTs 

Hs.122341 ESTs 

Hs.1 3436 Homo sapiens done 24425 mRNA sequence 

gb:PMO-HT0425.14129W01.A06 HT0425 Homo 

Hs.21348B ESTs 

Hs.168974 ESTs, Highly similar to ALU7_HUMAN ALU S 

Hs.292815 ESTs. WeaWy similar to T23482 hypothefi 

Hs.1 38671 mis-related tyrosine kinase 1 (vascular 

Hs.128055 ESTs 

Hs.20166 prostate stem cell antigen 

Ks.13359 ESTs 

Hs.270152 ESTs 

Hs.263320 ESTs 

Hs.131191 ESTs. Weakly similar to ALU7_HUMAN ALU S 

gbzx52a10.M Soares_fetalJiver_spleen_ 

Hs.38991 S100 caldurn-faindtng protein A2 

Hs.250822 serine/threonine kinase 15 

gb:QV4-SN0024-170400>176-e07 SN0024 Homo 
Hs.889 CharoReyden crystal protein 
Hs.1 20750 ESTs 

Hs.167 mtcrotubule-associated protein 2 
Hs.71992 heat shock protein (hspl 10 famfly) 

gb:IL2-UM0076430400-061-H01 UM0076Homo 
Hs.152701 rrncrotubule-interacting protein that ass 
Hs.125752 ESTs 

gb:CMO-UM0001-010300-25B<05 UM0001 Homo 
Hs.152003 ESTs 
Hs.57787 ESTs 
Hs.202398 ESTs 

gb:RC3^T0186-141299414-g0B ST0186 Homo 
Hs.296235 ESTs 

gbie95a05jc1 NCLCGAPJWB Homo sapiens 
Hs.235795 ESTs 

Hs.157195 peptide YY, 2 (senunatolastnin) 

gb:CM4-BTQ26649119W)33-a02 BT0266 Homo 
Hs.21388 ESTs 

gtrzv26h05j1 Soares_NhHMPu_S1 Homosapi 
Hs.129216 ESTs. Weakly similar to ALU INHUMAN ALU S 
HS.8B561 ESTs 
Hs.196284 ESTs 
Hs.187937 ESTs 
Hs^45556 ESTs 

glr.QV3-DT0043^9020O4)8(k^9 DT0043 Homo 
Hs.157601 ESTs 
Hs.148661 ESTs 

gb-PM0-SW»14-26O4OO-002-o08 SN0014 Homo 
Hs.183528 hypothetical protein FU 14906 
Hs.131575 ESTs 

Hs.173717 phosphafidic add phosphatase type 2B 
Hs.205299 ESTs 

Hs.385 fms-relaied tyrosine kinase 3 

Hs.43047 Homo sapiens cONA FU13585fis, clone PL 

Hs35406 ESTs. Highly similar to unnamed protein 

Hs.283309 ESTs. Moderately similar to ALU1_HUMAN A 

Hs.15929 hypothetical protein FU 12910 

Hs.21503 ESTs 

Hs.9521 ESTs. WeaWy similar to ZN43.HUMAN ZINC 

Hs.211501 ESTs 

Hs.282803 ESTs 

Hs.94812 ESTs 

Hs.61486 ESTs 

Hs.48320 double ring-finger protein, Dorfin 

Hs.144955 ESTs 

Hs.251677 GanBgen7B 

Hs.1 83752 n^crceeminoprotein. beta- 

Hs.1 12885 spinal conWenved growth factor-B 

Hs.1 90785 ESTs. Moderately similar to S65657 alpha 

Hs.293561 ESTs 

Hs.181340 ESTs 

Hs.157299 ESTs 

gb:RC3£T0208-27099W)21-e04 CT0208 Homo 

gb:nh22rifcs1 NCI_CGAP_Pr1 Homo sapiens 
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426456 AA580748 
428822 W28418 
430879 BE149423 
444584 AI168422 
446296 AA985662 
453853 AL040600 
414083 AL121282 
401645 

436577 W84774 
427469 AA403084 
409168 N94037 
410276 A1554545 
443372 A1792557 
422093 AF151852 
402333 

409374 R87083 
412011 NM_000406 
412798 AW998657 
416085 H18072 
418378 AW962D81 
437846 AA773866 
452374 AL037405 
450061 AI797034 
450180 AW449644 
405120 

407378 AA299264 
458890 AW865523 
435600 AL047034 
440964 AI733106 
417455 AW007066 
436461 AW511956 
436777 AA731199 
427521 AW973352 
413646 BE155042 
413231 D87461 
423969 A1830571 
411518 AW850246 
443777 AV646510 
416148 H22453 
402528 

431215 AA496078 
436820 A1584535 
446209 AI375025 
453362 H14988 
417430 AA984546 
401069 

454078 AA60151B 
410966 AW812083 
447124 AW976438 
449939 T86420 
411693 AW857271 
438005 BE151746 
443486 NWL003428 
407684 BE075316 



Hs.130658 ESTs 

Hs.30715 potassium voltage-gated channel. Isk-reJ 

Hs.10554 hypothetical protein FU12761 

gb:ok30e1U1 Scares J4SFJ8_9W_OT_PA_P_S 

Hs.63131 Homo sapiens cDNA FL) 131556s, clone NT 

Hs.188083 ESTs 

Hs.257786 ESTs 

Hs.17643 ESTs 

Hs.269347 ESTs. Weakly similar to 210926QA B cell 

Hs.31 2938 ESTs. Weakly similar to ALU 1 .HUMAN ALU S 

Hs.68301 ESTs 

Hs.133107 ESTs 

Hs.1 11449 CGI-94 protein 



441092 

454643 

426646 

431605 

414452 

401991 

457176 

436464 

428208 

445049 

419116 

427894 

424296 

424323 

404582 

418631 

424872 

452539 

454658 

440310 

433297 

410900 

419386 

402451 

447842 

453880 

425189 



T62745 

T99289 

BE006345 

AA382787 

AW972407 

AA454038 

AA436837 
AI016176 
AA442327 
AV652718 
AF292402 
AL135709 
A1531874 
AA338791 

AA225921 

AA347923 

AW105321 

AW812330 

AA878939 

AV65B581 

AW810169 

AA236867 

AW160B04 

AI803166 

H16622 



Hs.19081 ESTs 

Hs.73064 gonadotropiiKeleasing hormone receptor 
Hs.119120 E3 ubiquitin Rgase SMURF1 
Hs.92576 ESTs 

gb:EST374154 MAGE resequences, MAGGKomo 
Hs.244569 esophagus cancer-related gene-2 
Hs.339639 ESTs 
Hs.201115 ESTs 
Hs.257182 ESTs 

Hs.57776 ESTs, Moderately similar to I38022 hypot 

gb:PM4-SN0020^)1040W)09-b05 SN0020 Homo 
Hs.119747 ESTs 
Hs.130218 ESTs 

Hs. 18949 ESTs. Weakly similar to CA2B_HUMAN COLLA 
Hs.293261 ESTs 
Hs.293130 ESTs 
Hs.290585 ESTs 

gb:P^HT0349-101299-O02-E04 HT0349 Homo 
Hs.75244 BCL2-*ke2 
Hs.331633 hypothetical protein DKF2p566N034 

gb:IL3^T0219-29109W)21-E07 CT0219 Homo 
Hs.41 185 Homo sapiens mRNA; cDNA DKF2p56401262 (f 
Hs.169187 ESTs 

Hs.121554 Human DNA sequence from done RP1 1-218C1 
Hs.200811 ESTs 
Hs.153358 ESTs 
Hs.107375 ESTs 

gb:am88e08.s1 Stratagene schizo brain S1 

Hs.22209 secreted modular caterunvbtndirtg protein 

gb:RC4-ST0173-191099432-a07 ST0173 Homo 

Hs.17428 RBPI-fafl protein 

Hs.272139 ESTs 

gb:CM0^T0307-210t00-1 58^09 CT0307 Homo 
gb:PM1-HT030S06 1 299-003-306 HT0305 Homo 

Hs.9450 zinc finger protein 84 (HPF2) 

Hs.95011 syntrophin, beta 1 (dystrophin-asscciate 

Hs.184411 albumin 
Hs.126556 EST 

gb:RC2-8N0127-24030(W)11-d05 BN0127 Homo 
Hs.122713 ESTs 

gb:EST384498 MAGE resequences. MAGL Homo 
Hs.29032 ESTs 

gbzv57g07.s1 Scares Jestis.NHT Homo sap 
Hs.269783 ESTs. WeaWy similar to ALU 1 .HUMAN ALU S 
Hs.104854 ESTs 

gb:AV652718 GLC Homo sapiens cDNA clone 
Hs .283093 rteuromedln U receptor 2 
Hs.28921 zinc finger protein 
Hs.1 55140 casein kinase 2, alpha 1 polypeptide 
Hs.177788 ESTs 

Hs.1 15105 ESTs 

gb:EST54302 Fetal heart II Homo sapiens 
Hs.49367 ESTs 
Hs.1 1123 DKFZP564G092 protein 
Hs.125406 ESTs 
Hs.282633 ESTs 

gb:MR4-ST01 24-04050OC07-h07 ST0124 Homo 
Hs.143868 ESTs, Weakly similar to 138022 hypothefi 

Hs.2473Q2 twisted gastrulation 
HS.2B462 ESTs. Weakly sim2ar to 138022 hypothefi 
gtnym26c07j1 Scares infant brain 1NIB H 
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457225 AW820035 Hs.278679 a oTsintegrin and meiartorjroleinase doma 11 

400612 2.1 

402318 2.1 

_ 410534 AW905138 gb:QV0-NN1O71-2ffl)40O-207^07 NN 1071 Homo 11 

5 410878 AW809201 Hs.314248 ESTs. WeaWy similar to ALU4..HUMAN ALU S 11 

412029 AW886238 gb:RC5-OT0078-28030W)22-F01 OT0078 Homo 11 

414494 AA768491 Hs.6783 hypothetical pnitein FU22724 2.1 

427027 A! 924294 Hs.1 73259 uncharacterized bene marrow protein BM03 2.1 

444498 AI151413 Hs.26330 ESTs 2.1 

10 435191 R15912 Hs.4817 Homo sapiens done 24461 mRNA sequence 11 

425324 M89470 Hs.155644 pared box gene 2 2.1 

430719 AA488988 Hs.293795 ESTs 11 

432577 BE208545 Hs.3 17590 hypothetical protein FU 14640 2.1 

407593 AW044083 Hs.237008 ESTs 11 

15 401098 2.1 

440299 AIB71778 Hs^50112 ESTs 2.1 

414146 BE549372 Hs.317596 Homo sapiens cDNA FU12927 Rs, done NT 2.1 

428627 BE002993 Hs.187660 putative Rab5 GDP/GTP exchange factor ho 2.1 

^ 451808 NM 003729 Hs.27076 RNA 3 > -terminal phosphate cyclase 2.1 

20 431912 AI660552 Hs.1 54903 ESTs, Weakly similar to A561 54 AW subst 2.1 

439831 AW136488 Hs.25545 ESTs 2.1 

451829 AW964081 Hs.247377 ESTs 2.1 

404595 2.1 

421498 AA292084 Hs.191575 ESTs, Moderately similar to ALU2_HUMAN A 2.1 

25 456083 U46922 Hs.77252 fragile histidine triad gene 2.1 

440527 AV657117 Hs.184164 ESTs, Moderately similar to S65657 alpha 2.1 

406413 2.1 

439483 T69980 Hs.58323 Homo sapiens cDNAFU 11 61 3 fis, done HE 11 

446242 N66336 Hs.7360 ESTs 11 

30 449625 NMJ314253 Hs.23796 odz (odd Oz/lerwn, Drosophila) homotog 1 11 

457938 AI373638 Hs.1 33900 ESTs 2.1 

413101 BE065215 gb«C1-BT0314-31030W)15-f01 BT0314Homo 2.1 

408350 AW1B3350 Hs.250127 ESTs 2.1 

„ 419812 NM_000562 Hs.93210 compleTTient component 8, arpha potypeptid 11 

35 430881 NM.000809 Hs.248112 gamma-aminobulyric acid (GABA) A recepto 11 

429682 NM_005306 Hs.211602 SMC1 {structural maintenance of chromoso 2.1 

409955 U60665 Hs.57892 chromosome 6 open reading frame 10 2.1 

435579 AI332373 Hs.1 56924 ESTs 2.1 

An 436088 AA704687 Hs.191294 ESTs 2.1 

40 430223 NM.002514 Hs^35935 nephroblastoma overexpressed gene 2.1 

416100 H18700 Hs.268799 ESTs 2.1 

40321B AL134878 Hs.1 19500 ribosomal protein, large P2 11 

409747 H60964 Hs.331250 ESTs 2.1 
428764 W21550 gb2b52f12/1 So3res_felalJung_NbHL19W 2.1 

45 425075 AA506324 Hs.1852 aad phosphatase, prostate 11 

409432 D49372 Hs.54460 small inducible cytokine subfamily A (Cy 2.1 

428299 AL038004 Hs^9419 ESTs 11 
406817 A1936028 gbwo47a09j(1 NCl_CGAP_Gas4 Homo sapiens 21 

_ A 411940 AW876686 gb:CM4-PT0031-1802CO-507-e05 PT0031 Homo 2.1 

50 412446 AT768015 Hs.92127 ESTs . 2.1 

414012 AW452334 Hs.128148 ESTs 11 

421966 AA904519 Hs.130710 ESTs 2.1 

430566 AA481282 Hs.190149 ESTs 2.1 

456606 AA292862 Hs.275369 ESTs 11 

55 451604 T65365 Hs.172851 arginase, type II 10 

440926 AW196772 Hs.131323 ESTs 10 

420687 AA279392 Hs.88605 Homo sapiens cDNA FU13427 Ms, done PI 10 

459082 BE551721 Hs.282149 ESTs 10 

413241 BE073771 Hs.302414 Homo sapiens clone FLB8945 PR02411 mRNA, 10 

60 426917 AA913814 Hs.172854 DKFZP586B0923 protein 10 

447552 AI394125 Hs.160413 ESTs 10 

420905 AA521307 Hs.1 86651 ESTs 10 

428052 AA420477 Hs.26993 ESTs 10 

,_. 424308 AW975531 Hs.1 54443 mirachrorrrasome maintenance defirieni (S. 10 

65 432527 AW975028 Hs.102754 ESTs 10 
430202 T85775 gfcyd60g01r1 Scares fetal Iter spleen 10 

446610 AV659433 Hs.282984 ESTs, Weakly similar to 138022 hypothec* 10 

427961 AW293165 Hs.143134 ESTs 10 
455290 U75810 gb:HSU75B10 Human Homo sapiens cDNActon 10 

70 445564 AB028957 Hs.12896 WAA1 034 protein 10 

412811 H06382 Hs.21400 ESTs 10 

413783 AA314337 Ks.301547 ribosomal protein S7 10 
423867 AA331886 gb:EST35757 Embryo, 8 week I Homo sapien 10 

429418 AI381028 Hs.118769 ESTs 10 

75 431511 NM.012386 Hs.258581 Homo sapiens p95 paxiTDn-kinase Tinker 10 

445829 A1452457 Hs.145526 ESTs 10 

452366 AK000464 Hs.29276 hypothetical protein FU20457 10 

453123 AI953718 Hs.221849 ESTs 10 
D _ 455401 AW936369 gbK3V4-DT0021^01299O71-d07 OT0021 Homo 10 

oO 406666 V00495 Hs.184411 albumin 10 

445688 AJ248205 Hs.1 53244 ESTs 10 

446131 NMJJ00929 Hs.290 phospholipaseAl group V 10 

440388 A1693520 Hs.223000 ESTs 10 
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457128 AI932995 Hs.183475 Homo sapiens done 25061 mRNA sequence ZO 

404416 ZO 

444187 AW13W66 Hs.151274 ESTs 2.0 

_ 431552 AI815863 Hs.259S73 axonal transport of synaptic vesicles Z0 

5 455814 BE1416B9 gb:CM1-HTQ092-220999-01 64)09 HT0092 Homo 2.0 

454759 AW819455 gb:RC5^T0293421299-031-A04 ST0293Homo Z0 

426497 AA379913 gb:EST92807 Skin tumor I Homo sapiens cO 2.0 

404420 Z0 

_ 408112 AW451982 Hs.248613 ESTs Z0 

10 432702 AW973953 Hs.293744 ESTs 2.0 

448587 AI539652 Hs.28338 KIAA1546 protein 10 

446854 BE268103 Hs.208914 hypolhetical protein MGC10999 ZQ 

410569 AA766825 Hs.205675 ESTs Z0 

432595 AJ224741 Hs.278461 matrifin3 Z0 

15 402341 Z0 

452919 AW952167 gb:EST374240 MAGE resequences. MAGG Homo ZO 

433632 AA649921 Hs.1 12553 ESTs ZO 

435079 AA664192 gb:ac05b0ls1 Stratagene lung (937210) H ZO 

_ n 451927 AL355687 Hs. 27261 Homo sapiens mRNA full length insert cON ZO 

20 432839 AA579465 Hs.45207 hypothetical protein K1AA1335 ZO 

450895 N6S727 Hs.10957 ESTs ZO 

408459 H09701 Hs.278366 ESTs, WeaJdy similar to 138022 hypotheS ZO 

400842 ZO 

455797 BE091833 gb:IL2-BT0731-26040(HJ76-F04 BT0731 Homo ZO 

25 400859 ZO 

405829 ZO 

411863 BE075244 Hs.12420 ESTs ZO 

415258 AW752247 Hs.293853 ESTs ZO 

416093 R60685 Hs.268698 ESTs, Moderately similar to AlUC_HUMAN ! ZO 

30 420314 H81671 ' Hs.320921 ESTs, Weakly similar to T22688 nypolhefi ZO 

428002 AA418703 gb:zv98c03.s1 Soares_NhHMPu_S1 Homosapi ZO 

437733 AI792574 Hs.122876 ESTs ZO 

453118 AW195849 Hs.252757 ESTs ZO 

„ 457039 H29990 Hs.101937 sine oculis homeobdx (Drosophna) homolo ZO 

35 454578 AW809178 gb:MR4-ST01 18-261 099-01 2c07 ST01 18 Homo ZO 

411565 AW851728 gb:MR2-CT0222-O1 1 199407-d06 CT0222 Homo ZO 

419985 AI345455 Hs.78915 GA-binding protein transcription factor, ZO 

415173 AW501735 Hs.253015 ESTs ZO 

Arx 449011 AI655376 Hs.192693 ESTs ZO 

40 410365 AI287518 Hs.62669 Homo sapiens mRNA; cDNA DKFZp586D0923 (f ZO 

416057 AI927382 Hs.29857 ESTs ZO 

455688 BE06723B gb:PM1-8T0348-15129WX)1-a12 BT0348 Homo ZO 

408531 AW207553 Hs.253539 ESTs ZO 

434663 AA641972 Hs.130058 ESTs ZO 

45 428085 AA421081 Hs.12388 ESTs ZO 

425006 R38685 Hs.332622 ESTs . ZO 

446139 H77395 Hs.39749 ESTs ZO 

400049 • ZO 

428333 AW972668 HsJ293044 ESTs ZO 

50 429458 BE161832 Hs392689 ESTs ZO 

425087 R62424 Hs.126059 ESTs ZO 

457122 AI026157 Hs,33728 ESTs, Weakly similar to AW1JWMAN ALUS ZO 

400310 X63966 Hs. 135631 H^apiens synthetic gene for piatelet-de ZO 

451805 AI968300 Hs^08220 ESTs ZO 

55 401986 ZO 

415318 T06544 gb:EST04433 Fetal brain. Stratagene (cat ZO 

417756 Z43056 gb:HSC12B021 normalized Want brain cDN ZO 

418301 AW976201 Hs.53913 hypcuieucal protein FU 10252 ZO 

rr . 424698 AA164366 Hs.1 51973 hypotheBcal protein FU 23511 ZO 

60 429110 L23301 Hs.2353 opioid receptor, mu 1 ZO 

433755 AW085934 Hs.1 20868 ESTs ZO 

434118 AF116715 Hs.256256 Homo sapiens PR02B29 mRNA, complete cds ZO 

435413 AI267476 Hs.46669 ESTs ZO 

re 443748 AW206447 ' gbrUMWll-afg^B-O-Ulsl NCI_CGAP_Su ZO 

65 445205 D83776 Hs.12413 WAA0191 protein ZO 

458175 AW296024 Hs.150434 ESTs ZO 

446419 AW576760 Hs.1 60726 Homo sapiens cDNA RJ 11680 fis, dene HE ZO 

441627 AA947552 Hs.58086 ESTs ZO 

457653 AI820719 Hs.154662 DnaJ (Hsp40) rwmotog, subfamily A, membe ZO 

70 455614 A1693369 Hs.202274 ESTs ZO 

449899 AI6107OO Hs.103280 ESTs ZO 

420111 AA255652 gb:zs21h11.r1 NO CGAP GC81 Homo sapiens ZO 

437354 AA749215 Hs.291886 ESTs ZO 

_ _ 412228 AW503785 Hs.73792 complemenl component (3oVEpstein Barr vi ZO 

13 419691 W03298 Hs.193521 ESTs ZO 

439724 AF086565 Hs.60351 EST ZO 

413362 BE088812 gjb:CM2-BT069S-23Q30O.12M08 BT0693 Homo ZO 

453652 AW009640 Hs.28368 ESTs, Moderately similar to S65657 alpha ZO 

434361 AF129755 Hs.117772 ESTs ZO 

oU 442479 AF069484 gb'AF069484 Homo sapiens astrocytoma Cb ZO 

413554 AA319146 Hs.75426 secretogranin II (chroinogranin C) ZO 

459323 AW062490 gbi«^0-CT0065-1(}0899^0l-d01 CT0065 Homo ZO 

449438 AA927317 Hs.554 Sjogren syndrome anligen A2 (SOkD, ribon ZO 
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400285 






gb:Homo sapiens putative mitochondrial s 


2.0 


407407 


AF050198 




Z0 


411459 


BE142707 




gb*ARO-HT0157-19119W)02-g12HT0157 Homo 


Z0 


417383 


W02642 


Hs-136102 


KIAA0853 prolan 


Z0 


447153 


AA805202 


Hs.315562 


ESTs 


2.0 


447313 


U92981 


Ks.18081 


Homo sapiens done DT1P1B6 mRNA, CAG rep 


Z0 


455696 


BE087870 




gb:RCO-BT0362-021299-031-b06 BT0362 Homo 


Z0 


456510 


AK001652 


Hs.99423 


ATP-dependent RNA helicase 


ZO 


449815 


AI671000 


Hs.199739 


ESTs 


ZO 


425398 


AL0496B9 


Hs.156369 


hypothetical protein similar to tenascin 


ZO 


400238 








ZO 


451678 


AA374181 


Hs.26799 


DKFZP564D0764 protein 


ZO 


445073 


AW291389 


Hs. 13055 


hypothetical protein FU 13920 


ZO 


455221 


AW8S7751 




gb:MR0-SN0038-29030OO01-a03 SN0038 Homo 


ZO 


413174 


AA723564 


Hs.191343 


ESTs 


ZO 


435810 


BE349853 


Hs.2785 


keratin 17 


ZO 


418687 


R61650 


Hs.22581 


ESTs 


ZO 


438563 


AA810665 


Hs.134746 


ESTs, Weakly similar to A46010 X-Tmked 


ZO 


431750 


AA514986 


Hs.283705 


ESTs 


2.0 


453242 


T98327 


Hs. 18343 


ESTs 


ZO 


437074 


AI286235 


Hs.128905 


hypothetical protein FU13204 


ZO 


459411 


N52920 




gb:yv34h09.s1 Scares fetal liver spleen 


ZO 


424834 


AK001432 


Hs.153408 


Homo sapiens cDNA FU 10570 fis. clone NT 


ZO 


409929 


R38772 


Hs.172519 


myelin transcription factor 1-Bte 


ZO 


406378 






ZO 


459208 


BE261314 


Hs.149039 


ESTs, Weakly similar to I38022 hypolheQ 


ZO 


445260 


AI218133 


Hs.147617 


ESTs 


ZO 


416248 


H99169 


Hs.23450 


mitochondrial ribosomal protein S25 


ZO 


445020 


AI205655 


Hs.147221 


ESTs 


ZO 


402048 






gb:PM3-Wi0O11-22O3O0-O02-cO5HN0011 Homo 


ZO 


412695 


AW984439 




ZO 


416408 


R94725 


Hs. 35354 


ESTs . 


ZO 


423347 


AI650412 


Hs.234557 


ESTs 


ZO 


427836 


AA416642 


Hs.1 16176 


ESTs 


ZO 


433347 


AF023130 




gb:Homo sapiens Ras-GRF2 mRNA, partial c 


ZO 


436902 


AW247145 


Hs.192729 


ESTs 


ZO 


440122 


AT733011 


Hs.127678 


ESTs 


ZO 


442901 


AI023654 


Hs.1 14191 


ESTs 


ZO 


444097 


AW517412 


Hs.150757 


ESTs 


ZO 


447278 


AJ934935 


Hs.158669 


ESTs 


ZO 


451361 


AA053854 




gb:z£2fOZr1 Soares retina N2MHR Homo 


ZO 


451813 


NM.016117 


HS.271B2 


phosphoHpase A2-acfivating protein 


ZO 


454423 


AW603985 




gb:RC4-CN0048-1 401 00-01 1-a04 CN0048 Homo 


ZO 


458801 


N98S4B 


HsJ276860 


ESTs, Weakly similar to C Chain C, Human 


ZO 



TABLE 30B 

Pkey: Unique Eos probeset identifier number 
CAT number: Gene duster number 
Accession: Genbank accession numbers 



Pkey 

407593 
407594 
407639 
407676 
407721 



CAT number Accession 



1003161 1 AW044083 AW044094 AW370634 
1003220 1 AW0575B4 AW057585 AW0441 53 R34370 
1006924 1 AW2O5369AW058599AW2076O8 
1008294 1 AW064111 AW06445OAW064429 

10108 f Y12735NM_003582AW238970R38268R41411 R41419T16717 AA002193 H62028AI359545AW105201 AW087158AAS99728 A1095264 
AA002065 H62029 Al 2891 01 AA884S04 AA904950 AA609672 Al 139874 H77896 
407726 101126 1 AA435679AM70655H22526AA044031 AA87M26W53TO 

W94167 AW952568 A14 19 653 AA335501 AA393641 AA044353 H41626 H22525 R58582 AW297645 C75230 AW368034 AW468904 AI272755 
407762 101439 1 AW235638 AA346882 AW866803 AA361281 AW963163 AA044373 AA1 36755 
407764 1014649 1 BEO08347 BE008320 BE083307 BE083311 AW075968 

407788 10163 f BE514982 BE614814 AW393078 AW238480 AA055537 N27644 AA641158 M87068 AA161019 AA161003 AA587315 AA716746 AA593632 

AB54870 AW183492 Y07755 NM.005978 AW872948 AI608987 H64656 AF086003 AA543149 AI81 9402 H64555 AA858398 AA594885 AJ436747 
BE12281 1 AA587026 AW857106 AI950679 AA596012 AA654004 AW238238 AI971395 AA459074 AA458884 AI608591 BE181995 BE1 81 970 
AW195797 C00271BE182043 

407803 1017498 1 AW081681 N35967 N36959 

407809 10179B2J AW082279AW082688 

407811 10180J AW190902AJ802788AI041650AIW7867AF110137N^^ 

AW044602 AB032372 AF045800 AI6211 83 AI750578 AA376403 A1910477 AA373348 AA373673 AI752124 AL35906O W48619 AA373238 AA373975 
AW504409 AW604404 AW36B503 AA545734 AW361415 AA373557 AW956164 AW853798 AI750595 AL359059 AA344024 N31127 AW580737 
N2704O AA071138 AI753050 AA599801 W48852 AA66981 1 AA112124 A1940705 W52S86 AA034001 C01826 AI940729 AA373544 AW957491 
AW383224 AW383164 AW383192 AW383125 AW383194 AW842507 A1940795 H80042 AW631 119 W47324 W42884 AI750594 AI754387 A1753734 
AA372833 AW069006 AI750577 AW473621 Al 88 8605 AA600082 AI041803 W51 909 W25447 AI521 673 A1087351 AA670O70 W47325 AA071381 
W42791 A1090390 AI085102 AI302125 AA788723 AW069430 AW069485AI754608 AA373014 BE140150 BE140166 BE140102 BE140143 
BE140157 BE140117 BE1 40098 AW005943 BE140108 BE140176 BE140171 BE140144 BE140175 BE140160BE140152 BE140099 BE140177 
BE140167 BE140145 BE140109 BE140163 BE140172 BE140161 BE140179 BE140147 BE1401O7 BE140146 BE140155 BE140173 BE140148 
BE140174 BE140158 BE140149 BE1401 16 BE140156 BE140105 BE140103 BE140164 AW138508 BE140153 AW806557 BE140121 BE140162 
C01953 AW806500 BE140124 AA329219 AW955642 AW069165 AI958107 N21113 A1754594 AW069264 AI754560 BE551937 AA543066 AA703927 
AW130486 A1814434 AI924946 AA789056 AW173667 AW069841 ASQ22288 AI753523 AJ753558 AI753482 AW06894O A1753002 AA669866 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



407834 
407851 
407884 
407938 

407965 



407995 
408000 



408112 
408172 
408221 



408235 
408238 
408243 



408281 



408332 
408334 
408350 
408408 



408531 
408617 



1020170J 
10212.1 
1023626J 
102759.1 

10298.1 



103177.1 
1031J 



1039850J 
10441 05 J 
104826.1 



104868.-1 
104872J 
1048.1 



408729 
408749 
408751 
408812 
408903 



409044 

409070 
409073 
409103 



1050255.1 



1052056.1 

1052079J 

1052676.1 

10566.1 

1059830.1 

1064578.1 

1070070J 

1074933J 

107722.1 

1078708.1 

1078907.1 

1083877.1 

10893.2 



409041 10952.2 



109S48.1 

109839.1 
109851.1 
109.1 



409105 1100052.1 



AI753593 AI753469 AJ753506 AW008360 AI753255 AI9491 1 1 AI7521 23 W19275 AI679005 AI888455 AI677772 A1589279 A1968546 AW0695B8 
AI754028 N20040 A1754354 AI752878 AA836970 AW631283 A1440410 AW016646 AI801326 A1610424 AI521669 A14461 71 AJ453455 AI753087 
AA570062 AA599863 AI753621 A1802571 A1537325 AA569978 AI921732 A181 1571 A1309543 H80043 AI623845A1623852A1075634 AI919521 
AA729459 C01795 AA577421 AA668620 AA600003 AA653400 AM45339 AW468974 AW1 30343 AA600104 AW970482 AW805615 BE 1401 22 
AW084991 R54179 N64488 
NM.014496 Af 184965 H82896 H82897 
BE075316AW090150AW589417H47391 D61911 BE173252 

AA905097 AI734242 BE044545 N86431 AA344041 C03245 AW963097 A1567324 M045934 AW079233 R58274 AJ744425 A1167427 R58176 
R58598 A1969945 A1921 684 AW01 3864 AI204559 AA909648 K84115 AAB97468 AJ568637 BE221753 AI355307 AJ139542 K80934 
W21483 U15590 NM 00S30S N56314 AA1 26678 AA426507 Y17782 W24740 W05062 W21042 AA649552 AA093507 AA092088 AA476830 N58299 
AA429090 AAQ95643~AI224915 AA443775 AI204315 AI333690 AA586584 A1275037 AI193915 AAB59647 T82641 AA 136048 T82643 T82647 
F36041 N74099 A1572217 TB2650 T82642 T82640 R47360 R47361 R47357 N74672 R47356 R47355 N93086 R47354 R47353 R47342 R47362 
R47358 N93441 N56384 N93566 T82622 T82618 

AJ094748 AW241797 AI759976 T 10509 AI814441 AM21977 A1423762 N73685 T1 1392 AA046406 

L1 1690 NNL001723 M69225 H99965 AI750335 BE000199 M63618 N31521 AA1 12876 AW265395 AA088909 N21507 X5B877 U04850 AW864903 
AJ830854 AW361 101 AW379356 AA301 170 T29232 AW965998 H26216 H44230 H44784 AA808916 AA514765 H44575 AA705179 AA585735 
AW589403 H25843 AA654993 AI783826 BE087370 
AW451982 AW1571 17 AW161544 
W02488 AW1 67479 AW361027 AW833243 

AA912183AA541622A1673341 AI266109AI335896A1421010AAQ53327 AJ982962 AJ372854AI674348AA531087 A1801016 AI372855A1817816 
N52151 D62928AI401633AJ378549 AJ378800AI337972 D62536AW972977AA1 35826 BE222491 D62195BE326453AA225293AA236461 
R85586AA625141 AA058641 AA1 35825 AA234644 H50784 R7 1863 
AA053381 

W95901 AA053387 AA121501 

Y00787 M28130 D14283 BE439795 BE439924 AA362187 BE439515 M17017 C05929 AA381897 AA346138 AA381472 C06304 AA381670 
AA381679 AA381965 T1 1274 AA381318 AA381601 AA381 700 AA381952 AW950718AA381992D82198 AA381914AV653399AA362140 
AA3B1592 AA381967 AA381454 M26383 AA362188 AA382057 AA381781 AA362246 AA381669 AA381395 AA381845 AA381848 AA381603 
W40425 AW663238 AA381702 AA381355 AA381356 AA381653 AA3621 27 AA374516 AA381426 AA381767 AA362270 AA381459 AA382358 
AA382160 AA304441 T27482 D83848AA381877AA381623D83851 AA362133AA381999AA372837AA362192AA362196AA381806D82132 
AA362107 AA363589 AA296403 T1 1316 D82218 AA381456 W561 1 1 AA381435 W401 63 T1 1379 W40283 D82615 AA382121 W40401 AA381699 
T68485 D82618 W52968 W39356 T27467 D83813 Z1 1686 T10915 AW387405 AW604306 AA353550 AA363514 BE004230 AA381218 W40279 
AA363545 AW377023 AA363453 AA363559 AA381833 AW850620 AA381613 AA381710 AA381584 AA381 577 AA38171 5 AW376990 T1 1334 
AA305271 AA363554 W52491 AW631242AA363599 D82254 AA363540 AA363596 AW951 160 BE1 22704 AA380965 AW850702 AW630501 
AA381229AA381228 M381576AA381795AA381B16A)274317AA360958A^ A1310352 T11037 BE1 22702 

AA8343B8 W38334 C01358 AW059870 AA371394 AW075978 A1922031 AA381189 AW468452A1375262 A1870149 C06055 AA381309 AA381625 
AA381252 AI520395 AW467642 AJ22791 3 AW780131 AJ742278 AI564251 C75559 AW272612AI634748AW339521 AI079248 C75557AI569162 
C75493 AW591509 AW769268 C75524 AI469809 AI579895 C75486 AI6971 09 A1475413 A1355474 AI282685 A1087873 A1469815 C06100 
AA568576 AW014817C05914 AW272671 C75615 AW337841 AJ3805BO AW457270 AA847352 W46290 AW78021 1 AW440851 W45324 C06017 
C75643AJ346866 W45040C05698 C05704 AA381931 AA381177 AA382015 A1476632 AA381274 C05758 C75413W45362 AW951601 C05910 
C75382 W60423 AA095727 C75410 AW188453 AW341742 W60450 AW613454 AI469266 AJ473944 BE042737 AW273112 AW467973 C05693 
AW272835 W45409 C05668 A1431254 T29157 A1953422 AW510601 W45271 C75538 BE138893 AW662358 AA102526 AJ457250 AW615017 
AW662707 AW051250 AW470168 A1952442 AA362337 AW015490 AA362269 BE122713 C06363 C06353 AW779405 T68419 AA381217 AA362139 
T11140T11198AA363591 AA362138AA382357 AA362344 D56519 AA362132 AA361981 AA362159AA362110 D83856 D82102 083842 
AW959358 AI373550 AA352225 

BE141183 AW178157 AW178162 AW178166 AW178172 AW845893 AW1 78159 AW1 78222 AW178213 AW17821 5 AW178090 AW178091 
AW178161 AW178207 AW178210 AW178214 AW178212 BE140918 BE140917 AW178135 AW178205 AW178209 AW178223 AW178220 
AW178206AW178203AW17B165AW178168AW178160AW178136AW845878AW178131AW178138AW1781^ 
AV^5810AW845828AW178216AW178112AW178211AW178224BE140915AW178221AW178130AW 

AW178133 AW1781 64 AW17821 8 AW178171 AW1781 57 AW178158 AW178103 BE141 189 AW178170 AW845816 BE141588 AW178156 

AW178104 AW178163 AW178093 AW178208 AW178137 AW1 781 40 AW1 78219 BE141592 AW845901 BE141580 AW17B155 BE141598 BE140957 

H91230AW182672 

AW514652 AW612492 AW182695 

AW183350 C03487 C05115 

AF070571 H70949 AW149569 AI804276 AA936447 AA987912 N35082 N35065 N43822 N43804 H69776 T80170 

H09701 R35799 R19028 AW196589 

AW207553 BE221925 BE551043 

R61736 AW242757 R53961 T33418 Z45363 

AW250525 BE265117 

AA195764 AA167076 AW937980 AA166917 AA056984 AI206035 AW023639 AA1 95520 AA329676 AA678589 AJ784331 
H65489 AW876581 AW876552 AW268587 
N91553 AW268820 AW566003 W19061 
BE397160AW274839 

BE296227APD08551 Z43879 AA31 3688 AW 409753 AA298501 AW957623 BE299015 BE09349B AA431134 N64029AI038260AW732512A1917458 
AA628301 AA291514BE092461 H6^89 All 26792 BE092286H721 66 H57643AIB84785R96793A^ 

AA834453 AW014897 AJ004050 AA804577 AJ207188 AW365050 AI689761 AA432153 AA767736 AJ738674 R19158 BE50391 5 AA629662 
BE465533 AA602467 AIB59835 N58083 AI828708 Al 559629 AI148444 R97724 AI652950 BE24321 8 A1318096 AA704673 AJ 3 18060 BE465518 
AA745859 AI026750 AW409660 A126672B AA748628 H58488 AA486497 AJ750284 H79032 H54313 H78390 HS3492 AW272138 AA488685 R07581 
AA736853 AW594462 AJ5001 64 AA832388 Z39943 AA598643 W80533 AA243133 AF011468 NM_003600 AA373999 H54104 AW136695 BE547389 
H70678 

AB033025 AL359061 AL045836 AI751521 AI752804 AI752650 AA853580 AJ752290 AA853460 AJ752769 AA852309 AA853785 AA853219 
AW068503 AI752069 AL049389 AW068368 BE439518 W52813 BE141833 AI940574 AI750605 AU09718 AA242845 AA315795 AA307741 
AW954603 A1752070 AA350794 AI752649 AA307755 AW951 677 AA298896 BE439692 AA852453 AW058826 AW853984 AMI 8236 AA639417 
AW290917 AI750592 AI752768 AL045837 AI926513 AW262903 BE439819 AM59360 AW339074 AW295181 AW029483 A1750945 AJ750659 
AI752525 AJ147688 BE440122 AI751 522 AI473816 AI752291 AJ694639 AI925816 AA599476 AA242752 AW021892 AJ755098 AW469299 
AW769363 AA853579 AI784082 AA852454 AI925501 AA976657 AW 150473 AW166734 

AI129586 AA455078 BE536256 AAB34910 AI264121 AA715165 AI675186 AA878884 A1937502H41127 AJ613527 AA1 36856 AI85B1 26 AA062762 
AJ351420 AW195729 AI493903 W78038 BE143223 AA136950 AA1 93470 AA082447 AW795079 AW996023 BE065712 
AA0S3003 AJ880645 AI880644 

AA063458 AA063018 AJ444822 B 

AF251237AM12359T19106AW975988AA948244AI954712AA620697AA758^ AA648117BE620755BE620198AW386187 

AA747475 A1205793 AA730288 

AW467539 AW468376 AW467312 AW337844 AW337833 AW467317 AW467401 AW468247 AW440988 AW440830 AW467337 



387 



WO 03/042661 



PCTAJS02/36810 



409168 
409191 
409298 
409374 
409427 
409432 

409434 
409446 
409517 



409545 
409627 
409529 
409632 



409642 
409718 

409723 
409747 
409928 



409929 
409955 
409998 
410085 



110474 1 
1107176 1 
111658J 
1124155 1 
1129567.1 
11298.1 

112.1 
113166.1 
11370 1 



1138B23J 
1144175 1 
1144421J 
11445J 



1145579J 
11505J 

1150962J 
1152417.1 
11601.1 



1160241J 
11619.1 
1167032.1 
11757.1 



409156 110362 1 N761 B6 R69723 AW444682 BE220376 W49490 AA961 099 BE21 8202 N53704 W73451 A1823360 AW675687 N64773 AA064629 AAC64753 
AA527475 AW473807 M199658 AI090198 AI374757 AI769715 AI026060 A1801785 W49491 R72390 R63399 AI742199 AI190947 R69629 
AI287331 AI769707 A1219372 D20803 AI187711 A1472100 W73390 
N94037 N94055 AA064789 AW835560 T84873 
AW81 8390 AW818237 AW85891 1 AW858977 BE072S44 W26498 

M07O211 AA070030 AA070114 AA070198AA070217 AA070106 AA070265 AA070334 AA070101 AA070302AA07027B AA070231 
R87083 R01811 T81648 AW383308 
AW389668 AW389657 AW609193 AW389649 

049372 Z75668Z92709NM 00385 U46572 U46573 AA1 25790 AW294260AA1 27067 A108051 4 U34780A1867933 AA9 10483 AI446061 AI913625 
AI913629 AI537716 Al 3574 16 W6921 1 AW805343 C21564 
AF278761 AA461577 AA460289 
AI561 173 AA600224 AA074612 AW382145 ALO45940 

X90780 C03339 C031 14 W07136 C02994 C03103 C04896 C05070 W17389 C04180 C05502 W19390 C04558 C04543 AA31 1 399 C05351 C0455 1 
C04456 X54163 NM 000353 C02730 C05613 C05482 R57607 BE140258 M64247 C04434 AJ265781 A1950215 AI634065 A1760600 AI367238 
A1864649 C03467 AA992938 C05063 C03055 AI1 85229 A1003859 A1193201 A1355654 AA935234 AW207185 C03193 N91524 C04315 AI657074 
C05024 C04608 C03333A1 193911 AW003240 AW003043 AI650950 AA092543T12017 N90905 N90947 AI652255 A1969724 T12391 T29798 
T12073AA1 58797 N93687AI369979 
BE2961B2AW629821 
AW99762B AW449319 BE068930 
AW449589 BE2 19028 BE 503053 

W74001 AA316156 U04313 NMJJ02539 T27595 AA294992 AW951580 AW814845 BE122694 W72351 A1989728 AW362665 AW379980 AI656538 
AI63391 1 AI656426 BE122695 W93572 BE152369 AI589723 AI435384 AW274531 AW173600 AW151 556 AJ559971 AA583423 AA583421 A1042520 
AHM1742 A1863998 AI924540 AI168755 AF086216 C00555 W93726 AI081 348 AW609782 W30956 AA284290 AA662428 A1276525 AJ242306 
W02802AI913973AI913861 
AW450809 H06661 AW860936 

D86640 NM 003149 AA451622 AA558394 H14661 BE262331 AI741761 AW137199 W49541 AI288524 BE220310 AI800206 A1471117 AA450217 
A1370524W49772 

AW885757 AW885748 AW885693 AW885549 AW572414 AW470595 
H60964 H57755 AW473583 

AL137163 AA101422 AW367010 Z83826 BE167397 AA813575 A1280253 AI277959 R28517 R28131 AA3751Z7 R76478 W21429 T62693 AI433432 
AI401346 T62844 BE552077AI277896 AW338135 A1435513AA873621 AA528626A!981880AW338124M1275(n AI918990AA876737 AI365181 
N92911 AI077290C00153AI580500 
R38772AW510843H16714 

U60665 AL034394 AA897135 AL035445 AW665839 AI935027 AA936514 AA629287 
M78345 T07132 AW566007 RB3578 T36151 H08587 Z45984 R61252 AW966442 BE180035 

AA428482 AB024518 W79345 AA449389 AL080211 AA249114 W05152 AA345239 W79445 AJ 14 667 4 D60585 AA045754 W07087 AA315195 
AW954874 T69187 A1150705 N78517 R35444 R33255 R33248 N78928 D61726 AI636918 AJ675380 D62188 AI935469 A1375549 D79309 A1610794 
AI281303 T69129AI587330AA046641 AA479B93 A1085845 AI474465 AW028856H12424 D60584AI016160AI766477 N92986 AA582759 R67773 
AL134435 N99191 AA081918 D81425 D60802 D81310 D52972 052986 Z45092 H00118 

AW382942 AA249770 AA249043 AL1 33837 N85732 AA249732 AA081961 R19529 R13631 Z43675H11407 AA376302 T25307 
AM6B210 R54453 AW291931 AA814911 AA828285 AA731670 AA553734 H17613 AW780162 AW780176 AW182524 A1743107 AI635064 T32609 
AW192433 AB07672 AA994018 AA082285 A1671334 AI862698 AW583237 BE219648 A1985157 AI610704 BE3281 17 Z38374 A1083538 AA099352 
T35606BE088282 F08855 

A1554545 AA083514 AI633826 AI765624 AW159852 A1656026 AI363822 
AI739159 AA040433 AL047873 AA03777B A1205645 

AF022913 Y07596 R18975 AA365192 AI904896 W05406 AW130797 W38804 AW628276 AL035409 N70544 All 23406 AA330449 AW950460 
AI926246 R44860 AA746741 AW612942 AI539700 N59061 AA481761 AI559559 N93182 AI245742 AA814787 AA4648S2 
AA084050 AA084O64 AA084174 

AI287518 A1243745 AW196535 AW102813 AA834941 H24627 AL050199 W21139 N53879 H84695 AA424083 A1872323 AM75291 W69379 
A191 9258 AA557197 AI581 597 K66899 AW604533 W69378 R16586 AA559860 AA559908 

R34107 AW750133 AW750120 R21663 

BE163567 BE073689 BE073747 BE073780BE073739 BE073748 BE1 63495 AW750178 BE163491 BE073763 BE073671 
R09442 AW8461 15 AW846108 AW751967 AW846083 AW846087 AW846090 

AA37^^ AA085843 AI307247 A1824005 AW261982 AI625754 M27830 AI679467 AI078259 AW594323 AI335252 

AA122264 AA994930AA1 11902 N21 680 AI498311 AA633551 AA455980 A1625756 AA938642 
AA766825 AA811180 AA085906 AI762946 AW977820 
AW770523 BE503941 BE219626 

AW770778 BE551458 BE550838 BE549582 BE328860 BE550143 
AW792909 AW876101 AW792964 AW876100 AW876099 AW792910 
AA4971 17 AA497039 AA996105 AI042190 AI910528 AA088543 AI733733 AA732081 AI269B79 
AJ001873 R58869 AJ001874 AW301235 AA496916 Z41363 
AW857191 AW857192 AW804060 
AW805687 H88503 H 88502 

AW8071 82 AW807328 AW807063 AW807183 AW807192 AW807033 AWB07061 AW807286 AW807097 AW807270 AW807372 AW807280 
AW807283 

D78367 NM 000223 AF1 37286 AB007119 C00499 
AW809201AVW9176AW809258AV\^^ 

AW809146AW809144AW809141 AW809145 AW809170AW809248AW809149 
AW861207AW809508 

AW810169 AW809654 AW809839 AW810090 AW809703 AW809891 AW81 0564 AW809733 AW81 0616 

AW810001 AW810092 AW810170 AW809884 AW809664 AW810353 AW810428 AW810209 AW810429AW810154AW810168AW809786 
AW810006 AW809672 AW809694 AW810552 AW810345 AW810432 AW809960 

AA121686AI276195AW117710A1401471 AW972533 AW237287 AW304874 A1720005 AA441903 AA442O09 A1884441 AA505929 AA1 12361 
A1695051 BE175525BE45W5T06998T59728 Z25022AA861746BE073181 T63311 AA992785Z44588 BE544748AW805672 N31268W93499 
AA090503 

1227240 1 AW811114AVV811095AVV811087AW811124AVW11054AW811094AW811157 
1228071 1 AW81 2088 AW812105AW81 2082 
1228659 1 AW81 2790 AWB1 3072 AW81 3062 
1228809 1 AW81 3004 AW81 2962 AW812961 

1229132 1 AW813428AW813444AW813367AW813368AW813429AW813424 , 
1229310J BE062590 AW813565 BE147101 

122971.1 AAB57218 A1304833 R68303 R42247 R44174 R74002 R44219 R49558 AA090979 Z38312 F01959 

388 



410140 


117882L1 


410150 


117913.1 


410181 


118146.1 


410276 


119050.1 


410286 


11912.2 


410307 


11935.1 


410318 


119440.1 


410365 


11974.7 


410481 


1204955.1 


410483 


1204995.1 


410500 


1206323.1 


410534 


1207247.1 


410566 


120846.1 


410569 


120893.1 


410585 


1210225.1 


410594 


1210463J 


410648 


1213842.1 


410685 


121605.1 


410767 


12201.1 


410797 


1221640.1 


410811 


1222814.1 


410B45 


1223881.1 


410871 


12252.1 


410878 


1225667.1 


4108B8 


1225955.1 


410900 


1226069.1 


410901 


1226077.1 


410908 


122615J 



410934 
410966 
410991 
410999 
411018 
411024 
411036 



WO 03/042661 



PCTYUS02/36810 



411045 1230222.1 AWB54691 AWB54589 AW814776 AW854617 AW854535 AW854621 AW854693 AW854894 
411093 1231970J BE057650AW817053 

411131 1233576 1 AW819212AWB19170BE158474 AW819172 AW819213AW819200AW819256AW819254 AW819178AW819214AW819215AW819233 
AW819171 

411151 1234022.1 AW866497 AWB19775AW81986B AW866602 AW856561 
411162 1234161 1 AW819944AW820182 AW820168 AW81 9959 AW8 19953 
411186 1235090 1 AW821257AW821267 AW821283 

411322 123869 1 AW887330AI560214AI629040 N21397 AW770023 AA092291 AA777320AI61Z725A1669633 A1249763 M703485A1913790 AI376778 AA846775 
AI654897 AW572057 AI239496 AW452713 N27544 AI887974 AA814627 N51201 H28803 H28909 R41306 N51185 N91 283 AA142869 
AW992424 AW022648 A1090485 AI090461 AW976575 C00594 AI090739 AW269833 A176Q709 AW304466 AA76B843 BE549920 AI681176 
AI014572 AAB66193AI554083AI760564 AI765776AI963841 AI420000AI141251 AJ81 1400 AI090729 AA996 179 AI379983 T03511 AW470022 
R81844 W58641 BE302156 AW151843 BE350176 H67016 AA836922 AW273427 A1559635 AI342892 AI313249 A1285237 AI700240 A1963819 
AA568703 AI245853 AA805992 AW207330 All 84333 A1277468 BE003980 AA905695 R42537 AI675499 AW769656 AI933679 AA742328 A1040657 
F33269 AW079594 AW009301 AA904937 AA704491 AW081423 A1351 283 At090926 
411377 1242238 1 AW84 1462 BE 1 56657 BE1 56668 BE092475 

41 1402 12437.11 BE297855 BE270652 AL046623 AW503427 BE410573AW673472 AB020692 AW503470 AW500541 AA333531 AW500601 AA219752 AA213609 
AW500766 BE61 4077 AW500593 A1525381 BE269850 AW407994 AA216562 AA219756 ARJ77054 NM JJ07158 AA21 6574 AW99581 0 AW995859 
AA206085 AW850106 AW995818 AW995851 AW500016 BE208425 BE019629 R39346 R60562 R49334 AA317151 AW505147 AF070542 
AA083096 F02976 AW770546 AI291868 BE246478 AW500370 AJ016162 N85345 BE093797 BE547643 BE546118 BE617127 AL039260 BE392970 
AA0821 13 T82358 F00943 AW028321 D56449 AW867807 D31 154 030982 AI751781 AA28523B AW407575 AW998978 BE550990 BE621989 
N87871 AA180265 AA191753 C06254 D83827 D83875 W02967 AA1 12114 AI905766 A1905748 AI905768 AW995806 AW995B63 AW383592 
AW383580 AA305899 AA307034 AA826628 BE541555 AL1 19289 AL119423 AA303275 BE082589 AA332086 AW965293 R6061 8 AW383541 
BE092450 AW383622 H91975 BE547184 BE296585 BE298650 BE298649 BE299149 BE298346 BE092141 AW373162 BE002685 T79982 
BE176844 BE176851 BE176853 F06708 AA033791 AW410096 BE176894 BE299847 R35698 BE267850 BE268739 BE268124 AW818477 
AL050150 AW841 191 AA303195 BE538440 AA191259 AW370193 AA330511 BE054599 T09132 AA192113 BE615767 AL042033 AA079490 
AW383623 T32604 BE386044 AL049075 AA4297UBT19827 AI4461 91 BE567285 AA301893 AA306549 N42874 H64763 AI124732 BE567564 
BE568493 N39895 AA354774 F00719 AA317867 AA034186 AA165587 C18150 R71810 N416B9 H94374 F01031 RB4910 AW382388 A11B9605 
AI423180 AA360475 AW840218 AA570768 T95924 AW582450 AW506148 BE1 52628 H90805 AW392328 AW816630 AW8401 95 T79242 AA336359 
AA337973AW799608AW816670BE173761AA166874BE167374AW890849BE564241 BE393078 AL1 10192 AA30O958 AM1 1397 AA418062 
AA181721 AW898007 D58784 AW993857 AI193279 AI219200 AA682817 F00073 N89510 AA220934 AW993725 AW973544 AA034187 T79160 
AA478682 AA379278 AA379590 AA379279 AA577038 H42292 AI274142 AI018741 AW41 0097 N52553 W78890 F00679 AA431977 AA702274 
AL046527 A1754455AA700585 A1263352 AI873831 A! 126251 AW024266AA700620 AI1 86197 AA033792AA610603 AA704581 AI277544 
AW054724 BE005042 AA417958 Ai049595 AJ076303 BE565285 AA010037 W60502 AI167603 R85594 A1817019 A1699779 AW51 1960 N23B49 
A1351749 A1144021 C17754 H21704 N76513 AA977969 AA371624 N76338 N84458 A) 125828 AA028071 N34467 AIZ70649 T95829 T57796 
AW795490 AI077832 F24B75 AA568591 AW994199 AA151314 AW450235 AW994050 H42220 AA342144 AI092959 AW580175 AA026826 
A1264761 AA738259 R99883 AI524512 F30861 R98603 W63693 AA620925 AI143B54 A1168778 T99810 AA738013 AI022487 AA834946 A1125766 
AA805498 AA079792 AA371623 N26238 BE567459 R85377 AA180266 AI952419 AA001869 M73002 A1620483 AW1 90281 AI818881 AW589460 
AI827251 AW515621 AW129990 AI872119 AW168763 AW167771 AI982550 AI368952 H90753 AA702822 AW177690 AIB65588 AA629791 
AI745726 A1026149 A1041033 AA903483 AW351844 AW369554 AW369548 AW028940 AA961792 F25828 AW294323 AI718585 AI074179 
AI347652 H89854 F00140 AI686547 AA393317 AI753417 AJ080039 BE565383 AU046624 AA744959 AI557195 AA298287 AW389860 R64259 
BE536049 BE566674 AA344341 AW9561 12 AI000731 AA932956 BE5651 99 058872 CI 7684 R3381 6 C06061 AA352985 AW886064 AI982700 
AW236157 AW886062 AW886057 AW886055 AW88S051 AI923094 AV662282 A1889451 AW886061 F00186AW152447AW272704AI436399 
AI802238 A1261480 N79636 AW300684 Al 677822 A1860566 AA328960 AW675792 AA010009 AI751 782 AA 191537 AW304909 R801 10 A1951108 
H02597 AA204819 AW338747 F00821 AA220922 AW46B603 AA102579 AI798438 AA587885 AW303942 AW500687 AW972246 AA599321 
AA523454 AI679560 AI683804 AA527329 AA804281 AA704003 A1872653 AA21 3474 BE084624 R27891 R73817 AA1 81687 BE047260 A1889950 
AA665567 AJ754393 N367 1 B AA805874 AI095874 AI216207 AA192683 AW383651 A1925849 A1222808 AI434950 BE 15551 7 AA151315 AI889247 
AJ377569 AA026959 AI022803 N54372 AW770082 AA083097 A! 346856 AI536782 A1192715 AW675036 AA1 13015 AA02B072 AA916152 AI201 769 
AI150097 AA679827 AA9891 02 AI023640 R33817 AW08944O A1718920 AA730351 AW510497 AA191329 AI625984 AA216733 AA687703 
AW674304 AI796635 AA1 30359 AA054765 A1299629 AI3581B1 AA171411 AA706886 AW381517 AA084376AI26152OF00088 AA054512 AI304575 
AA216727 R98604 AJ 361 277 AA555212 AI680001 AA 1021 21 A1934281 K64764 AW150668 AI033999 AA191410AW972688 AW303408 R99884 
BE246510 AI347235 AI146885 C05800 AA513143 HB9930 H21966 AI478379 AA21 6430 W84664 AA652062 AI769983 AW576304 AI567075 
A13641 88 A1866339 AA640767 AA6521 62 AA976961 AA862702 AI300722 AJ917459 AA342464 A1754026 AW576320 N99469 AA586475 AJ222471 
AA281 108 R88219 H90699 AW3B5763 AA640461 N24377 R64151 W24277 AI636822 A1868188 AI139825 AW974008 AI537168 AW169752 N31958 
W37441 AA84701 1 AJ908357 AA504682 AW882542 AA1 67775 AI754366 AA627635 AW51 4630 AA782594 R92323 W57839 N26079 AA648494 
A1458665 AW514952 AI762750 Al 160792 A075524 Al 130860 AIS341 93 AW518591 AA788852 AA1 11839 AA758228 N63960 W96303 AA236201 
X02751 AJ139446 AI290717 All 67991 AW051312 AA299626 AA847823 AA086470 W92369 AI767170 AW304378 AI301047 H99129 AA808054 
A1378895 AI808177 AA805350 N98381 AW439862AJ368038 N35992 R31519 AA1 13033 AI358744 W80962 AI569074 AA151169 AA490039 
AI091336 AW273353 AI720287 AA522936 AA947290 AW072111 AW197158 W96210 AI201102 W80860A1339397 AW574975AT72Q518 AA281158 
F01036 AI050999 N80007 T11 153 BE620907 AI4751 11 BE620508 AW05O466 F37323 AA613474 A1205917 F27677 W57714 AA780939 AA558915 
N70185AI147034AA600010 F00591 AA780961 AI698279 AA532604 AA532596N91 939 AW1 98078 A141 7950 AA535385AW059652 D45703 
NM 002524 AL037736 AW500714 AA300635 AA206271 R20487 AW503194 AA383492 AA429982 N44803 L00043 XD5565 AAB13005 T48566 
D32598 AW50Q572 AA805904 AA025652 AW469815 AW379180 AW806447 AW503461 AW806363 BE093979 BE094084 AA025551 BE566323 
BE082840BE082826 AA329060 H04C66 AI560331 AW01 5544 AA731 147 AW271774 AW27 1793 BE218855AI674661 AW275B60 A1589033 
AI625442 AA934754 AA857998 H03375 BE21 8786 N35499 AW339463 AA884299 AI309591 A1245939 AI207017 A1207185 AW1041 80 A1694676 
AI637721 AA446246 AW339307AL121061 AA975957 AW339347 T29133 N53393 
411409 1244546 1 AW844803 BE276032 AW995031 

411411 124461 1 AA345241AW956674M128765AA262326AA247949 W31193BE551416MW 

AA156249 AA093182 AB49720 AI004225 AI6361 10 W46560 BE326314 AI796293 AI284220 AA488614 AA1 28766 AAB89330 AA347019 AI015219 
AI014699 

411417 1245075 1 AW845481 AW845474AW850849 

411459 1246724 1 BE142707 BE142852 BE142723 BE142905 AW84771 2 AW847792 AW847858 AW847852 AW847654 AW847608 BE1 42961 
411463 1246750~1 AW847645 AW847791 AWB54083 AW853945 

411505 12484 1 AF155659NfVL004531 AF117815AA315504 AF091871 F^254AA043465 AA282860 AV650915AA310368AA319576 AA095264 AA489152 

AA977271 AA319422 AW9521 50 W45444 AA037559 AA804560 C0491 1 T83079 T80886 R08246 W79059 AA8761 34 AA058333 W52579 AI750576 
AA459467 W19725 W391 44 AI754643 A! 244841 N42049 Al 04 11 84 AA037477 AA932909 AA639963 AA639973 AA773836 AA773723 AI769447 
T70309 R88255 AA043466 AI275608 AI056711 AA045246 AA131446 AI344513 AA058346 AI457433 W74472 AI82B523 W44922 All 93866 R45814 
AA022881 W45445 AW002078 AA514297 AA252365 N92634 A1077872 T90543 AAB73286 AI025634 AA559060 AA771707 AA771726 AI248953 
AI188084 AA725247 AA865838 AI244119 AA873755 R08194 AA844617 AW444912 AA782666 N89981 AA022882 AI688964 AI361243 A15B0939 
AW025486AI784567 AI373412AJ159911 AA131559 
411514 1248638 1 AW850178 AW850233 AW850445 AW850446 

411517 1248678 1 AW850267 AW85051 6 AW850229 AW850235 AW850277 

41 1518 1248692J AW850246 AW850251 AW850302 

411561 1249458.1 H81164AW994484 H8115B AW851344 AW851207 

389 



10 411354 124007.2 

15 
20 
25 
30 
35 
40 
45 

50 

55 

60 

65 

70 

75 

80 



i 



WO 03/042661 



PCT/US02/36810 



411555 
411597 
411622 
411657 
411660 
411693 
411726 

411736 
411738 

411745 
411770 



411772 
411816 
411863 

411880 
411893 
411934 
411940 
411965 
411966 
411970 
411987 



412011 
412029 
412074 
412105 
412139 
412147 
412222 
412228 



412236 
412323 

412329 
412400 



412486 
412494 



1249756 1 

1250843 1 

125205.1 

1252980.1 

1253078.1 

1254206.1 

1255048.1 

1255573 1 
1255755 J 

1256160.1 
12572.1 



1257386.1 
1259632 1 
126201.1 

1263110.1 
1264302.1 
1266140.1 
1266262.1 
1267729.1 
126794.1 
126821.1 
126955.1 



12713.1 

1272597.1 

12758.1 

1277509.1 

1279175.1 

1279411.1 

128403.1 

1284*J 



1284501.1 
1288770J 

1288943.1 
1292900J 



412446 129614.1 



412566 
412589 

412613 



412639 

412695 
412706 
412732 
412768 
412798 
412811 



412887 
413006 
413087 



12-1 
1300.1 



412505 130132J 



1306469.1 
130937.1 



131306.1 



131675.1 

1322022.1 
1322406.1 
1323951.1 
1326095.1 
1328107.1 
132943.1 



1334741.1 
1343534.1 
1348720.1 



AW851728 AW851607 AW851621 AW851702 AW851647 AW851727 AWB51658 AW851617 AW851628 

AW852925AW852922 

A1807894 AW340512 R94399 AW082409 

AW855583 AW855628 AW855653 AW85561 1 AW855631 AW855629 

AW855718 AW855740 AW855748 

AW857271 AW857308AW857296AW857258 

AW85B612AW8619S4AW858500AW851945AW858445AW861901 AW858546AW861921 AW858395AW88196BAW858394 AW858401 
AW858404AW858399 

AW859089 AW862098 AW859088 R97592 N28912 

AW859353 AW859365 AW859362 AW859356 AW859351 AW859354 AW859355 AW859361 AW859348 AW859364 AW859372 AW859352 

AW859349 AW859367 AW859360 AW859374 AW859350 

AW867826AW859896 

NM 014278 AB023421 BE168265BE092854 AA431598AA431172 AA432192AA402062 AI855325 A1628586AA398923AA975783AA451958 
AI917699W00516 AW966019AA364471 AW804981 AA421206AA405106AW33B926 A1337285 AI271953 AA625996 AA151812AA405659 
AA478479 AI478380 A1863753 A1077291 AI280476 AA149534 AA932462 AB1 5816 
BE170301 AW861539 AW904851 BE154336 BE154090 BE154275 
AW864609 AW864592 AW864594 

BE075244 AA190379 F13175 AW674857 T76947 R57804 AA345136 AW963229 AA721 138 A1688819 AA095982 AA463295 AA428573 AA169109 
AW003758 AW057536 AI186079 AM78215 A191 3806 AW075976 AW1 19020 AI9685B8 AT75B030 AA927649 Z40571 AA1 90788 
AW872477BE088101T05990 
R82845AW873969 

AW876538 AW876567 AW876619 AW876629 AW876537 AW876566 AW876547 AW876576 AW876535 AW876564 
AW876686 AW876717 AW877215 AW876691 AW876722 AW877218 AW876694 AW876725 
BE467339BE217847AW879135 > 
M0991 13 AI09021 1 AW665171 AI887642 
AA099142AA099240 

AA375975 AW954415 AW954409 AA497124 AA551693 BE001643 AW771919 AI344328 AI924091 AA497046 H19580 AI082176 H42450 AA737000 
AA975029 W31 663 AW20491 2 AI804483 AW935085 AI521818 AI352532 AA227921 W15587 M099293 AW468884 W35363 AA4562B6 D20889 
W04722 

NM.000406 L03380 S77472 L07949 S60587 Z99995 U19602 

AW886238 AW886229 AW886244 AW887891 AW8862B9 AW886146 

S74683KM-004314 

H07971F05875AW893090 

BE044976 AW895327 AW895462 

AW895984 AW895982 AW895983 AW895918 AW895772 AW895843 AW895847 AW895653 AW895652 AW895648 AW896054 M85583 
AA528283 AW971270 AI801420 AA3981 12 AA101 1 06 AA3941 52 AW971279 

AW503785 AW503590NM.001877 M26004 AW502871 AW504784 M26021 Y00649 AW505211 AW499938 AA648953 AW503883 AA465705 
AA262317 AW968570 AW505438 AW505320 S62696 AW408330 AA459563 AW512602 AA262382 AW361 297 AW401642 T29776 AW951599 
AW503293 AI765035 A1635781 AI819443 AI627832 AI432980 AW303499 BE466519 AW080149 AW977511 AI015545 AA482292 AA521362 
AA521363 AI439900 AA7671 59 AA804757 AA829329 A1953525 AA443338 AA807223 AI468848 AI373520 AW51581 4 AI433669 A1934444 
AA974992 AI758133 A1953576 AI468994 AI695225AW770076A1559791 AI880641 AW866194A1253682AW317053Y00649 
AW902583 AW902585 AW902695 AW902568 AW9025B0 AW902692 AW902684 AW902595 AW902573 AW902681 
AW937143 AW937150 AW937141 AW937151 AW937132 AW937160 AW937191 AW937174 AW937195AW937173 AW937159 AW937139 
AW937171 AW937142 AVV937145 AW937165 AW937163 AW937164 AW9371 37 AW937179 AW937156 AW937140 AW9371 35 AW937170 
AW937445 AW937457 AW937364 AW937374 AW937395 

AW948066 AW948106 AW948020 AW948047 AW94801 1 AW948033 AW948034 AW948041 AW948028 AW948048 AW948046 AW948056 
AW948025 AW948053 AW948043 AW948032 AW948037 AW948050 AW948060 AW948059 AW948051 AW948027 AW948038 AW948052 
AW948036 AW948031 AW948030 AW948035 AW948039 AW948026 AW948044 AW948049 AW948042 AW948054 AW94B055 AW94801 3 
AW948058 AW948045 AW948057 AW948029 AW948003 AW94801 6 AW9481 23 AW94B008 AW94B001 AW948022 AW948014 AW948023 
AW94B004AW948000AW948018 

AI768015 AL1 20184 A1769949 AI633838 AA1 02645 AA617929 AI869212 F09778 F04816 F02721 BE184363 AA151245 Z41449 AA987907 

AW890837 AW898604 AA934514 AI632924 AA151244 Z45815 

AF210650A)305158A1918630AI887719 

AL133900NNL001656L04510 AW993847 F11746T65453 T08981 AL1 21038 H781 21 N94301 AI021991 M72762AI287306AW592270AA489014 
AI077521 T65376 AA706974 M642485 N69692 AA693768 AA913755 R60064 AA689423 H78122 N59815 AA814447 AA913261 F09406 AW304804 
BE1 781 23 AW043893 AI67941 8 AI679608 AI001923 H92443 AI679928 H19413 N58948 AI973246 055063 AA5271 26 AJ744410 AI808080 
AW193091 T08980 R60128 

AA974491 A! 206314 AW022585 AW291873 AW204274 AW014186 R15834 AI056304 W80448 AW080599 AA678677 A1343530 AI675512 A1370947 
AI123123 AA744915 N62839 AA1 12318 W78137 AA577026 N75543 AW237510 AW242698 A1078049 BE536805 AA429809 AA705732 A1559392 
A1935601 AA587653 AW043778 AI457895 AW978291 R92989 H88620 H22144 H88619 AA806925 AA434019 AW021712 AA446146 W79476 
W05336 N77746 H07864 R51778 AW193285 AA460545 W02297 H22181 A1222051 N72976 N20524 AA351 581 R35103 W79044 R49490 
AW962574BE073261 

R28660 A1683378 AI249381 A101B052 AI742043 AW19191 1 AI587398 AI264257 AW008123AA1 13387 AI624266 AW072688 AA574127 AI951922 
AJ289578 AW970835 A1687304 D79818 D62948 

AA653507 A12091 66 AI469529 H05663 R67271 R16037AA280024R52899 A1688328 AI690591 BE463813 N62171 AA806288AW592389 
AA927153 AI336807AA767138 AI090OOO AI030001 AA114171 N62802 AW303301 AA1 94072 AA1 49585 Al 1281 02 AW057592AA1 34534 
AA815131 AA737546 AA458847 A1538210 AA978182 AA740637 AA151800AA1 93681 AI417149 AA1 90568 AW444980 AW965997 AW819899 
AA280093 N93916 H05662 AI653910 N48344 N30139 N35259 N25776 AW176403 N3525B AI656458 BE467469 AA312984 BE503040 AA988512 
N31408 R52898 R16341 AA234870 N4O400 AA134533 R13914 N44257 AA379725 

AW961284 A1962899 A1740549 N49746 C01777 D62520 AI431795 D62457 AI742960 AA327801 AI1 23532 AI635323 N48187 AA115107 A1167508 
A1082125N52675 

AW984439 AW984371 AW984349 AW984443 AW984356 AW984433 AW984451 AW984444 AW984367 AW984449 

R97106R92747AW991241 

AW993300 N23107R22345 

AW996044 R54798H12046 

AW998657Z42273R20217 

H06382 AW957730 AA352014 R13591 AA121201 D60420 BE263253 BE047862 Z41952 AI424991 AI693507 AI883108 AA599060 AI091 148 
AA598689 R39887 AA813482 AW016452 H06383 R41 807 AI364268 AA620528 A1241940 AW089149 AW090733 AW088875 Z38240 AA121202 
R17734 

BE007420 BE007419 BE007421 BE007422 
WQ3857 BE046645 R89470 
BE064655BE1 53953 



390 



WO 03/042661 



PCT/US02/36810 



413088 1348732.1 



10 

15 

20 

25 

30 

35 

40 

45 



413091 
413101 
413141 
413143 
413174 
413200 
413231 



60 
65 
70 
75 
80 



413241 
413252 
413308 
413352 
413468 
413525 
413554 



413581 
413585 



1348772J 
1349154.1 
1350477J 
1350589.1 
135222.1 
135331.1 
13545 J 



1354995 J 

1355877.1 

1359776.1 

1364513.1 

137158.1 

1374635.1 

13764.1 



1378335.1 
15785.18 





413617 


1380379 J 




413627 


138085.1 


50 


413642 


1381386.1 




413646 


1381488.1 




413697 


138371.1 




413752 


13B633B.1 


55 


413758 


1386900.-1 


413783 


13890.7 



BE054962 BE054979 BE064853 BE064857 BE064856 BE064977 BE064960 BE064860 BE064815 BE064957 BE064804 BE064816 BE064850 

BE064806 BE064796 BE064818 BE064975 BE0S4819 BE064810 BE064668 BE065059 

BE065063 BE064727 BE064736 BE064976 

8E065215 BE155544 BE155541 BE155540 BE155542 BE155543 

BE166323BE067045 

BE067232 BE067221 BE067228 BE 177730 
M723564 N33229 AA127258 AW579163 
AA127395 N68223 AA363498 D62246 

087451 AL157542BE184393 NM.004050 U59747 AA429751 AW204767 AW131571 R6Q850 H1 9373 T97644 AA456480 R1 3646 AA007327 
AW452223 AA351 094 AW954619 AW954626 AW954628 TB0465 AI694772 AA41 1378 AW905655 AV645465 AW905605 W23853 AA406309 
AA156593 R83489 H92364 AA476672 W00451 W02937 R70836 At796974 W25268 AA813734 W07063 AA098908 AA092352 C75306 AA625058 
AA524030 AA148504 AA193421 AA187643 AW901736 AW972233 AW080354 AA007328 W39084 AI913405 R60B51 AA553972 AI279367 R70783 
AI310328 A1086373 AI679347 AJ335949 AM 67654 A1122655 H18933 A1025024 AA741032 AA035238 AI972640 AA954705 A1093767 N72171 
AA557539 AA741293 AA621499 AIZ74864 A1242314 AI972692 R38496 H95621 AI970809 AA351093 AA454588 AW055376 AI214584 AI681508 
AJ222600AA099828 N78923 N94633AA931492AA918712A181069BAA194030 AA938747 AA854581 AW571442AW028947 AA834389T97645 
D62606T16699 

BE073771 BE073783 BE073773 BE073767 BE073764 BE073719 
BE074910 BE074913 BE074911 BE074903 BE074892 BE074935 
W28131 BE081198 

BE088812 BE086819 BE088823 BE088754 BE088753 BE088757 
BE504766 AA129728 AA129747 BE502207 AI657193 
BE145899 BE1 45848 BE 145849 BE145853 BE145927 BE145925 

AA31 9146 NM 003469 M25756 AL1 20036 AI57051 1 AI91 2721 BE549650 AJ971452 R58883 T08333 T08149 AW950837 T09414 AW498993 
AW293628 F07298 AA319366 BE312495 AA384796 H54915 AA319530 AI697961 AI357661 AW005233 H54916 A1813750 AW899932 A1986411 
H406O4 AI0791 15 AI692409 AI004935 A1865871 AI589482 AA975308 A1079373 A1291758 AI278032 AI1 46552 BE21 9052 AA988981 A1472913 
T28854 AA128988 T23971 R41603 T24044 H27864 AW455808 AA350446 H52828 R18638 
BE150618BE150616BE150626 

AI133452 AF1 1 8092 AV646997 AA344298 AV648471 AV653839 AV649557 AA344215 AV652159 AV653760 AV659239 AV659188 AV65391 1 
AV653431 AV660891 AV657526 AV653737 AV645785 AV659170 AV659334 AV653798 AV655244 AV651743 AA344639 AV659220 AV656889 
AI207493 AV657434 A1133243 AV646671 NM_000509 AV662079 AI207651 AI13291B AV661755 AA343699 AA345917 AA343490 AA344610 
AA343434 X51473 AA343808 AA344285 AI174692 AI133515 T67625 T58788 T73352 AA344354 AA360361 T69352 T94626 AA344529 AV656138 
T50845 T74670 AA332162AA345589 AV646330 AA343225 R28773 T67608AF113681 AA127901 AV653213AA312911 AV661947 T86050 
AV661818 AV661899 AV661905 R28960 R28837 AV649290 T66810 AA312743 AA345150 AA344513 T64763 AI064984 T51 155 T40196 AA344031 
AA345795 AI065032 T53919 AI065018 AV650157 AA344728 AV662173 AV650840 AV658467 AA344294 AV662232 AI207724 AV662312 AA345561 
AV654559 AV652797 W92647 AA344388 R09360 R06530 AA345478 220522 T50870 W77961 AV6541 63 H49804 T69653 W68580 T68149 
AA337510 AV653519 AV656147 Al 989422 AI984220 R01859 AI954841 A1201573 AV656799 AA328409 AV647604 AV646927 AV660491 AA344654 
AW339929 AI1 1 0791 AF074698 AA345475 AA31 3496 AA779747 W72217 T40133 AV651093 AV651 109 AV651041 T83205 AW269523 A1064748 
AA344540T68003 AI568934 AI189828 AV659219 AI911879 AV654713 AW665993 T64315 AI187086 BE250740AA938960 T67507A1 174843 
A10928B6 AV646035 T64666 T641 1 5 T62908 A1313492 T73291 A1917303 T7461 1 AI186901 T55856 W79416 R00044 AI266531 AA906009 
AW074348 AW805833 A1825233 AA968875 AV6551 80 Al 580755 T73437 TB4551 AW950039 T27841 T53800A1283155AI989903T87137 T69024 
C20909 D12274 R85625 AA344998 AA312959 AA313165 AA331360 T70574 T94279 AA313014 W78014 T55851 T74885 AA345347 AV661196 
W78129 AA382681 T681 93 T50716 W68581 W94563 Al 140948 N79517 AA345466 AA345467 T46873 T69258 AA313185 T52365 AV662293 
T69277 AA343530 T58721 T69397 T69582 AA312904 T50690 AA313124 T67493 AA313373 AA331354 AA343475 H89500 T50709 T41064 T58776 
T72273 T74553 AA345122 AA360373 AA345423T40932 AA345221 T24021 AA313498 T23996 AA313189 H77838 AA345257 AA345507 T41037 
T72141 AA360365 AA31 3286 T73555 790758 T72290 R09244 AA344638 H75468AW0 14527 T61761 T58742 T58809 H62832 T41027 R06531 
R01860T61213 

BE155373 BE155412 BE153516 BE153752 BE155131 BE153613 

BE182082 BE 182099 BE182108 BE182097 BE182102 BE182114 BE182100 BE182112 T84969 T81533 AA130913 AW968260 AA258851 
AW023999 T95054 T81358 T91219 T95151 

BE154837 BE154879 BE154850 BE154877 BE154835 BE154849 BE1 54902 BE154905 BE154867 BE154901 BE154904 BE154899 

BE155042 BE155040 BE154987 BE155012 

AA131315 AA987985 AJ3501 69 A!608814 AA328505 AI674807 

BE161807 BE161584 BE161700 BE161748 

BE162391 

AA314337 A! 805587 AA402097 AA293531 AA658356 BE566333 A1557276 AV65131 1 NM.00101 1 Z25749 AJ525505 R97869 BE546683 AA155861 
AA532947 AA329269 H63470 AA187471 AV660956 AV650019 AA380909 AW327895 BE313243 N93984 AA354585 W19057 AA428966 T55686 
AW958123 AA315872 AA081305 AA083776 AW961442 AA352331 H00860 AA20S205 W21515 AA149180 H13044 AA372080 AV658875 AV658874 
AA337727BE276865AA247683AA209449AA393519M147378AW404839W19374AW247081 AA311228BE615971 AA308572 W01826 
AA310230AA4126O6 AA420575 AA362646 H70797 AA525988 AA31 1 440 BE564044 AW967302 AA302565 AA313Q21 AA31 2653 D52864 
AA31 2582 AV654672 AA308096 AA308509 AA308491 AA305867 AA306813 W75940 AV653876 AA355315 AW4C818S AA30821 7 AA1 22395 
AA31 4083 AA31 5981 AA31 1782 AA310847 W46668 N31114AA1 80871 AA187276 N72805 AA31241 8 AA304985 AA 167580 AA307881 AA310961 
AW674912 AA3101 26 H82669 AA132497 AA809088 AA155963 AA640361 BE61 8580 AA2291 52 AW404970 AA306621 AA308276 N9B583 
AV660765 AA654587 AA206190 AA312305 AA580740 A1568153 AI718253 AI860477 AI8723B8 AA873460 AA405147 AA31 5435 AJ1 29479 
AI888709 AW583033 AW089596 AW2641 85 AI653503 AA858344 BE619226 AA1 87721 AA306691 AW439857 BE616042 AI889905 AI862869 
AA309960 AA307823 AJ148769 BE619772 AA582168 AJ963414 AW1 68760 AW1 67856 BE619400 BE378974 BE619933 AW958117 W49703 
AJ951380 AA306263 AA583192 AA356605 AA897095 AA149141 T53975 AJ744255 AA845352 BE31 2890 AW961435 AW5831 01 W24684 BE619333 
T96513 AI491903 BE272296 AA3 15556 BE539380 BE619999 AW084687 BE465646 BE262138 AA999923 BE260616 BE276306 D55310A1 186578 
AI707735AW404371 BE274614 AW512395 AA650425 A1439470 AA51 3739 AW404673 AW404664 M77233 AJ970731 AI880754 AJ418821 
AW273410AA069936AW058084AA719351 AW404422AW405314AI523106AA393107BE408961 BE252375AAS78681 BE513748AI749494 
N36979 N43025 D1 1774 AW391958 R34130 BE394953 AI855715 AI018059 N46292 AA908866 AA907443 AW081633 AA622318 AW43851 1 
BE262297 AA565643 AI018057 AI440067 A1719291 AA135054 BE222834 AW262240 AA081120 AA442581 N86460 AA583569 A1081357 W72482 
AA148278 A11 86761 AA512934 AW615804 AA595332 AJ831069 AA778136 AA657641 AM33175 AA398698 AI735084 BE183158 AI566940 
AW304785 AI401846 AA506149 AA 102508 AA736531 AJ027939 AW000716 AA861339 AI027937 AA575877 AA639090 AW1291 11 AM21179 
AA506553 AA936780 AA972859 AA563975 AA582448 A1802748 A1471 162 AA586422 N86248 AA528142 AA551225 AI566307 A1206730 AA513485 
AA363629 AA436B24 AW575828 AA 180774 AI001103 AA932070 AA613667 AI337566 AA582127 AW327319 AA610833 A1333738 Al 708 124 
AI349480 A1240444 A1225152 AA570790 AI539813 W80674 A1333517 AA181 299 AA315527 AJ71 9857 BE087137 AW474616 AI510739 AA614724 
AW337476AW951820AA149181 AA149142 AA523097 AA428873 AJ708760 A1978384 AA94G91 3 AA844685 AK40225 AA306527 BE349026 
AI659593 AA845752 AW327366 AA31 1945 AA595594 A1027199 AI499554 AI262336 AA398535 AI333388 AW575598 AJ472745 AJ476623 AJ 150520 
AW897766 AI864033 AW584030 AA14841 1 BE348977 AA420550 AW768575 T27844 A1349314 AI371 037 AI675707 AW102842 A1203978 AI719821 
AW768495AW021575A16B6981 R36541 AJ346551 AW888705 R25390 AA209335 AI342426 AA056446 AA582S81 AA890201 AW026850 AA857587 
N91141 AW768541 T55235 AA401 942 AA080860 A1291 273 AI31 2669 AA412271 AA890649 AA846264 BE019907 BE090895 T56904 H70798 
A1500573 AW327642 F17734 AA157192 AA152417 AW327670 AA985481 H71524 AW439687 AA968516 AW327857 AA405330 AI342315 H01239 
AA878156 AA148279 H71525 N52399 AJ991878 AA878100 N93956 H56020 AA132515 W49704 H63414 AJ717990 AI814318 AA912383 AA922317 

391 



WO 03/042661 



PCI7US02/36810 



10 
15 

20 
25 



413801 
413841 



139046.1 
13939.2 





413849 


1394633.1 




413986 


140720 1 


30 


413998 


140848J 


414012 


140967.1 




414083 


14157^.1 




414136 


142008.1 


35 


414146 


1421 16_1 




414175 


142331.2 




414241 


142890.1 


40 






45 


414262 


143072.1 


414275 


1431J 




414290 


143316.1 


50 


414299 


143390.1 


414349 


1437515.-1 




414366 


1438636 1 




414394 


14421J3 



55 
60 
65 
70 
75 
80 



R97819 AI850255 AI335093 AI187843 AW270357 AA187646 AI190237 A1991 1 26 W07024 BE539453 AIB19841 H75424 AA102446 AW026974 
A1923973 AW001 389 AA337759 N70772 AW0221 55 AA336624 AI219252 N89590 AA664546 AW339690 AA651993 AA608735 H65064 AA857788 
T81916 AAB60215 A1031685 AA133689 AA186954 R16825 N27213 AAB57155 N69981 AA318664 AI735334 H82411 AI460293 AA205819 
AW803086 AI922965 N33363 AA580622 AA654756 AA651961 A1201624 AI066494 AA8341 87 AA187722 AA652066 W80675 AW051 553 AW263699 
R34131 AA340971 AA364263 AI824574 AI356913 AI439263AA205822 AI540881 AA640625 A1206794A1 198883 AA1 67581 AA970474 AA299068 
AA157088 N90120 A1371330 AA090914 AI8B9887 AI274617 AA730747 AI745000 AW265227 AI358313AA122396AA501489AA918963AA953637 
AI434343 A1707767 AA603889 W04799 T55604 AA614231 AA071264 AA083777 AI880809 A11 85259 AA7471 12 AA908459 AA134970 Al 192649 
BEO46107 AI358698 AA310968 AW517574 AA984892 W46578 AW105597 AA224970 AA747937 T96514 AI472689 AA283670 All 86789 F35482 
AW873463 AW361 039 AA583072 AI872660 AA040277 AA224895 N85343 M484723 AA937597 AI304419 AA228409 AA501488 AA664896 
AA664966 AA482963 AA736806 AA528814 AA927560 AA328094 N83225 AA582536 AA938377 AA916871 AA507716 AA101 182 A1720885 
AA876858 AA483322 AA362647 N75592 N23917 AI193949 N74054 A1352629 D51754 AI570783 AA470923 AW975162 AA328256 AA659768 
AJ919411 W40458 F00799 AA1 47346 AA72B856 AA528675 AI6761 01 AA523785 T52866AA533842 AW51 6442 AA554875 AA886066 AW51 8472 
AA971 169 AA908345 AI561318 AA482746 AA482735 AA482882 AA188350 AA629989 AA48291 7 AW263351 T52867 D5231B AI696386 AA689276 
AI719128 AI719124 AA541702 X85626 AA640165 AA228408 A1832575 AI143550 AI281727 N73099 AA733095 AI749387 X85625 AA640766 
AA652170 AA6521 39 AW606146 AA549563 T25406 AA327330 AA080984 X74803 AA746016 AW957997 AI005578 BE547070 AA886825 
AA927742 AI927866 AA528573 AA665260 AW270340 A1698507 AA501524 AA4831 13 AA506345 N91789 AI933429 AW904843 BE092709 
8E093487 BE093472 BE092712 F22641 N80062 AW455220 BE079292 
M62246 AL133913 AA448292 AW193851 AI380851 AI457761 C01 505 H20670AA1 32089 AL041 398 

M34276 T73184 NM 000301 X05199 M74220 T70980 T62125 T61282 T61696 AV650284 AV658097 T68673 T53B96 R17073 T73378 AA700207 
T71704 R17074 T60976 T70455 T60602 T40071 T86499 T78795 AV654588 T40195 H72598 T68959 K02922 H54245 H94827 R28928 R91117 
TB9505 T82089 T77573 R08226 AA343990 H49223 T77537 H63293 T89681 T7841 2 T95646 R08908 T81776 R08171 T84137 T81942 A106161 3 
BE34B267 T62069 AW104579 AW271 976 T74268 T74274 AA722885 AI351 543 T69403 T67697 AW950594 T61 61 1 AA931947 R98489 T91 387 
BE326689 AA995929 H72599 A1631756 T68303 H73743 AI76B449 T28527 R94209 T73090 AI640315 N55181 AV657296 M953491 N38794 
N68493 T69454 H37824 H73209 R91118 H655Q6 H57610 N33950 A1985353 T53187 R94743 H49409 T68593 AI758373 H90875 T68886 H61585 
T89378 R96483 H73406 AA862393 T73102 T73313 AW044457 T64233 H94974 T60447 T641 19 T61 200 AW827293 T531 88 M86876 AV646001 
AV647453 AV646861 AA382677 H79780 H73820 M86873 W03318 AI377474 H73407 T69246 AI633979 AI279395 
BE173561 R35315 
Z43567 H24159AA134240 
AW103807 AI669017 AA134420 

AW452334 AI360642 AJ703446 AI20841 9 AW172666 AI8641 32 AW241 354 AI659456 AA971832 AA1 34566 
AL121282AA135311 AW964241 AA1 36392 A1474666 AA386019AW469017 

AA812434 AI831542 AA766261 AI769894 N63376 AA214392 AA135B33 AW605017 AA135965 AW450072 H04812 AA446459 AW4391 51 
AA426273 AI061423 AA598549 Z40087 AI753216 AA743075 AA854268 AA458920 AA843B93 A1566516 AI864957 AI566634 AW971 760 AA21 1796 
AA430089 

BE549372AA135959 

AI308876 AW292946 Z39141 A1338622 AI277014 R59726 AA599661 A1190051 AI367593 AI283131 AI815184 F02205 AI278525 AI377442 
AA136216 AW0B8869 F02286 A1168803 A1435938 AI139951 AW021021 AW022730 

AA425085 AA136904 H12660 Z33546AW978185AL049138 N84118 N84179 AI827678AW1 04044 A1627540 AW9751 28 N98679 AI827775 
AI635146 A1093542 A1096829 AA662351 AA6S5049 AW453056 AW044461 AA779594 AA574238 A! 139745 A1379627 AI263338 AI140450 
AA551570 AI277705 AW513186 AW0583B4 A1501124 AA136B75 H12610 Al 127657 AI619554 AA805917 AA904081 AA406377 AA927284 A1005577 
AI192415 D581 1 5 AM1 8757 A1537607 AW024905 AW591 483 D57809 A1285981 D57394 D57567 AA64981 1 AW027762 AA889085 AA927293 
D56768 R26144 N8S658 D19655 D57922 AI651567 N49107 AI866400 AA825893 D57813 AA831062 D56889 056680 056608 AA555231 AI382401 
D56711 D57801 D58062 AA233612 AI471347 A1471 166 AA625308 AW835580 AI264317 AI333556 N66156AI9723B7 AI468556 D45626 
AW975616 AA137098 AA720795 

AW970254 AA040232 U68398 NM 001828 AW514554 U01664 R09331 AW970335 AI243705 AC005393 AI065757 AW274543 AA984998 AA534845 
AA452521 AA454104 AA039869 AW292557 

AI56B801 A1537568 AI1 39775 AW138143 AW206893 AA909633 Al 183677 AA142913 AI890950 AI659181 AI970878 AA985394 AI217372 A1215398 

AI377927 AI801758 AI469896 T05812 

AA142989 AW974726 AA649871 AA730301 AA150979 AW779103 

BE512968 

BE549143 BE390613 BE277344 

A1904738 AL043702 AI9293B3 A1904746 AU076758 BE003097 X52104 AW161549 AW161518 AL035985 BE297948 BE241643 BE245077 
BE163299 AF015812 BE439910AL038502 NM_004396X15729AI929113AW163816AI879248 AV645537AI815966 AA016122AA305524 
AL047520 AA338086 AA374359 AA336336 AA220219 D56025 AA375816 AA318625 AV657572 AV657570 AA333401 AA331853 BE541660 
AA344143 BE410184 AA381617 AA317028 BE265866 AW630947 BE390294 AA375651 BE256393 BE388308 BE251807 AW239458 AA351226 
AV648645 AA386094 BE279907 A1249379 BE265226 BE294083 AW157013 AA355992 AI750633 AA325108 AA353902 AA300843 AA306195 
AW955242 BE6 1 9384 A14600O3 AA331 574 BE535284 BE563619 AW238939 BE312057 BE613719 A1929288 D55853 AA084703 BE548399 
AA356860 AA371 223 H27564 AA082571 AA356699 AA223423 AL040607 AJ 01 0931 AA375522 AA216205 BE536415 AW204726 AA985164 
AA445964 AI908319 AA358844 AA558037 082242 AA263173 AW366625 R55452 AI904763 AI431475 AA704159 AA191 193 AW275947 D56090 
AW41 1115 H27646 AW073742 AW401853 A1247756 AW946599 AW946598 AV653933 AA370389 BE327780 AW339236 AA383627 AW169407 
AA595868 BE1 72280 AA173460 AW946690 AA337335 AA082091 AA301 156 AV654088 AA361 125 W75994 AW239034 AA336409 AI973245 
AA383735 AI000218 AI678609 AA321184 AW390358 AW390434 W57781 BE299179 AA070542 AA974702 AA333349 AW965348 AA090876 
NB6851 N36666A1311098AV656543F11307W74108BE613865AW351181T83771 N26938 AW607574T83567 AA350446 R51147 AA425613 
BE614471 AA334976 AA332061 D56476AA089780 N32715C08223AI185704 AW873392T18511 W16692AA373151 AA091358 W68816 
AA1 1 2668 H30474 AA383460 BH) 19903 AA343935 AA343741 AA779490 AA055883 AA302453 W37871 AA334180 BE565906 W02536 AA31 1463 
AA716173 AA824358 AW994059 BE614604 R57123 AW900324AA314327 AB90970 BE185145BE001196 BE161224 BE185519 AI209200 
AI207322 AA344708 BE176468 AI201155 AI984571 AI084607 A1200878 BE542694 AJ565613 A1928842 H49167 AI683831 AI889435 AI719657 
AI609405 AI419080 N81173 AI572873 AI624137 AI564475 AW805795 AL043703 AI982652 AI984884 AW1 49053 AI002970 AI721255 BE176536 
AA218888 BE006756 AI625663 AW601668 BE0D675B AI561 164 AA322195 AW385333 AW51 6012 AI979104 Al 535691 W44365 AW169138 
AW026791 AI760714 AA995696 AA368956 AWD24589 A1074936 AW376345 AA304400 AI924705 AW516019 A1890498 AW157775 AI591361 
AW190100 AW16931 4 AW368631 AL038503 AW368644 AW368630 AW190890 BE350284 AW166884 AW151506 AW247137 BE138882 
AW512697 AW169365 AI394504 Al 570796 A1564981 AW469331 AA383638 AW152502 AI983575 AW338907 BE049594 AW903760 AI826105 
AW190030 AI913034 AI814998 AI859667 AI954037 AA101136 AW005020 AW1521 17 AW1 73541 AW192910AA878298AI951429AI936001 
D58265AW471377D57839 AW029563AW276247BE043979AW513446A1983668 A1559691 AW075973 AI953451 AW515019AW057726 
AA740382 AA902684 AA302274 AW390220 AW1 50714 AI263721 AI623875 BE043963 AA522478 AI750634 W68530 A1885606 AI799680 AI5701 25 
AW262919 BE221265 AA380235 BE220942 AW575503 AW129590 AA595743 AI755065 AI241673 AI922595 A1677800 AW078780 AW440453 
AW190198AVW73397 A1654030AI887292AW087903AI961579 AI498951 AW069244AJ565012 AA532847AW1 89321 A1687428 AI984580 
AJ735504 AW073715 AW074259 AW664545 AI963610 AA442268 AA737132 F08135 AA614399 AI873654 AI688817 AA470125 AA425396 
AA5951 56 AI719944 AA933580 A1476326 AW675539 AW510368 N32259 AA599732 AA725677 AA831646 AA587804 AI476549 AW517305 
AW337472 AI2B8073 AW591886 AA771999 AI62465B AW339561 AI281756 AI568001 AA43001 7 AA55371 8 BE045037 AA001454 AAS40676 
AI206497 AI536759 AW591611 AW517138AA772014AI445891 AJ628031 AI434396AA453211 AA723958 AA598539 AA633548 AW513576 
AI187217AI755188AW513563AI590149 AA5682B1 BE464698 AI954423 AA570721 AA872438AA580281 AI858357 AW1 93939 AW090026 
AW768237 AI089269 AW339628 Al 537 193 A1289793 AA937348 AI214153 AA682282 AA043843 Al 28631 8 AW303943 AA483702 AA987202 

392 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



AA504171 AI0871 34 AA878555 AW972028 A! 1 85958 Al 538569 A1566985 AW862656 AW272635 A181 1679 AI682697 AI805650 AI809230 
AW068724 A1926231 A1537724 AW627558 AA927102 AI687388 A1879630 AA 189092 AA070465 AI860071 A12252C9 Al 144383 A1002799 AA365442 
AW768290 AA496992 N55306 AA614689 A1374777 A1095866 AW505409 AA928948 AW244104 T48386 AI364751 AI371977 W45718 A1961868 
AA01 6032 N59850 AW057880 AA015785 AA693473 AA330302 H99074 W37531 AW1 57122 D56557 AE64705 AW473814 AI952359 A1567043 
AA778082 AI953555 A1174956 AI129309 AW193296 AI356946 AA731093 AA451670 AI299814 AW019938 AI299812 AA219598 AI85B125 A1582968 
N33355 Al 174581 N24687 D58056 AA164344 AI200183 AJ358131 AW028439 A1538217 N23007 AA99S300 N79497 A1640900 AA581623 AI619959 
AA112669AI599732AW992571AA504170A1523962AA709166A1474021 T57372 AW039065 N22275 AA019153 AA11 2695 AA97771 9 AI932545 
AI049881 AI583428 D57499 AW474287 AIB65799 AI952658 AW242085 AA776562 AW60259 AI362581 05651 6 AI4401 54 AW768962 R49074 
AI991666 AW51 1509 AW664722 AI9921 1 3 AW894385 AA487033 AI858911 AW021385 AW1 93142 F22174AI932519AA470918H18448AA350757 
T49828 BE541 130 AI815085 AI0031 06 AI431239 BE440236 AI084725 AV661023 D57834 AV661032 AI865420 A1473B33 AW074495 AA962557 
AA350378 AI367216 AI886697 AA173404 AI753552 A1470726 AA586517 AI248262 AI520723 AA629191 AA507265 AA620897 AW972608 F08967 
AW169663 D29182A1174379AA665534 AA133151 AA868150AA350789 AW470575 A1471923 AI558079AA223473 AI886327 AA650331 
AA782678 AA055818 AI870088 AW515051 AW41 1116 AI696761 AI866369 N58407 AW440827 T82276 AW519186 AI802207 AI933784 AA580B33 
AI926272 AJ932869 H75639 R51037 R97493AA653946 AW873473 AW591842 A1566636 A1630603 H53870 A1934121 AI619977 D57344 D581B0 
AW389404 AA743949 AA91 1469 A1275778 AW866853 AA369751 AA592995 AI866105 N74334 AI885925 AJ932708 AI869373 AA508623 AA877030 
AW472763 AA561351 D57608 AA363397 BE348921 AA295523 AA080969 C06315 AA701037 AW300937 
414400 1442.1 X06948 NMJMJ2001 L14075 J03605 AW612525 AI6761 14 AI685796 AI676097 AI765235 J03605 

414452 144729 1 AA454038 F07163AA248755BE000930AA147565AW956227AA453620AA441959 H03791 AW386521 AW386517 R69785 AW386500 

AW385433 AW601734 AW386493 W56171 R81898 AA293463BE551036BE222431 AW969646 K89191 A1902723 A1636266 H02891 R69786 
AI479177 AI0O2977 AW1 95442 AA501355 N20552 A1090073 AA156437 AI758191 AI0B8523 H89090AA401763AI431934AW271839AI001196 
AW470322 N64157 D62872 AA417899 
41 4481 145206.1 AW451956 AJ123814 AW020913 M759356 AI827831 AW08201 9 AW263097 AA678440 A1564845 AI991451 Z38284 T19431 
414494 145380 1 AA768491 AA476251 AA809748 All 86268 AA621244A1379029BE550341 AA651915A1216376AI215585 AJ471780AA772159 AW1819B0 

AI151 169 AA759270 AI675769 AI018776 AA757335 AA148511 A1138378 AA504167 AI420617 AW261930 AW872797 N51769 AW614403 AI860533 
AW573108 N64830 AI693732 /0436159 BE501089 A1436163 AA971485 AI269364 AI935358 A1222050 AW303978 AW573247 AI871 154 T16758 
AI765893 AW969016 AA744720 BE094085 AA743769 AI476407 M15661 9 AI768535 R81435 D45332 N75682 N51 177 AW207406 AA4251 84 
R20997AA504168 Z43298 

414523 14568 1 AU076633AA343348 M68516M337389 S69366 J02639BE387640 U35464AW051592AA336837 S58M 

AA337834 AA337741 AV647684 AA337274 AA3 1 9283 T 19297 AW583861 AL046056 AI132932 AV654311 AA337036 H57410 W87887 AA701671 
R92069 N77072 AL042079 AW190847 H61028 R87086 H64931 AI686889 W58665 AA649953 AA876209 AW338903 AI912422 AI114432 R10481 
AW951308 T29357 AW393838 AW583493 AI223428 AA576058 N59025 M604743 AA564914 AA858026 AA922777 AA934730 AJ 565898 AA613884 
AW016086 AA999925 Al 584097 AA576176 AI523737 AA004247 N56729 AA576841 H63619 H47369 AI040614 AA918753 H63571 T5B868 
AA699440 W58666 AA906781 AA906782 AA687579 R84409 AA005324 AI569319 H64932 A1806531 AI245508 AA703634 H63546 R89333 W8781 4 
H65690 H58683 AI351804 Al 696609 A1241083 AW194217 R10382 H82423 AA569950 A1470884 R97526 AI701 1 90 AA92291 0 R86958 AL043448 
H57362 AL043447 AA837688 AA706828 AA642674 AA689492 H47459 H82683 AI493551 T58927 T98665 H61029 AI698395 AA334681 T98721 

414546 1460704J BE379492 BE391967 

414550 1460990.-1 BE37980B 

414591 146481 1 A1888490AA662564 AVV028504 W45712AA233892A1201627AJ921193M149800AA534817AI473541 M 

AA149845 AW970294 AA552180 AW079308 Al 400436 AA234027 R81036 AA424364 AA530943 
414725 148115 1 AA769791 AA628389 AA227117 A1628362 AI873518 AS701653 AJ650276 A1672377 AI651327 AW271565 AW771249 AW052076 AI338826 

AW873562 BE503226 AI654206 AW6121 1 6 AI470776 AI207150 AI650258 AI207149 AA718936 BE501740 AW772451 AA588100 AW271269 

AW974257 AI650537 AW235852 AU043894 AA625445 AI984770 H50872 BE222316 BE220093 AA151628 H61 051 AA609539 AA6091 12 H86984 

H61613H86985 

414831 14960 1 M31158 NMJJ0273S AA339672 AA374540 AA744535 D51568 D51558 AA595812 D45457 AI885772 A1806649 AA551058 AA089521 AI582332 

AW467649 AA663483 AA8B7427 D54509 AA640912 AA731762 AI224607 AA569921 AI708184 AA991328 AA180007 H39950 AA824579 A1630179 
AW028423 AI424780 T96338 D579B4 M78041 H28459 D55926 F031 1 2 A1473509 D54627 AA483463 BE067779 BE067773 R77765 A1720453 
AI792179 AI733577 AI081026 AI915939 D51418 AAB28306 AA1 58104 D51544 AA158105 C181B5 AC004492 AA375679 T93505 AA450175 
AI341761 AA083538 AL119760 AA181500 F06849BE220099T29208 AW960200 D52899 D52688 D52958 AI025657 H26901 W31099 R77857 

414684 150257 1 R54418 N21008 N71554 H77755 AA694279 AA157529 Al 935439 AA677075 H63121 H65B53 R93632 AA772826 R93631 N99562 H63207 H56570 
H77754 H65852 AW452609 AI370456 AA525326 AA158182 N30982 AA767175 H56571 

414899 150433.1 AW975433 AA767931 A1685399 AI458084 K73742 AI916090 H73264 AA157814 AA720538 H48817 

414955 1509869.1 C15506D80541 D80505 

415025 151592.1 AW207091 AA873302 AW470722AI282097 AA159355AI521782 
415046 1517244 1 R40018 T03563F09202 Z40191 D51031 F04159 051371 

415076 15199 f NM_000857 X66533 AW407576 AA018579 H86506 F06464 AA457178 AA845995 AW378353 AW378354 AW378355 T06391 R16193 AW796136 
A1050064 AW950677 T28656 W93727 R70090 AL1 33938 W73204 AW952694 AW583758 AA280531 AA41 9206 W731 55 AW664687 W93728 
AI805317T06392AW173355 A1923361 AA878642 BE501357 AW976017 N40472 AI341123 AW592638AA569389AI189698AI569599AA018580 
R16192W69902A1242641 A1537121 AI830730 AW271616AA648501 AA458785 AA747631 AA291938 AA747509 R70042 A1472922 AA932013 
AA419138 AW079067 AI537448 BE046337 A1870690 AI087886 AA971490 F02745 A1982637 A1784630 AW1 18143 H86484 W69901 BE326853 
N48S10 

415131 1523680.1 0611 19 D8150B 081734 

41 5173 152713.1 AW501735 BE244012 AA368583 BE294810 AW192700 AA160864 
415236 1531080.1 R41400 K06659 Z38637 F02023 T16516 

415239 1531201 1 R42608R51 822 H24349R1 5887 T23742 T23745 F03535FO3513FO2173T16744F03515 

415257 1531869J F03016 N39101 M34B20 

415258 153188J AW752247AA167125 AA161495 
415266 153226.1 AA164199A1334641 AA255520 
415273 1532427.1 239840 F08829 R42823 FO3720 

415318 1533859.1 T06544 244549 F05465R61 128 

415319 153389 1 AA659823 AA837251 A1868B43 AA164413 D60698 D60700 A1087872 AW0272S8 AW189300 A1698680 N20929 AI274461 D62009 AA682908 

BE379643 

415380 1535430 1 F07953 F07260 R52015 H29397 H13350 

415399 1535970.1 T26994 T26995 Z45228 F07865 

415424 1536402J 244766 F08356R1 1847 

415452 1537085.1 F09134 F09627T65445 

415533 1539520.1 T74009H1 4386 T651 72 F11 763 F1 2598 T65493 

415598 154030 1 AI433165 AA847805M1 65270 AI6995MA1767750AI61^ 

H03885T55132H30324 
415628 1540769.1 F13080 R34751 T75411 

415655 1541447 1 W05433 Z25232 F29200 N70563 F37502 F27903 F30994 F31752 F 19683 F32651 F 18577 F 17375 F20867 Z28857 F 17543 F1741 1 F 15601 
415672 1543861.1 N53097 Z30225F21685 

415716 154888.1 N59294 AA167269 A1168404 R77813 AW367347 AW963530 R78181 AA380160 AW172716 AA487388 Z30218 AI267588 BE143412 N77065 
415747 155189.1 AA381209 AA381245AA167683 

393 



WO 03/042661 



PCI7TJS02/36810 



415817 15573J 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



415763 1554077J Z42285R15162H00117R15327 

415811 155705J AA450191 AA425009AI530917 R58148 AA448713 A1089470 D80942 081 183 AI077471 AW939319AA300988AW954276AW959425 N94857 
AA169612 AW386244 AW974607 D80480 AI266549 AAS49005 060876 AW193345 D52426 059960 AM4S748 AI583996 M448623 AA450125 
AA255509 AW193749 D60740 D60588 AA971 081 AW513848 BE328723 AA8881 75 AA995923 AA182655 AW009242 A1304474 AI273237 F08953 
AA662493AA652449AA255537AI187873T16506 F09771 AI144133AA886533 

U88967 AI867704 AI961037 NM.002851 M93426 AW892755 AW149516 M85576 D56415 X54135 H17826 F05242 H17827 R58813 AA35138S 
AW379107 F05995 AW950896 AW350900 R59633 T28809 BE55152S AA424757 AW054767 D54903 052462 A1970301 AI633894 AI394544 
A1638428 AI435360 AI356883 AW593917 AI808073 AW590108 AW086482 AA97G036 A1017625 AI625010 AA425781 A1365365 M359121 AI096518 
AW594199 AI359879 A1076051 R59575 H18465 N50894 AI470985 AI359225 R36986 AW103731 R49348 M814553 F02235 F01496 AI090956 
R15955H05329Z43429 
R55995 T08053 HOS790 R24959 
H70302H29797 H08896 

AA724373 AA171718 AI241720 AI025398 AA617765 AI636080 AW271980 A1802103 AW1 94465 AI868460 N67510 W23467 
Z43062R13213H14422 
H42314 H43080 H45217 H 15384 
H15990 H23067H16091 

AI927382 AW958524 BE551575AW104433BE217738R37191 H99930 AT735430AW09G802 AW236478 R79245AI920B56AA578611 AA176267 
AA173191 AA176243AI198475 AI696030 AA890110AA380591 BE5Q1166 
H18072 R62333R26700 
R60585 R37691 H18526 
H1B700H40484 H23822H18799 H50011 

AI955650 AI65581 2 A1635765 AI625806 BE465887 BE465871 BE178730 AW576847 AW576835 AW95081 2 8E048520 AI969523 BE178670 
N25559 AW104307 A16761 88 AA915986 AI1 51392 AI986150 AA745605 AI278924 AI278546 AI280994 AA2821 34 AA809678 AW204668 AA92231 1 
F02735 T05478 AI915622 T08599 AW342041 AA732436 AW628399 F04402 BE61 9664 
H22453 H46657 H22488 H46419 
Z46122 H23303 R56554 H23055 T80310 R 13090 Z45524 
H42454 H23819 H41658 H41689 H23839 

NM.004354U47414 AA2B1861 BE000891 T26977 Z461 63 BE000937 AA370680AL1 19433 F1 1807 T65607 T65616T65464F1 1821 AA384022 
AA429991 AA489752 AA1 95611 AA173621 AA461025 H19079 AA371455 AW389537 H21595 R68318 R81279 W38816 AA523034 AI271688 
AA281779 M761867 AI658967 BE176223 RB1174 052648 AAB68246 AW134535 AL080193 BE068215 AI362007 AA443790 AI862544 R68280 
AA0561 1 5 A1492402 AW073547 AA838795 AA974468 AI401470 BE464550 N92533 AA584309 A1628472 AI985769 AI806035 C01 336 AA502959 
AW076029 AA843918 AI571464 AW190700AI670797AA489647 AW297911 AW148640AI222811 AJ942279 AI471521 AA706555 T65541 D53692 
AA610186 D53233 BE439781 R42447 C14042 AI627751 AI660379 BE467047 AI862838 AI860076 AA505381 T65387 AA460693 H18981 AI885543 
F09470 A1277097 AI633074 T26976 AI005541 AA6 18031 F05043 AI708991 F09455 AJ357853 R18384 
NMJXJ5036 S74349 Y07619 N 83771 Z79997 AL078611 BE019481 BE019407 Y16186 L02932 AT761514 

AW291 168 AW341 127 AI914027 BE350547 AW770317 A1860806 AI458749 AI298421 AA423914 AA988491 AA693397 A1952353 AA770658 
AW058645 N79004 AA845540 H89882 AI701028 AA176438 H89681 
R14625 R17952 H29120 R14650 
AA577730 AA601 199 AA176586 
H99169 BE501076 AW590471 AA176769 

D86980 AA1 00863 Z44504 F11614 AW501276 F1 1740 AA102381 A1951 899 AA476869 R66865 AA091214 AW9996B9 AA081 620 AI016654 
AI697677 AW015B53 AI220705 AI167957 BE501709 A1912273 BE220140 AI804850 A1703107 AI887154 AM 19880 AA879129 AA864602 A1969931 
AA977051 AI243403 AA767639 AA921946 AA905866 AI633925 AI692307 AA084508 R67955 A! 148775 Z40406 H1 7830 F09269 F09400 AI910366 
F04025AA917724AA626581 R36567 R54271 R23513AI420103BE005661 R1 3436 Z44466R52356R59055 T31 931 N79108 AW235608A1861938 
AW237723AA651665 
R99822 H48253 R99821 H48344 R02195 
H53139 H48570 H54332 
K65887R10388H49492 
N38857 R96257 H52386 H51712 
H64111 H52945 T83815T95222 
R94725H70496H53606 

AA134006 U46347 NM.001958 M 15353 AA314629 AA044918 AI751010 AA193254 AW401933 BE565143 AI002807 AA092651 056296 AA204823 
AA376271 AA36 1 356 AW403060AA31 3327 R57488 R10570 AI950481 AI671180 AI797351 AA583646 F11703AA369700 AW951369 AW385837 
N88208 AW291269 H04445 AA977488 AL040855 AW792812 AA398782 AA165013 AA421 111 AW860341 AW993206 AW268640 AI559631 
AA587077 AA936197 AW862417 AA928352 AA923536 BE088665 AI264473 AJ498661 BE1 69482 R96644 AA707932 AA983646 A! 1 23347 AI278425 
A195008O H82794 AW81 5240 AW019946 AA522892 BE550426 AI650532 AW298233 AJ3BC556 Al 698033 AW074034 AI493081 A1093961 
AW296539 AI75101 1 AI654727 AA847807 AA194246 T28200 AW001759 AW571426 AA9161 89 AI306623 AW103257 AW469883 AI7971 13 
AI571021 AA744601 AA219430 A1917202 AA50820B T89747 H01943 AA610526 AA845529 F09381 AI075701 AA159904 AA766354 AI280792 
D20745 AI832246 C04246 N22333 AA080948 AI702304 AI742789 AI741355AW856681 AA632160 M79869 AW855824 AW780021 AW978133 
AW382936 AA206089 T15602 A16B8059 AA804754 AW204222 AA044919 AA039894 AA648270 AA648249 AA736593 AA809905 AA233796 
BE569095 BE568401 N85355 AA333510T89843 
416431 159418J AW384459Z24880N56268AA1 80288 
416509 1597896J N57713 H60016 R97202 
416548 1600181.1 H62953 N76608 N72413 
416575 1602095 J W02414 N76798 H65590 W01477 

416585 16026.1 X54162 NM.012134 BE254187 BE501513 F26885 AW840949 AA936258 AL043187 BE140732 AA442043AA131279 AA131510 AI377085 

AI719370 AI288379 F1 3289 AA441 933 AI468264 T77389 AL048378 AI804776 AA524Q26 A1376095 AA3771 53 AA034393 AA478654 AW950519 
T28381 AA335749AA335961 AA335725AA335341 AI559811 R23823R78321 R78196 AI620200AW1 90358 AI905922 AW029302AL0481 53 
AA194981 AA1S51 12 AI678993 AA482339 AI678985 AU048154 BE551530 AI423213 AA031585 AW388110 AA857709 AW190627 AW338494 
AJ281332 AA482242 AI246287 A1D89330 AJ 588987 AA709021 AI537069 AA031494 AA558527 AA507270 AI093385 AA854764 AA258534 AJ72071 6 
AI281739 AI435920 AI810269 AI932279 AJ309903 N27347 AA258325 F17755 AI535894 A11 99293 

416588 1602827.1 H66558R91743 T78777 

416653 160683J AA768553 AA521 367 AI740696 AW207697 AA1 82680 AA864609 AW469360 AA74561 5 AJ223345 AW61 1500 NS3420 AJ953373 K70731 AA883275 

Z21229X85609R57894 
416665 1607797J H72974W28967 
416677 1608521.1 T83470 T84283 H74054 
416690 1609095.1 H84078 H84972 H86134 H75594 

416737 16128J AF154335 BE297492 AF153882 NM_003687 X93510 AI879108 BE261586 R48104 AA436793 AA284637 AA243781 AA099269 AA031877 Al 421 682 
AI609529 R21435 AA227820 W68763 A1884787 A! 123597 AA235420 AM 17602 AA243766 AI579949 AM93890 AA 13 01 44 A1337842 AI090200 
AI9791 27 AA975138 A1379100 AA232653 AA400018 AM00022 AI934728 AM01501 AI191372 AI367836 A1752362 Al 143428 W88617 AI400340 
W47651 W47650 AI953400 AI093499 W42424 AW630499 AI1891B1 AA604429 AA227994 A1079305AW183509A1418740AC90260 AI572290 
AA4011B3 AI290505 AW050515 AA031694 BE043409 BE043434 AI345082 AI334917 A1344787 AI308041 AI246809 AW959482 AI307421 AI275357 
AI318174 AI34491 2 AJ223739 AI250974 AI223698 AI223642 AI223597 AI250407 AI249638 AI252695 A1246986 AI223757 AI224180 AI249285 

394 



415840 
415871 
415913 
415929 
416009 
416035 
416045 
416057 

416085 
416093 
416100 
416143 



416148 
416154 
416170 
416182 



416192 
416208 

416211 
416225 
416248 
416294 



416327 
416334 
416348 
416379 
416394 
416408 
416421 



1558630 1 
1559982.1 
1561293.1 
15619^.1 
1566379.1 
1567254.1 
1567804.1 
156821.1 

1569726.1 
1570130.1 
1570291.1 
15726.2 



1573418.1 
1573965.1 
1574639.1 
15756.1 



1576.1 
157875.1 

1578993.1 
157972.1 
158112.1 
15867.1 



1588956.1 
1589198.1 
1589887.1 
159177ZJ 
1592742.1 
1593272.1 
15937.1 



WO 03/042661 



PCT/US02/36810 



416747 161386.1 



10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



416805 



416944 
416951 
416972 
417002 
417079 



417135 
417154 
417175 
417177 



417181 
417229 
417249 
417252 
417320 
417376 

417383 
417404 



417428 
417430 
417455 

417508 
417563 
417596 
417663 
417706 
417712 
417725 
417756 
417768 
417801 



417806 

417859 
417909 
417918 
417919 
417991 
418007 



16200J 



1532816 1 

163406.1 

163668,1 

163955.1 

16478.1 



165229_1 
1 65360. 1 
1654894.1 
16554.1 



1655.1 
165977.1 
1660991.1 
166103 1 
166704 1 
1671 84_1 

1672847 1 
16758J 



1679519 1 

167953.1 

168222.2 

168471 1 

168749.1 

1688394.1 

1691 897 J 

1694172.1 

169469.1 

1695580.1 

1697154.1 

1697604.1 

16994.2 



169990.1 

1703724.1 

1707657.1 

170855.1 

170889.1 

171348.1 

17145.1 



418076 1719859.1 



AW3028B0 AI251089 AI224800 AJ252911 A1249422A1250966 AI270849 AI249277AI246962AI309490 AI250122AI249312AI246856A1250984 
BE041242 AI053715 BE0431 15 BE041 692 8E041795 AA503375 H27484 AA1 28537 AA045672 AI6 10767 H26372 AA045673 AW^W87 AW&4965 
C00296AI254547A!246821AI271^ 

gS*^ 7 ^ 12 ^ 
Dc04to01 

AW876523 AA223779 AW989586 AA337022 AA337678 AW950756 AA187068 AW892479 T85455 AA449038 031263 R63328 AW903750 

^!^^J^^fS^ mmaMmZ} AA569809 AI636326 AW976037 AA570163 AA693452AW298815 A1687470 BE242979 
AA678727 AA805870 AI619618 A1219757 AI802582 AA449754 M747471 AA748105 AI418802 AA918164 AW338393 R63329 

^l 3 ! 772 ? 8 H ° 8832 127142 AF052171 H05350 243732 AA332709 R41950 BE467680 H17316 R56884 H05702 

rUl fx) R4175Z H05o33 

N22809 N22821 N22808 

AA190926 AA731652 AW505199 

BE01 9670 AA191284AA191 255 

T79613 AI479578 BE463488 AI93B360 AA1 91612 H45176 

U65590 X52015 X64532 R34906 X53296 AA381142 AW951593 M63099 BE184286 W78043 AW262191 AA768860 R50241 R46871 AW083357 
AW379511 AA631286 AA704518AA808207 AW265330AA327613 AW949966 AI096561 AW36S784 R4677 ^BE1^^SaI270076 
A Sf A| ^^825582AA497140AA497131 AJ453052 AJ652467A!825830^^ 
AJ656W2AW376305AW376303A^ 

AA422067 AW614120 A1341461 AI822098AI338541 AW297273 AI338546N74690AI457756 °«ooMiouio</ww4iK* 

m^Bi^Hs^ 5 Al819351 A!8 ° 6563 AI858548 AI089177 AW468985 AI804973 AA19407 ° AW662504 AI992153 AW662347 AJ683052 

AV645940 AV645406 N41995 AW385520 NB7302 A1767234 AW838022 Z28855 T30794 AW9521 70 Al 124853 N30273 C01890 AA069611 
N56454 225225 AJ950028 BE004640 M31 3009 M1 69527 AA449659AA251 884 AA25^ 

R26216 AA484810 AI632904 H82144 N42718 N33823 AW393121 AW393101 H13717 BE620684 K01277 '^456 AA^TiStTaSm 
AW967694AJ531863M173190R62511 N32^^ 

^™A633818AA258172A»269401 R26217 M1 48674 AW1 3 1010 AI802974A^^ 

110123 NM.005129 
AA975096 AW001045 AA194882 
N58198 R99317 T78B69 

AA195014 A1342271 AA256543 AA195120 AA256586 
AA1 95657 R22272 R22250 

W02642 W03157 R94802 M76243 

IH^^tBS^^^^ M316916 "92983 TD9403AW651728 BE262241 AA313553 AA376262 AW881888 AV647322 AA380178 N40634 
S L'S^ A1850566 BE00477 ° 079238 ^ AW573189 «868760 AI828327 AI423373 AA64127MW382798 

SS^S^StS mBm AW993746AA307019 AW578852AL12t(M2AI79590BAVV071648AI693672 «35^ra6AlS 
«^93AI079n7AAB06210AI913138AI675<M2AI37^ 

AV653394 AA253384 AW057588 AW239306 AV653046 AA242962 AW291 143 H25689 BE092061 H262?U^9 ^1^^5975 ^35 
No7o79 T93706 

AA984546 AW827432 AW872732 AW969888 AA199662 AA510519 

SSSS^^f 37 M443B3 AJ420588 BE328045 M777593 AW291991 ^57222 N99910 AI033593 AW084920 

AA203701 R86895 

R07343 T79587 T98764 R01068 

R07483 R08181R93967 

T90797T78340 R10097 

AA205589 AL038444 AL038443 AW37491 5 

R25257R1 3966 R1 1696 

Z43056R13398T80474 

R24732R13862Z42922 

AA417383 AA446268 AA852682 NM.004791 ARJ72752 AW068908 M1 36657 AI750990AA047109M1 50407 AA31 7245 AVV967050 AA1 4941 9 

AI867277AW517791 C15003 D81787 081512 AA626423 C15677 BE258889 BE410715 BE295241 BE272750BE258969AW247026BEM38QO 

BE391065 AA360962 AW403957 AA340908 AA333954 AW296646 AW022671 AA767^0 A!^4 

T26453 Z44226 R20425 

R35614R24837 R52440 

AA209205AW360859 

A! 928203 N66315 AA745665 AI627525 AW264846 AA454543 Z19498 AA209248 
AA731452 AA210888 AA251362 AA807250 

AA?^!^ AA1 86973 AA374217 U78045 AA081230 AA188049 AA18S393 W56827 AAB52602 AA157468 AA308204 AA185754 AA186808 

^^^^^^J^^^^ mB]0A8 002231 727821 W23960 AVW54802AM71432AW801296 AW801289AVV801603 
Si^i™ 292 ™ 5420801601 AA181134AJ445147AA191501 AA582862 N94407A1147810 AA181880 W49497 W52714 AA188249 

AA081208 A1282835 AA147528 A1081490 AI654536 AA181875 AA081282 AA186389 C06085 AA083542 AI800644 ^157642, AA1W069 M157752 
AA15B121 AA143331 AA081283AAB52603 AA188296AI932880AW449628M187^ 

R61388T16660Z38827 R41252 

395 



WO 03/042661 



PCT/US02/36810 



418122 
418145 



418188 
418246 



1722487.1 
17241.1 



172801 1 
173323.1 



418079 1719989 J R40058 R56243 T32997T17149 

418105 172138.1 AW937488AW937509AW937514AW937497 AW937528AW937519AW937518 AW937569 AW937520AW937684AW937572 AW937693 
AW937625 AW937692 AW937583 AW937615 AW937619 AW937617 AW937610 AW937626 AW937601 AW937686 AW937687 AW937673 
AW937694 AW937681 AW937624 AW937675 AW937674 AW836848 AW836927 AW937567 AW937571 AW937603 AW798572 AW937688 
AW937620AW204451 AI208118 Z39097 BE001182 BE001237BE072181 AI653800 A1569611 AW1 38236 AW1 68268 AA405535 AW93751 6 
AW1 67818 AI799645 AA405524 AW937566 AW937648 AW937646 AW364837 AW937663 AW937682 AW937685 AW836839 AW937679 
AW836844 AWB36847 AW836838 AW937526 AW937524 AW93751 5 AW937517 AW937523 AW937525 AW937522 AW937676 AW937521 
AW937570 AW937678 AW937691 AW937543 AW937690 AW937606 AW937568 AW937599 AW937564 AW937565 AW937600 AW937622 
AW937574AW937607 AW937563AW937562AW937621 AW937558 AW937612AW937560 AW937613 AW937611 AW937689 AW937559 
AW937510AW937605BE150278AW937511 AW937618AW937513 
R42778 R52079 R55261 Z41648 

AF121260 AA248575 U49837 AA096283 C05020 C03296 R58S53 AA328566 W68761 AW960490 N88723 R57351 U20324 NM.0Q3476 072899 
R57261 C04586 AA347358 AA328331 R58224 AA216109 N85521 AA089676 AA092769 AA247199 AA310931 AA095980 AA091736 AA3B2414 
C04383 AA216055 AA096345 N86254 N87427 R57457 U72898 AA195937 AA196406 AA728836 N84658 AA092239 W55978 AA1 79102 AA2161 1 1 
R58384 R58397 AI147018 W68615 R57306 AA195959 AI091769 N89376 AA936373 AI184982 A1621 108 AA182871 AA659023 AW469576 
AI184063 AI334243 AI024704 F24625 AI220014 AW086432 F21665 AI018334 AI969927 W96469 F32090 N85589 F26127 F21893 AA729159 
F37281 AJ183696 W81425 F25024 AW1 83810 F2B252 F17381 AA179103 AI203800 F17018 F17350 AA192614 A1184002 AW975276 AA805862 
N89358W96569 

AW139413 AI458997 A1279028 AA214175 AA214174 AI702703 AJ693133 AA962518 

A1472179 AI868535 AI752C87 AI140405 AW204510 AW243154 M758060 A1420957 AA782594 AI342597 AI768940 AA405815 AA773925 
AA405816 A1147434 AA446829 AA215331 AA609252 AA283388 
418291 173565 1 BE300369 AA21 5600 AW006873 W32239 AA741 1 25 AA627973 AA749030 AA748557 AA813972 H99202 AI138661 AI685305 AA768499 W02040 

AI796325 AA227998 AW137937 BE464171 AW976180 
418301 173646.2 AW976201 AA749369 AA215690 R40111 

41 8310 17369B.1 AA814100 AA825469 AA761909 AA828525 AA837287 AA279628 A1862674 AAB05630 AW968684 AA731893 BE219360 AA279627 AA485001 
AA714528 AA215747 AI568384 AA480886 AI224077 AI281592 AA648414 AW016604 BE4S5508 A1520832 AA74801 1 AW512599 AI831169 
AA287128 M741076AW337508AA227646AJ76S596A1702501AI416965AW^ A1080700AI864832 AA2B7489 

AI814085AI568297 AIB64701 A1582620 AA480944AI749462 AI253701 AI817153 AA505050AW946383AA286702 AA287127 
418343 174120.1 AA216372 AA226383 A1399945 AI382486 A1339045 AA226458 AA229528 
418355 1742.1 L42553 NM.001676 U02076 M16797AA366996X69B24AI015475 

418375 17462^1 NM.003081 D21267 AA326229 AA326483 AA323202 AA324035 AA776173 AA325397 AA323987 AA322S00 AA322535 AA326107 AA321 829 

AA323247 AA017038 L19761 AA322062 AA324840 AA324489 AA322893 AA334413 T08455 AA663803 ALO39051 AA321762 AA984695 AA$51657 
AA323854 AA663884 R13962 AW950938 AA776081 AA663812 AA351165 AA351308 AA351274 AW9C5120 F05374 045307 AA322916 AW371768 
AA081771 AI267238 AI267552 AW892883 AI253339 AI267648 F05466 AA332738 D56189 F11636 AA325060 AA322597 AA322983 A1929643 
AJ929044 AA317252 AA322584 D55232 D55580 AA214637 AW49855B T08108 L19760 AA32471 2 F05633 F05634 AL1 19440 AL133870 AA322054 
A1372574 AL023913 F08717 AA322969 AAB83658 AA093447 AA3251 62 AA2U217 F08091 AA984285 AA322529 AA326582 AA324416 F05889 
T28056 AA325738 AI00035B AA348455 A1204963 AA663804 AA323214 AI267336 AA984430 AA679418 AI299556 BE348772 AW89891 1 AA063498 
AW898545 W17215 W17204 A1567722 AA773023 AI928784 AW1 62097 AW901 1 18 M626193 AW905270 AA778540 AA324823 AW905383 
AA322050 AW905264AI240247 AW905271 AW905279 AW905382AW905276AW905334AW905331 AW1 62496 AI372575 AW905333 AW905329 
AA565393 AW900470 AW905275 AW905332 A10 16301 AW905323 AA679187 AA017039 A1240240 AA169277 AI339345 AA701059 AW129098 
AA701124 AA774099 AW900427 AA780417 AI002881 AI341833 M084617 AA563517 AA776106AI075874AI125157AA912216AI348283 
AI30O463AWO2O84OAW020911 AA214182R40022AW901182 AW105633 T28865 AI372573AW900471 AA321761 AA321828 M78521 AA404383 
F02132 AW498559 F05O02 F09290 T23470 N89719 AA350200 AA350800 F04329 T06864 AA08454O AA351273 M78930 F01 894 AA350266 
AA814482 F01624 F01725 AI267208 A1267492AA1 66848 AA633870 AA633610 AW905273 AA404389 

418378 174656.1 AW962081 AA218925AA354237 

418379 174665 1 AA218940 AA805691 AA806972 A1654554 AW51 2037 AW268660A1352323 Al 0401 50 A1808011 BE220801 BE2207B6 AW974606 AA447290 
41 8405 17491 1.1 AI868282 AI743222 AI091 178 AA21 9258 AA362582 T68831 AA251559 A1376568 AW967665 AW967660 AA521264 D61977 D79349 AW959373 
418432 17537.1 M14156 X57025 AA135910 H49187 M27544 M27544 A1425054 X00173 M29644 X56773 X03420 AA542914 A1248089 M913900 AA621551 X03421 

AA993559 H49376 AA456717 AJ033043 AA225088 AI865207 AA595528 AA225219 AA128355 AA578974 AI769767 AA883233 AA156944 
AA578948 BE044197 AA904407 AA041277 AA456321 X03422AW204378 N79008 AW884914 AI904096 AI273559 W77782 AL0485Q6 AW029547 
AW369593 AA018135 R93847 H39008 AJ972496 AM32396 A18 10531 AA464222 A1857901 R76989 AI40DS83 AW571744 AA642532 AW020738 
AW196961 T27669 AW945144 AW515411 AI914781 H88012AI288568 N69062AI040715 AM20267 D58343 AA04 1267 W02248AA1 28498 
AW297586 W20280 AA2163SB H89154 AW022660 R21202 AA229206 N67876 AA572844 AA574301 AA631921 AA574374 AW088430 AA229172 
AA723451 AW517507 AI457B87 H88928 AI499907 H03270 AA954497 AA506468 AA516521 M757154 AI201410 AI678264 AA580109 AW102819 
55 AL045447 H03269 AL047056 R57957 R22816 AW880B90 

418454 175699.1 AA315308 AA223392BE538098BE087173 
418531 1765298.1 R96760 T97555 T88774 W86501 R97688 W86483 

418631 177381 1 AA225921 AA226038 AJ7321 42 AI7321 48 Al 820955 AI820960AA226077 AA226 108 

418632 177373.1 AW1 18745 AI333767 AI4688Q2 AA988845 AI914533 AA226020 AA225941 BE549459 R96897 T52616 

60 418663 17770.1 AK001100 BE005707AW377891 AW377992BE006319 R2B481 AW379556 AW377915 AA495774 AI797281 AA227823 AW0O6721 AW662293 
AA495830 AI080165 Al 144476 AA1 30221 AI274999 AA458629 AA227997 A1143128 AI474215 A1857602 A075944 AA527263 R32665 
418687 178095.1 R61650AI436195AA227025 N31 261 AW392069H1 3402 

418693 17613 1 AI750878 AA853767 Ml 4326 NM.Q03246 XI 4787 M25631 XM665 AA853089 M773505AA257124AA235269AM04574AA461 130 W1 6745 

AI284148 AA236646 A1B1 2030 AI250909 A1269249 BE465062 A1963323 AW028334 W30751 AJ000621 AA291474 AA878172 AA460828 AA884863 

65 AJ000849 AI379665 AI263550 AA593663 AA884172 AA87B373 A1803562 AI042554 N94526 AW192233 AI086533 AA257020 N77812 AA852575 

A1092991 AA235270 AA236145 W52528 BE552472 Al 928020 Al 086779 BE089560 AW362285 AW362261 AW382367 BE089561 AJ866968 
AI588980 AI435009 AI804154 AJ492979 A1041974 AA527055 AJ763324 AA243572 N26247 AA526978 AI750209 AA256369 R52032 AI278172 
AI306124 A1572353 AW614480 N35411 H26096 AA256479 AM64532 AA426510 AA243838 H24875 AW576784 N39897 AI753454 AA464630 
AA256885 AI751 155 AA852234 AA852974 AA256821 N48043 H40049 AW068763 AW067905 BE002241 AW994516 AT750449 AW753855 N42923 

70 N85003 AW389277 AW395299 AA852235 AA852979 AW581 273 AW868821 AW868820ALD47248 BE002218AW068451 AW992583 AW994560 

AW058086 AI752766 AW997017 AW752585 BE002552 AW847916 AW604150 AW604145 AA376395 N98278 BE168445 AW601027 BE168043 
AI750877 AA027234 AA703916 AA852402 AV653807 AA368984 M99425 AA149184 AI692802 AA081392 AA853378 AA374765 A1281724 AI003785 
AA6001 10 AA853090 AW994576 AM 47763 AA149185 AL047409 AI750450 AW996793 AI768560 AA132207 AI765822 W93760 BE087365 W93493 
AA027235 AW050808 AA308199 AW068710 AA373772 AA373735 AW954365 AA080998 AA147963 AA372834 BE158021 AA132064 AI597702 

75 AA371272 W47517 N98350 AA853826 BE003134 AA852274 C0 1864 AA852340 W24155 AV656963 AI750260 AL079948 AA043624 BE158037 

AA599373 AI750876 AA188473 BE151310 AW938210 AW938209 AA370310 AW93B211 BE122739AW938212 H62153BE001303H77645 
AA007557 AW242688 A1752623 A1093436 N99136 AI755232 AW069822 A1754150 W47518 AA343822 AI373733 AA135843 AA373994 N63907 
A1077756 A1828255 ALD48098 AA1 64488 AW630665 AA043235 A1358576 AA344995 A1240285 AA056491 AJ752S08 AA343471 AW963038 
AA037609 H98155 AW008151 AA493195 AA225530 AA775913 AAS99857 A1659579 AA852724 BE122738 AA344177 AA4191 34 AI202460 

8 0 AA329919 AA316388 AW193072 AAC56585 AW893058 R78085 AW844061 AW843880 AW068403 AW0S881 1 AA345809 AA313173 AW068176 

D45506 AA2261 17 BE092720 N701 54 AI950521 N32382 AW0583S3 AW068501 Al 248597 AW61 501 4 AI752767 AL048O99 AA599930 AW068869 
AA599790 AI754476 AA007558 AJ750259 AI752522 AW613349 AI572033 AI677990 Al 139209 AW449199 AI002688 AI678555 AA852401 D29388 



10 



15 



20 



25 



30 



35 



40 



45 



50 



396 



WO 03/042661 



PCT/US02/36810 



418771 

418849 

418857 
418878 

418888 
418912 



418950 
418986 
418994 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 



419505 
419511 
70 419519 
419530 



419435 
419441 



75 



80 



419837 
419847 



419891 



AA852975 AW067935 AI753854 AA081394 AA225254 AA080999 K77646 AW769422 AW069887 T28616 AA852725 AI913010 R7B033 AI269247 

A1263852 Al 755 103 AUM8309 AA853913 AA375073 AA037309 AA373962 AV656566 AA373293 AA327376 AA308864 AA095749 
1788B0J AA807881 AW975195 AI278781 AA972195 AA719291 AA7S7944 A1139653 AA629991 AI587372 AA227988 AI978727 AW2S3583 A1168721 

AW043602 A1079906 A1581282 AI381218 AI124883 R73580 R72963 R39512 H92700 AI267571 AI267568 R39513 
179572.2 AW474547 AI830378 AW474497 AW474534 AI902532 T26672 AW044135 240760 AW518599 H88189 H88190 AW514672 AA229293 AW880766 

W02102 W32308 AA229405 A1702552 
179B8J 010216 NM 000306 X62429 X72215 L18781 A1743103 AI743104 AI911222 

179997.1 W20090 T5f897 AA382074 AA382149 AI802247 AW072906 AW954464 8E087857 AW368936 T83256 N54013 T03063 BE540738 BE163916 
AW166506 AI356082 AA229991 AA454896 A1918954 AA993769 N90430 N48287 T1 6496 AW468770 N24746 AW003348 AI21 7537 T90726 
AA970052 T51851 AW070518 AI767457 AI290365 AI363018 AA917526 AI333900 N49015 AW137669 R56634 AI634062 A1949160 AI968162 
AW593826 AI383052 W25205 AA639926 AI870040 

18022,1 AU07B801 XB3228 NM 004063 U07969 AW853021 AW854674 AW609540 AW753432 AW604493 AW391746 AW854701 AWB54703 AW604464 
AA308216 AW862312 AW7531 30 AA0531 88 AW859530 AW859603 AW859550 AW859567 AW859489 AA1 02326 AI733765 AW859487 AW879361 
AW859497 AW351846 AI347909 AW351 659 AW375303 AW375298 AW351613 AW578054 AA376878 AA088861 AI732453 AW887172 AI262603 
AW375947 AJ920859 A1566493 AI623483 AI922856 AA305406 AA05641 7 AA313526 AW9501 60 AA565642 AI732393 AA053102 A1688206 
AI721059AI601183 

18050.1 NM_000685 S77410 M93394 M91464 Z1 1 162 AW373806 H66116 AA470024 AA442719 AW601630 RQ1615 AW601631 AW601632 BE069501 

BE069503 H00331 R71303 AW373039 T28644 AW950657 AV646497 AV646596 AV652107 R29547 AV646533 AI968385 W93625 AI76B584 
H03529 BE501476 R30777 AI91 1517 AI91 1 539 AA41 2302 R71251 AI373895 AI240900 AI016286 BE501493 H00293 R27618 AI378001 R01616 
H03447 N54O86W93558 

1808135.1 T78517T83916T72681 

181102.1 AI123555AI888276AW662679A1143392AI168774AA233151 H89140 H88919AW963331 A1799050AI375941 AA233227 AA362889 
18113.1 AA296520AL021940M30640NM_000450 M24736^ 

AA41 2545 A1051 01 5 T27654 AA694430 
181173.1 F13215244179R59895H10672T75427AW249493AA776718AW023438 H06840 
181728.1 AA233885 AW205603 Z39420 N32169 BE536468 
1817826.1 T85332 T86843 T87127 
181923.1 AW0851 52 AA625642 AA234510 AI480091 
181.1 AF292402 AF242874 N45474 

182016.1 AA234223AI806059AA236355 
182422J AW851980 AA234661 AA767955 
1825979.1 T95B62 T9586B T97012 

18293.1 AU076718 NM_O02993 U81234 U83303 U83303 Y08770 AW515797 AI668847 AW191857 AI391519 C06110 A1889554 A1860457 
183102.1 AA330447 AA328371 AA329787AA426498AI761578AI095823AA235412 

18320.1 S65791 NMJJ02024 X69962AW93845B BE074796 AL1 19734 A1218079AWB41733 AW191644 L19493BE174695AW451018AA688051 

AW444687AW452162AW136112AA281B12M151B11W6529AW813032^ 

AA746321 AI273322 AA922941 AA648969 AI381404 AI47B824 N49132 AA757356 AI262950 N80297 AA773874 AI691 1 13 AA134558 AI96811 5 
Al 640539 N90836 AW194547 AA631252 BE326826 AA134552 A W1 92790 AW243010 AI701970 AA775260 AI868007 AA805391 AA994623 
AI580277 Al 238749 AA993967 AA810444 AA991492 AI264330 AA878956 N48355 AA463496 AA815227 N48622 BE463946 A135B803 AA151709 
AI91 3279 AA908750 AI302575 A1953545 AA830884 AA834570 N39121 AW023849 AW195688 AI766096 AA280303 AA134559 A1274459 A1761 984 
AW196139 AI985139 AA134553 AW001682 A1925048 AA993229 
X14767 NM.000812 M59216 AW903030 R45230 T48783 R24969 

XD7876 NM_003391 T99653 W78848 AJ200003 AI379153 H04408 W88685 AI797230 AW34041SAI249171 A107B280 AA703406 AW072799 
AM 23773 AA634564 AI221 988 AI859017 AA576311 AW754042 W17194 T99055 AA601910 N78828 W80746 W9320SAA970688AI202170 
AW1 89711 AW084652 W931 1 3 AI200512 AA868787 AI807269 

AI1 281 14 AI745267 AW574993 AI962916 AW594634 AA808265 AA8281 15 AA236031 AI350750 AI338007 AI742490 AA620733 AA8281 00 
A1005125 AA778655 AA897706 AI860061 BE302139 AI078560 AA620703 AA620856 AI631061 AI079299 AI537746 AW181697 AI983637 AI804241 
AW271765 

AA766687AI015774 D79789 

AA236115 R62209 R83509 AW967529 W73890 AI435401 AJ472207 AA542987 AIZ75046 A1458258 AA648778 AA81 4680 AA505797 A10408O6 . 
AW51 8419 AA7481 58 AA737513 A1369921 AA659134 R64590 
183833.1 AW969742 AA4B3577 AW087620 AA238288 A1830539 AW60791 1 BE167253 T1 6544 A161 1 279 
184085.1 AW291112 A1807627 AW025875 BE552020 AA236565 
184109.1 AA23S590 AW967537 AW971535 AW966917 AA2B192S H42871 AW999060 
184356.1 AA236B67 AA237056 AA354236 AW957759 H08961 

1 8459 i D26488 BE384100 AW839070 AK000836 D87716 BE408569 AA468890 AW367262 AW088023 T29045 AA156138 BE349630 AI961936 AW276385 

AM57359 AW118220 AA580434 AA810557 W19428 AA044399 AW009935 AA156487 AA315159 AW949331 AW385246 R83248 AM 721 70 
AL036780 AJ651834 AA865370 D53186 C15566 D60354 D61035 CI 4 847 C14848 AW593733 AA470934 D57375 AA507337 AA516497 AW242347 
AL121450 

184714.1 AI200540 AW970247 AW970328 AA749081 AA534752 AW134505 A1222246 T81312 AA766655 AA764820 AA282886 AA767994 AI767158 
AA242881 AA983324 AW262486 

1 B4760J AW023731 BE122862 A1754737 A1537929 A1298045 AW052187 A1374879 A1807078 AI690573 AA423850 AI695414 A101 6179 AW025386 A1814695 
AJ418188A1363094AW172992AJ 089742 W81563AI500261 Al 1 43689 AI53909S AA8O4B48A1827047 N51 469 N51 483 225374 N32995 AA740648 
AI453506 AA256901 AA256276 AI678717 AA252220 C21008 AW303553 A1422496 AA242935 H53367 AW391624 AW391628 BE 150859 BE 150889 
BE150927 D56900 AW748B00 AW391623 AW582448 AW371 072 AW394222 BE150992 AW582422 AW380570 AW809712 AW379934 AW380565 
AW380692 AW394209 BE1 51003 BE1 51 002 AW379937 BE 151246 AW380688 AW81 6182 AA256900 AW748804 AW394224 AW380676 AW394214 
AW380555 BE1 50888 AA256816 A1332357 AA504149 A1370795 F30478 AA443426 AW971866 AA479743 AI719434 W81562 N53610 N53626 

185380.1 AA243660 AI401477 AI125425 AI826167 AI971347 

185495.1 AA429750 AA358550 AA243780 BE080508 

185577.1 AI198719 A1620570 A1695853 AA564802 AA456099 N48974 BE178425 N45692 M53291 AW353661 AA678242 AA455601 AA24386B 
18563.1 X98330 NMJM1Q35 Y08218 X91869 AA776632 AW894044 AJ002511 N87200 230126 Z32832 N85743 T94696 F05905 F 12039 F05904 T65667 
N44993 AA928013 C051 13 AL043917 AA343083 F09683 F02154 F02153 AW665252 AL043826 R24839 H08482 H06993 R54549 R14512 F1 1637 
F07641 C02710 AA425108 AW418731 AW452418 AW528936 Al 2 18003 K05446 H08762 AA405868 R44543 T19747 AIB06702 F09291 F03893 
R44577R54451 
186639.1 W27493 AA248063 AA249685 AA429679 

18681.1 AA348947 AK000017 R58875AA398050W19844 H59188 A1147953 AA335965 R19933AA382339 AI142236 AA383413 N4392BAW583147 

AA352538 AA366562 A1372034 A1363009 AW014233 Al 125352 AI760948 AA399108 AA75701 5 AI20881 5 AI340945 AA447995 Al 654053 AA834387 
AI215051 AA91 1892 AI06B51 1 AW593832 AI9701 56 AI1 2281 1 AA843397 AA927374 AA977640 AA662785 AW025509 N91 1 1 4 AW131 664 N34855 
AI867695 AA709336 AA836402 AA779642 AW172826 AI766993 AL037389 AW1 37825 AW028137 BE327137 AI697752 AI873371 R44734 AI375557 
AI741262 AW007760 BE620726 AI470725 N71858 AA448137 H59141 

187260.1 W03298 R91771 AW453073 AW511955 

187309.1 AA246998 N56663 N56651 AT741253 AW369728AI913451 N3031 8 A11 5 1 200 N30327 H 1 3842 



419077 
419091 
419107 
419116 
419118 
419169 
419189 
419216 
419236 
419247 



419249 18325.1 
419261 18335.1 



419290 183616.1 



419296 183683.1 



419318 
419337 
419340 
419386 
419423 



397 



WO 03/042661 



PCT/US02/36810 



419751 



419758 
419812 



419875 



18775J 



18782J 
18827J 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



419936 189181J 
419953 189344J 
419983 18964.1 



419986 



420026 
420111 
420159 



420185 
420195 
420230 



420273 
420288 
420314 
420352 
420407 



420430 
420457 
420478 
4204B1 
420493 
420521 
420687 
420891 
420724 
420727 



420756 
420814 
420828 
420844 
420854 
420879 
420905 
420908 



421003 
421036 
421037 

421065 
421083 
421106 
421216 

421253 

421296 



421300 



189679J 



189972.1 
190755 1 
191051.1 



191240J 
191325 1 
19169.2 



192198.1 
192314.1 
192557.1 
192979.1 
193418J 



193538 1 
19376ZJ 
193920 1 
19396 1 
194085.1 
195113 1 
195620.1 
195640 1 
195891.1 
19591 1 



196181.2 
196701.1 
196794 1 
196986.1 
197072.1 
197253.1 
197546.1 
19755 1 



420931 19776.1 



198430.1 
198729 1 
198731.1 

198936.1 
199182J 
199346.1 
20037.1 

200707.1 

20099.1 



201010.1 



AW195581 AW242846 AI990749 A1224972 AA281915 AI382101 AI423776 AA91 6497 AW594528 A1963879 A1651 487 AA629203 AW41 1 291 
AA877273 AI093148AW294106 R46693A1333001 AI168676 AJ375226 AA705562 AA704893 AI81681 8 AI766777 AA780095 A163351 1 AA612980 
AA424572 AI768428 AA233172 AI343490 AW591977 AI275107 AI446154 M424669 AW805505 AI762004 AA476617 AI865895 AW0706O7 
AW613755 AA229210 AA233248 AI631855 AA883493 
U31973 NM.005204 U20212 X94354 

NM.000562 M1 6974 U08006 T69692 ni233 AA344521 AA343878 AW963056 T69068 T69060 T51706 T72935 AA343585 W87334 T68983 T68733 
T68989 W86807 AA699772 A1051231 T51917 T28622 H53865 N93779 

AA853410 AI879200 AA8530B2 AI752346 N2B824 J00123 NM.00621 1 V00510 AW885489 AA224793 AA244405 AW379079 A1575880 AA780348 
AI962427 AI831 688 AI9621 95 A1971 209 A1652049 AA505670 AJ918759 AA572862 AI799925 AW883685 A1671929 AI459701 AI879583 AI363200 
AI867854 AW236911 AA244338 N23352 AA224770 A1611304 AI752347 H97965 AA853083 AW1 35612 A) 969083 At 53784 8 
AI792788 BE142230 AA252019 
BE267154 AW572789 AA461 368 AI970472 

W55956 W56137AM59292 AW383402 N44715 AL110152 AA363622AW955557AA042839 BE620067AA512882.W31499 AA039829 AA030036 
N75125 M75133 W2021 9 AA452000 W19462 AW195335 AA479261 AA846729AA056O71 W45008 BE501532A1806599 AA706724AA724378 
AW003724 AI609525 A1028108 AA843409 AI949374 AW466980 AI129292 AA846827 N90579 W39235 AI478383 AA70O507 AA7721 28 AW469B89 
AI031774 AA056023 AI802270 AA846163 AW197629 N52355 AI082553 AA044387 AI022608 AHJ79146 AA8461 40 AW591424 AI206246 AI056148 
AA4241 53 W04599 AI031 992 AI335584 AA4791 10 AJ026963 AW235807 AA854249 A1168397 A1026984 AI023934 AA843263 AI022871 N35347 
AA028004 AA723802 AI026070 W15275 AA772698 N52362 AA724104 W32433 AI4781 33 R54828 AA41 1 010 D79420 079933 AI382712 AA029907 
N94993 

AI345455 AA41 171 4 AI803259 AA427608 AI191278 BE047216 AI187954 AI066770 AW070873 AA628848 AW340621 A1085606 Ai 889238 W02728 
AA505453 W30938 AA284147 AA406092 AI246234 AA770579 AA935693 AW770506 AI 2479 60 A1 168723 AA252592 All 6 87 19 AI568285 N44948 
AI885386 AI286203 AA291225 AA805724 AA737120 
AI831190 AA252915 AA253227 AA625194 
AA255652 AA280911 AW957920 AA262684 

AI572490 AW008646 AA398470 AA481 278 AA835846 AA480879 AA424540 R72278 AI745338 R26733 AJ655888 A1082409 W92777 AA496957 
R6216B AW051062 AA255986 AI669890 R67074 H56702 AW968664 R62194 AA424608 AA256248 R26962 R66195 R72315 R62278 AA401875 
AA481584 AW968488 W92878 H56520 D63178 

AL044056 A1694501 AW057713 AM45728 A1567918 A1362734 AW137633 R24469 AI5601 13 AA973346 AA256199 

N44348 A1886676 W44682 BE048764 AW271213 AA256290 AI420623 BE348449 AW903942 AI887849 AA312915 AA975919 

AUJ34344 AF048693 AF078O96 NM.001453 L12143 U13221 AI333220 AI935186 AI659865 AI817619 A1819982 AW451610 AW451944 AW263103 

AA02261 8 AI804844 AI453830 AI763387 AW195359 AW997570 AA348051 AW961791 AA334694 AI261688 AA977661 BE551261 N75774 

AI 342983 AA022755 N22552 AA885880 N40575 H89575 N40582 AA495846 AW020540 AA232742 AW022802 W77980 AW770239 A1285890 

N25875 AA424787 AW021261 AA424381 AW084229 W94714 W94629 W73917 AA424466 AA232201 AI023501 N25B67 AW139831 A1216334 

AW304880 AA776534 AA8651 39 AW975334 AA902429 AA551599 AA688135 AA886687 

AI652864 BE502475 AW474352 AA694260 AA258021 AW971707 

AW071225AA258148AA831425AA768904 

H81671AA625530AA258410 

BE258835 AW96831 6 AA258918 AW843305 R14744 AI560388 BE071923 R36280 

AABU732 AA485077 AA746374 AW387318 AA261927 AA741 470 AW387437 AW387471 AW387470 AW387353 AW387385 AW387473 AW387379 
AW387488AW387485AW581823 AW387438 AW387433 AW387419 AW387418 AW387374 AW387430AW387431 AW387451 AW387476 
AW387456 AW387382 AW387371 AW387395 AW387415 AW387399 AW387372 AW387444 AW387466 AW387381 AW387383 AW387380 
AA888386 AW387360 AW387432 AA876381 AI201846 AA748462 AA747918 AI869027 AA805606 AA262803 
AI703192AW901259AA27B523AA262052 

AA482280 AA459371 AA262310 AW968047 AA4821B5 AA459595 AA262365 
AA521259 AI038565 AA4461 25 AA262487 AW967882 AW967892 
U50525AL048649 AA417201 AA41 7224 AL037399 
A16351 13 AW96791 3 AA262677 AA604910 
AA278808 BE082076 BE081812 BE081581 
AA279392 AW8491 1 2 AA397743 AW848282 
AA829433 AI01 8600 AW978846 AA279413 
AA279694 AA280805 AW082699 

H75701 L1 1245 AV649361 AV649182 W25717 T40073 T40148 T40098 H48637 N57243 M29964 AV653408 BE545748 AA677687 AW4701 31 
AW973305 A! 190008 AA551907 AA677301 T67936 AA578194 AA682648 H63408 W90571 AA969142 AA680088 AW050851 H48824 H75630 
AA009658 T40992 T41007 T40922 N29827 K58042 AW973306 H78142 C20987 H52688 T41009 T41035 Z20963 AI024214 
AA41 1800 AA480646 AA699809 AA280027 AA4021 23 AA280096 
AA721156 AA873726 AA280675 

AA280778 AA856748 AW978923 AW978912 AA884885 AA281444 A12 15955 

AA595522 AA280981 BE464358 

AW296927AI684514AI263168AA281079 

N31165 H83594 N27032 AA281276 W07491 N33975 N44778 

AA521307 AW969226 AA281607 AA281644 

AL049974 AI301495 AA995308 H00414 AI742253 AI310966 AI445704 AA447504 AA723718 AI159777 AW025579 A1004093 AA933984 D79261 
R36888 R40575 AI983213 BE011658 BE01 1660 BE011653 AW962515 N28249 AA330120 AA401B55 AW971358 AA524680 T23909 AW195367 
AA983271 R14285 R12126 AA447503 H00413 N63125 AA933850 

AF044197 NM_005419 AA4061 15 AW610301 AW868976 AW86B965 AW946987 W80984 AI621076 A1620182 AI74Q7B6 AW445025 AA700829 
AI950325 T54899 AI 890483 AI767090 AI81 9524 AI61 2763 AW466999 AW51 5662 W81087 AW003921 BE503228 AI762886 AW44051 8 A1 1 50743 
T54986 A1433102 AJ735608 AI203175 AW589586 AI282093 AI634142 AA410383 AI682498 AW516336 AW768461 AI360623 AW 169338 A1214312 
AA983434 AI699488 T40833 A1650870 A104O146 AI365297 AI702642 AI 38 1379 AJ00221 1 AF029894 AA298459 T39765 T55152 
T72080 AA348594 AW956845 AA282584 AA374723 
AA810560 AA282918 AW977543 

AI684808 AA8271 34 AI982955 AW590327 AW237028 A1652140 AJ769763 AA282920 AW263539 AW977684 AA283129 AI039322 AJ039469 N68441 
AI375124 Z39368 AW993448 AA603554 H30637 A1187992 
AA329711 AA287436 AA283148 
AA283628 AA489689 AW968808 

AA877124 H30741 AA283818 AA402902 AA6 10768 H30825 AA284220 AA405396 

AV649282 AA774871 AL035295AA374514AA448191 AW971810AW968757AW269429 AI01 8129 AA495797 AA491 221 AI381679 AA884073 
N51629 AW511250 AI760481 AW243298 AW611630 AA954039 AA401519 061763 H18005 

A1 188102 AW44961 1 AI985573 AA28671 1 H1 1105 H15798 AA453014 H29527 H19499 H18196 AI039072 AA621673 A1458638 AI693220 AI290784 
AW770530AJ692591 AA503614H11200H19582H18195AI904919 

NM_002656 AB005293 AL1 19059 AU080025 T70850 H45316 AI703322 AV657998 H45252 AI432321 AI014646 AJ024802 A1208525 W95194 
AW983661 AA320510AA781073T70586AL119060Al126205W94688An 
AI187870 AA713632 AI076643 

AVV297398 A13773O0 AA287041 AA910231 AA907716 AW512539AI439704 

398 



WO 03/042661 



PCT/US02/36810 



40 



45 



50 



55 



421308 

421338 
421354 
421376 
421482 

421498 
421515 



421574 
421755 



421916 
42194B 



201075.1 

201378 1 
201579.1 
201839.1 
20290.1 

203173.1 
20336.1 



20403 1 
206472.1 



421823 207922.1 



209042.1 
2094.50 



10 



15 



20 



25 



30 



421966 209677 J 

„ 421976 209827 1 

35 422054 210795.1 

422093 21126.1 



422163 21247.1 



422182 212782.1 

422183 21279.1 

422306 214.1 



422321 215208.1 



60 422338 21543.1 



422342 215498J 
65 422352 215575.1 
422511 21727.1 



70 422563 217937.1 
422591 21822.1 



75 



80 422654 219392.2 
422728 220438.1 

422757 220997.1 



AA687322 AA642329 AI080760 A1039479 AA832416 AA807302 AA85401 5 AA889829 AW771 B43 AI508865 AI81 9500 AW663364 AA905058 

AA287115AW974492AI312843AW302499 

AA287443 AA419385 BE084078 AI478347 

AA766485 AW977429 AA287667 

AA287948BE349120AI078121 T61964 AUJ79622 

AL1 35462 AF084382 NMJM4425 AF084367 AF039217 AL135316 AA401 160 AA434147 AI808384 A1867937 AA580524 AA704068 AA706642 
AI421758 AA452316AI245721 AJ142391 AI147381 AA411470 AA4O0817 A1552253 AW590294 AI553316 AA890523 AJ792224 AI016015 
AA292084 AI821578 AI732693 AA425787 AA424898 A1734099 AA292121 

Y1 1339 AK0001 1 3 AW674477 AW860233 AL1 20518 AL1 20519 AA233673 AW167654 AW51 7203 AA527075 BE501 325 AI860695 AA8781 20 
A182921 5 AW340140 AI687053 AA824284 A1858970 AI983809 AA723802 AI910795 AW673220 AW195947 AW1 32045 AA494414 AI289782 
AI688681 Ai 688592 AI680070 AW439152 A1368513 C00730 
AJ000152 AF071216 NM.004942 Z71389 AF040153 BE1B1080 BE181076 

AW1 69454 AI700226 AA297138 AA325582 AA298B50 AW966436 AW0201 85 AW020518 AW022435 AW195586 AW170319 BE550835 AI765038 
BE466934 A1913501 AI91 3482 AW01 5469 

N40850AI806324AA298713AI41845lAl8a7749AI916381 AJ693516 A1094298BE551185A1217467 AI803632BE501927AI078538AW573187 
N301S8 AI138673 AW196898 A1 140950 AA626065 AW236420 A13771 11 D61823 D79385 AI2401 22 AA463689 R65677 D62019 C01 197 D62572 



R34441 AA300168 AW957006 

L42583NM 005554L42601 BE1 83076 AI54 1221 BE1 40567 L42610 V01516 J00269 AW275792 AW383052 AW380143 AI541102 BE612846 
AI541344 AW23B368 BE613405 BE615705 BE61 5530 BE615301 AW379823 AW794706 AA194806 AA194992 AW384024 AW384000 AA641239 
A1246504 AI540333 AW238681 AA640939 A1540863 AI60B860 AW862564 AW366725 AW368983 AW366870 AAS96020 AW794721 AW79451 1 
AI591 1B1 BE182523 AW794644 AW794620 A1935234 AI6O8903 AI608623 AW797060 AW084935 BE1B2517 BE182319 AI890082 AW238346 
AW797012 BE182522 AW794838 AI608794 AW304289 AA147193 AA595995 AW381 128 AW366720 AA583718 AI828416 BE1 22864 AW368343 
AA431080 AW082039 AW380976 AA5871 44 AA443836 AW872937 AW794448 AW378382 AW0B5761 AW794718 AW263895 AA583587 AA583991 
AA583994 AA586886 AA5B6880 AW368365 AI814460 AA586991 AI282829 AW37B406 AA586721 A1609242 AA431973 AA232959 AI831 095 
AW263854 AW378391 AW378415 AW378381 AA036990 AW238395 AI285446 BE208219 BE049526 AA583605 AA583918 AW366711 AI285580 
AW082642 AI285712 AA582875 AW591 216 AW36B719 AW378408 BE1 22835 AA582976 BE350422 AA418328 AI541454 AI565930 AA583700 
AA150575 AW238427 AI287474 AA912658 AA584223 AW238528 C17918 AW136169 AA159847 AI923797 AI609009 BE182479 AJ915198 
AW378114 AA147179 AA584239AA1 50532 AW1 68882 AW085999AW082480AA659742AW079703 AI872793AA583981 AI824571 BE182316 
BE182507 AA233331 AI824572 AI540586 D29492 BE182931 AA036948 BE551821 D29401 AW378365 C00141 029181 D29567 AW103359 
W95238AI991663AA587298BE1B460BAA099833 W95121 W95150D29584AI934111 D29456 D29533AW265380D29290AW238463AA121041 
D29204AA595925 D29441 AW081B40 AA587018 D29323 AA582891 BE182433BE1 82437 BE1 58295 BE1 82434 
AA904519 AA301 105 AA927867 AI026743 AW662787 AA926677 AA883570 AA904797 AA910052 AA812900 AA962351 AW340761 
AL138443 BE543896 BE176029 AA346914 AA301300 
AA322506 AA302771 AW959785 

AF151852 MM 016037 AA362915 AA314256 AF067802 AA317206 AA327697 AV659749 T95453 AA279602 AA352617 D61557 AW380448 
BE150572AW380621 BE617144M283599AW3B0615R36819 M441B67M143375BE150496AW380625 M09^ 
AI589633 AW027187 A1 192946 AI435094 A1453732 AA604235 AA564222 D62764 A1090679 AA622593 A) 033674 AI740684 AA865759 A1582838 
AAO40452AI497924AA441805AI678266A1219466 AI760761 AA040453 AKJ93005 A101 6871 AA70O575 AW8041 99 AI539809 AI240959 AI219468 
T89284 T47705 AI453735 AA991787 AI12301 2 AA860466 N35449 AA7481 49 01 9697 W69417 D29220 AI475673 AA279763 F17344 AA045539 
T95352 AA909357 AW518806 AA143326 AW953600 AW380624 

AF027208 NM.006017 AW999490 AW995306 W27006 BE000017 AW995305 AI0526B6 R36499 R32598 AW794374 AA620583 AW389222 
AW994698 AA555310 AW028039 BE501788 AI860475 AI638154 AA577605 AI635532 A1952842 A1921537 AI811470 AI273443 AI362100 AA777838 
R40057 A133261 1 A1308936 AIB25560 AW243596 AI380254 AI537752 AI469575 AW614305 AA6221 93 AI766048 AI952172 AI916863 AI638218 
A1652966 025789 

AL043892 AW197532 AA305579 AW407510 

AA431698 AL035563 A1623164 AI971434 AA609978 AA609959 AW003303 AI968799 AB69486 AA902281 AA813548 AA974140 AA83361 1 
AI200873 AI806942 A1283593 AJ952376 AKJ25344 AA908942 AA910166 AA431491 

BE044325 AW952722 D60947 AF1 82291 AJ238097 NM.0 12322 R35468 W80883 BE567078 N84167 W95301 AA453273 AJ850953 AI864478 
A1208804 AA576040 AA576883 AI743817 AW024498 Al 143236 AW268723 BE076669 AI872222 AW 131 501 AI798857 AI276769 AA492331 
AI139461 BE076674 W94785 AW269882 AW024824 AIB00809 AA805818 AI208806 AI016898 A1279397 AI424749 AI335782 AA659244 AA027086 
AW119133AA918454AW188760A1198149 A1669940AA723921 AA541384AW873609 AI337840AA954080AA961257 A10B0437 AA662797 
D19569 AW0595B5 AI208697 AA330078 AA835397 A1873049 A1678449 W80756 A1523338 AA746877 R34272 AI074912 AF077756 AI280303 
T07152AA248432 AA223837 AA455394 U85990 H25610 H25564 HB8461 BE183485 AA456033 A1942278 AW104204 AA723962 H88391 
AF077757 

AAS06427A!371066A1332867AA662061AA652143 M649779BE073130T31793AW965487244^ 

AA448775 AI680807 M78897 W21100 AA779684 AI990126 AI393307 Z99357 AI375921 AI972840AA663405AA308885 AW952286 AW304325 
N70540 AA974270 AW 136476 H40712 Al 126358 AA460824 AA745745 AA448679 AI141385 AW203996 AI140937 AA836514 AA909052 N93713 
Z41283F03886AI869479 

AI761322 Y00978 BE513176 AA082311 AA772815 AA336525 AW498537 AA334879 X1 3822 AUM0276 T29022 N99373 H 101 59 R19436 AI419467 
AA315214 AW950165 N77305 A1335753 W46504 AA908600 AI343654 W46396 AA639499 AW235135 F0O720 AI700076 X85590 AW236592 
R02205 AA234145 N28789 C03439 AA281656 AA091346 N42953 AA228079 AA455345 AA457421 AA4O0884 AA281787 M77924 AW970520 
AW237732 AA831974 AI376777 AA776989 AA830439 R44685 N23208 AW136894 RO2O93AW023062 AI382333 AI569123 M176281 AL133725 
AA309272 AA309312 AW961 837 

AA766296 AA810118 AA449449 AW977392 AW204852 AW137391 AW134659 AA309368 

AU076442 BE148646 NM.000494 WB\ 669 AW379328 U76604 AA4 18509 Al 184334 AA418412 AA680357 AW366480 M63730 AW381501 
AA366395 BE615848 AA366091 H87535 AW377762 AA366989 T29336 AA602441 AF136185 BE155683 AA036676 AW374450 W79203 AW579800 
C00407 AW606580 AA044571 AA1 28560 AA03391 3 N58654 AA56B429 AW083397 AA044893 AW384269 AW384280 AW384268 A1373457 
AA641352 AA034033 AA1 28561 AI688441 AJ572644 A1373447 H87536 AI637697 AK62306 AA718952 AL041597 AA658228 
BE299342 BE304418 BE094076 AA312406 

107648 NM 005962 U3251 5 D63940 AW1 38956 BE219807 BE219953 AA179689 AW950924 BE467412 AA976717 AA350689 AW950109 
AW205694 AA676607 F07426 AA348542 BE1694JK) W38808 AW276960 AA114957 T81614 W25067 C04536 H49889 AW896121 AW895127 
H66956 AV659619 AW607603 N45031 H51820 H85688 AA342309 AA349245 W32653 BE003894 AA086035 AA313550 AW665174 AA009641 
AW241712 N92841 N93226AI288871 A1139671 AI367648 H51252 N59130 AI51 2982 AI342B67 AI298979 BE21 8033 H96976 AA136083 AA934552 
N33269 N 35022 A1224554 H66957 AI571968 AW572122 AI350136 N68536 R37256 AA427603 AA71 3780 AA1 15514 H25705 AA524144 AA481653 
AA664992 AA988959 AA176635 AI868464 N47454 H66690 AA705886 AI811501 T28858 N74211 R86840 A1373426 AW090202 AA528346 
AW518017 AI431 635 AI702591 AA885488 AA404377 AI928606 AA741337 AA45C066 AI983525 A! 376050 F03556 AA757255 AI580856 W32477 
AW304753 AI222856 AI973243 AW008458 F02259 A1272357 AI382764 AI382908 AW514226 H25707 T63780 A1087032 AI208051 AW393856 
AA640393 AA452708 W01212 BE326532 BE219755 AI807287 BE551377 M85527 R1 2328 
AA314316AW961209 

AW937826 Al 142572 AA453333 AW022925 AW022855 C02077 AA483825 W95374 AA31 5767 AW020679 BE439820 AW973162 AA464846 

AA934510 AA536135 W95483 AA495995 AA659920 Z40593 AA598635 D12163 A1625153 

AI909935AA316552 

399 



WO 03/042661 



PCTAJS02/36810 



10 

15 

20 

25 

30 

35 

40 

45 



60 



65 



70 



75 



80 



423025 224038.1 



422840 22195 1 U44059NM_003216U06935AL035659AL120537 BE295612AW836791 AW835776 AW500333A101 4348 BE1 45955 BE1464CB 

422897 222783.1 AA679784 Z45173 T10285T31222 R13042 H12961 R52470 Z45583 T31 140 R35946 R53264 R55435 R18993 AW964447 AA318910 T83131 

422899 22279J 016471 M85821 M85310 

422977 223410 1 AA631498AI017191 AA491211 AA761 823 AA7 14555 AA768099AA808286AI9340S9 AA570223AA574389AA582438 AJ745346 AW984510 
AA319642 AW853758 H56414 

423010 223862.1 W25436 AA486084 AJ279018 AA320267 AA828484 AA7461 99 AI914022 AW887874 AW886272 AW887876 AW886274 AI927954 04571 1 
AW891131AW891132 

423017 22395J AW178761 NM.006919 S66896 U19556 U1956B AW178765 AW178768 AW178769 AW178767 AW352105 AW352104 AW382741 AA292860 

AW366750 AW366692 AA861 180 AW356635 AW083861 AJ625274 AW802938 AW192466 BE181420 AW3831 52 AW1 82777 AW3831 17 AA398883 
AW797283 C05452 AW196155 U19557 U19576 XB9015 BE156502 BE156503 AI081890 AW366545 A1686575 AI613307 AW3681 18 AW051 189 
AW872674 AW178773 AW178752 AW178772 AW382726 AW79608B AW381318 AW178758 

AAB31267 R41803 R43649 AA724937 AI023641 R49442 AI096632 A1089202 AW183843 AA523733 AI952670 AI076860 AI042051 AA983353 
N24716 AA760964 BE464917 AW984549 A1904962 AI376267 AI0331 36 AA702514 AL120100 AA320551 A1535679 AI535095 R39319 
AW449679 A1379476 R05425 

AW967472 AW978919 AI024789 AI538450 AW135089 A18319B0 AA548898 AI700833 AA021491 AA838550 AA743561 NM.002595 X66360 
AL049132 AL119276 BE180005 BE180006 R84856 BE542240 T29233 AI949640 
NM.005323 M97755 M50094 

R96158 AI432318AW469161 AI452422AA321245AW952196 F09493 
AA322201 AA323585 A1039344 
AW884848 AA322213 AA322209 AW961624 

AW897586 Z45221 D53705 D53135 D81470 D81085 AA361574 R12983 R13892 H13376 H20860 AA376208 N28317 AW996765 H91926 BE222833 
AA322288 AA326532AI393791 R71693H16892 

AL049227 D80985 080603 A1302346 AW470790 AA962550 AI299767 AA938345 C00860 AA195536 AA5O3000 AA1 94937 AA856612 AW960473 
AW272270 AI760528 AA328233 Al 823839 AA769629 AA829221 T69990 

W27595 Z44415 AH 20374 H17680 AW299700 BE3001 88 AW628698 AA325319 AA322769 A1827735 AI027741 AW468728 AI539767 T99474 
AA774545 AA809692 H89490 AI096982 AA826272 AI004507 AA9181 85 AA630039 A1809309 R13498 
AL039379 AA324664 AA323622 AW022834 

A1267677 AW471227 AI537253 H54934 AW964682 AA323703 H61362 T331B2 F13224 Z44564 H05544T75467 F12150 AA371406 T66346 R26316 
BE220282 BE218124 AA095491 A) 267340 H12808 R90842 AB020717 AI741382 H05O85 A1094578 AJ472019 AI579992 R26105 AW152516 
AI079363 AA773075 H 12764 AW0 14803 A1253254 T66294 T33181 R39238 F10825 AA593321 F09787 R34588 Z40447 AA664639 D20358 
AA491513 

AB60412 AW027339 AA324683 

AP000365 NMJJ14406 AA969090 AW014427 A1221641 AA9741 1 1 AA367824 
AL110456AA360875 AA448597 BE075866 

AF020761 NM 004777 AW384407 AW996252AI81 6048 AW363595AW996604AI924924 Z25 195 AI816068AW856207 AI813597AW513111 
H12682 A1800875 AA148102 A1860082 A1341493 AA215839 N84173 AI246338 All 89220 AW296505 AI474628 AW050567 AW363598 
AF035960BE140575BE140571 BE140573A1834226 

AW752782 BE1 50628 AW139216 AW752916 AW752909 AW752920 AW752939 BE150800 BE1 65571 AA352974 AK001408 BE153544 AW81 51 61 
AA359048 AW815132 BE1 50792 AW401 732 AA326055 AW753328 BE166933 AW853850 AW367599 H93164 AW083098 AA987538 AW883373 
AA775444 AW083065 AI659400 A191 1260 AA922769 A1867754 AW27592B AW275942 AW1 03169 AW271295 AW237818 AI831 905 BE002214 
AM36689 

BE090503 BE090490 BE090483 BE090501 BE090500 BE090365 BE090505 BE090509 BE090499 BE090502 BE090504 BE090497 AA327285 
M90516 NM.002056 BE001731 AA382565 AA223635 AL134915 AA085567 M657488 AA868696 AA330466 AA868897 AA027889 AI014916 
AA314909 R51715 AI761822 BE551543 A1952254 BE502374 AA304505 AW589985 AI990211 AI968871 AI963910 H03156 AW655977 AA877271 
AW995311 BE566421 C17984 AI921899 AI832941 AI948614 AI971346AM52662AI656487 AA2196B4AA218627AW0082B7BE327759BE21B160 
AW997016AI002024AW269487A!863522AW26»29AW610101 AI754406 AI393819 AI817682 AI262418 A1222777 AA525727 A1535799 Al 199256 
AI348034 AI1 92238 AI277083 AA062587 A1272789 AI304649 AA970642 AI637824 BE61 81 20 AW451029 R61744 AW008004 H039B3 BE175953 
N92520 AA098918 T28395 AI698369 R51628 AW896529 AW604887 AA02782B AA663174 AI304614 AI269790 AW581 986 AA62171 1 AA063060 
C18863 AW962374 R23311 A1803648 AW338280 AI436772 A1696921 A1354737 AW473587 R23236 AA968951 A1969390A1383075 M722452 
AA327799 

AI633559AI768171 AW007174 R61893 N22132 AA836779 AA328238 AW95241 4 
AA328329 AW952420 AI590238 R45358 F10954 T16463 A1253133 
AL137279 AA908976 A11 26295 
H02364AA329065 AW958111 AW961436 

BE0O3054 BE003273 BE440047 L23808 NM.002426 AW996471 AW998697 AW998735 BE005069 BE0QS2D7 BE003108 BE003109 AW993099 
BE003025 BE003177 U78045 BE003323 AW992178 AW996437 AW996369 N41372 N41 366 AW361840 R63637 AI635789 AW999703 AW014205 
M30844 AW471033 AW19761 5 AW470356 A1299124 N30838 AI707582 AW5152S6 AW170498 AA639771 BE466774 AW172994 AI343504 
AW779O50 AI523465 AJ352562 AW5 15388 AI348185 A1368844 BE440051 R92994 
AA330036 AW962511 AI700659 BE09084O AI028739 AA639800 AI289771 AA593730 

AL044191 HQ8391 AW861014 AA458675 N48846 R26037 W48596 AW170065 AA330061 AI453066 BE222229 AW961550 AA431105 AWB61214 
W856995 AW861250 AI816806 A1949835 AI760797 AW236715 AA724392 AW466924 AI421673 AI275614 AI334398 AI769710 AW418862 AI376732 
A1127680 AWO79670BE045322AI63ffl08BE502784H43249AI559661 W48597 N48341 AI278021 AW2751 50 AA972203 R26835 A1521 564 
AW135526 AI818309 A W6 12776 AA432292 AI688332 AI891 154 A1915906 AI28211 B AW339013 AI955500 R22417 AI371493 A1371495 R22466 
R30903 

AW891294 AA775966 AI91 1138 AA905367 AJ041551 AW087720 A!01 5013 AF06951 2 NM.004858 AF1 07099 
Y07701 NM_00»10AW408104AW160904AA682926AJ132583AW161660BE267830BE397119BE5135^ 

BE251921 BE253168 BE255877 BE256005 BE255386 BE245328 A1904679 AW996579 AW246924 BE207210 BE207218 AA086030 BE275861 
T79910 Z46195 AW250513 AA278470 BE408743 W88933 AA306767 AW845107 AA191370 AA356510 N87503 AA053733 AW055008 AW148960 
AW672944 AA0795O7 AW166905 AA076585 AA448981 T35932 T35931 AW241819 AW249850 AA503249 AW963761 W89190 AW61 5663 
A1869693 Z45846 AW075412 AL1 34687 BE208326 AA026655 AW170785 AW474894 AA043325 AW2507B5 N26972 AW131941 AA705351 
AA962342 A1500627 AI191 221 A! 129440 AA969976 AA043325 AJ686440 AA760940 AI934766 AW515849 AA076586 AI358780 AA654057 Al 21 9289 
AW276194 AA053549 AI911617 R39082 AA234379 N42938 AW305272 N42944 R81278 R81001 H02390 AV661605 AA811730 AA811175 
AA953827 AI300613 AI350198 A1300615 AA527546 AA281550 W63744 BE467460 AA634383 AA775234 T59688 AB71747 M7 16290 BE156288 
AA430444 AA479773 AA335436 AA235023 R24894 W92574 053060 D55858 AA379057 AA043567 AW958347 AA379160 AA495731 AA972560 
AI907616 H42433 AW173229 W78070 AA864462 AW068750 AA236597 F35993 AA085988 AA043238 AA583041 AA680041 AW19O703 D25741 
AW262710AM17739 H41105AI500415H99098AA194661 A1016872 AW572592AW183101 AJ018254 AA628984 H98949 AA884277AA887191 
AI721203 AI290813 Al 088732 AI362992 BE183523 A13779S3 R43275 HOI 206 H88732 N29793 AM 6931 3 N29798 AI093936 AI979157 A1923340 
AW652871 AI001942 AA477344 AA551216 D52240 C15614 AI922960 AI139445 AI242109 AA480335 AA281551 W92575 R32450 A1342805 
AI273075 K02286 R80799 AA243024 A1218271 D60291AA71 9592 AI026950A191 0502 H92317 AA781991 AA235018 AI352571 F04707 AA379056 
A1351223AA913019AA883761 AA700786 HB8733 BE258771 BE278478 AI492841 AA2 16452 AW5 1 81 95 AI8741 1 5 AW01 4674 BE269835 
423841 232507J AW753967 AA370795 AA331 630 AW362550 
423867 232732.1 AA331886 AW962659AW962655 T89841 
423871 232749.1 AA331906 AA332484 

400 



423035 
423045 

423047 
423065 
423119 
423121 
423130 

423161 

423175 

423244 
423346 



423347 
423417 
423454 
423492 

423513 
423531 



423532 
423554 



423575 

50 

423600 
423607 
423637 
423646 
JD 423573 



423717 
423720 



423728 
423740 



224126 1 
22422.1 

22424.1 
224484 2 
225168.1 
225175.1 
225245.1 

22550.1 

225640.1 

226370.1 
22726.1 



227272.1 
22806 1 
228361.1 
22881.1 

22913.1 
22935.1 



229362.1 
2295.1 



229728.1 

230016.1 

230073.1 

23052.1 

230597.1 

2308.1 



231331.1 
231349.1 



23143.1 
23155.1 



WO 03/042661 



PCT7US02/36810 



10 



15 



20 



30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



423949 
423969 
424012 



424025 
424029 
424063 



424068 
424073 
424103 

424131 
424152 
424188 



424195 
424210 
25 424235 



424308 
424323 
424419 
424480 
424539 



424565 
424584 
424693 
424698 



424736 
424827 
424834 
424856 
424872 
424882 



424960 



233591.1 
233798J 
23421J 



234463.1 

23449.1 

23493.1 



23502J 
23506J 
23540.1 

235765.1 

23602.1 

23643.6 

23653.1 

236716.1 

23708.1 



424296 237918.1 



238014.1 

238121.1 

23916.1 

239880.1 

24061.1 



424560 24083.1 



240897.1 
241150.1 
242571.1 
24264.2 



24310J 

244074.1 

24414.1 

244361.1 

244505.1 

24462.1 



424946 24522.1 



24534.1 



425001 24585.1 



425005 245911.1 

425012 245959.1 

425048 246281.1 

425071 24646.1 



AI014546 A1190544 AW469634 AI6B2199 
AI830571 A1089583 AI089581 AA333151 BE263812 

AW368377 AW379300 AW379322 AW378045 AW378036 W76490 W95575 AA253503 AA456398 AA025569 W7241 1 A1971 226 AI332920 Al 130787 
A1566859A1377044AI379687AI278271 AI127157 AI122593 A1092947 AA868893 W95468 AW043902AW292021 R87785 AA455929AA253400 
AA640168 H00545 AA733135 AA025687 AA283461 AF091627 AW3821 25 AW382186 AW605859 AW36B378 AW382679 AW382607 AW382589 
AW382639 AW38267 1 AF075433 ARJ75431 AW368381 AW368384 AW368375 AW379296 AW377B37 AW377871 AW378022 AW377931 
AW377844 AW378016 AW377883 AW377973 AW377860 AW378007 AW378033 R37897 AW377968 H00544 AA331 477 AA331426 AW965256 
AW377796 AW377791 AW377946 AW378008 R37821 

AI701852 AA846872 W44584 AW1 35733 AW1 35718 H69957 AA976589 BE467582 BE222059 
AB014594AI653069 

NM 00201 9 X51 602 AF063657 AW604538 AA369229 AL042601 AI761753 AA360979 AI091473 T52674 AA203425 AI470381 AI470382 AW058556 
AL046476 AL045B72 AI002162 BE180461 AA449559 H7B852 R86020 AI741860T65911 AI672269 BE041482 AA406097 AA626337 T29349 
AA257133BE174463AA058828AW195451 A1763168 AI697503 A1417186AI860768AA449301 D51090AI378355.D51411 R79985 H80097 
AI570188 AA516129 AA256945 AI564429 AA548253 AA772444 AA678204 T66910 N47214 W53700 R63663T52673 R80086 AA193326 
U50531 AI207676A1207668N94B61 L44472 N63540 BE 178583 AW8041 23 AI799089 
U03493NM 005497 Al 003367 AI096357 AA027950 M027964 

NM.00191 8 X66785 M27093 J03208 AA85301 1 BE281449 AI744552 AI004719 R23046 AL041514 AA38S388 T28500 AI806161 N87059 N87974 

AW079831 AW9505B1 BE175701 BE175668 AA344133AW965095 R89083 R27465AI971464 

AA335714 BE466492A1573329 

AL133591 AI908341 AA324370 BE314794 AA723715 

AW954552 AF020591 NM.014480 AA325598 BE391569 BE391872 BE264459 AL044289 AF026090 AW993914 AW993908 BE004153 AW084763 
AW606240T60903 

U50536 BE219335 AA988098 AI820583 A1670902 BE220021 Al 26 81 41 AA825434 AI732885 A! 2 14643 AW878259 
T71397 AW500085 AA336908 AW966205 

NWL003181 AJ001699 AI651456 A1337100 AI7976O0 AA994493 AI341816 AI524Q25 AW135369 AI61 1325 AW197374 AW515803 A1634133 
AJ792207 AI733499 AW593536 AI001038 

AI631 874 BE088604 A137581 8 A1131 1 14 AA954443 AI926203 AI951 1 54 AW51 1993 AA885685AI360436AW070185 A1B68761 AI274650 
AW006529 A1659834 AI809140 AA338482 AJ0781 54 AI652269 AI654436 AI686208 AI969975 A1978594 AW960906 AW206122 AG75324 AI799885 
AW241463 A1867194 AW206455 AI025419 AW241426 AI970045 AW087722 D60799 BE301281 
AW975531 AA641889 AI356701 AA338634 
AA338791 AW952780 

AK001563 AW888435 AA383371 AV649490 T05389 AA815045 AW590416 AW006474 AW515696 Al 67 1277 AI240723 AI085578 AW512438 
AA341442 A1B23432 AI740544 A1743336 AA716087 

L02911 R15958 NM.001 105 Z22534 AA215852 BE294447 F07050 AA361093 R20505 R21293 BE260991 R20290H18725 H10813AA378163 
AA378197 BE072725 AA318569 W95660 N89083 T29135 AA298554 AW960274 H75731 H56328 H9080B D56707 M024668 A1151258 AA136910 
N551 19 W67515 AA627196 AI745187 AI797231 AW299624 A1652453 AI631 1 89 AI652431 BE218469 AW237556 AI263425 AI587200 AW118702 
AI493854 AI139747 AI087081 AI333515 H96907 AA136882 AW264442 AI473929 AI127396 AI934448 BE503067 AI520721 D57752 D58183 
BE243165 AI656271 H93089 R45324 BE221970 H75380 AW242833 AI867206 BE242045 AW166059 D56938 D56864 AA968955 H96913 
AW029054 AJ161 095 H90756 AI002350 R45384 K66988 F03328 W95661 D56654 K62309 A1623705 Z19442 W68128 AA025278 
M158727 U79274 T77653 AA452083 AI654642 AA328680 AW958081 AW961390 AW383233 X85574 BE080942 AW383235 AW383228 AW383207 
X85559 AA1 58728 AI804139 AI798930 A1825255 AA764751 AW196225 AA523887 A1804921 AA973O30 R87558 AA287898 AW301996 AI054329 
AW589591 AW27 1 155 AA071543 AI250935 AI288620 A1682447 AI374616 AA081906 AA451900 AI360434 AI092774 AA8891 27 AA648904 
AA649004 AA878507 AA31 9762 AW151470 AW383218 

AW102723AI468168H23049H19241 A1393827 AW117228H22136T90233 AW882130AJ67521BAA343245AW956540 
H10692 R56746 R19095 H94940 AA343627 AW952938 Z42462 T77969 

BE169810 N79901 AI375752 AA345356 AW956680 AA449136 N52855 K62993 AI827433 A1565303 R13780 R23679 

AA164366 BE551 634 H84384 AA308735 AI752723 AL137759 AI752724 AA999941 AI336913 AW844324 BE2451 61 AW103820 AW517916 

AI797587 AA278959 AA824527 AA927790 AV653167 AW997574 AA38291 9 AA604704 AI738989 AJ374914 AI261 206 BE2451Q5 AV646600 

BE391897 BE3919S0 AA2784B5 AI207757 

AF230877 AW81 9598 AL080153 AA621969 Al 3668 13 AA169400 

AI057094 AW629859 AI89109B AI870691 AA347378 AA876626 AW976988 

AK001432 BE301947 BE171786 AI935292 BE159917 AA416633 AI302849 AW384790 BE045290 AA74O370 AI244113 AW795111 AB45059 
AA347746 AI821000 T52841 AI925835 AA779437 AI682960 AW69706 AA737692 T52999 AA737689 T52842 T52873 T52998 
AA347923 AA347928 AW961769 

AJ379461 AI362993 U69127 BE535251 AW062608 AW369616 AW99351 1 BE169541 N32437 AW403461 AA258489 AA479586 AA292357 C19093 
AI41761 1 BE175449 M477425 W07367 BE379962 AA093120 R32789 A1084944 AW8661 16 A1336245 AI761380 AI423423 N81076 H22025 
AI367536 AA258570 AA855581 AA772622 Al 37 1499 A1565200 AA659137 AA879034 AI423953 

M64572 NM.002829 S39392 W88578 AW835496 AW835410 AW845396 AW290915 H68967 AW294865 H40245 BE296046 AA180246 AW805738 
F07320 T2B461 AW950566 F00194 H27932 H28395 AI857765 AJ040327 AI074453 VV39525AAB04869AI963765AA888128 A1264339AI001902 
AI243521 A1Q25939 AW571 708 AA6331 58 F00833 AW451 1 27 AA745804 AW591 21 1 AA582684 AW1 69564 AA931 375 AA878622 AA829343 
AI2M2B0 F31945 AI091 1 M M178958 AW301 070 W 

BE245380 NMJ02S26 X55740 AA375089 AA337142 FQ6822 R6O402 AA333950 H82585 AA309908 AA384469 F11913 R52584 T78117T65189 
W45644 H28752 AA331558 AW965258 AU047515 W45664 W44656 AA090423 W0242 N42863 H98118 BE005594 AW072424 K44688 AI588888 
AA621900 AI984852 R23041 W74576 A1570057 AW662470 W74760 AI634738 AI579947 AA621 189 AA91 1886 A1184750 H98119 A1472021 
AI276702 AW069621 A1755260 A1073658 A1955512 N34456 AI9131 19 H00389 AW025343 AI912978 A1953566 H28776 T651 20 AJ566437 A1630949 
N35316 AW614793 R60343 R37850 AJ4 68659 BE088656 W44659 K0O328 AA373392 F09560 F01 662 F03087 AW383380 AW1 94605 BE547456 
U551B4 C16033 N46366 AA478853 AW162Q8Q AW450573 AA235429 AL120649 AJ082S27 BE504287 AW156895 N37055 A1452450 AI827985 
AA973921 AI078763 AA479952 AW263536 AA234773 N37076 L10665 NM.002071 H49600 H41799 H49592 H4301 1 H41837H49694H49683 
H42188AI277641 H42191 AW960075D54398D52975A1024119H17636C00861 R20102 AW138751 AW237500 AJ743654 AA642492 AW0441 05 
AAS76365 BE242003 A1693444 BE218931 AI693433 AA492549 AI687074 AJ241026 N20B28 H77392 AI582745 A3362752 A1989343 BE169365 
R52708 AA946636 W4041 1 H77393 AA488909 A1864923 BE1 69804 AA487362 AW841219 H05313 AI382931 AI623550 R391 98 AJ 625086 
AA728766 AA206921 T15418 F10584 D53449 AL047642 T28449 AA418957 H43008 AW389735 AW389737 AI242468 AA418749 AL134374 
AA827103 

R38685 AA349659 F10576 R49229 

T77666 AL 120974 AW953137 AA349723 W27543 

H05468 R60139 Al 57 1855 R42911 AW295135 AW295046 AI916957 R53431 BE219414 AI694401 D54194D54238T08354AAB97682AA350118 
AW297137 D81130 C15589 D81152 

NM.01 3989 Z44085 AF093774 U5350S AC007372 AA508214 AA502876 AL1 19287 A1681940 AI702973 BE551 156 BE466333 AI681219 AA864322 
A1239761 Z40113 AA018134 AA128286 F07762 AA157029 AI701403 BE1 78036 AF1 23661 AW503060 H94524 R21707 T78847 AF007144 
A1126107 AA150404 AA018182 H94437 H09861 Z42476 AI8B8658 AW903454 BE1 6831 5 AW1 36957 AW205190 AI055876 AI038059 AI032938 
BE045510 AA777254 AW367980 AW367990 AA443225 N44267 AA984252 AA625356 AA3841 82 AW956767 T9941 5 T67097 T67093 R62242 
BE433562 BE1 80804 AWZ71 438 AI973006 AI743884 A19S2292 AJ341352 BE466580 AW029226 AW770495 BE549547 AM58655 AI681 552 T99521 
A1801 101 A1248279 AI69731 1 R46598 AI248910 A103241 8 AI222943 R621 38 H44780 AI2691 18 T67096 AI468645 AI865780 A1886905 H44779 

401 



WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



425087 
425146 
425168 
425178 
425189 
425259 

425292 



425324 
425349 
425361 
425366 



425403 
425523 



425541 
425578 



425664 
425686 



425733 
425745 
425793 
425798 
425876 
425967 



246620 1 
247244 1 
247552J 
247699J 
247825.1 
24897J 

24961J 



25009.1 
250423.1 
250652.1 
25081.1 



425075 2464.1 AA506324 AA244003 NM.001099 M97589 X53605 T29524 M24902 X52174 M34840 U07097 AA244034 AA370422 AA371462 AI557152 AA371312 

AA5591 65 AA3701 1 6 AA370907 AA370806 AA559352 AA642055 AA508355 M492280 AA659719 AA527B05 AA533057 AA369877 AA224876 
AA228288 AI61 1683 AI417485 AA370186 AA602957 AA564484 AA527737 AA502979 AA507777 AA687674 Al 82 1627 AA420721 AA56B138 
AA226366 AA613900 AA22541 1 A1547266 AA55091 3 AA573645 AA603487 AA603374 AA579543 AA603504 AA531 198 AA504027 AA654378 
AA524778 AA6542B6 AA532701 AA304845 AA654793 AA54 1709 AA536037 AA492388 AA658213 AA61 3916 AA532485 AA507735 AA6585 52 
AA661553 A1826518 AAS03930 AA659546 AW974889 AA653856 AA635363 AA492232 AA595853 AI09751 5 Al 81 0547 AW970997 AA533398 
AA579285 M614165 AA574271 AA224879 AA602106 A1680583 AA513560 AA635456 AA641 194 AA574278 AI359820 AA2 16360 AA507605 
AA5331 72 AA640672 AA525029 AA225232 AA531057 AA507770 AA524780 AA640508 AA226453 AA228672 AA503139 AA650355 AA622824 
AW137215AA480545AA569791 AA573630 AA507710 AA661901 AA640749 AA665287 AX569735 AA225383 AA603907 AA225146 AA225386 
AA640832 AI928272AA639911 AI8266B7 AA640364 AA51 4799 AA531 382 AA657931 A1670092AA6 14077 AA225527 AA554031 AA643799 
AA978215 AA503863 AA548498 W57824 AA468243 AA603506 AA225469 AA657510 AA469463 AA507690 AA458274 AA572717 AA4921 65 
AA630918 AA602090AA224845AA809521 AA579441 AA468201 AA513568AA230147 AA650340 AA468315AI621137 AA467755AA492279 
AA467793 AI732062 AA493280 AI685444AA226678AA565429 AA574197AA558851 AA225793AA533879AA226541 AA531364 AA226206 
AA658390 AA229980 AA52761 0 AA226698 AI401663 AA502080 AA508392 AA564283 AA468972 AA225786 AA635299 AA229727 AA226365 
AA507972 AA50721 3 AA559173 AA526555 AI810857 AI826536 AI926993 AI971 003 AI597835 AA532598 AA225414 AA502179 AA653047 
AA658361 AA467937 AA527905 AA228275 AA225135 AA23001 2 AA507232 AA573601 AA579479 AA492263 AA468504 AA494247 AA652678 
AA492335 AA658231 AA569773 AA508004 AA65B008AA6137B4 W57562AA469306 Al 685773 AA531 127 
R62424AW051270 R45542Al129156F11022T65132AA8a9113AA350521AW162959 
AW954627 AW954629 AA351258 R25935 
R96366 AL133929 AA351636 H78818 AA477084 228957 H801 94 
H16097 AA351812 A1571332 H67036 H681 18 
H16622R17322AA351959 

AL049280 AW152633 AA741089 AA760684 AA812041 AA328087 AW962377 AA252268 AA603497 AI804718 AI768661 AI478789 BE350516 
AW236212 AA252353 AA805516 AA806O34 A1494462 AA642399 AA761 615 M721744 

NML005824 U32907 AA096222 AA334484 AA247900 AA340865 R57279 R57541 AA374860 H09504 AW368452 H17686 N87278 AA78B586 
AM68405 AA423870 AA373664 AW149645 BE048016 W76244 A1826284 T40283 AI922105 AI090581 W73007 H17071 AA61 7709 A101 6297 
AI051739AI016427AI203567 AA723242AA398411 AA878804 W23747 AW238956 
M89470 NWL000278 AI732763 AA581078 AA834107 AI917268 
AA425234AA355635 

AA355933 AW962813 AI34149B AI362967 BE090965 BE091 1 25 R15684 AA513812 

AB01 4595 BE549052 AL079783 AWB42238 AW842237 AW504517 AA190949 AW007522 AI201705 BE003303 AA227425 X85560 A181 5440 
AW163047 AW161255 BE00151 1 U58091 AA307915 A1656644 AW304206 A1949013 AI889832 AI889824 A1970255 A! 989484 A1656656 AA581535 
AA780712 AI65081 9 AA1 1 2914 AA321976 AA046163 AI825510 AW138099 AI674478 A16571 17 220333 C01429 AL545646 AV659245 AV659250 
AV659519 AV65946B AV659445 AV659562 AV659492 BE549776 AW614070 AI2031 29 AA045927 AA670272 BE327288 AA600959 AA999824 
AA446740 AA372696 AA249425 AA359319 AL039046 AA737448 AA385008 AA350418 AA370874 N44736 W57131 AV654097 N25440 AA432055 
AA393189 AA348376 AA301781 AA258986 AI687684 AW305321 AW157078 AA329487 AI816381 AL039047 AA071278 BE221452 A1887295 
AW1576B4 AI963347 W67132 AI889906 AW474599 AW072843 N33028 AW194005 N62127 N33201 AA258165 AW440427 N42088 AA814821 
AA047890 A1635036 AA398649 AA649177 AI620B56 A1024832 AW241219 AA149125 AA365985 AA149196 AA149195 AA149124 AA902483 
AA989057 AIB18523 AI927107 AA731012 A1473774 AA370873 AA191762 BE538385 AA350417 AA224552 A1377464 AI436078 AA557547 
AI367206N67210 

AL049689 Z9971 5 Z99715 AI338459 AI803573 A1378673 AA558949 
AL023753 A1339502 A1339503 

AB007948 H14670 AA084242 T80564 AW965592 T08726 AA976626 AA984639 A1337424 AA588602 AW005050 AA3261 18 AW962207 AW615661 
AW893632 AA431837 AF086038 H91584 H90656 BE327219 AA431435 AW022042 AA828735 AA084243AW148531 AW071638AW394117 
Al 556857 H14580 AI989612 AI631636 T171 11 A1968812 R38865 AL1 19450 AA323669 AW899190 AA984667 ALQ4481 9 
AA359119AW963014D79884 
U65652 NM.006382 AW062475 
AK000590BE144244AI377522 

AJ006276 AF080394 NM.004621 AJ271066 AI658667 AK001960 AA633029 AJ381238 AW303658 AFQ86426 W791 10 W79774 
M73531 M62958NM_000322 U07149AL049843AW449228AA730457AA730355AA318111 W2811BT27927AA424414AI289049AI632717 
H95891 C20745 

425707 25524.1 AF115402AW298576 A126B429AW612206 A1912678AA055327 T64537A1912165A1279543 AI274977AW1 18829 M417641 M72M22A1298 
AJ150696 AW014929 A1279525 AJ284295 AI097525 AA932396 A1266066 AAD55924 AA419547 
F13287 AF052091 T77387 AW867681 AI827051 R05478 F10886 - 

U44060 NM.002763 BE047570 BE047575 BE086152 H82136 AW978755 BE044288 AI680748 H82137 AI911215AA832394 
AA363946 AA628263 AA628262 
AA364002AJ522307 

AW005887AA907101 A1S30642 A1630724 N24869 AI47501 1 D79942 AT7S4323 AW263388 AA365280 AA365938 AW959986 
NM.007159 AF100750 R57162 T18599 AA253131 AI744O40 AA406512 AA406472 N21213 N95371 AA912933 AW294944 R27061 A1858054 
N27488 AI350565 

AF038007 NM.005603 AW449488 AW993526 AW578168 AW993697 BE392855 AF032442 BE 143053 AW661893 AA594617 AA877251 A1393019 
AI902868 AW629758 AW878490 
260854.1 BE327369 A1004422 AW665078 AW070313 AA369807 
261431.1 AA370501 AW962784 AA370727 

262774.1 AW1 31888 BE326579 A1457906 AW6 12080 AW206822 Al 199327 AJ700770 T1591 1 AW183C67 AA372349T06587 

2629.6 AA367019 AW5B3873 M27602 NM.002770 AA363791 AA366588 AA366273 AA367072 AA366377 AW962451 AF009664 AW583921 AA366904 

AW583654 AA363829 AW583886 AA363567 C06412 AW583876 AW583293 AA367124 AA367299 AW582950 AA363713 AA366637 AA366063 
AA367435 AA367170 BE019915 AA312880 W52559 T11260 AA357300 W74014 W40168T11271 W56209AA287071 AW583940AA366635 
AA366^AA367192AW583081AW582903AW582911AW5^ 

AW583902AW583809AW582987 AW583611 AW583710 AW583923 AA3S5235 AW583438 AW316709 AW583935 AW583431 AW583464 
AA367131 AA366066 W3928B AW583373 AW5B3253 AW583227 AA921 373 BE045846 AA366605 AA921377 AA921 374 AA921371 AA363666 
AA921365 AA367045 AW583506 AA921385 AA835570 BE047045 W40281 AW58321 1 W6361 1 AW951 1 90 AA363653 W45364 W52733 AA844925 
AA921380 AA835562 AA844955 AA835323 AA844935 M22612 NM.002769 T10955 AA295542 AA835325 AA835336 AA363710 AA366863 
AA367380 AA366578 AW583S99 AA3669S5 AA367402 AA366864 AW583899 AW583702 AW583632 AW5829S5 AW5831 29 AW5831 69 AA366660 
AA363817 AW58380S AW582910 AW583562 AW583766 AA295487 AW5 83929 AA845158 AW583743 AA366843 AA363815 AA8451 1 9 AA835297 
AA366564 AA835310 AA845153 AA835292 AA921345 AA845097 AA294877 AA366165 AA845132 AA844855 T1 8493 AA844947 AA83531 1 
AW583878 AW582893 AW583592 AA8451 69 AA366759 AW583729 AA844840 AA844825 AA294958 AA295316 AA844741 AW582929 AA295330 
AA835235 AA295785 AA366948 AA835227 AA2951 07 AA295676 AA366686 AA366 1 1 3 AA835231 AA3671 22 AA367035 AA844748 AA844888 
AA844836 AA367243 AA845095 W4051 1 AA366325 AA366734 AA367269 AA366527 AA844934 AA366993 AA365846 AA835283 AA844742 
AA835390 AA845151 W73107 AW583667 AA366372 AW583505 AA835270 AA8351 28 AA284528 W52636 AA844807 AA835143 AA367396 
W56847 W52956 AA835135 AA294872 AA835251 AA844793 AA844962 AA844862 AA835103 AA8351 32 AA844906 AAB44868 AA835243 
AA845090 AA844858 AW583952 AA835090 AW583381 AA844869 AA835280 AA835249 AA835209 AA844B27 AA844784 AA844978 AA845029 
AA835193 AA835125 AA844923 AA366097 AA8352B4 AA3941 98 AA295433 AA366927 AA974854 AA845041 AA835164 AAB44988 AA8351 14 

402 



25134.1 
25137.1 
25275.1 



252945.1 
25338.2 
25457.1 
25461 J 
2548.1 



-25565.1 ~ 
25583.1 
256540.2 
256586.1 
257528.1 



426088 26070.1 



426097 
426132 
426217 
426230 



WO 03/042661 



PCT/US02/36810 



10 
15 
20 

426235 2631 13J 
25 426237 26313J 



426261 26350J 



30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



426365 
426447 



26359J 



265764.1 
26729J 



426456 
426497 
426536 
426589 
426603 
426646 
426662 
426682 



267514 1 
268121J 
J 
L 1 
►5.1 
270259.1 
270415.1 
2705.1 



426698 
426701 
426724 



270753.4 
270786.1 
271003.1 
27215.1 



426917 27349.1 



AA366314 AAB35172 AA844823 AA367109 M845005 AA8351 1 8 AA845009 AA367078 AA835147 AA844994 AA844996 AA844991 AAB351 66 
AA844738 W52402 AA366718 AW583239 AA835395 AAB44920 AW006358 W60521 AAB35159 AA295721 AA835088 AA835169 W60195 
AA844959 AI570916 AA835303 AA844928 BE049602 W45297 BE045874 AA835301 AA835386 AA29561 8 AW5B3258 AW584010 AA366B77 
C0581 9 AA293076 AA385995 AA293488 AW583362 AA845054 AA921355 AA845038 C05708 AW5831 1 4 AA845130 AA8448 13 AI820022 
AA835204 AA844937 AA844777 D82123 AA835136 AW583524 AA845076 T29250 AW582925 AW583762 AW583580 AW583646 C05916 
AA835161 AW583429AAB77248AW583951 BE04S881 BE045905 BEC45887 AW583094 AW583480 AA921339 AA921389 AA921379 M366036 
AA921349 AA921401 AA366106 BE047029 C75283 BE045786 AA921381 BE045792 AAB44935 AA844933 AW583272 AA845135 C05981 
AW5833B5 AA844932 AW189864 AA845184 AA845138 AA844892 AA845177 AA844954 AA835321 C06039 AA844942 AA835265 AA835263 
AA845165 AA835404 AA845115 AA835398 AA845157 AA835149 AA8451 1 1 AA845096 AA845058 AA835223 AA845122 AA845100 AW583249 
AA845072 AW5B3775 AA835220 AAB35392 BE045858 AA845053 AA844837 AA83521 6 AA845101 AW583442 AA844824 AA844822 AW583338 
AA845086 AA835255 AA835151 AA844983 AA8351 88 AA844958 W45381 AA835203 AA845037 AA845032 AA844881 AA8351 12 AA845066 
AA8351 89 AA8449S4 AA835154 AA8351 17 T10937 AA835201 AA844905 AA835108 AA835200 AA844921 AA845047 AA835084 AA845043 
AA844780 T1 1 034 AA835156 AA365929 AA835332 AA835168 AA835134 AW874329 AA367304 AA835210 W40390 AA835086 AA845092 
BE045B59 W31860 W52637 C75312 AW583097 W52122 AAB35160 AA8351 82 AA353654 AA363655 AA921 343 AA8351 22 AAB4481 1 W59986 
AA835180 AA835322 AA84479B AAB44804 AA835288 AA835568 AA835163 W60335 AA369685 AW873932 AAB45007 W50434 AA844875 
AAB35144 AA844909 AA366074 AW964251 AA29491 2 AA84509B AA835146 AA835402 W45369 AA835195 AA835399 C75350 AA845075 C05968 
M844761 C05745 AA8351 1 0 AW873949 AA363814 T29257 C75531 AW873798 AA367049 AW874444 C05438 C75599 AW583418 AW873928 
AW873859 AW874347 AW583466 AW874434 AW873947 AW873871 AW874450 AA845087 AA835261 AA844943 AW873856 AA3S3652 AA366472 
AA844915 AAB35101 C75501 AA835407 AA844812 AW873857 AW873894 AW873913 AW873925 AW873800 AW874440 AW873933 AA36361 2 
AW873922C75423T6iraBAW873839 M835254 M845028T11241AA845179AW873855AA835206T110M 
AA835253 AA844802 T1 1060 AA835240 AA835290 AW873786 T1 1 285 C05874 T1 1327 AA8351 02 AA8351 58 C75374 AA844917 AA844941 
AA835165 

A1631 964 AA534522 AW299321 AJ051585 AW173307 AI972360 AA829542 AI401808 AA972107 A1082039 AA468840 AI376243 R91498 A1097049 
A1672993 AI244391 A134621 8 AA554218 AI190534 AA652243 W51962 W48817 AI310055 AW613545 AW613629 AW81 9086 AA372900 AW963647 
AK001104 AW854974 AA987455 AA179323 AI024477 AA377155 AW953992 AW963994 R60843 R34737 AA127262 AI082249 AW772509 AI917738 
AI76531 1 AI569854 AI744759 A1079350 AW469770 T80049 AW015424 AL133095 AA1 27263 A1094178 AI860770 A1886517 AIB86702 W90805 
AW994945 AA644603 H9S715 W90749 R49610 AA983768 AA677746 AA904877 R38813 AW444725 

AW242243 AW248399 X75535 NMJW2857 Y09048 BE242615 AB018541 AA337880 AW751574 AW751625 AW375025 AW375032 AL040144 
AW375035 AW375030 AW375042 R1 3532 AW375034 AW248280 AW674997 AA352592 AA346944 AA001 1 16 AW375022 AW375026 AW375037 
AW375040 AW375021 AW375020 AW375024 AW751626 AW375023 AW374974 AA91 2723 A191 0515 AA135069 AA380174 AW732488 BE17971 5 
R93633 AL079766 BE001073 BE001074 AA3554C8 AA045972 W02563 AA100823 R73716 AI914243 BE1 79971 R34184 BE151814 BE149447 
BE151826 R28991 W24416 AA639888AA011267AI479901 AW5 10942 AW245060 AW628674 AA218649 AA1 00759 W56458 A) 160103 R20653 
AA633593 AW149802 AA134906 AI760805 AW592736 AA484863 W56355 AI870819 AI022759 AI361 132 AW1307B0 AJ1901 83 Al 589085 AA976276 
AA758828 AA045838 F29271 W19841 A1273045 AI700772 AW1 82221 A12001 42 AW580396A1 139887 W00340AW135091 AW118811 Al 1398 85 
AI3B1546 AW080250 F27983 F25148 N73597 A1191313 AW674418 F35539 AA767806 AA01 1348 AA679601 AJ057395 N95284 AA761914 N46575 
AA808395 AI185227 AJ131399 AA813677 AA977836 AA410801 AA291891 AA713798 AA292947 AI364144 R34305 BE242328 AI200412 T28723 
AA713794 AA927703 AA293S37 AA292954 AA661861 AI247669 AW842548 W78829 H70176 AW207382 AW205160 W78915 AA001346 W94992 
N99446 AW205247 AA001 117AA1 52063 W44405 AA906747 Al 129977 N76263 AW207257 AA936477 AA237054 AW338609 N4D527 AA620993 
N54933 AI334003 AA707581 AA001977 AA789213 AA138162 BE350870 AI432421 A1079335 W44541 W94265 AI144419 AA149970 AI350742 
AA169621 AI151126A1127924 W93377 N71574AA699907AA136093 N72091 BE535802AA663182 AI300910 A1802444 AI285068AI264386 
A12Q8555 AA830732 AI092354 A1090538 A1277494 AI208688 A1333525 A1823323 R93634 AI522090 AI566033 W80728 A1686091 A] 188300 
AW375031 BE548382 AA936559 AI634539 

H15302 R20857 Z44841 T34574 AW380909 AL110252 AA333910 AA316370 H92417 BE075192 N48838 N48854 N46225 N46261 N46350 W93708 
Z44965 W93776 N46262 N46226 H15696 N76156 BE552062 R42037 A1339369 AJ640234 BE552078 AI654708 R60383 AW1S0033 
AI631500AAB31870 H92634 AW137562 N46332 Z40623 AI954697 AW022912 N46815 BE349303 AA993206 AAB55008 R60325 AA993190 
AW016619 R43375 AI474423 N40957 AI565223 Z40710 AJ952019 R22670 
AA376667 AW956336 T82365 AW840423 M62126 

AV655843 N71738 AA307059 F07B97 H12173 W19969 AA21 1619 AA357440 AA313638 AW951 700 BE258542 R57598 NM_000126 J04058 
BE385597 AA100779 F00046 W78946 BE20B282 AV657205 AW603706 F01049 H48604 W39100 W33008 W19485 AW404656 N 53901 AI940453 
AA091670 AA626774 A1679128 R21 171 AI870537 AA732234 AW337922 W01635 A11 92719 AW514430 AW337167 A191 8127 T580Q2 AI129937 
W76231 AA677290 AA534875 AA614072 W52522 AA211564 AA284605 AI817260 AA907237 AI927619 AI027082 H52578 Al 138708 Al 138709 
W47093 AJ245875 BE301390 AA872403 R621 95 AI679702 AA902546 AA844408 AA91 5950 AA91 7408 AAB54901 A1003111 AA703572 AA835744 
BE5021 17 AI148359 AA628846 AA508748 A1291555 AA694151 AI141494 AI31 1649 AA936709 Al 193194 AA134106 AA745922 N70736 AI336177 
N25315 AI282104 W72994 BE549146 AI360025 W47131 A1282788 AJ056579 C18052 W35395 W15262 AA705725 AA508699 AA682383 AA995280 
H48797AW193194 A1950546 N89438 AW780091 AA765045 R22789 F00520 AI364921 AA777409 N51606T29313AW951265AW589605 
BE535447 AA058542 W85863 AA557337 AA773020 T46838 AA974298 AA677957 AI525280 AV658235 AA321586 W25372 R19580 T57919 
AI373807 AW51 1722 AA100780 BE566039 
AA580748 AA379040 AI005488 
AA379913 AA379981 AW963523 

AI949749 AW290908 BE295812 AI459004 N33144 AA380990 AW956581 
AW954460 AA382115 AW818043 
AA382291 AA994657 

AA382787 A1204541 AA774417 AA399237 AI025680 
AA879474 AA382966 AA781394 AA813336 

AV660038 BE569193 AI916245 A1307269 AI765716 A1831 562 BE379923 AI480360 BE293867 AW970306 AI635995 AW051715 AI767470 
AW082933 A1761074 AW151709 AW30031 2 A1936384 A1634349 AI925914 AW469219 AI948948 AA085987 AI253019 AA586566 AI566081 
AI282087A1244891 AI580503AW473818AI953220 AW589228AI949842Z19987AI439491 AA126225BE463427 T29671 T70999 AI768418 
AI934932 AI767228 A1803745 AJ948942 BE464422A1334971 AW300303 Al 309209 A1479279 AT760341 AA534685AI927039T61064 AI478649 
AI795931 AI24438S AJ924727 AW300622 T61370 AA932983 AW271724 BE464060 AJ796108 AI984823 AW235682 AI913741 T69624 BE464186 
BE464379 AJ767337 AI985133 AI628755 BE221997 A1590308 AI287371 AI700816 AI632797 A1493104 AW028986 A191361 8 A1985249 AI244717 
AI768541 AWB14437 AI364965 A1262995 BE463503 A1650792 T61 166 T69701 BE293771 AW951426 S55985 AF056188 AV652040 AV646537 
AV646429 BE305055 BE293701 BE249897 BE249993 U89508 AW848583 AW848987 AW848498 AW578365 AW578364 AF03031 0 U89507 
AA3941 04 AA3981 33 AW958766 AI024944 AA725855 BE551679 A1638423 AA99261 1 
AI968103BE045996A1808851 AA383370 A1016S09 

AA383523 AW292978 AW291044 BE545693 A181 6007 AA903140 W63447 N91863 AW467509 W23925 BE350989 W23914 
AA362568AW339596AF008915AI078143T65001 AA478512 AI191075 AI694123AA730225 BE348582 AA507635 AA573246 AA478513 
AA693846 AA628572 AW297422 AA262153 AA621415 H91310 AA641101 AI636082 AW001051 AA772947 F05127 H29381 F05844Z42583 
W47250 A1690224 AA344272 AW95296D AA334033 AA333986 H29292AA640754AA446058 AA609950 AA609062 N45010AI887934A1862428 
A1S35805 AI291247 AI375721 N41000 A1399790 AW440792 W47387 AA725529 AA730485 AI872801 Z38177 C02379 AI8647B9 BE568810 
AA337006 

AA913814 AA776812 BE246828 AA158341 AI815669 AB033105 AW732458 AI751 022 AW296869 Al 887822 AI681 148 BE466501 D60085 
AW291629 AA385200 8E179775 F12694 AA449872 T74711 N87473 AA090524 R56590 AA384909 AA309057 R66201 AL050190 AA044719 
AA3241 24 A1751023 AA897B1 3 AW275221 AW275245 AA912428 K98306 T89975 T92205 R48856 AW967978 AA262807 AA947477 AI904465 

403 



WO 03/042661 



PCT/US02/36810 



5 

10 
15 

20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



426920 
426942 
426985 
427027 



427046 
427050 
4270B8 
427099 



427119 
427131 
427134 
427167 

427173 
427244 
427335 



427342 
427374 
427443 
427469 
427521 



427687 
427731 
427794 
427836 
427839 
427888 
427894 
427961 
427962 
428002 
428004 



428017 
428042 
428052 
428062 
428085 

428102 
428137 
428152 
428170 
428192 
428201 
428208 
428231 



428268 
428277 



273511 1 
273690.1 
274097J 
27453.1 



274552 1 
274718 1 
274994J 
27506 1 



275184 1 
275252J 
275289 1 
275656J 

275681 1 
276501.1 
27737J 



27748 1 

277836J 

2788S1J 

279155J 

279897.1 



427533 27996.1 



427535 2799J 



428333 



281995J 
282695.1 
E3352.1 
283841 1 
283856 1 
284237.1 
284255.-1 
284969.1 
284976 1 
285602.1 
285631.1 



285783 1 
286292J 
286428 1 
286582J 
286824.1 

287058 2 
287455 1 
287660.1 
287873 1 
288021 1 
288120 1 
288156 1 
28832.1 



288865 1 
289113.1 
289473.1 

289916 1 
28992.1 



R54751 AA578324 AI022469 AW192959 BE077500 AW384969 R67079 AW373616 A1879972 AI74451 6 BE217927 AA631 1 1 1 AI491993 BE504395 

AI796679 BE207852 A1590855 H95752 AW015016 A1391746 HI 9627 All 46355 AW384972 R56591 AI375200 AAB77518 N66235 H18891 

M1 58342 A1800746 H46708 H20977 D60084 AG06690 A1799371 AAB62713 A1424153 H19544 AA449827 AA989523 H06409 AA670043 AL047964 

AA173449AW078615AW129247AI368492AW517911 F10303 AA890599AA887891 R54940AW338884D60315 AA262729AW518818 H55540 

R48857 AA173315 N55424 R43488 

AA393351 AI149963 AI041252 AA3986B5 

AA393551 AA400795 AA812825 

BE394849 AA393984 AW1 35409 AA398022 AI041252 AI971 262 AW090197 AA927047 

AI924294 AF21 7510 A1912740 Z38896 AF 161405 A1815973 AKD00891 Z42295 W52707 T32795 056169 AA167526 AA1 87778 AW406483 
BE001 138 BE047647 AA463589 AA167536 BE537171 AW268373 AW237391 AI653184 AW301 135 AI628730 AW299610 AW271455 AI01 5533 
AA182787 AI418986 AA806889 AW299620 AI459392 AW206032 AI394086 AW615301 AA962104 AI675468 AI596192 A1675246 AI863705 
AI654880M67B306A1758145AI375457Z42743AA625410H82592^ 

BE465619 AW342105 AW469785 AA043798 AW1 18078 AA983939 H04177 AI301830 AW662864 N49223 AA993Q50 AI038412 AA7B8674 
AAB97377 T32794 T23569 Al 565359 AA887703 AI804432 AW449283 D62756 Z38526 H181 87 
BE246180 BE244095 AB8B816 

AA397789 AI969332 BE466646 AI825226 AW236471 AA399536 
AA398085 AA954546 AA634531 

AB032953 AW269265 AL137500 BE142323 AW875427 AW875419 AW1 78509 AW17851 0 AW875579 AW875580 R95485 AA446367 Z45705 
AA334973 AW139310 C04250 C03609 C05620 C05198 AI492934 T07457 AI859144 AW069752 H19880 AW615139 BE184375 D29453 AW419319 
M78386A1592521 N71920 

AW880562 N93524 AA928778 AA398288 AA657797 T66243 N46929 AA657405 AA401804 W21329 AW474123 
AA448460 BE501072 BE501065 AA398369 AA868975 
AA398409 AI473896 AA403060 

AI239607 AI765384 AA398819 AA476677 AA449292 AI369488 AI028202 AI052530 AA449236 BE349224 AA843870 AA514936 AA863345 

AA887296 A1339959 AA923696 AA887321 AA873214 AI86B408 

BE255017 AI073569 AA398846 AI183963 AA435891 AW205823 AA401482 AI499651 

AA402400 AA399995 AA401 41 0 AA41 2033 

AA448542 NM.001474 U19145 NM.001476 U19147 NM.001472 U19143 AF058988 U19146 NM 001475 AF055473 NMJM2196 NM 001477 
AF055474 AA447559 AW510753 AA913206 AA760996 AA738037 AF055475 AI187350 AI381509 AA86B226 AW016546 AW102587 X93834 
AA738394 AI968311 U19144 NM.001473 
AL110150 N48853 N46343 N46349 N48848 
AI150033AA401494 

AA402713 AI821640 A1B21 639 AA402719 
AA403084AI223084AA411815 

AW973352 AI264125 A1798842 AW243450 AW016B53 AI627517 AI651829 BE551767 AA558414 AI339359 N79575 AA406213 AI961 162 AW1 1 7516 
AI206165AI206248AA548736A1431857 AA768578AW470154 AI539081 AI341422 AA736837 AA480892 

R36022 AF035310U79246 T77506T77495AI743849AW512351 AA007252Z40475 AA970178AA258689 AW043622AA523453AI 566661 R02226 
AA694030 AI242310AA213647 N48672 R39538 R49104 R38380 R16162 AA258547 A1940035 A1940038AA489007 AA634354 D20392 AA494547 
AA53493BAA515483AVW72169AA59B7S R15422 

R29543 H54668 T87356 NM.002704 M54995 W02354 R64229 H94245 W93309 R92891 W67392 AW752219 T80607 R64130 AW449305 H56950 
T97260 T78867 R94831 AA884049 W92812 AI800574AA952921 A1581312 W67149 H93019N72706A1 128304 HB2783 R62614T97371 R62654 
A! 183906 

AW003867 AA61 3545 AI926322 AA4 10933 AW085500 AW452821 AW044630 AI203543 AJ742102 AA582697 
AMJ1750 R20483 244336 F11384F05532 R1 1898 H16U24 

AA709186 R44257 R43746 AI557431 AI797627 BE550594 AA412471 N75500 AA431825 AW295288 

AA41 6642 AA993387 AI028360 AA626846 Al 1 26202 A1004481 

AA608823 AA759070 AI1 84736 AA416662 AA421 127 

AA41 7088 Al 139899 AI1 49861 AA454032AA453615AA954533 BE046928 

AL1 35709 

AW2931 65 AW207243 A1130807 AI589287 AI049743 R41294 AA418039 Z41 81 1 
AA946582 AA418047 AA418218 AA448780 
AA418703 AA418711 BE071915BE071920 BE071912 

AA449563 AW003675 AI6351 20 AI563907 AI367057 AI014626 AI971 137 AI494447 AI609297 AI281376 AI373054 AI251932 AI742954 AI740967 
AI801501 AW300541 N74050 AA418734 AI373041 AA745033 A1566948 AW300457 AA449306 AW778854 AW304276 hi47894 A1093285 AA91 5893 
AW01 6881 AW628125 AW025177 AA781 262 N45129 AA992189 N47969 AI991544 AI720284 AIB04958 AW273690 AI468502 
AA4249B3 AA418895 AI800304 AW2S4269 AA46021 1 AW028491 AA418896 AI917673 AW874501 
AA419529H97089 H96977 
AA420477 Z38326 F01558 AA420476 

AA420683 A19S0874 AI63171 1 AI095505 AI658624 AA689489 AA456082 AI223791 AI273705 AI796127 AI082100 AI093661 AA420823 AA455585 
AA421081 N99403 M460513AW7715B6 AA7B11B8 BE326945 AA860910 H08088 AA781845 AI027285 N73782 Al 627805 A1208471 R41444 
AA889700 R38703 F03385 A1830535 AI474644 AA459870 AI023552 
AA968441 AA904603 AA812449 AI688708 
AA421792 AW510957 AI494059 A1146683 
AA422030 AA625195 AA625411 

H05530 F09743 F08956 Z38234 AA423893 BE501880T72537 

AA424051AW104616 

AA424158BE220054AI761331 AA451734 

AA442327 AI1 B8208 A1123441 AA770175 AA909271 AI027637 AI1 50580 AW631 178 AI150190 AF012356 

U17989AA3582168E006441 R41548 AA836616 AW134626AW248733AA808621 A1470372 AA418821 AW001731 H47460 H47370AA308075 
AW960386 AA663103 AA287463 AA069721 AI015766 AI081274 AI685493 AA418918 AW243088 AW104574 AW070834 AA572712 AA358215 5125 
AI696581 AA579156BE167392 BE082928 BE0BO59O AW503404 AW859520 AA069680 AM8421 5 
AA424957 AW979182 AI742773 Al 858807 AA834743 AA873670 AA424958 H40147 
AA425220 AI015260AI628081 AI628091 

AL038004 K88576 ALD38006 AA600152 AA8721 91 H16238AA425604BE466068A1637829H88531 AW977930AI129178 R74354AI654876 
R74452 6237 D31489 

AW972668 AW1 38062 AA4261 20 AA526531 AA725013 AI243810 

AA5031 15 AA639312 AA551 737 AJ 820972 AA225025 AI820915 AA225308 AA508636 AA225322 AA244074 AI298524 AA225213 AA530974 
AA533053 M34376 AA7591 59 AA530882 AA574208 AA657541 AA507968 AA225206 AA535744 AAS03362 AA244091 AA603877 AA177023 
AA524914 AA574209 AA508348 AA57421 2 AA229223 AA503909 AA504066 AA493332 AA653754 AA493445 AA508144 AA5021 54 AA532472 
AA502981 AA507217 AA469209 AA508096 AA650283 AA469373 AA508078 AA553855 AA226101 AA531498AA658873AA578900AA469154 
AA554920 AA630927 AA507769 AA552827 AA530906 AA5021 80 AA527825 AA6541 97 AA524675 AA657531 AA635394 AA572857 AA659592 
U78976 AA507789 AW971043 AA420532 AA226680 AA470548 AA492327 AA658414 AA420826 AA469201 AA507215 AA578799 AA532710 
A1380796 AA507281 AA5681Q8 AA579008 AA229964 AA244052 AA508128 S67815 AA504051 AA229756 AI014614 AA507685 AA493268 

404 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 
50 
55 
60 
65 
70 
75 
80 



AA506197 AA228227 AA533961 AA492334 AA225409 AA650220 AA420633 AA21 6404 AA569556 AA494243 AA49231 2 AA6621 25 AA603879 
AA502978 AA492295 AA1 77153 AA52B273 AA532578 AA654869 AA492389 AA578701 AI806839 AA657479 AA244289 AA640929 AA532712 
AA225880 AA507564 AA503609 AA557B04 AA507659 AA654847 AA557784 AA49241 1 AA507545AA568415AA526491 AA687632 AA5956Z7 
M15885AA507510AA579351 AA5B8270 AA492445 AA515492 AA635332 AA579004 AA492329 AA371 241 AA502973 AA640342 AA5438 1 3 
AA506330 AA505731 AA492382 AA532950 AA659778 AA54161 1 AA551842 AJ 133356 A1299122 AA369995 T29527 AA507983 AA370902 
AA542080AA371211 AA225143AI936199AA507093 AA652184 AA513240AA225228 AA5O7128AI935190AA492168AA650261 AI420347 
AA662090 AA650177 AI659278 AA469131 AA6S7686 AA531381 AI6SB598 AA551698 AA507689 AA507679 AA662301 AA176984 AA652201 
AA531361 AI674197 AA469293 AA531341 AIS14096 AA541768AA24417B AA507759 AA532912 AA603827 AA661727 AA574273AI380716 
AA652486 AA603437 AA642520 AAB36004 AA530954 AA469226 AA640904 M65793B AI826292 AA530942 AA541 576 AA24401 7 AA809523 
AA68753S AA531 208 AA502071 M635542 AIB29244 AA507995 AA397457 AA570614 AA588530 AAB09593 AA225974 AA177029 AA503429 
AA226556 AA593049 AA42Q631 AA494246AJ865520 AA650255AI674405AA492163AA492451 AA715325AA535497 AA506319AI424343 
AA226240 AA225152 AA507778 AA558634 AA503351 AA226459 AA502191 M516500 AW20846 AA5331 62 AA225963 AA506475 AA592985 
AA507996 AA503682 AA5627B4 AA527728 AA558248 AA470501 AA587824 M492204 AA64029B AA507633 AA508360 AA639995 AA51491 5 
AA230005 AA225109 AA5077B5 AA5651 64 AA494242 AA5O207B AA229482 A1668890 AA635549 AA507230 AA506914 AA526493 AA593065 
AA507287 AA226010AA226823 AA551727 AA548220 AA492255 AA503577 AA503349 AA492438 AA508013 AA225879 AA522599 AA503688 
AAS50213 AA49231 1 AA502074 AA514804 AA594830 AA503926 AI970015 AA507373 AA657800 AA551825 AA224959 AA6 57658 AA654956 
AA635909 AA508112 AA552829 AI804931 AI659409 AA533031 AA503340 AA533211 AA507652AA532567 AA507305 AA550791 AW951397 
AI468283 AI783781 AA535922 AA492207 AA554999 AA654952 AA225384 AA525091 AA654614 AA420697AA244480 AA530931 AA530939 
AA244432 AA507359 AAS35264 AA503689 AA502200 AA657393 AA580026 AA228949 AA244452 AA654876 AA657456 AA654521 AA659224 
AA226632 AA506804 AA229222 AA551463 AA503666 AA507615 A13807O0 AI391507 Al 81 8002 AA5341 35 AA548400 AA588853 AA594923 
AA564966 AA541642 AI972507 AI669303 AI420876 A1972995 A1658868 AA570183 AA533045 AA657506 AA654201 AA807843 AA508900 
AW973122 

428350 290124_1 AW873520 AA426345 AI982792 AJ223334 AI352586 AW590382 AW510979 AA435875 
428356 290226 J AL046991 A1Q80419 AA429307 T54829 T58175 AM26458 

428398 291015 1 AI249368 AI74231G AM28062 AA442089 AI864189 BE349478 AI803475 AI584049 BE552085 AJ088609 AI2641 97 AI886144 A1129474 AI307145 

BE1B1300AWO584O3A1696838AW748598AA442196AI21642B 
428411 291172J AW291 464 AW01 4826 AI58 1001 AI129720 H15097 AJ936319 AA428239 AI6241 19 AI6961 90 T58065 AI273557 AW1 05084 AA977710 AI803738 

AA905144 AI375633 A1216363 

428434 291468 1 AW363590 AW449208 AW577643 D45555 AI924632 AW1 67610 AW1 67650 BE073612 AW384404 AW381927 AW384405 BE073529 AW996310 
BE073528 BE061388 BE061400 BE061395 BE061393 AW176329 AW176325 BE061398 AW176323 BE061399 BE061381 BE061376 
BE061386 BE0S1382 BE061377 BE061385 BE061383 A1909965 BE061394 BE061402 AJ909964 BE061396 AW176327 

428527 292508 1 AI902398 AI936329 AI563922 AW41 8963 AI81 6876 R92171 BE463420 BE504887 AI767806 AI476219 AI628562 AW139845 BE220214 A1631026 

AW299996 AW301647 AI580507 AI675080 AI216455 A1824917 AA926706 

428528 292542.1 AKW4034 AI222128 AA429885 

428532 29255 1 AF1 57326 Al 034 263 AA846643 BE019018 AW503583 AB020536 AW505012 AW500Q57 AW5O3098 AW367000 BE 142887 AW847702 

AW847704AW504144 AW604159 AW604156 AW604148 BE1 42870 AW503445 AW500130 AA504941 AW993157 AA948067 AW499499 AW501244 
AA774790 AA179457 BE281408 AW847896 BE540668 AW847823 AW847822 AW847691 AW847872 BE081856 BE005238 AW994444 AW769245 
AK001791 BE081567 AW751 564 BE538744 AA135935 W53038 AA057860 T68025 AW401643 AW577480 BE539649 N47219 AA1 27605 BE619491 
AW367689 AW367659 BE1480S4 AW851296 AW390271 AW801921 AK000976 AL133560 BE548753 R22838 H19003 AW080261 AI683350 
A1690844 AA490747 AJ638817 AI983937 AW003342 AA070388 BE55051 8 AI299947 AB55003 BE537306 AW254359 AA923370 AW51 3655 
AW385429 AW385428 AW385423 AA0921S7 AI827494 AW589828 AW593387 AW1 17969 AI570870 AW020724 A1188999 AI907362 W92140 
A1372056 AI184771 A1B03505 N47220 AA812088 AI339216 AI675857 AA836773 AI493577 A1990217 AA761758 AA057121 AA070501 AW003152 
AW590316 AA825894 AJ907376 AA613786 AW439957 BE502430 AA687281 AW137950 A18251 81 AI687479 AI638673 AW605375 AA514379 
029124 AA491234 AW235429 W92280 AI696234 AI128318 AA834905 R51841 R49406 AW957460 AI907419 A190741 5 AA452989 AA441844 
AA234482 AI376628 A1784498 AI318095 H19300 A1285846 H16182 AI049879 AW305346 AA339535 AA353422 T12498 AW952806 AA765341 
BE091131 AW204964 AI246166 AI985298 AA837147 AW675511 AW058094 R46045 AI633773 A1632566 N48777 AW272158AA742263 H14904 
AA744806 AA7091 52 AI740927 H01766 R63424 AA179314 AA236485 AA708948 AA761434 AI862736 AI470182 BE170684 AA976015 AW058602 
AA830942 AA4417B9 AA806410 AA766567 AI696090 A1636141 H01020 AA101076 AA4B3384 R63373 AW450175 A1990817 BE551173 AA482750 
T67874 BE391639 BE540593 AW672834 T85725 R31617 

428627 29355 1 BE002993 AW501988 NM 014504 AJ250042 BE002622 AW403300 AK001702 Z46131 AI678330 W44319 AA970430 Al 01 6058 AA448353 

AW612450 AI917356 AI690197 AW029161 AW867923 H86510 A13707B2 R55242AW1 83458 BE548683 AA361 375 AA485806 AA427680 AA41 9577 
AW392574 AW392579 N45664 N42532 AA400961 AI734030 H18719 AA300689T85495 AW801575 F11331 R17285 M059488 AA040566 
AI742550 AA07799O N29884 W95774 AA703087 A! 821 642 AA769015 T85285 A141 8440 W45691 Al 288358 AJ820077 AW572466 AI078450 
AW663070 T79773 AA448209 AI023026 N48907 AI538401 AW085098 AA461356 AA670378 AA468867 AI014815 AW242379 AA993231 AW970839 
R55243 AA678490 C00809 AA452608 220696 AI672378 AI742790 AW468433 AI017465 AA400892 AI017520 AW196783 AI161194 H1 8635 
BE181035 AI471735 AA427535 AA045498 AA58Q194 AA461 180 AA760896 AI218525 W95732 AA574148 A1017612 AI061350 N62605T03907 
AI420730 F08991 AI300254 A1933906 AI188515 H77349 AA001163 AA019463 AA017731 AA018536 N78374 N49066 

428648 29375 1 AF052728 Al 760876 Al 885207 R07383BE55 1346 AI830201 AA203512AA427666A1494574A1051S55BE218498 AA812211 R55358 AA994175 
AJ597635A1365412AI813479A1659760AA625744H170B8M 
Al 560480 AA427490 AA340285 

29416 1 A1372822 AL1 10238 AW957403 AA371247 AW149757 AI372823 AA443853 AA737194 AA1 91 100 AA0B8297 AW0231 87 AI334033 BE086903 
D62684 AA911 1 05 W84787 AI814960 AI417029 C00522 A1699395 AA701517 N64403 AW612846A1050780BE087653AI383715AW085184 
AW193486AW08761BH19251 AA349191 R82818 AA59871 1 AA426063 AA928080 M91 071 0 AI47031 9 Al 582687 AI581662 AA370801 H18482 
N22730 

294310.1 BE268717 AA432045 BE295472 

294927J W21550AA434169 H24366 R59619AA609711 N95202AW081118AI093821 N36797AI675167A1885657 N26628A1436122N20490AI937638 

R39205 F01462 AI370207 AW865S69 
294987 J AA477989 Al 821633 AA434242 AA477550 

29594J W28418BE241648 AA127801 AWB20534 Af 076531 NM.005472 AW194853 AA515221 AA132718 A1221445 W26126 
296144.1 AA57B229 AA436432 AA481 375 AA481 353 
428862 2954 1 NM.000346 Z46629 S74506 A1348085 AW38 1 053 AA090808 AA334252 K85428 AI3821 46 AW379683 CI 5879 AW897800 BE003539 AW360802 

AW360836 AA657762 AA333065 AA884178 AWB88412 AI934455 AW005563 AA527295 AI299S71 AA576678 A1870355 AA913619 AI380233 
AI681309AA331097 AW087477 AA912521 W24710AA778589 AW994011 A1453423 H90100 AA469143 AW075227 AW994272 AA420455 
AI985948 AA400739 AA469215 W95308 BE348559 H90010 AA322324 AW003292 AA400464 W94793 AWO20O30 W07405 AM67955 AJ380934 
AA385905 BE004865 AI076205 AA975310 BE089397 AI498936 BE004863 AI670844 AI700913 Z33575 AA778708 W46414 AA628091 A1676052 
AVWJ80365AI970798 AI744134AW374875AW130000AW303312T24741 AW005638 AI3799aAW1 83587 AW276611 AW151188AA535677 
AW072243 AI364948 N80276 A1538944 AW235096 AW193094 AI810275 Al 28 1304 A1270170 AA884334 AI968800 Al 572 187 AI014655 A1934198 
AW629195 AA983835 AA375477 AW951463 AA770268 H89609 H88219 AA622877 H88220 H89373 N92393 
428895 ' 296779.1 AA437124 AA437101 AA640696 
428908 296912J AW303529 AA437243 A1806912 A121 8642 AA442308 
428912 298935.1 AW103117AA437267 AA442344 

428944 297315.1 AA780181 AA442074 AI200043 A133S855 AW901823 AW901821 AW901830 



428709 
428764 

428766 



405 



WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 
50 
55 
60 
65 
70 
75 
80 



428976 29792 J A1037824 AL037B22 AL037B02 NMJXM675 U96750 R35039 H09586 BE168318 AW296231 W76278 AA627313 AL138214 W72033 A1681554 

AB80093 AI422262 BE458055 AI095129 A1148762 AJ423639 BE549545 AI69Z753 AI21 5023 T171 98 AL037823 AA878446 
429014 298367.1 AI 8005 1 8 N72229 AI474268 AA44321 4 

4290S3 299229.1 AW363845 AW364447 AW386800AW385513AWff2878AW3855M^ AW363846 AWB35575 AW835574 AW81 9737 

AW81 9745 AW819733 AW835570 AW835666 BE160360 BE1 60278 AW835569 AW835747 BE160268 BE1 60350 AI820838 AI21 6577 A1820837 
AI215924 AW364436 AW051 605 AA444394 AW027812 A1745274 AW62851 2 A135213B AA564378 BE047228 AA639775 AI792675 AI792674 
A146B1B5 AA760090 AI371 193 AI910398 

429080 299526.1 AA446228 AA446229 A1822019 AA917621 

4291 10 2998 J L29301 NM.000914 L251 19 AL132774 

429180 300785 1 AA806287 A1566837 W86772 AA447568 AI057384 AA778241 AW978260 
429216 301350,1 AI369472AA448161 AW770245T1 7370 Z4 1 436 H73347 A1700251 

429276 30222J ARJ56085AF069755AF095784NM,005458AJ012188AF099033AF074483H14151 AJ21 4087 T07621 AW897153AW897155 AA324303 Z43654 
AI968032 AJ341249 AB015334 AI937563 A1500214 AI000005 Z39716 AA323988 AW960960 D81914 AA325383 AL1 34169 AW953321 AA351058 
T75187 AA062586 R14988 AI074442 AA453101 BE219144 AW896767 AA775405 AM 17329 R45679 AA053059 AA707764 AA01 1645 AA452928 
AA351057 F10549 AL037762 R38632 AW960962 AL 137977 

429322 30299.1 D85984 AA247631 AA226442 AA907782 AA904282 AA393777 AA397614 AA435733 AI826537 R15065 A1720465 AI627768 AW023821 AW272914 
AW469553 Z38792 F10748 T32564 T32942 Z42622 F13145 F08294 AW953104 R23437 AW390469 AW854036 AA249094 AW150568 AW0221 23 
R41496 AI056064 AI475900 N79669 

429418 304245.1 AI381 028 A138 1651 AA993515 AA452560 AW021769 

429458 304844 J BE161832 AA453224 AA485772 

429479 305083.1 AA453488 AA453489AW117434 

429485 305201.1 AW197086 AA453623 AA766126AA454041 

429504 30543.1 X99133 X8300S W38398 AA401137 AA298242 AA366738 AA308126 AW583781 AA298668 AW845024 BE140204 AW845005 U47734 AA837575 
NWL005564 AA329732 AA421943 BE171567 S75256 AI750047 AI762213 AA100735 AW612993 AI474120 AW062884 A1940001 AW062852 
AW062899 BE1 B2639 AW778875 AA528093 AW517424 AI939989 AA076188 8E1 82636 AA169569 AA167439 AI283967 AA167783 AA0761 40 
A1749649 AA166792 AI708618 AA400973 AA514773 AA514789 AA164458 AA1 67440 AA074845 AA421944 AA514874 AA079557 AA102361 
AA587027 AA642930 AA878029 AA1 64459 AW176400 AW475086 AA857522 AA148193 AA838234 AA593897 AI284506 AW1 93324 AA148194 
AW583341 AI669077 AW264913AA074902AI680515AA169874 AA169614AA079651 AW591737AW190644AA076565AA662747AA075896 
AA535642 N27757 A1306666 AA074727 N79823 AA524360 AI826800 AA173827 BE140374 BE004062 AW265060 BE1 84103 AJ1 99258 AA857853 
AA299459AA83789OAI626104AA5O3624BE183618BE183717 AA573267 A1833071 AW27Q590AA506601 BE004010AA837854 A1675895 
AI810491 AI184883 AW664712 AA076046 AA515574 AW352267 AI797418 AA172395 AI749194 A1559933 AA502597 AA321220 AI866124 
AI695633 AA494293 AW085635AA1 65649 AA165663 

429515 30554 1 AL031228Z97184AA382427A1216166 

429520 3055B 1 AA160142 AK000082AJ744018AA160143 AI935627A1628742AW771 832 AW61 1969 AI745188AA576763 

429593 30637 1 AK000332 AA329421 AA329639 AW500761 AW389977AF1 06048 AA434057 AI702707AA987337AVV977541 AI218973BE243703AA812443 
AI743136 AW591662 AI372956 AA434121 A1950226 AI638015 

429809 30848 1 AF002246 NMJJ06614 T05949 AM74737 M860B5 AWB98359 AL1192B8 AA297308 T05243 AL157515 N93899 F05271 N76705 Al 81 6885 N64008 
AI591072 AI002813 R13014 Z43820 T04846 AW965681 T33886 K05873 H15266 Z38291 BE501503 Z43404 AW902172 BE069654 M7B328 T07470 
D55804 C14146 AI693381 A1971581 AI267614 AI632478 A1341 141 AI828B71 BE349191 AI360581 AA502521 A1075746 R40400 H15267 H05766 

429629 306719 1 BE501732 AI917014AA486412 AA916966 H06401 AI377651 AW129544AA455600AW581198AA456098 AW579258 

429554 307094J A1435046 AJ580178AA456010 

429682 30761 1 NM.006306 S78271 D800MAW271698W22762Al795B37Al795827AW(mff^ 

AW852133 AW501 330 AW500375 D17084 AA01761 7 AW249432 AA523516 AW102745 AA 132903 BE394209 AA329880 AA353740 H10247 
AW837033 BE080728 BE080717 BE612545 AA090634 AW503020 AW503626 R60116 F12536 R18750 AA309116 T74145 T55015 AA314169 
T80889 H99540 H64047 AA055274 AA055028 AA334824 AA227726 AA227771 R98283 K8151S R07816 AW803213 AW803219 AA335888 
AA335364 AA369747 R27262 T70312 AW022321 BE620138 AW501208 AW501370 AA9055O3 AA781457 AA564520 AI688644 AW023370 
AW071831 AI034435 AW250036 N51820 AA829840 AW076005 AI561204 AI669003 A1440428 A1923572 AA59B887 H90062 AA228103 AI433133 
AI753164 AA227772 AW439747 R60054 AA017560 AA649135 R43070 F101 56 AA744798 BE348941 AW515134 AW169949 AA836056 AI475387 
AW166712 HS3998 H 10198 A1243977 AA640530 AL041743 AA588031 A1784330 D79869 AW960083 AW080425 AA608926 AW1 31691 R94625 
R98046 A1002924 C0O362 D17256 BE260374 

429761 308708 1 A1276780 AI633509 AA45B660 A1091006 

429768 308841 1 AA805719AA458836AA994908 

429846 30968 T AB 023021 NM.006581 AJ238701 

429864 309916.1 AA460039Z45438R18353 

429878 310057.1 AA460188 AI640484 AA9388B2 AI221939 

429881 310145J T801 12 AJ 1 42229 AA460281 AA461569 

429903 310315 1 AL134197AW207881 A1003191 AA460466 T15845 Z39335 H97961 N20667 T03823T1 5737 T1 5879 AVV088206BE351 035 AA987933D55944 

D52262 D53558 D55863 AA829782 T32237 D54955 D55851 D63330 T06956 D52638 D55817 R49678 R52614 
429905 31033J AL080128AA725806 AA862836 

429927 3106J NMJXM15Z35309M83533 R61009 R19100 BES01141 BE177617BE048304AI866507A1674049AI016175R60892AA463193R44767 

430013 311957 J AA463833 AW023166 AL079385 C02726 C04766 C04178 AL079386 AL079388 AJ479277 AW467107 Al 168764 D61990 062617 

430044 31 2487.1 AA464510 AA631 257 AT740516 A1739132 AW972467 AJ741376 AW068935 AI467852 AI752240 AI123717 AI754551 AW205510 AW04421 1 

AW028889 AW1 98033 AI538632 AA513096 
430140 313505.1 AW296771 AW971783 AA927070 AA465722 
430151 313668.1 AW958203A1732757 AA470353 AA468025 AA468479AI734151 
430187 314174.1 AI799909 AA468795 AA469401 AI380732 A1492231 A1421064 AW969270 AA469402 
430202 31432^.1 T85775 AW958345 AA468998 

430205 31437.1 ABO25904 NM.0121 13 H83666 H84836 AA401 879 AA322820 H59888 N 28007 R87427 R85022 H82563 AI800075 AW904436 AA41 8208 H97489 
A1688505 N35665 H99095 AW023374 R07706 H60753 N67776 AA418073 Al 168759 AW027850 AA012999 H59689 AA620395 AA700811 N36146 
H60754 AA688368 H83667 AA339201 AI015805 AI582759 AA205528 R07653 N26551 N69337 AA640177 

430223 31454.1 NM_002514 X96584 X78351 AA852490 H15316 AA605073 AA298840 AW966506 AA604355 R16276 AI207782 AA081 850 R25930 R2591 2 H29804 
AA852491 Z20214 Z20281 Z20201 AA630741 AA074792 AW770888 D62224 AI925863 AW020075 H29805 AI301479 H88805 AW874265 D79225 
AM33548 AA687861 A1446675 D79330 AW591 335 AW24056 AA910443 N22234 AI055954 R41819 

430264 315008.1 AA470519 BE303010 BE302954 BE384120 

430291 31536 1 AV660345BE261715AF151807NM 015002 AA31 0308 AW956324 AA214475 AA515478 AA449327 AV651790 AV65108S R09589 AA203390 
H17224 AI909657 R32666 W47513 AA336306 AA074610 H 12975 H09852 AA005018 H778Q2 AV659085 AA365043 AW959884 AW953951 
AA007460 AA573144 AW1299S1 A1983151 AI978717 K92125 BE550937 BE326528 H65722 BE221501 H00583 AW513164 AID23529 BE155290 
BE153740 BE 1 55333 AK) 23528 AA005019 BE154028 A1281472 AJ307122 AI138990 AI097101 AA429301 BE155320 AA843528 A) 126957 
AW748966 AA074611 AA724365 W74039 Al 151 489 W47514 AA621024 H00584 A1963099 AI023888 A1052664 AI369723 AI470114 AI093686 
AA634442 AI131387 A1289000 A1288995 AW296547 AA758859 H75637 AI080292 AA663901 AA87361 1 AA609107 AA470883 AA937147 AA463447 
AA612948 AA6B2858 AI014958 AI092232 AW009774 T99925 R28482 AA443488 AJ243243 AI076595 AI 050921 AA862640 AA426125 AQ46182 
AA5C821 1 AW445069 W19308 AA865885 AA889290 AI636974 A1247759 AI266464 AI798308 W72360 BE008036 W90696 H09766 AW264053 
N63685 AA524719 AI742730 AW467054 AA425024 F29136 H17118 AA429478 T03896 AA843783 AA635518 AC63801 D52605AW008958 

406 



WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



AA214378 A1949439 AA527842 R74175 AI208556 AW292289 H56723 T15857 F0B852 AJ214371 AW242017 AA777199 A1424270 AW204790 
H05615 AA665847 BE466323 A1B00859 N5B7B9 AA677609 AI126S01 C16157 C16165 AI247803 AW515488 R00275 AA677714 AI381746 A1094495 
H75708 N77454 R74259 R02421 AA449585 

430345 31627 J AK000282 AA182952 Z24940 AA034118 Z28650 AW294137 AA034148 AI024Q12 AA333516 Z46021 AW957839 AW957914 AW957841 AW957917 
AA313796 T30258 F12225 RU557 R12078 T65354 R14725 F07667 Z44964 F06557 AW364722 AI206023 AI652407 219306 AA463547 AW576947 
AI142290 AW021 072 Z1 9307 AA4 1 1744 D53906 AA447920 AA082694 AA456681 AA256197 AA192363 AA009820 AA101926 AA135779 
AW975893 AA5681 42 AI949933 AI872317 AW090253 A1949924 AW242795 AI346981 AI814146 AI917296 AW007100 AW1 90720 AI796105 
AA866023 AW003796 Al 538594 AI367727 AW590477 AW300033 AI631666 AI683535 AI812007 AB901 1 2 A1346605 A16251 32 AI61 9434 AI33321 1 
AI961275 AW205078 AA975051 A1990673 A1219765 T66301 R42503 AA009710 A1627502 AW073263 AI28B494 AI308214 AW512150 Z19292 
AI374953 AA181091 AA448857 AI262452 AI221 508 AW590848 R49300 AA578970 AA41 1 745 AA099176 AI653218 AI91 8779 AW023519 F09853 
Z40709 A1446595 AI264433 AA781785 AW194887 AW270932 AA909801 AA458682 AA923768 Z28455 D581 32 A1625873 T06286 F02827 
AW512678 F03922AA182624BE613096 

430357 316558.2 AW976789 AW451973 AI766808 AI376202 AA760752 HB80S9 AA781 1 75 AW1 73607 AW872975 AA992090 A1654796 AA946869 AW515075 
AW664845AA479666 

430371 31695.1 D87466 AW188126 AA973155 AA779297 AJ553970 AL045312 R66419 H08158 R01915 T75488 R52813 AA010394 Z41623 F03794 AA887912 
AW151544 A1150128 AW131406 H83B52 AI500467 AA194584 AI139399 AJ087327 AI004128AI801388AI910805AA774580BE041711 A1000146 
AW014661 AA058677 R57531 AA406422 AL047872 AI798347 W00547 AI034095 BE177920 BE177928 N53883 AW794524 AW797298 AI493310 
AA213561 AA632203AA719762M057862 W23512AW195432AI625850BE549625AVV057509AI65405 AI190813 
AI142O36AWO14354AJ352435AM10430A1985089AW195385A1375767A1628263 H37939A1032M 

AA934908A1377133AI3S3350AW189466AA854732M782079AW283041 A1142347AI926293 H83B53H83832AA976158AI357510A1434436 
AI678390 AI1 47338 AA977648 AI669139 AI433882 AA21 3653 AA058795 AA194501 H83831 
430388 31725.1 AA356923 D59253NM.007362 X84157 AA094779 AA249121 D80082AA307272 AW405730AA61 3033 AA228546AI61 9551 AW352081 N86805 

AL046B52 AA361455 AA303494 A1955092 AU077124 AJ619498 AA385894 BE616722 
430403 31757J AF039390NM_005118 

430484 31874J D82880NM.006506AF115573D78155BE086133 D78156AF236711 AA297259 
430503 319191J AA533574 AA480264AW969415 AA480254 
430548 319836J AW450575 AA481135 AA806760 
430566 319970.1 AA481282 AW971791 AA938165 
430664 321423.1 AW969834 AA528493 AA483165AW969842 

430680 321744.1 AW1 38724 AW2041 65 A1802637AA877677 AI821 801 AW004997AI821052 
430682 321777.1 AW971949 AAS62553 AA483689 

NM.001942 AF097935 X56654 BE 185305 T99003 W94221 W72927AI208332 T98952 AW238521 W76205AF088042W72968 AA04 1427 Al 127361 
W32235AI217100 
X80240AI064750A1133594 
AA492071 AA484229 AW969850 
NM.00354O AL031777 M60749 
AW044647AI670953A1656180AA484715AI659205 

AA488988 AW968906 AW382542 AA488768 AW969793 AW969791 AI014480 AA91021 1 AA484868 AI808265 AI308233 AI658816 BE503558 
AA495812 AJ634138 AW236923 BE5O4004 BE326350 AA954672 A1695249 W21487 
AI343652 A1732823 AA485451 

N46664 A1372473 R60867 AI360125 T65312 AI869984 AJ422816 AA602607 AI609820 AW18316 AJ361572 AW088275 AI186236 N62854 A1418900 
A1423640 AA903735 AI361259 T33437 F09883 AA877472 AI372471 T33369 AI031715 AA487577 AI356715 AA488701 F10609 Z38848 AM19139 
T33368 

T94960AA487679 T95013 
BE149423 AA488453 AA864186 
NMJXJ0B09 U30461 AW204396 
BE174240 AA488528 AL042253 
AF053748 AF053586 NM.000514 L19063 

BE018217 A1500123 AA488829 AI911560 AW085198 AW237499 AI281417 A1276690 AW451214 AA548082 
AJ937072 AW444769 A1634779 AI984961 N94384 AA489642 AI831879 AI474926 AI767386 AW610264 AW194744 AA489746 
R17432 R55260 Z46038 AA49Q21 8 R52171 
Y08564 NM.003774 AW780136 AW835269 AA31 2506 
AA491379 H86020AW969148 
AI829692 AA491730 AA934125 
AW971240 AA493843 AA493723 

M85849 AA315280 NM.004004 AA315269 BE142553 AA461400 AW802042 BE1 52893 AW3831 55 AA490688 AW1 17930 AW384563 AW384544 
AW384566 AW378307 AW378323 AW839085 AA257102 AW378317 AW276060 AW271245 AW378298 AW384497 AI5981 14 AW264544 A1018136 
AW02181 0 AA981504 AW086214 AW771489 AW192483 AI290266 AW192488 AW384490 AW007451 AW890895 AA554460 AA61371 5 AW020066 
AI783695 AI589498AI917637 AW264471 AW384491 AI815732AW358530AW368521 AW368463 AA461 087 AJ34 1438 A1970S13 AI040737 
AK18400 AA947181 AA962716 A1280695 AW769275 AW023591 AI1 60977 AA055400 N71882 AA490466 AW243772 AW316636 AI076554 
AW511702N69323 H88912AA257017AJ952506H88913AI912481 AA600714 BE465701 N64149 C00523N64240AA677120 
AA496078 AW572915 BE5009S8 AW418725 AI638675 AI631708 AW024125 AW104268 AA934362 AA812885 AA911 102 AA931770 AA758532 
AA988716 AA608859 AA973942 BE041425 AI651682 
N52937 AA725524 AI913219 AA496222 AA984383 

AA987742 AI690089 AJ823732 BE044440 AW593335 AI457432 BE500943 AI800952 AI335264 AL045875 AW61421 3 AI377308 AA42771 9 
AA609889 AW301 169 AA609080 AA976385 AW513284 AA287056 AA558285 AA084839 AI913827 X A1 985093 BE464670 Al 589730 AI261322 
H92175 AI214453 AW205365AW593181 AJ479744 Al 690644 AM93555 

431291 33105.1 N25521 AJ2455B6 N20488 

431292 33106.2 AA370141 AL035461 

431374 33253.1 BE258532 X52142 NM.001905 BE247524 BE256229 H05341 H1 1 807 R1 5838 AA373891 BE293678BE305085BE393959BE394113 AA190722 

AL041570 BE265014 AW470245 BE388684 BE540103 N83259 AA805325 AA132649 AJ905730 AA814761 AA614324 AW662931 H09614 
AW206190 H05291 H1 1731 AI739330 R15837 T28502 BE293379 C04582 AA136515 Z21 171 W49824 BE293848 W25271 AW950582 W45678 
AA532297A1989584AV654716AL041571AI979043BE293811W44416AI950210A^ A1659220AA132742W19164 AW014511 

A1078679AI174423A1337084M135134AI190299BE042716AM766W 

AA055002 AA196899 AA653125 AA196826 BE249966 BE537348 BE250030 BE255331 BE313047 BE382916 AA366135 BE269073 AI703490 

BE467663 BE219789 BE396388 BE269159 
431418 33308.2 X58242 AA806977AA9O2831 
431447 333342.1 AA505138 AA730263 AW989145AW977187 
431474 333733.1 AL133990 Al 128582 AI829770 AW972505 AA505700 
431508 33416.1 NM.012481 AF129512AI040940AW071111 A1660183 

431511 33419.1 NM.01 2386 AF1 1 2386 

431532 334555.1 AI53781 7 Al 537325 AA506831 



430692 
430698 
430708 
430712 
430719 

430762 
430838 



430844 
430879 
430881 
430882 
430884 
430899 
430957 



430987 
431071 
431086 
431169 
431211 



431215 

431220 
431242 



31725.1 

31757.1 

31874.1 

319191J 

319836.1 

319970 1 

321423.1 

321744.1 

321777.1 

3218.1 

32200.1 

322100.1 

32222.1 

322397.1 

322506.1 

322981J 
324502.1 



324570.1 

325129.1 

32516.1 

32518B 1 

32520.7 

325436.2 

326116.1 

326544.1 

32659.1 

327550.1 

327783.1 

32B799.1 

32963.1 



329720.1 

329852.1 
33032.6 



407 



WO 03/042661 



PCT/US02/36810 



431548 
431552 



431595 
4316G5 
431613 



431622 
431632 
431673 
431750 

431853 
431906 
431912 

431954 
431980 
432030 

432116 
4321 89 
432223 
432253 
432365 
432374 

432415 



432437 
432488 
432527 
432577 
432584 



432702 
432711 
432779 
432781 
432792 
432797 
432808 
432839 
433014 



433098 
433128 
433132 



433163 
433197 
433222 
433229 



433266 
433297 
433347 
433377 
433386 
433479 
433485 
433513 
433532 
433536 
433567 
433629 

433632 
433717 
433755 
433764 



334680.1 
33479 1 



335512J 
3355B*J 
J 



335774.1 
33594 1 
336392.1 
337357J 

338484.1 
338876.1 
338951J 

33943.1 

339329_-1 

340616J 

341692.1 
342819.1 
34334.3 
34376 1 
34550.1 
34559_2 

34659,3 



347090.1 
348491.1 
349165.1 
350239.1 
350424.1 
35075.1 

352967 1 

353168 1 

354024.1 

35402.1 

35412.1 

354190.1 

35433 1 

354984.1 

35742.1 



358798 1 

35945.1 

35952.1 



36040 1 
36059 1 
360884.1 
36095.1 



361434 1 

36237.1 

36388.1 

364549.1 

36478.2 

367580.1 

367731.1 

368567.1 

36B950.1 

369004.1 

36987.1 

371685.1 

371701J 
37360.1 
373923.1 
373989.1 



AI834273 AJ243247 AW276747 A1138586 A1433913 AW410590 AI918642 R5Q873 H1 1940 A1439854 AA507009 AW972573 AI932865 N56981 
AW029229 C20715 A1393401 

AI81 5863 AI878854 AA985367 NMJI04321 X90840 A1363308 A181 601 9 AI879422 AF004425 A1570591 AI339237 AI9331 67 AI948449 AI360405 

H92234 A1125165 AW897946 AA683104 M78705 U37194 AA775971 AF038173AF052089 T77291 AL1 33766 All 19246 L79946 R11991 R12962 

AA326327 AL1 19540 A191 2372 AI240041 T15533 R40155 R33830 AI611831 AL1 20303 AW905726 AW905700 AA350361 AL118691 AI124534 

T07754 R86661AW452922 

AA508196 BE142920 AI280311 AI205616 D61709 

AW972407 AA50839B AI792208 

AA018515 AL161968 W00432 AA251993 AA018466 AI719229 AW967686 A1533671 H63509 R93395 AA04506B W00405 AI701675 AW385738 

AA233714 AI581080 AA251737 BE546071 AW385734 AB002439 AA827529 R24470 AA459973 AA232800 N72127 R93439 AA1 51716 AW51 1 644 

AI262749 AI087944 AW024377 AW080566 AW18B881 AJ860901 AW519183 AI245625 AI760922 AI936546 AI765706 W20071 A1383536 N72165 

AW979271 AW337799 AA766423 AA878433 AA508712 

AK000992 H83580 A1806278 AW300804 A1581302 AA846665 H82712 R41831 

AW971302 AW452382 AA513555 AA524663 

AA514986 R42732 AA860469 AA776492 AW264515 A1399697 A1401765 AW253039 AA602608 AA573594 BE002619 AI971 240 A1299719 
AW104017 

AA521034 AW969180 R94874 AA781489 R97484 T96780 
AW328038 H57686AW328039 H67403 A1681235 

A! 660552 AI6B8604 AI688540 AI380340 AW006764 AA594441 AI700219 AW004785 AI659950 AI7591 58 AI581 803 AI83241 9 AA594533 AW296326 
AW295479 AI695451 AI5B1787 
AK001974AA1 92266 
AA523696 

Al 908400 AW380792 AI90836B AI908404 BE467466 AI829032 BE219085 AI694059 A1Z73676 AI167466 AA524619 AA828567 AA828698 A! 129629 
AA828754 AA828797 AM68573 AA828777 
AA902953 AW972660 AA526421 
AA527941 A181 0608 A162O190 AA635266 

AA3332B3 AW007537 H70941 A11 84812 N30698 W89071 AA700130 AW965342 Al 333 194 Al 969801 AI765299 AW207825 
AW090822 NM.016427 AB030834 AA861 139 
AK001 106 AA262920 BE081328 AA252781 AW403969 

W6881 5 AW1 17862 AA642987 AW381579 AA730105 AI220853 AI474539 AW452308 AI745535 AW276480 C00410 AA627916 AI96951 1 
AW662302 W68529 AW628474 AI61 1 676 AA631 033 AW381 130 A1220849 D29313 AW381 131 

T16971 AW964330 T08802 AW967226 F07788 Z45168 N30967 AW161341 N42363 N21561 N31708 N31709 AI122773 AW975899 AW162643 
AW161798 A1808825 AI360866 AI804220 AI031947 AAB43394 AI123189 A1472045 AA578830 AA729170 AI740490 R40236 H09495 AI741083 
AI283334 A1224956 AI079635 AW194138 AW054706 AI744193 AA843979 F04060 R20726 T23457 F04044 AA723859 AA977643 AA283764 
AI123609 AA609495 AW161086 R12814 

W07088 N49359 AI620881 AW972920 AI670115 AA860498 N49257 AA541536 AW296679 N77921 AA555152 AI611254 
AA551010 A1935377 AA8873B3 

AW975028 AA551969 AA644028 AA689303 Al 220334 Al 220090 A1925480 N66393 
BE208545 AW582213 AI879483 AA553761 

AA928829 AW1 95875 AW363225 AI636959 AW363241 AW363239 AW363251 AI91 6034 AA554045 AI638649 AA99491 3 AW363235 AW363263 
AJ224741 AI820674 Y13341 T94707 AJ001047 AA460127 AL1 34335 AW959262 AW190549 A1983860 AI813908 AA461483 AA295621 AA759320 
AW022018 

AW973953 AA593373 AA559945 Al 24 1877 

AA563785 AI378347 AJ082130 

AW979241 AA565005AA8471Q2 

NM.014133AF090937AI084829 

AA4481 14 AF152488 NM.013340 

AA565264 AW274285 Al 377989 N22605 AW351447 Al 338361 

NM_015985 AF074332 AF113708 

AA579465 AA568401 AW752043 

NM 014711 AB007879AI110758AF074665AC003108AI909701 AW9C0180 AL043539 AA373285 AW957468 R09790 AI698739 AW979089 
AA827980 AA828737 T18951 AW021 147 A1681371 BE465001 AT765028 AA625653 AW512972 AW970095 AA987370 AJ129176 H44182 AI926004 
N48065AA528667 

AW 190593 AA576926 H26279 AW023845 
AB021 923 R22285 R22229 AA971058 R22919 

AB026264 BE465780 BE084102 AI401162 AA020853 BE379660 AA247144 BE502473 AW006857 All 42901 AA885535 C00308 AI611292 
AW608092 AW608134 AW608083 AW608125 AW294759 AA1 79057 AW403438 AA455563 N51 607 N94795 W37415 N36781 AA151 626 AI968205 
AW167014 AW591250 N63492 AJ927709 N24854 N33453 A1379722 A1831117 N51719 T64930 AI921674 AI799231 N23957 R89597 AI244996 
W37416 AJ869023 AW513726 AI300283 AW500445 AA456060 AA099049 AA405474 AI381742 AA020830 N51 669 AI683602 
AF23133B AW594706 BE1 83704 BE465964 Al 2 18390 AI738643 AW5 12763 AA576971 AW797301 AW797303 AW797358 
AB040889 H11206AV650927AV650835AI864178BE326300BE178331 R97970 AW594161 BE326226 
AW514472 AW970833 AA579969 

AB040925 F06391 F05980 R52809 H1 1799 N54098 H08526 R11686 N45731 AW084660 N79408 M79394 R51484 AW074849 N51830 AI873913 

K93902 N62789 AW771124 N49008 R52810 H11727 AA936576 AW474884 K62508 N62494 R51380 Z39305 A1289289 F02223 R17666 BE618285 

N47251H89464 R34562 

AI863224 AA580765 AW8041 10 

AV658581 AV658591 AV658626 AF009271 

AFO23130AF18125OAA984703AA694303AA351792 

AI752713 AA860695 A1367849 AI358832 AA585475 A1160216 AI086261 AI681976 AI628569 K26713 W37418 

AW360833 AW360828 A1471560 

AW511459 AW183824 AW973891 AA594438 

AI493076 AW192174 H70554 AA594609 H65646 H53999 

AI566356 AI859031 AW301628AA595752AI755153 A1810711 AI620158A1B13782 

AW975367 AA598607 AA742735 

AI732163 Al 821728 AA665614 AA598678 

AF073299 S83549 

R13140 AW366682 AI765437 AI335240 AW966647 AW241581 H28931 AW470817 AI310758 BE327017 AJ915099 AW237679 AW264795 
AW205091 R40621AM93045AI767972R38885R46147R37962 N70822Z41616T36264 
AA649921 AI821790 AA602992 
AF063536 All 1 0662 AF090889 AW859744 
AW085934 AA609148 AA725844 A! 187355 AA776771 

AW753676 R1 1789 AW001886 AA609219 AW780420 A1860557 AI280331 AI334300 AI288870 AA669343 N29918 BE537790 AA934687 H79075 
N42970 R63752 

408 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



433767 
433781 
433805 

433919 
433939 

433990 
434001 



434077 
434118 
434120 
434163 
434222 
434239 
434273 
434283 

434294 
434352 



434361 
434377 
434381 
434627 
434638 
434663 
434683 
434690 
434698 
434699 
434715 
434745 
434763 
434784 
434820 
434849 
434896 
435079 
435090 

435113 
435133 



435191 
435202 



435325 
435352 
435413 
435434 
435451 
435463 



374014.1 AA609245AA724581 AW241989AI377274T47300 
374141.1 AA609379 AA885236 AW661704 

374391.1 AA706910AA825341 AW300364 A1698261 AA609651 AI088709AI619704 AA825354AI281 035 R94745AW1 18721 AI350378 AW373771 
AW373619 

377243.1 AA74631 1 AA927492 AA617995 

37785J AL1338B7 D64159AF1 1221 8 AI766633 AL039303 AL133888 BE620604 AW976259 AW262792 AW591383 AI36541 3 N36652 AAB07027 AM72041 
BE620065 

378422.1 AA889328 AW628014 AW1 83783 A1220441 AA75B090 AA621200 AI269496 A1696046 BE466894 

3784.1 AW950905 AA324741 NM_000029 K02215 K02215 X15324 AA449554 AL133832 H54824 T10891 AA349956 M691 10 AI751551 T66204 M24689 

AI081624 N80498 R59122 R59168 H63320 H62653 T67578 F05310 Al 174256 R19563 H17197 F07780 F08756 F13204 F08439 H22747 F08397 
AV659557 AV659398 AA326597 F05521 R1 3521 T53953 AA325841 AA324805 AA324207 F1 1370 T58009 T75399 T77952 T51428 AA351781 
T73502 AA349887 H73089 AA351628 AV655546 R12304 AA334415 H61925 W03930 C05200 H66013 H57666 AA334006 R1 1 239 N99853 H77469 
H58442 H69443 W32242 R94296 T74494 T77767 W01494 AM84909 AA484836 N94252 N80523 H65262 N98545 R97913 T84628 H70571 H70582 
H60975 H64379 R99768 H95829 H48647 H57009 H63673 K93257 R89190 T97863 H59299 H55705 H81367 AA488105 W01597 N72496 N58641 
AA360325 AV653782 AW008537 N78173 AA300076 K78006 AW466933 N8381 2 AI937205 W03497 N99027 AA305209 N53493 Al 174855 N731 74 
AI801931 N91 668 A1332826 A1953028 AI702817 BE34B379 BE043090AA595006H93129N45277AA013213AI560263AI801920W58705 
AI859522 N58416 AI190167 R20643 AW148630 AA885688 AI751552 AI095044 R93138 N99817 T90658 C20544 H66586 T91398 AW001495 
N66941 AI700299 RB8286 T77768 N70717 H81311 AA991682 N659B7 R50859 H23175 T50713 R42546 R19376 R41939 R39208 H09821 R49100 
H23160 T54549 R97914 R37235 R94201 H95830 H5B443 H73090 H63242 R59123 R44583 BE223055 R11187 AW136995 N59620 H94275 H54776 
H66143 H82651 H0B790 H57162 R45438 N68084 H24028 R41183 N80173 H47595 AI356814 R44772 H77470 R29198 R89085 AA019428 F05040 
R59169 F10440 AA506105 H0B746 T23450 F10805 R94760 H08578 AI265922 F04033 T57925 H72048 AW1 28903 T98911 AA917395 N63721 
AA628858 A1678833 H63950 AA576107 H17974 T16325 H65706 AA777041 T17343 F04774 F04658 F04660 H62569 R07030 H61721 H57942 
H58506 F04254 H66014 T66140 AW128887 H66592 T69463 A13599S5 AA954240 H56916 H58036 H4B483 N68651 AA562362 F01566 H66587 
H61548 H80154 N71350 N71400 AI074586 H66593 T91055 T52545 AA350842 AW148566 H59255 T73433 T53821 T28822 R43591 N57986 
AA350277 N58109 AI669901 F01793 AW892259 AW118522 F09764 AW803620 AW803634 AW803499 AW803704 AWB03691 AW803706 
AW803772 AW803501 AW803572 AW803633 AW803569 AW803573 AW803769 AW803766 AWB03490 F09032 AW803623 AW803485 AW80371 2 
H62470 AA865244 N71251 T60921 AJ558584 AM97964 AI143932 AA058839 N39212 BE218542 AA299950 T16891 F12837 H23174 H47677 
AA323521 F12125 AA326025 R87561 H08464 K09916 F08567 R14017 R35200 R36018 F08435 H66560 H57238 H82650 H72134 R19105 T50867 
H61495 H0B577 R98990 R39140 AA988495 AI262199 T741 18 T97757 AI337507 T7051 6 R14776 T831 86 T54590 N55584 R14523 01 1 802 H23159 
AI244020 

37975.1 AF116659AI114806 

38029.1 AF116715 AI207476 AA953390 A1340058 AW419340 
380357.1 AI436050 AA625558 AI208663 

380993 1 AW974720 AW189373 AI824959 AA933973 A1809801 AI809806 AA626261 AI810247 AA649828 AI95031 7 BE243641 
38199.1 AF119886AI174866 
38223.1 AF119910AI207600 

382714 1 AA913143 R40752 AA961605 AA62851 1 A1377374 AI1 26888 AI350765 AJ024804 AM01 236 H87750 

382833.1 AW235341 AI678484 AW19661 1 AI989889 A1521189 AI962500 BE504950 AW197205 AI699926 BE502640 BE503403 AW589663 AI655196 

AI383646 W84815 BE552455 A168020S AA628642 W84814 
383102.1 AJ271379 R38420R45334AA971835AA910404AA628945AI341642BE018701 R20673R12849 

38444 1 AF1 29505 AA248485 W07478 N8681 3 A1355905 AA248067 AA389S47 AA214147 AA21 41 55 AA092554 AA21 1 521 AA094015 AA247862 R58129 
AA249722 AA211443 AI355904 A1355903 AW1 70011 AI090520 F35800 AJ 190689 AI333485AI355676 F26916 F31142 AJ824667 A1355906 
AA214031 F16837 AI381720 N75838 AA247872 N55839 AA249531 N56276 AA249723 N840B5 

38455 1 AF129755 C02325 AA282384 W791 29 AF085438 A1806507 AA641044 N45230 W94027 AI817043 Al 885487 AIB1 331 7 AI076274 AW953001 

384921.1 AW137148 AA631504 AW593970 AA906342 

385155 1 AA631834 AA533425 AA632455 AI792312 AI79231 1 

389799.1 A1221894 H72290 AA641096 AW1 29158 

38990.1 H50758AF147434H50666 

390429.1 AA641972 AM18535 AA903495 

390738.1 AW298724 AA642419 A1693480 AW976226 

390901.1 AI867679AI087279AW470213AA642619 

391427.1 BE044674 AA643497 AW827541 M643491 BE044925 BE044737 

391602.1 AA643687AI091154D20754 

392095.1 BE005346AW242890AA644351 

392632.1 AW974445 AA830983 AA648355 AW204265 

392847.1 AA648618 AW974389 K51771 

393210.1 AA649051 AW977458 AW977465AA767692AW977462 AW977463 
393886.1 A1821863AIB21B65AA658496AI821118AA650153AA650132M650428 

394351 1 AW292765 Al 860857 A1003941 Z38409 Al 2631 21 W02067 AA651847 AA789099 AA830294 T33546 Z39455 AAB84939 AW269426 H 18495 H51128 
395228.1 AW022054 AW135576 AW150707 AW051952 AA653141 AI821735 
399783 1 AA664192H60250T71388 

400027 1 BE217923 8E453875AW024115 AW024111 AI631205 AI471776 BE501 143 AI091082 AI282201 AA664593 A1625012AI470957 AA831104 

BE090456 AW853895 
400524.1 AA665469 A1821725 AA678771 

40102.1 AJ010482 AW868740 AW884416 AW880881 AW365574 Z25023 AA1 96387 AA100598 Z25283 AF177291 Al 969816 AA559891 Z25061 AWB41825 
Z28904 AW959514 AA192917 Z30103 BE179924 AA921 922 Al 276872 A1014904 F28861 AI769295 AI139506 AA192805 F27810 F28522 F31301 
AA662333 F35933 F34419 F23435 F19078 F25502 F28223 AW573178 F36429 AI972305 F25248 H16233 A1927622 AI932901 H03779 R58599 
AA026651 

4022.1 R15912 Z45805 R56366 H096B8 H28906 Z421 10 AF070577 H15499 Z45171 T80013 R19744 R12077 H41631 M62055 H28907 AI670949 H15441 

N59804 AW015150 A1655738 T17312 H42324 R37140 R15911 AI361490 R42494 AA912236 Z40896 F04673 AI217847 R56270 R45163 T03442 
F01647 N72748 H42333 H41621 

402737.1 AI971 31 3 AW855041 AW991 934 BE005447 R59093 AA670383 N79509 

40352.1 AF193766 AA448744 T82005 T83161 A1742654 AA460463 H61567 AA701618 H571 13 Al 1 27309 AI633508 AI571360 T90634 AA233071 AA448648 

AA8977B6 AI206655 A1589742 
404382.1 AK)38388AA677963T86982 
404634.1 A1056599 AA678238 AA704443 AA704720 
405993.1 A1267476 AI565484 A18661 93 AA680045 N47090 
406256.1 AA680387 A1140534 AA704460 AA703562 
40645.1 AF195420 M702693 A1076124 N73156 
405582.1 AA682507AW851124 

40812L1 AF209198 AA251397 D81981 AA082116 BE536905 W81660 AI872970 H82577 W19613 AA102582 AW966886 AW967510 W81219 A1635559 

N27946N24381A1077944AI763038 W61334A1624272AI972115AI375987AI3TO AI671325 
N90026 AI241170 AW207070 AI423885 Al 865150 AA626093 AA554588 A1222670 A1927421 AI193218 AW305284 AA251239 AI638572 AA486306 

409 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 
50 
55 
60 
65 
70 
75 
80 



435563 

435579 
435586 
435600 
435608 
435634 
435663 
435766 
435793 



435810 
435878 
435985 
436020 
436033 
436088 
436149 
436154 
436166 
436187 
436193 
436194 
436196 
436250 
436269 
436294 
436298 
436329 
436332 
436391 

436397 
436421 
436461 
436464 
436471 
436508 
436511 
436572 
436574 

436577 
436590 
436637 

436638 
436640 
436679 



436720 
436747 
436777 



436853 
436888 
436902 



436992 
436998 
437048 
437064 
437073 

437074 
437085 
437138 
437183 
437263 
437332 



40823.1 

408457 1 
408547.1 
408804J 
409071J 
409239.1 
40944*_1 
410653.1 
4108J 



411064.2 

411895.1 

413228.1 

413539.1 

413663.1 

414403.1 

415010.1 

415063 1 

41524.1 

41550.1 

415573.1 

41557.1 

41562.1 

41647.1 

416768.1 

417339.1 

417417.1 

417990 3 

41800 T 

41899.1 

419098.1 
419635.5 
420667.1 
420676.1 
420879 1 
421577.1 
421589.1 
423035.1 
423192.1 

42320 1 

423462.1 

423940.1 

423997.2 

424008.1 

424709.1 

424793.2 

425676.1 

426172.1 

426966.1 

427433.1 

42803 1 

428768.1 

429024.1 

429795 1 

4306.1 



430854.1 
430929.1 
432140.1 
43234.1 
432564.1 

432577.1 
432740.1 
433575.1 
434235.1 
435353.1 
438150.1 



AF210317 F00548 BE463553 AW300078 AI766064 BE464196 AW2630B4 AI671682 AI433678 A1312682 AA918717 AW614815 AI022719 AA918716 

AA91 8939 AI671678 AI700871 AA059043 A1580405 A1302080 AI796223 AB00071 BE466457 AI671399 AJ913595 

A1332373 AI333796 AA688232 AW975345 AW592953 

AJ279137AI290738AA688341 N66427 

AL047034 AA689487 A1821857 

AW183971 AW341427 AA693524 

T82384R05307AA693714 

AI023707 AA693940 AI075300 

R11673AA699970R00740 

AB037734 AI350748 Z38942 F01814 H13007 H05896 Z45S94 H12106 H18730 AA249485 Z42339 R14983 R55164 AW957717 R54369 W60887 

AA010504 AA099463 W60805 R49440 AW901726 R38025 AI367370 AI537878 BE503519 AW167870 H44902 AW130792 AI740821 T03753 

AA010505 R54824 AA708629 AA443681 R45674 A1284856 R45286 F09255 AA729642 T1606B AI564764 T33869 AA099384 Z3B565 H18644 

AA447068 F 11 599 R35922 H06346 H06936 T78310 H06937 R56539 R20458 

BE349853 AA771928 AA700433 

R08330 AA701418 WB8583 W88497 

AA703154W80635 R08362 

AA778177 AA777469 AA703516 

H75391 AW298387 AW854959 AA703650 

AA704687 R99220R10653 

Ai754308 AW069285 T71333 AI378245 AA7053B4 AA97331 B N74598 

AA764950 AW41871 9 AI420075 AW084601 AW977003 AA705446 

AK000883 AW799155 AW799153 AA300122 

AK000998 BE 1 57076 BE1 57298 

AA706059 BE218269 AW294253 

AK001074AA354117 

AK001084 AA078092 AA829049 

AY004867 AI813270 AA349423 

AA707472 AI684396 Al 283534 

AA708310 H52584 H52175 

AW293495 Al 188542 AA7 16002 AA708470 AA708756 

AI798750 AI221709 AA709226 

AL049679 AA577969 BE1 66265 AA31 5705 AA329923 AW962505 

AJ227892 AA338715 BE074475 BE074469 BE074474 AW006182 AW572953 A1831725 AI762923 AI341466 AW449335 BE551688 AI692895 

AI040410A1276881A!891008 

AA715013 AW468194 A1476329 AA992943 

AB78031 AW173312AA812698 AA729849 AI380375W25689 AI344299 

AW51 1956 AA719488 BE071580 AW748028 AW896108 

AW16176 AJ091255AA719507AJ128614 

AA719813H186S5H08201 

AW604381 AI185428 AA985353 

AA721252 AA737475 AA730237 N66701 AW977061 

M723274 BE503172 AI457238 BE467884 BE221090 

AW293527 K30261 AI628505 AW073905 AW087393 A1092824 AI208455AW338087 AI935381 A1434683 AW007605BE327828AA913315 
AI749524 A1457483 AI348298 AI348270 H30323 AA723461 
WB4774 AJ009817 N29755 AA834395 AI249054 H54235 T95647 
A13931 1 5 AA961280 AA723779 

A1783529 A1637609 AI655377 AW074703 AW449028 AA890668 R60313 AW243019 BE464436 AA973133 A1263065 AI582600 F03414 AW236442 
AA873868 Z38275 AA724332 W23675 W15388 
AI271945 AI271818 AW235681 AW051010 
AA724411 AJ286124 AW340053 

AI127483 AA725246 AA725281 AI676162 AI744107 AI745374 AA838337 A1675430 

AW991278 AA771917 AA725348 AW816293 AI744435 BE085750 

AW975902 AA729344 AI557342 

AW977192AA730050AA731416 

AA731199 AW975817 AW241735 

AI684535 A1884856 AI499858 AA731767 

BE328074 A1700552 BE467938 BE218850 A1807702 

Al 942357 Al 253135 AA761673 AA736675 AA748004 AAB14004 AW978076 AW978088 
AW247145 AA737014 AW592475 AA884380 AA883987 AA905207 AW9761 17 AW976124 
AW139680 AI934979 A1480295 A1809768 AA738123 Al 080339 AJ 423832 

AB018305 BE315203 A1569725 AL133797 AK001584 H09449 F08408 AW998309 R25793 AA449547 H38279 A1871669 M78530 R57626 AA244349 
AA2441 63 A1700043 AI632649 A1632660 AA622344 T23690 AJ557994 AW0441 14 AI654454 BE047014 AW594714 Z41397 C15384 H61875 H241 53 
N77073 AA1 27579 AA453568 R67153 AW390446 AW390451 W93800 AA358644 AW9591 69 AA034237 A1689608 AW 197421 R91784 AW088291 
AW194393 BE049402 AA534904 AA428038 AW662968 R27202 H01251 H13082 N42254 N57202 R82261 AI972556 BE464017 BE348770 
AA4491 13 AW152432 AI206902 N32810 W93989 A1799502 AW665638 AW571858 AI423145 AW514573 AW197663 AA053930 AW665686 
AI37661 3 A1479938 AI218225 AI656541 A1128371 AA127466 R59973 AA427924 AA776360 A1817703 AW088405 AI361 508 AIB59002 R27203 
H55900 AI824832 AW190558 AW470416 AI565066 AI858842 AI674914 BE463424 R91785 AI401062 AW103934 AW276699 A1809598 AW628378 
AW071546 AI189019 A1002857 AW206484 AA364666 H0 1166 N59385 M773930 AW027775 N29781 AW953931 AA447735 AC85163 AI633932 
A1290045 AJ 360254 R82206 AI638501 AI690373 BE222634 AW027793 AW027950 AW182096 AW592205 H24046 AI81 1 525 AJ885290 A1744720 
A1274465 A1800088 C04100 AA055339 AI800087 Al 803875 AI360174 AW572585 AI081359 AA904821 AI874167 AA421739 N39444 AI219568 
AA257059AW451191 AA5O2410 All 43661 AW276821 AW276891 AW515195AA055340 025758 AA327290 
AA741074 AW449312 A1827330 Z44512 AW779332 A1761428 AW295099 All 34768 AI627818 
M745625 AA743054 AA741 154 

AA743240 AI45B566 AW613503 T25344 T40899 AW976433 BE350724 A1954132 AA830804 
A1023264AA161 185X52350 

A1885608 M743734 A1034154 A1075224 AI65681 5 AI887898 AW243126 AI950513 AI869093 A1273 184 AA91 2285 AA91 2258 AW976672 A1335673 
AKJ80389 N79728 

AI286235 AI767243 AA761662 A1672630 BE047809 
AA743935 AW341613 A1700300 
AI935622 AA745086 AW513654 

AJ928184 BE048934 AA746057 AI206024 057453 AI076908 AI089589A1283431 W58768 AA778157 
AA747822 AA836580 AW976205 
AA814943 AA748879 AW976617 

410 



WO 03/042661 



PCT/US02/36810 



10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



438602 
438660 



437354 436383J AA74921 5 AW977705 AAB28269 

437369 436493.1 AA765230 AA749338 AA815142 AW977102 

437396 43676.1 BE 140396 AW751 035 N42527 AA295056AW956904R14484 AL359591 R70080 AW5B3879 AW583509 AW468806 D20185 AA8254C8 AW298825 

AA883397 AA533987 AW954653 AA323067 061834 AA334078 AA334509 AW965404 AA604382 AI290792 R70033 AI690103 AI660777 AI564165 
R40833 N 29830 AA970033 AIS60800 AW269055 
437458 43734 J AL390131 H10243 H13026 AW884449 AI261735 AA765587 A1793003 AI261674 AI793181 AW008025 A1830423 AW026745 AL042088 AI592942 
A1566063 W19458 AW024146 A1672313 BE505023 AA91 0482 BE55231 6 BE045456 AL042087 
AIB07500 AI01 8552 A1675776 A1028672 AA868586 A1028284 A1221 090 AA758562 
AA764781 AA825890 AA7671 19 AA757133 
AL079309AA281819 

A1792574 AI792570 BE138486 AW302291 AA766788 AI054393 A1054222 AW977428 
AI683150A1287315AA768264 
M769578 T40348 T41207 N93007 

AA773866 M773398 BE350358 BE141332 BE141359 BE141393 BE141 302 BE141304 BE141303 AW082220 BE1 41 299 AW1 70024 AW872428 
BE141368 BE141390 BE141410 BE141419 BE141334 BE141209 BE141361 8E141373 BE141366 BE141376 AW265501 AW238399 BE141320 
BE141301 U47646BE141409 
AI140825 AI457644 AA771908 

BE566249 BE220229 BE566059 AW891489 AW891478 AW891477 AW891483 H02687 AW891474 AI306487 AA693989 AA860995 AA1 02571 
AW572775 A1308192 AI334618 AI632845 A1913B41 R36857 AI282042 AA313548 AI378960 AL046364 AA256840 AA256799 AI123953 A1167448 
AW957176 R16314 R59474 Z44227 T09476 AA227619 H98566 AW957823 
AI761449 AI041 998 AA772D04 AI828835 BE503340 
A1039789 R53007 A! 885071 AI091770 AA772319 N69923 R25368 N98914 
R50393AI453463AA774209 AI7418B2 AI151043 AJ151039 W04928 M35879 
BE151746 BE336853 063271 T94955 AA774994 

AK001 160 H50932 AW752992 F1 2992 H59405 AI207832 BE301806 AI61 2764 AW008237 D25954 AW057870 AI979095 F10587 AW087232 
HSD061 AA738335H51595 
AW296971 D61655 M776286 L44452 
AA776655 AW157227 AW131593 
R09664 R09551 AA777372 
AA777534 T89357 R83009 T888B7 
AA779344 AI052496 AI078472 A1033593 
AA779975 AA97771 1 A1239774 
H06076 R56200 AI287520 AI393984 AA780790 
AW474419 L31942 AW292681 AI952897 AW072430 BE169336 
AA843719 AA782939 AA970830 

AI394151 A1924944 A1654001 AI879872 AA783022 H61 142 AA902440 AI688735 AW166630 AA8971 35 AI377880 AW022201 
H23542AA783033 240720 F03262 

R56795 H08794 M7B9222 N40438 N40477 AJ078226 AI916316 BE504572 AI921527 AW073893 AI049802 F10745 F02419 F02402 AI078329 
AA805666 A1262530 A!281 289 AI264548 R58399 
T77888 T86845 AJ355486 T53788 H00310 BE541756 

AA843242 AW1 88023 AI097383 AW150759 W70259 N62361 AW300432 AI290520 R69412 W70258 AA805834 
AA913381 AI698624 AA724832 017234 
AW665281 AA808871 AJ951088 A1588631 AW820984 AW613195 
AW364104 AA810522 A1149869 AA905517 

AA810665 Al 339625 A1095642 AI089393 A1686212 AW97691 9 AW2431 1 9 
AI167149 AA81 1737 AAB30443 AA865701 AW001834 AW977970 A1917630 AT6714S1 

U95740 W52220 T81920T83826 R05641 T87556 T81229 R12B55AL1 18819 R96446 BE299456 A1372829 AI816392 AW157195 AA130289 
AA135799 AA1 64900 AW294821 AW410635T99321 AI816276 T34819 H1 9250 AA7741 85 BE503588AA0831 17 A! 005469 AA027340T1 5996 
AI31 2448 AI312197 C02151 AI589559 AI612103 AA019881 AA894568 AA770240 R38428 AI435842 H38210 BE466428 AA88B588 A1936995 
AI214546 BE206053 AW902297 R08085 AI219844 BE467931 AI81 3994 Al 198968 AI637808 A1802351 A1452706 T83662 H52123 R96447 H16697 
T33003 T78862 AW629539 A1804202 R42142 R41504 Z41102 AI300274 T30646 AA970855 T61921 AW296590 AA432023 A1423512 RD5531 
F18392 R42920 F2S527 R08035 F34433 T16797 AL1 18820 AA115521 AJ377644 AA1 14950 AW894971 M1 14923 AA431 770 AI373441 AI222162 
AA134062 A1417110 AI219437 AA978205 AA1 15526 N74543 AI803155 AW051574 AI028740 079266 AA135800 AA954386 R12182 H1 1948 
H1669S T16951 AA164351 R12714 W02938 AA321873 AA610440 AA421885 H52006 A1372B28 
438782 465034J AA828380 AA825578 AA883636 AA913703 AW977745 T40920 AA983447 AW028851 
438993 467651J AA828995 AA834879 AI926361 
439001 46771.1 AF075068 R92636 R91382 
439037 46803.1 AF075084 H53157 H53054 

439063 46828.1 AF085922 R98284 R98047 H60425 

439079 46842.1 AF085937 H65281 H65280 H65719 H65720 AA292576 AA235664 
439107 468664.1 AL0461 34 AA830259 H1 5250 Z40884 AW978412 
439199 469726.1 R4C373 AW872832 AJ96B979 AI291 173 AA831470 H49446 
439235 47009J N45513AF088011 N75893 N46429N59158 

439294 4707.1 AW975328 AI420330 AA14951 1 AW748944 AA688092 AL1 17352 AW382608 BE004263 N44539 AA834784 M149643 AA508346 A! 127748 

AW408810 AI027647 AW059748 D19764 AW953111 AA349462 C15482 AW851386AA370652 AA370198 AA385806 H24135 H08650 AA477530 
AA203627 T77949 AA203123 H56028 AA846715 AA328402 D82524 H08497 AA4421 15 AA453001 Z25120 D82526 082474 T10772 AA325886 
W88637 T86104TB5401AW377115T74461 F13474 T08154 T86365R18274AW377116H16440 M465445Vm)«M442204AA4421K 
AA218859 AW466993 AI814390 AW500165 N94739 AI338468 AA0586O3 R15577 AA776470 AA777649 AW0281 1 8 BE549724 AW1 18873 A18891 82 
AI038086 AW058542AW302201 AI261586 AI803064T86302 AA442065 AW440623 AA969289 AA42611B A112S606 T84064 AI590199 H 08774 
AA587997 AW504429 AA452862 AI242610 H08651 R42254 AK) 17372 AA479047 AI033228 AI241602 AA705970 AA745763 AW769960 A1335551 
AA133175 AA648167 AA465370 AW302548 R42953 C06435 N67780 W88555 AA463878 C75525 AA349461 AW081189 020156 AJ4754 16 
AJ227859 AW61 1503 H59092 F10246 F13771 AA370197 AI37021 9 AA7031 18 T16351 AI948928 A121 6237 AW291869 AI394635 AJ927363 
AI459067 BE244770 R18054 W90004 W03406 

439326 47112.1 W07140AF086140 AI822063 N91527A1822117 

439382 47174.1 BE247684 BE246891 AW0 15525 W46364 W46224 AF086187 AA284275 AA909563 AI075688 

439418 47223.1 AI282149 AW050766 AI431B87AF086235 W57731 

439446 47254 J AI927629 W67460 AF086266 AA9341 19 W67461 AB76255 A1823382 AA131325 

439474 472774.1 AJ824060 AA836320 AA906498 

439481 47281.1 AF086294 W70254 AJ218651 W70255AAB85186 

439483 47284.1 T69930 W73223 A1343387 AL1 20439 W73838 AF085297 W8S441 W73594 AA04291 8 W84335 W84395 W85509 AA701234 AI653722 A1683403 

AA042908 AA938438 AI381739 AC47805 BE045944 AJ421 349 
439492 47297.1 AF086310W69933 A1375695 AW373265 AW608623 W69803 AA604952 



437511 
437636 
437642 
437733 
437783 
437845 
437846 



437913 
437916 



437918 
437927 
437980 
438005 
438018 

438042 
438055 
438079 
438090 
438165 
438188 
438214 
438257 
438290 
438295 
438298 
438315 
438361 
438369 
438370 
438456 
438504 
438557 



437876.1 

439842J 

43997.1 

441579.1 

442787 1 

443938.1 

44394.1 



445109.1 
44515^2 



445197.1 
445481.1 
446952.1 
447553.1 
4477_1 

448802.1 

44B913 1 

449524 1 

449648 1 

451108 1 

451691 1 

452349.1 

45327.1 

454094.1 

454167 1 

454177.1 

454723.1 

456028.1 

45614.2 

456174 1 

45775 ? 

458710.1 

459956.1 

460086.1 

461046.1 

4624J 



411 



WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 
50 
55 
60 
65 
70 
75 
80 



439560 



439567 
439608 
439626 
439534 
439693 
439702 
439703 
439715 
439724 
439780 
439786 

439818 
439831 
439871 
439911 
439950 
439953 
440046 



440048 
440122 
440129 
440184 



440209 
440274 



440299 
440310 
440356 
440354 
440385 
440388 
440400 
440448 
440454 
440460 
440472 
440504 
440515 



440577 
440615 
440621 
440633 
440727 
440728 
440729 
440790 
440801 
440836 
440887 
440911 
440925 
440926 
440964 
441092 



47377J 



47389_2 
47435 3 
474565 1 
47465 T 
475350.1 
475444.1 
47545.1 
47556J 
47571J 
47673J 
47682J 

47731.3 
477578 1 
478212J 
480063.1 
481368J 
481468J 
4839.1 



484235.1 
486363.1 
486597.1 
4877.1 



488434.1 
4908J 



491353J 
491687.1 
492503J 
492704.1 
493106.1 
493112J 
493296.1 
494143J 
494275.1 
494368.1 
494688.1 
495609 1 
4959 1 



440527 49640.2 



497567.1 
49852^1 
498744.1 
498929 1 
501406 1 
501427J 
501435.1 
502642J 
502835.1 
503385.1 
504806.1 
505196.1 
505525.1 
505537.1 
506316.1 
509342.1 



BE565647 AA384580 AI985958 AW1 18400 AA131255 A101 7605 BE546585 Ml 31345 AA318529 AA316901 AW014441 A1632144AI765495 
AI745595 AW473886 AI253026 AI377804 AW664079 AI806774 D2031 3 AA884830 AA993300 AI991 497 A1092233 A1253607 AW237 1 33 AI63815B 
AI223187 AA653544 A1972790 AW966478 8E1 75948 

AI056618 AI075321 W79643 AF086388 A1418395 AI743471 AI744094 W741 23 BE54961 1 AI796878 
W79 1 23 AF085432 W79920 AW873727 AI61 1 298 
N2241 5 AAB38763 AW450533 

W79377 Af 088055 BE348731 ALU 9650 AA166648 AW016476 W81285 AA258105 AL119947 AA331387 AW965247 R53043 AA290926 

AI741B16AI761457AM53831 AA888796 AI051085AI075210 AA843898 H87971 AW004862 

AW085525 AL043807 AI435445 AA844005 A1079684 

AF086538 W95969 AI631911 W95835 

AA524504 AF086549 AA931946 AI052102 W94492 

AF086565AA010135AA010136 

AL109588R23565 R26578 

AV652707 AA693817 AV647943 N69453 N70232 N94146 R92830 AL359654 N76783 H73446 H74127 K40442 R97678 HB2906 W01021 W03283 

AA007527 T81163 N63789T58818 AI769510 H73934 N63729 H40443 R93048 T95956 H63718 T95962 AV649374 H82907 R97679 T80868 

AU60137AA455730AL138067AW978717AJ741559AI034231^ 

AW136488 AA854689 AI299060 W37504 N38890 AI970972 A1936400 R4B273 

R8851 8 AA8475B4 AI940762 A1940747 

AA854024AA889110 

AW937417 AW9791 95 AA856979 AW999881 

AA918129 AI732900 AI272847 AI278764 AI285200 AI339550 AA8571 1 8 AJ263965 AI793156 AI952997 

AW402308 AK001345 AI693653 AA465467 AW974459 AA081718 AA648450 AA927610 AA764878 AI636548 AA465468 AA449153 AA989477 
AA356060 R14621 Z42414 H12254 AA663805 AI625726 H48597 K08479 AW080101 AW080074 AA322400 K62103 W94460 H80467 AA295083 
AA045999 AA322642 AW021 802 AA040820 AA335467 AW952566 AI476789 AT744598 AI608724 AI271 61 9 AI951 091 AI884709 AI744653 AI978B46 
A1660134 AW80O463 AA700728 BE220512 W94351 AA749238 AA970637 AW057695AW571668AA831554AW043767 AA040157 AJ810228 
H48791 H81387 AA046104 AI81 3379 AKJ26643 AW102687 A1095327 AJQ1 5840 A1277634 AA835199 AA640450 T17078 H12255 AI338417 
AA854569AA836209 A1061248 BE242087 AI298338AA838341 AA643527 AI061 232 A191 5382 BE243602AI91 5493 AW999552 H61 198 238620 
AI868473 AI471191 AA868059 F02599 R49291 R46153 R13438 R21307 R40949 R45608 
AA897461 AI376820 AI809991 AW661854AI829714 AW572368 AA862176 
AI733011AA865542AI791407 
AA865818 AI732997 AA977633 

AB002297 R21019 R24849 Z46003 R53332 R351 90 AL1 18982 AA355887 Z43S86 T7B686 F1 1 356 AAB88981 AA4121 41 M78951 AA394289 
R50850 R53937 AW303583 AI655559 AW589817 AI621051 AI93371 1 AI825042 R44552 R39312 R46134 AJ302700 N51360 AI651 758 T17357 
AI161203 Z38651 AI961153 N50920 AW090632 AI423054 A1167950 AA976204 A1380906 M79104 R39087 F09016 Z39744 T80400 AL040356 
AW893434 T05544 

H05049 AJ129949 D60235 AW517611 Z40823 C15241 D81133 H23869 D60505 AA872685 D79646 D62470 H23868 H23914 D61233 D60722 
D61106 60930 

R24595 NM.007281 AJ224677 Z45077 F05970 AA448520 AA128221 AA399071 AA418665 AA444139 AA401420 AI5B8970 AA393569 A137961 2 

AI658841 A1129258 AI685542 AJ435359 A1005196 AI800686 AI953018 AI885864 AI018515 BE218367 A1375426 AI094019 AA447539 AA127018 

AA620952 AI374902 R40285 A1005649 AW008672 062671 AA400285 AM74174 D79860 D79837 D61885 AW1381 17 AI028787 AA759022 

AI341750 AA443959 AA435498 AA460975 D62374 AA70751 6 R44400 D79883 All 29874 AI129876 AI274085 AM94379 AA782944 Z40803 T23467 

F02215 AA910488 AI431623 AI473290 AA774444 D62484 D79233 D79872 079372 AA41 8611 AA412171 AW582828 

AJ871778 BE045724 BE218008 BE328896 BE220092 BE463428 AW291567 AW445158 AW291349 AW182128 AW340989 BE466977 

AA878939AI733078A1791571 

AI933184 AA969205 AI937212 A1571347 AI554779 AAB83627 

AA9104K) AI540234 AA883849 

AA884283 AA905558 AW1 90026 

AI693520 AA884289 AA974674 AA909944 

AA994364 AI243754AI911339AI024071 AA884496 AW888581 

AA8E5428 AW269903 AA959749 

AI733037 AA885583 AI791527 BE503100 BE045608 

H92571 AA885704A1Z72165 

AA886169 N58344 T74597 

A1948966 A1733048 AA887457 AW41 8994 AI763059 

AJ131245 NM_006323 AA331660 N44578 AW371307 BE176956 BE176989 BE 176892 AA186526 AL048468 AW852333 AW376339 Z43853 

BE090810 AA288026 AA256423 AA194812 T18561 Z43797 H15282 AA255856 AA279589 R20079 T27087 Z42889 R36319 AV652550 AA234430 

R85595 AA21 5680 R05490 AA227601 AA375965 AA860951 N28B8N31219W96079 AW138352AA318705 AW891762N75153 AW175957 

AA165272 AA1 94999 AL04B469 N21283 BE467238 BE046998 AI971076 AW140072 AI655646 AW204730 AW149689 AI631865 AW593881 

AA215681 A1669703 A1631673 AI432147 AI829789 A1521142 AJ492434 A1674128 BE551662 AW61 4108 AI400478 AJ081 573 A1521 685 BE502950 

AW614587Al651180AW129475A!193145AI342508M1B28ra BE502323A1985255AI341841 A1399915R49251 

W96080 AJ797704 AW1 29480 H15283 N58817 AG25122 AI239883 AW770467 AA234343 AW192261 AA227901 AA991931 AW083386 AA165273 

AJ978564 AI282883 A1309945 AA256535 BE045834 AA552024 R41213 AA935846 Z39864 T27085 F03103 AA506888 AA508B21 F02354 AA283940 

AA9711 19 AI470509 T23687 AI969367 A1267407 AI267408 AA593122 AW970524 AA186490 R05597 R14552 R11785 

AV6571 17 AV657137 BE279960 AW1B3106 A1417824 AA524489 AA877208 A1031680 W46305 AA738371 AI142429 AA03751 1 AW025976 

AW027133AA215471 R72282 AA46OS70 AA026291 AA1 64681 AI042007 A1290331 Al 290351 AI355685 A11 89545 A1333703 AA425386 AA633287 

AA706737 AJ221810 AJ052430 AA552027 AA972920 AI282965 N29732 AI263145 AI1 871 54 Al 183295 AA946683AA461 169 AA435685 D60552 

A] 040554 AA651973 AA579589 AA1 5071 8 AI027047 Al 183293 T24483 

AA889945 AI034423 A1377295 

AI733055 AA894776 AI791 545 

AW296024AA897109AI015000 

A] 1 40686 AJ376524 AA897333 

AI073991 AI494628 AA904701 

AW086077 AA904727 AI60913O AW612173 

AA904739 AW268617 AJ223339 AW269923 AA906176 AA972307 

AW59305O AA90991 5 AA9061 31 

AA906366 AI910938 AA938956 

AW370882 AA907048 AA910431 

AI799488 D61945 AA909069 D79285 D79629 

AA909538A1147364AI142372 

AW51 1090 AJ698754 AA909924 

AW1 96772 AW340608 AA909939 AW444669 A1936616 A1208871 
AI733108AA910921 AI791603 
T99289 AA916698 

412 



WO 03/042661 



PCT/US02/36810 



441107 
441115 
441143 
441191 
441201 
441216 
441218 
441227 
441233 
441247 
441274 
441358 
441396 
441398 
441416 
441445 
441453 
441519 
441605 
441609 
441627 
441638 
441640 
441675 
441676 
441700 



441802 
441811 
441817 

441874 
441884 
441969 
442006 
442078 
442137 
442264 
442278 
442312 
442353 



442360 
442377 
442430 
442459 
442479 
442617 
442690 
442704 
442710 
442717 



442726 
442757 
442772 
442783 
442789 
442849 
442879 



442901 
442927 
443054 



509652 1 

509816 1 

510608J 

511796 1 

512170.1 

512508J 

512531 1 

512660.1 

512775J 

513160.1 

513708.1 

515466 1 

516356.1 

516366.1 

516661 1 

517339 1 

517467.1 

518936 1 

521245.1 

521332.1 

521970 1 

522131.1 

522148.1 

523040.1 

52305.1 

52349.1 



526422J 
526641J 
52669.2 

527877 1 
528091.1 
529902.1 
530581.1 
532175 1 
533597J 
537153 1 
537543.1 
538387.1 
53973.3 



i3.1 
540653.1 
542268.1 
543175.1 
543556.1 
547171J 
54891 1J 
549542.1 
549696.1 
54984.1 



550048.2 
550839.1 
551188J 
551467 1 
551579.1 
552953J 
5535.1 



554142.1 
554754.1 
5582.3 



443162 5613.1 



443169 
443185 



443212 
443245- 



56164Z.1 
5621.1 

56298.2 
56370.2 



AA917075 BE550501 A1352656 

R6991 0 R70B59 W37379 AW594566 AI79741 0 A1962344 AI655722 AL041380 

AI027604 AI377787 N95552 BE326812 AA918459 

A1693930 AA922245 AI209140 AJ240647 AI240037 

AW118822 A1572563 AA922703 A1304670 AW027079 W32420 AI861802 

BE299830 BE326294 AA923118AI914145 AA935529F19112 

BE327551 BE467043 AI914338 AA923146 AI702963 

AW295407 AA978280 AI356225 AJ356223 AI934375 AW591616 AA923305 AW591522 A1818014 AJ80950B 

AA972955 A1685347 AA923445 

AW118681 AA926689AA970358 N47565 N47576 

AW593781 AI652488 BE55Q283 

AW173212 AA983948 AI080705 AA931334 

AW293677 AI694402 AW470554 AI912235 BE502721 AI457491 AA932388 AW341805 

AA932398 BE051 1 85 BE061 182 BE061 1 83 

AI990139 BE463783 AI633376 A1950180 AI365307 AI202877 AA932762 

AI221959 AW050689 AA934051 

AW176106 BE090052 AW900530 AA934424 

AA972740 AA936360 AI21 8569 

AA984647 AI733398 AA959514 AA946664 AI733260 A1791810 AI793284 

AA946764A1733357AI791693 

AA947552 AI039639 AW129567 W70242 

AW293202 AW003993 AW593790 BE501 226 AI968324 A1825626 AIS37708 AA947748 
AI733345 AI733846 AI214791 AA947765 AI792668 AI791681 

AI914329A1992361 BE502899 D25933AI760161 BE219948 W35402 AA952962AM76738 A1681485 
BE564206 AJ445657 AI822078 W05423 AA342991 AI822134 AW195490 N70553 AA714919 N99767 

AA233556 AA326421 AW962211 AW298715BE564252AA287248AA504105AW969009AA831589 AW021233AI926966 AA845327 AI638536 
AI807521 A1378892 AI393737 BE350S96 AW076057 AI425017 AA029853 AW291206 AA496993 N40998 AI560716 AA976890 AI927916 AI251923 
T19728 AI076039 M001568 AW772170 AA828483 AA748527 AA678626 Al 276340 AA830226 AI424779 BE327768 AA806319 
AA968636 8E326305 AI703164 
AI073548 AA992962 AI809805 AA968945 

AW969706 AA456258 AA491881 BE501639 D62113 AW969710 Al 591236 AI379869 AW968997 AA040053 AI807206 AW663917 AA454645 

AA489238 BE241958 AA743491 

AA970389 AI024294 BE550476 

AW172630 AW510707 AA970664 

AI733386 AI733449 AA972780 AA988876 AI791748 AI791798 

AW9751 83 AI365103 AI301787 A1699495 AA9735B3 

AW268583AW564901 AA975481 

AA977235 AI73321 1 A1793144 

AI278777 A1820598 AA988103 

AI733477 8E550823 AI820652 AA995972 AA988595 AI791878 AI792046 
A1820617 AA991149 AI792013 

BE379S94AI192455AL039862AT744012AI761735AW243181 A1743687AI928223AI423022AI627855AI536059AI651571 AW802044 AI826995 
AI431733 AI539125 AA863056 AW270910 AI768930 AW008835 AW615183 AW591147 AI695294 AI672106 AA506358 A1308QS0 AA011556 
AA982437 AJ935488 BE219625 AI004356 AW151394 AI21B466 N66178 A1419784 AW242519 AW946907 D60374 AA989263 AI698799 AA470460 
AIB24167 

" AI374621 AI949385 AW005031 R70012 R70057 AA993031 
AA993807 T77400 F13359 R21559 
R89164 H77767AA995737 
AI254628 AF017648 AI872732 
AF069484 AF069485 AF069486 
AW340093 AI733574 AI004175 AI7921 75 
AI014727 AI694063 AI434799 AW611629 
A1015463 A1239705 AJ023561 

AI015631 A1971547AW027492AW450071 BE501147A1637836 R42871 R37086 AIS68981 A1949558A1634411 A1656975 

R88362 AA352467 AA322363 N84512 N56275T65643 R20865 F06960 Z43996 F11883 H08487 R14O90 BE548683 W25130 T75336 F13074 

BE093651 BE567745 BE567025 AI240085 AI819379 AA843681 AW973427A1Q24131 N75689 N77138 AA521252 BES52422 A3609112 AA805736 

AA805768 N93288 N35117 R42045 H08766 AI383445 F09530 AA570560 F 1 0668 T 16757 AI205823 N59330 A1862990T65572 AW118458 Z40051 

F03229 T1 6472 N66503 R39961 

AW136086AW207524A1016019W93091 R01213 

AI739528 AW451488 R63510 AI338940 W72910 AI016891 AI147482 R62633 H87957 R78135 

AW503680AI017286 

AI017S86AI375709AI805833 

AW904361 A1017707 AJ733633 AI792353 AW889402 AW3B3190 AW383198 AW383220 AW383258 AW3B31 35 
R10099AJ022302 

AF032922NM 007269 063506 AV661 505 N875B4AI3839S0AA1 66699 R611 38 F071 37 R1 3734 AA1 7351 5 AA344140AW965096 T24862 
AW630812 BE009339 AA207077 AI760059 BE003841 A1669581 C03115 AW517672 A1598267 AW769244 BE003851 BE464825 AW081457 
BE003849 BE003850 AKK31901 AA873292 AW090551 Al 5601 58 BE048958 AW074547 AI635695 AW001685 T48216 AW627572 AI985385 
AI598106 AA83187B AA598778 A1356988 A1888542 AA173425 AI695353 AA669965 AI933914 R2077O BE349623 Z40240 R61856 H21607 
AI023554 HS5786 R00075 AI263356 K65785 R00388 
AI024347AI191965AI191954AU19005 

AI745185 AI080391 N36089AA708798 AW081855N24539 N25254 AI453014AA757558AW1 17329 AI224863AW1 29441 AJ911652 A1590105 
AA948114 AI346143 AI281049 AJ381643 A1264814 AI521478 

T49951 AA025326 K04839 AA393303 R63101 W57657 W25628 AI961431 R71165 N39940 H01548 H01759 AA641624 AI634930 AA595296 
AVV994770AW994747BE047247V^159AA858133AI701944AVV386273AA676625 R24676 R79410AA9228S3AI151319 H01013AA024482 
W02674 H01 456 AI150858 AW135972 AW631 167 AI270332 H04750 T49622 AA004543 R63061 AI093066 A1247539 H01 225 H03388 AW472933 
AA382448 A1219287 N27194 AW389613 AA649738 AW994764 AW389614 R25176 AA897262 R71626 AA909471 R71240 AW811917 R76109 
A1202312 AI866010 R76162 AL11753B R79411 T5B656 AW994674 
At0386B7A1056040A!277376 

NIVL006134 AF045606 W24960 A1277739 BE256559 BE259499 AW937970 W69668 AF086280 AW937958 BE221676 AI498344 N95717 W69669 
A1521497AA700519BE142872W06899 

AW26951 5 Al 18901 1 A1076872 AI866729 AI499523 D62701 D62523 RS0930 AA4 50334 AW518379 AA621 080 CO 1621 

T75157 D80121 N98792 AW079529AW243564AA91 7457 N665B9 A1805853 AK98508 AI364248 AF281 037 U54720 N98659 W56141 D81911 

F13480 

413 



WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



443271 
443283 
443305 
443363 
443367 



443372 

443394 
443458 
443475 
443482 
443486 



443526 
443555 



443556 



443814 



443657 
443582 
443718 
443748 
443764 
443773 
443777 
443921 
443931 
444009 
444050 
444087 
444097 
444098 
444106 
444109 
44412S 
444140 
444148 
444187 
444206 
444217 
444230 
444313 
444338 
444414 
444453 
444459 
444493 
444498 
444517 
444575 
444584 
444585 

444711 
444715 
444750 
444771 

444827 



444870 
444905 
444922 
444931 



444955 
444963 
444992 



55450.1 
564921-1 
565652J 
567585,1 
567595 1 



567646J 

567995 1 
569736 1 
570368 1 
570595.1 
5707J 



572763J 
57342J 



57345.1 



4435B4 57444.1 



57545.1 



576685.1 
577184.1 
578436 1 
579192.1 
579650.1 
57996.1 
58009.1 
584994.1 
585184.1 
588627.1 
i 1 
J 

59198B 1 
59198.1 
592164J 
"""I 1 
_1 
59308.1 
593201.1 
i_1 
I 1 
59708J 
597450 1 
600664.-1 
601755 1 
60544S.1 
607269J 
607543 1 
608458.1 
60871 1_1 
609298.1 
611385J 
611496 1 
611509J 

616797.1 
61692J 
618593.1 
6193.1 

62213J 

622824.1 

623844.1 

624840 1 

625418.1 

62567J 



626107.1 
626212J 
627145.1 



BE558568 AJ 760908 AA934755 AI654187 AI984325 AW303997 AW085168 A1823317 
BE588610 

AI050693 N75861 N22065 

AJ792629 AI335223 A1792549 BE139219 AI252829 AJ254595 AW302734 BE138428 AI053810 AI053473 

AW071349AI792491 AI792441 AI275251 AI271041 AI289554 AJ307043AI340919AI305954 AI492706AI341041 A1313310AI308281 AI733965 
A1308430 AI305589 Al 270815 A1305846 AI309341 AI275254 A1309794 AI306757 AI312359 AI340760 AI432284 AI306045 A1334694 AI492798 
AI308597 AI308410 AI349657 A161 1456 AI349920 AI054382 At053506 BE043384 BH0431 50 AI57Q494 AL046013 

AI792557AI792476AI348915AW271932AI335391 AI31 1 278 A1K4532 AI254565 A1377181 AI377169 BE1391 12 BE138474 AI378703AI349125 
BE139422A1144072AI054039AI053629BE139209AI345509 

AI055865 A1188B19 AW999478 AW606195 AW382854 AW382862 AW382830 AW382806 AW606193 AW382764 BE153528 AW292813 R97578 
R05385AI061251 

AI06647O AI889955 AW770868 W46957 AI913228 C01 207 
AW188093AW188180AI066737 

NM.003428 M27878 AA353240 X60156 AW389350 T28241 AW949471 BE1 54245 AW9939 1 2 AW797295 AA09 1 326 AA64869 1 AW797309 
AL041644 AI652238 AW594530 AI972064 Al 125934 AI373883 AA403146 AW771804 AA587259 AA401082 AW 152027 AW952639 AA532B89 
AA572909 AA528434 T0491 8 TB3O02 AI625085 AI81 7337 
AW792804 AW792795 AW792796 AI07591 1 

N7171 0 AA2591 58 AA449636 AI817388 AI263621 AA64B782 A101 7500 AI453043 A1830660 D62609 A163131 1 AA904879 AW61 2058 AW294250 
A1015722AI453475 R39884AW188277 AI264031 H07929 A1300234 AW516556 AI424714 AA172012 AA013250AW439941 AW189712 AW028517 
AA172063 

AA256769 AA345353 AW963237 AA210810 AV645652 AV645913 AV645970 W90355 AA449283 AI934339 BE048840 AI832091 AI627802 
A1634661 A1522317 AW451433AI633181 AW029157 AW300163AW772209 AI1 41749 AW300172AI000130AW237845A1350320 A1802086 
BE219105 AI299838 AA935949 AW967952 AA704553 N54296 At206526 AI201757 A1033764 W90356 AA037807 AW134960 H97986 AAB30516 
AA535540 N20010 AA262693 Al 927096 AA703604 AA009872 Z26980 AA210691 AA999675 AA999660 AA449228 BE439590 
AI807036 AI589217 AA8841 1 9 AA650257 AI125304 H03099 A1953750 AI339433 BE245994 AA907844 AW608751 AW608742 AW608749 
AA7381 71 AW875727 AW937979 AW875884 AW608782 AW608744 AW373413 AW373402 AW875793 AW875808 AW875880 AW875789 
AW87581 1 AW875720 AW875797 AW875809 AW608794 AW373406 AW37341 1 AW608813 BE219881 AW608796 BE503047 AW875885 
AW875883 AV645774 AW608793 

AV655386 T53934 K65614 N91293 K60133 H61872 AI057008 H60652 N91067 N54429 N68450 H89498 N73582 T53810 H55898 H60134 H64326 
T9081B H59838H54060T68461 AA342972 AI651926AW241535 H65615 N53663 N74009AV552052 AV651432AV661013AV661021 AV660949 
AV660972 AV645892 AV652930 AV655585 
R14973R14967AI081006 

A1383061 AI921238 N51392 AI333936 A1458514 AW195151 AI277672 AI081587 AI351334 
AI083580 AW025217 A1949865 AI828836 
AW206447 A1248530 AI084433 AI4QQ976 R1 6553 
F23283AI084941 F35774 

AV646452 AV646460 AV646805 AV64681 5 AV646479 AV652020 

AV646510 AV64681 6 AV646779 AV646466 AI6981 80 AT7O0981 

AKB1310 A1435135 AJ742662 

H23213 R44634 R44521 AI091520 Z38545 

AI380792 D20062 AI095370 AW073511 AI914042 AW190876 A1858380 

AW138295 Al 356654 AI097659 

AV647899 AV649427 AV649454 

AW517412AI123734A1373818 

AV647969AV647970AV647936AV647971 AV649444 

A1123922 AI123933 AW603804 

AI124553 A11 24570 AI742533 AI820068 AW503547 AW9031 20 AW500995 AL134993 AW895969 

AI124882N67984 R68189 

AV648089 AV648224 AV648066 

AW003204 AJ1255S6 AW183056 AW468834 

AW138466 A1272647 D61994 BE551020 AI306142 AI127700 AW341329 

AW301O17AW071152A1698742AI129324 

AV648751 AV648948 AV648755AV648579AV649100 AV648717 

H95537 AI252847 AI130943 H95525 

AI140494 

AI937026 AI141771 R87302 BE048158 
AW293214 AI147743 AW026298 AI939329 Al 1601 01 
AW379394AI149818R57034 
AI680624 AW268824 AI203891 AI150108 
R59410 BE144663 AI151 123 BE502907 

AI151413 H28792 R45290 AI472924 AW070437 Z38752 AW593412 A1651293 
AJ939339 AW05101 6 Al 160276 

AI264d47 R43910 AW614197 AI863821 AW467620 AI695292 AI672346 A1302090 K81071 AI61 1641 AW166600 Al 1 68293 AI31 3201 R43835 
AI168422 D80113TS9Q74 

AW170015 R33479 R67878 AI435489 AI168436 R69800 D51015 F08994 F08984 T16467 AI283968 BE502245 A1917105 R69799 R81389 AI660093 
R81390 

A1188739A1199794A1868790 

AV650947 AV651 027 AV651 733 

AW2426B4 AI190795 AW058471 AW612358 BE156035 

AB023201 AW862491 F12415 Z42675 T74277 T68970 R12972 R56199 H14683 AW898750 AI686422 H08935 R60625 R56087 AW134976 

BE042973 AI802074 AI458698 AW629209 AW 104866 AA336335 AW151449 

R09764AV651942AV551629 

AW451 176 BE551 388 AI701475 AI680942 A1199433 A163191 8 AI950349 
A1200621 AI439729AW304871 N59474 
AW135863 AW006409 AI800007 AJ201724 

AJ921 750 AI674408 AI568798 A! 5861 14 AI61 2728 AI7441 16 BE326883 AI949058 A1499386 AI825947 AI678940 AW238450 AI2O2380 AW151 821 
AV65206S AA459880 T58512 T58561 AJ651255N49838 H87921 AW264447 AA428067 AA364094 AW955685 062894 AW341452 AA243652 
AI984618 A1816803 AI871252 AI376942 AI740496 AA452836 M277917 A1149141 AA456147 Af784566 A1003975 AI245674 AI433703 A1200208 
A12689S5 AI382921 AI201 946 AW304852 AW262780 Al 168633 AM68793 Al 6591 25 AA813519 H88317 AW74943 AI382763 AI758206 AI932757 
AWS55686 

AW002844 AI203158 Al 655366 
AI916973A1203269BE045921 

R37658 R44530 N63005 R20634 N34919 AW592216 A1204348 



414 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



445020 
445038 
445049 
445061 
445073 
445117 
445189 
445205 



445225 
445233 
445260 
445292 

.445409 
445432 
445510 
445564 



445568 



445621 
445635 
445660 
445688 
445711 
445748 
445829 
445898 

445900 
445908 
445944 
446092 
446131 

446139 
446190 
446209 
446242 
446252 
446296 

446302 
446364 



446393 
446399 
446419 



446466 
446534 
446554 



446577 



627991.1 
628439 1 
62852J 
628730 1 
629058 1 
630674J 
63228^1 
6326J 



633141J 
63345.1 
634439.1 
63525.2 

638501.1 
63943.1 
64184J 
6435.1 



6436.2 



445611 645146.1 



645366.1 
645884 1 
646976J 
647796.1 . 
648344.1 
6497.1 
651854.1 
6537J 

6538.1 
6541.1 
6562.1 



662.1 

663406.1 
665642J 
666485.1 
668327.1 
668725.1 
67012J 

670794.1 
6746.1 



675614.1 
675819.1 
676429.1 
67735.1 



677_1 

681557.1 

68222J 



AI205655AI393391 AI799118 

AI535444 AW137083 AI653055 AI206167 AI206286 AI825389 
AV652718AV652415 

AI253094 AI480138 AW000921 AI793239 At820804AI206494A1793O63 AI792470 
AW291389 Al 990406 AW0O2552 AI206867 AW196388 
AI208754 AW664978 AW087492 
AI936450 AW592148 A1476512 A1215572 

D83776 T76934 F13102 AW38150D R6051 1 AA304813 AW966698 AW992279 AW793045 AW605075 H1601 1 AW992123 R76348 BE 151 815 
W94996 AA417845 AI049962AL045167 AI022987 AA091051 AW949893 N98228AI076173A1B90948 N47857 AI613421 R40333W93381 R60512 
AW196B66 AW272150 R38071 AI678426 F10702 H15905 AA295543 AI689356 AL1 35488 AA894676 AA248920 AA449736 AI721205 R54137 
AA428502 AA448593 AC85385 AW075724 R57655 
AI21 6555 AI697562 A1640297 
AV653034 AW875428 AW875755 
AI218133 BE156262 BE156252 

AV653264 BE065084 T75514T75544 N98629 AA778205 A! 1 92865 T75480 W80381 AA6B2546 AA721 1 00 AA503048 AA702885 AA649271 

AA715054AW149852 

A1949091 A1222675 AI630856 AL121471 

AV653771 BE089370 

AA946676 AA290717 AV654067 

AB028957 AL120D01 AI267678 H10928 R19844 AW970334 AA393182 F05472 F1171 1 H09908 N50250 AI81541 1 BE463679 061468 AW970253 
D60889 C15548 D61011 D60867 AI815795 AA534831 D81386 AW235039 AI38215B D81 174 AA416899 AA852310 H09789 H10929 H09813 F09369 
R44721 D51515 Z38456 R14004 T66255 F12148 F12139 AW351702 MB5350 AI018713 AW972450 AW972645 AA514964 T66172 F09785 F09776 
AA436608 T05327 T071 18 AA339352 

H00918 AA165336 H15885 AI149852 AI809562 A1365149 AI6548Z7 AW590162 T78758 R18887 H52748 H04859 Z44077 AI927768 A1927758 
AJ927757 AA985170 AW958395 Z43289 D81295 AA985065 AA379840 AA305419 D81446 AW299583 R68307 AA017267 AA021586 AA058844 
AA01 1038 AA059216 H86492 AA059157 R62754 N99176 H85604 AA059215 AA020967 Al 580948 AA348267 AW961 810 D60322 AA017348 
AA01 1 1 60 AI241937 AI3831 12 AW304135 H461 07 D62629 D60323 H91991 A1453702 A1362528 R68272 T32807 AI1 93962 AI359235 AA746048 
H0091 9 AI357382 T16370 AA909430 AI421 572 AA927292 AW298053 AI355324 M634475 AW207262 AW341 104 R37302 H04764 AI797740 
AA905264AW593464AW593449 AA904547AW593480AW593404 FQ3272 AI423550 AI365991 H01477 

AA983881 AA969956 AA318875 

AW41 8497 AW451 1 1 8 AW235854 AI758099 AW237486 AW269306 AW242392 AW771464 A1262860 AI766090 AI700851 AI733790 AI792591 
AI334976 AI307B16 AW301240 AI632694 AI244992 
AI733818AI261811 AI245236 AI792639 

AI769774 AW295005 AI766749 AW467103 AW299705 AI991407 AW195031 AI245830 

AI702668 AI247286 BE220208 

AI248205 W86789 A1810489 A1474340 

T79511AI248791T79696 

U80766 R45988 H17929 R44810 T89020 F101 12 

AM52457 H95358 AI824534 AI55371 2 H56682 AI535846 A1261 464 AI733816 

AF070623T80072 H08917 R35413 H14948 T80074 C15452 081744 F05382 F05380 Z45148 R182B5 A1634532 BE549752 AW299752 AW090717 
A1693471 H08831 BE217766 A1373383 AW137702 AI241 235 R4921 0 R38766 AA757779 R38765 AI498410 AI693124 AI648374 R14143 
AF070526 T80099 AA366440 AA781 163 R3877B AA317424 AW241963 AA535053 AI224878 AW470500 AI806061 AA678084 AI681339 
R13580 AF070565 F1 1 193 Z44446 

H0S336 T81273 AF131788 T80341 H06284 R39038 R38884 T20284 
N33522AI334417AI274841 

NM_000929 U03090Al7l»153AVra00253BE2^^ A1418243 AI583184 AI769155 AI768971 AW972975 

AW00881 5 AA973633 A1420O62 AA526578 
H77395 Al 276821 A1474228 Z33529 
AIZ792S9AW470350A1525788 

AI375025 AJ280244AM70350 AW451031 AI342721 BE140840 

N66336 Al 520431 AI308131 T23975 AW051560 AI298542 AI282592 A1334623 A1693443 AW470508 
AI283125AI291693BE0072B3 

AA985662 N53352 AW371974 AW352930 BE550916 BE172700 AI888088 AW772273 AA401940 AA345071 AW965161 AW965162 AI935241 
AW074281 AA664156 AA767729 AA402095 AI700767 AW269601 AA054585 
AI285848 AW274006 A1285847 

AB006624 H98087 H89823 W01 922 AW846344 AW375619 AW376590 A1656446 AW846513 AW846423 AWB46520 AI954621 AW846509 
AW846522 AW20521 5 AW205991 AI361588 AW193731 AA588837 AI631442 AW291638 AI097266 AW408128 AA731997 AA1 95898 AA361 560 
BE61342S AA355579 AA424375 R57186 AA694138 H55853 AW403691 AJ174809 AAB30414 AA830494 AW275865 AW581715 BE179839 
AV652842 BE179852 AW373702 BE179934 BE613295 AW968230 T97115 AA258096 H91376 H80498 T81399 AJ243225 BE464009 AI692806 
AI042049 BE046527 AI209000 AI188514 AI332988 AI375388 BE550546 AI635540 AI628832 A1683656 AI174519 AI1 90387 AA773300 AW514965 
AA625929 AI554280 AI283324A1611631 AI690648 T97001 AI991403 A16891 80 AA760975 AA766792AI440077 All 49764 Al 184358 AA424524 
AI039536 Al 141 238 H81416 T81400 AW196876 A1214990 AW1 97049 AW965952 R98300 AW500884 BE147950 AW362044 AA534307 AA380314 
AA374807 R06924 

AW014174 AW996328 AI298175 T56840 
AI298405A1457191 AI632887 
AW576760 AW139364 AI300481 A1299104 

AI743737 R31 923 AA376806 AW956333 AA767582 AA909031 AI382417 AA133971 AA039504 BE018194 H38741 AA012970 N47175 H04876 
H03130 AA278514 AW390676 R5B333 R64513 AV658563 AV658433 AV658481 AA330472 D63085 R31 059 D79916 AA737386 AW886856 
AA328687 AW961394 AW958084 AA479989 R32975 AI336848 D62895 AA291184 AA258032 BE301671 AW515258 D62877 BE218993 AA130246 
AW103896 AA039505 AW627998 AA781243 AA826100 H03942 AA344705 AW9651 30 AA708612 H04778 R65604 R32976 H38659 A1524495 
AI472676 

H38026 AA019124 AA053939 H86599 NM.004312 AF033105 S66793 AF076512 U03626 W28132 W27277 W26431 AA047869 H86518 AA019125 
AJ307356 AI796352 AW469968 AI767356 AI762913 

M151730W05526 D79797 AA449561 AW000891 AI640553 AI631971 A1565810AW025213AA640299 AI859413A1631750AI631793 AI964068 
AI420725 AI202187 AW3001 34 BE223003 Ai 889621 AI421550 AM92458 AW150347 AA1 51649 AA317639 AI830656 AW5803O7 AI674988 
AW769971 AA478767 AA449304 AA9351 84 AA5261 57 AJ631 123 AW067870 AI051 366 AI149797 AA393994 H03631 N70512 AW444608 AA644080 
W16856 R59093 BE092770 BE092737 AI339649 BE463403 A1376380 AI361088 R37847 AW079869 AI473395 AIB25269 AI337196 AW242952 
AI473262 AI538140 AI767203 AI522180 AC73120 AA643644 AI825749 AI262640 AI796453 AA558703 AJ01 6170 AI799347 AA995841 AW957089 
AB040933 AL1 57471 BE314014 AA336933 AA359899 AA308673 AW954717 H73422 R14543 Z43766 R19232 AA095202 AA092058 R1 9840 
AA359596 W07843 T91632 AA348901 T84Q20 AW959971 T83590 R16418 BE222080 BE327450 A1695033 BE327709 AW513489 AI871647 
AI871754 BE503552 AW770483 AI299106 BE327132 AI681772 AA887502 BE218416 A1888794 AI697703 N24730 BE327038 A10O1790 TB4021 
AW291103AW299281 N81015A1299101 R41204AI358195AI683984AI300987AW903O49AVV892410AI220^ 
AA626318 T91591 N54300AW1 38974 Z39826 R12679 H74192 T92028 BE379237 AA367418 

415 



WO 03/042661 



PCTYUS02/36810 



446610 68534.1 AV659433 AV659498 AV659434 AA292418 

446619 685_1 AU076543 AA594604 AA346866 R181 97 AA345192 AA337773 AA089791 R84435 AA337838 AW392167 AA075190 D55416 AW150360 AW366257 

AA579816H93048AW385689AW385697AI186216AW581197A^ 
- AI798331 AW385635 AW581221 TS6347 HB7989 AA36951 1 AA075191 R80742 AA366406 W92752 H45586 AI864016 AWB88497 BE004992 

5 AJ3841 10 A1624256 AI627593 W92728 A1682719 AA94B208 AA171734 N40517 J04765 AA379957 AA362403 NMJXJ0582 AF052124 M300290 

AA333447 AA343721 AW889543 BE566767 R76601 R 18015 AA100531 AA489963 AA101296 AA363513 AA344088 AA336750 T77505 D56440 
ALII 0351 All 10331 F12195 R20175 AA335664 H17766 AA36353B AA363590 028760 AW578517 AA363531 AI814667 AA846899 AA366253 
AW951285AA297992AA327756AW361609AW815455AW8^ 

, „ AW378222 AW362610 BE566022 AW021023 C17352 D58435 AA345409 AI623991 AW020967 AI924770 AI799443 AW946393 AA991239 AI571617 

1 0 AI935181 AI923999 A1826895 A1860319 AW189873 AW270353 AW023584 AI813811 R99929 AW339056 AA913152 A1536352 AI829394 AW151077 

AW192580 AI570119 AI086391 AW021764 AW519154 A1375193 AW2S8678 BE465690 AW0 19983 AW268654 A1573138 AI141809 AI954553 
AI559242AA568945AAB86417AW338527 AI535881 BE465666 AI921239AA968537AI956027 AA911981 AI827661 AW511046BE619780 
AI922227A]B11870AW190131AW129220AV\fc12906A)290757AM^ BE349419A11 25375 HB8773 AI241758AW2751 57 

AI337848 AI613425 AI631387 AA922631 AJ273483 A1982898 AW1 68957 AI446481 BE501 588 BE048264 A1499922 AW02381 2 BE220523 

1 5 AW973846BE349276 AI141091 M976060 AW973845AA101 270 AI582472 AW613675A1 139360 AJ282627 AI276044 N22345AI261875 AA634136 

AI824468 AW887693 N271 07 R21504 AI042223 N22057 AW196871 AI581019 BE004973 AA252035 N22087 AA570717 H1 1250 AI804026 
AA3S8098 AA021512 H08842 N26275AA176358 AI758758AA570371 AA232574BE221177 AW190221 AW471386 M78225 AI422140 AI624521 
AA719775 AA300291 AA568657 A1871430 BE465630 N71 862 T72587 W92721 H8B774 D54383 AW103693 AW089986 Al 382689 R42363 R44962 
T98770 AA357374 AW022074 AI356207 T29241 AW089431 AI933875 N66267 N67352 AA121786 AA363910 F09824 T95618 N 56888 R80550 

20 AI280667AW196719R59299AW021049 H73469AI954311 BE439454 AW079450AW973B50 AA348338 AW896006 AW26B145AA853631 H17650 

R39537 N66873 N67240 H06298 AI784199 R44260 AA9041 18 AA91 1756 F04544 AA807809 AA665210 AI696448 T29719 AA837240 T64844 
. K08926 

446645 687609J A1336596 AI33431 9 AW747993 
446672 688977J T05514 AI336159 
25 446818 694276.1 AI34265BAJ807327BE348803BE219619 
446845 695066.1 A1343645 AI343650 A1343800 
446847 69513 1 T51454N50080AA321803AW964603 H64365 

446854 69546 1 BE268103BE396714BE409435AA248443AV660638AW407539AW207116AW13&^ 

446861 69583.1 Aira6519BE464779AW296343BE550149AW4704WM129660T78937AA342648 N71662 H82 R85409 AA962323 

3 0 A1680732 AA889147 AA932629 AW103527 

44686B 69627.1 AV660737 R52250 AI886394 W07772 AI082824 W86073 AI816793 R44763 AA633473 A1191256 
446895 69756.1 AA1 66655 AV661 067 AV660890 
446901 697809.1 AI347274AW844024 
447033 704603 1 A135741 2 AI870708AI 590539 W07459 
35 447039 70488.1 AV661798BE1 53774 BE153706BE153713BE153531 BE153473BE153944 

447044 7050J AF030107 T94013 H70046 AW662859 AW515010 AI699379 AW054946 AW664784 H70047 T93335 AA728997 AI86271 1 

447046 7051 1 AA326187AW949417NM_005282 U21051 U21051 L36148 AI71909B A1633710T94021 AI697516 AW20S897 A1801140 T93343 AI492409 

4471 24 7091.1 AW976438 AF227899 AL079586 AW242991 AA296993 AF083249 AA743290 AA082927 H38607 AA046204 AI458928 AA81 0515 AJ985329 

AW450239AA279595 A1632699 AI091B06 BE221365 AI130893AA082926 A1017851 AI474175 AA569471 AA169631 AA248905 AL133594 H08612 
40 AA247824 AA39901 6 AI268687 AA479433 BE467082 AA961 159 AW890022 AW89001 5 AW899450 AW890140 AW890016 A1655542 A1656530 

A1284462 AW59C370 T61 838 AA478729 AA047401 N53320 AA834839 AW264473 AW007865 AA249450 AA1 67427 AI365221 AI701000 A1680921 
AA385375 AW9541 19 AI860823 C75362 AI492007 AI539819 AW014989 AW628976 AI473662 AW276150 AA047467 N67246 H0861 3 AI559629 
AJ81 1077 AI039475 AI431 949 AA907555 AI915180 AW148492 AI242862 AI365222 BE01 8520 AA41 2178 BE3021 1 9 A1823337 AA905198 N83376 
AI382420 AA776507T94766 W67770 AW369401 AA262427 W84559 AW968527 R20183 AA485189 F06553 BE080982 AW9S5604 BE080349 
45 BE080826 BE080978 AA1 67428 BE0B0830 AW995687 AA171673 AW995686 

AA910353 A1089634 AA316590 W56516 AI338584 W56797 AA902524 AI45S315 AI860006 AA643053 AJ00071 1 AI862467 AA429085 A1300871 
AAS33432 AA828052 AA501944 AW630767 AA522925 AW1 76534 AI767351 AA829558 AA492053 AA988763 F21431 AA1 01077 AA844646 
AW176535 A1000007 AA508501 AI658725 BE1 63335 AA994678 A1804697 AI804676 AA083680 AA111865 F33483 AA746183 AI245774 AA082817 
AI719565 AW059595 AI71B054 AA308466 F24069 AW176539 F32174 AW751579 F20193 Z24864 AA307876 F24671 T32188 AW795069 
AW795071 T35821 F35579 BE254660 

AA805202 AA630626 AI795571 AW290987 A187259S D60670 BE614381 D61719 062994 D62993 AI559539 AW059714 D60671 D60264 
AW015633 AI689755 A1365278 
Al 934935 A! 83 1720 A1823793 AI810582 AI371407 AI867956 
AW76732A1560210BE049559AW118381 AJ859875 A1371924 

U92981 AA962261 AJ692733 AI950941 T989Q2 N41884 R06378 H57717T97514 AI912004 AI093572 AA478649 W038O4 H57718 AA236955 
AI335952 AA872396 AA599748 A1126672 AA700030 797515 AW1 29466 AA479190 AA665547 A1265875 N30635 R06377 T84518 AA235940 
AA256641 AA456403 AA454952 BE617735 AW379216 AW770637 AI8321 18 AW029247 AI355161 AA454953 AA41 1021 AI086906 A108O71 4 
AW01 6448 AJ869615 AW002605 AA455934 A1968677 A1991 61 1 AI082287 A1890169 AI637681 AA256642 AA596036 
AI376660 AW303974 AW469703 
AI470235 AW207797 AI378278 

AW608645 AW608668 A! 38001 7 AW608671 AW608648 AW502702 AW608637 AW608660 

ALD49266 H70498 BE326381 A1304487 AI534058 Al 184322 AA588474 AKJ18553 W87710 AW592552 H57340 N58055 AI889948 T99770 
AW192063 AW152112 AI383250 
AI394125 AI391551 AW382947 
AUM1057 AI400688 AW503344 AL048930 
A1400762 N33555H96299 
Al 640326 AW044051 AI470998 AI401392 
AI417187AW572788 
AM22023AI624442 N47903 
A1424223BE379336 

NM.007233 AB007455 AA309750 AA336123 BE393755 R70282 R06495 AA374963AI745222AJ819254 N33523 AI633581 AA447887 N41502 
AI129548 H48902 AI092418 AI742848 AA573255 AA960987 AI339023 AJ742695 AA715097 AI677925 A1004602 AA970396 R06442 A1151125 
AW016754 AA2830S5 Al 266092 N47733 

AW150804 AW068102 AW503854 BE076470 AW340193 AA486291 AA304448 AW958058 AI018381 A1379897 AA758784 AA905905 AI22222B 
AI5381 47 AW130519 AW469126 AI434092 

AL047611 AA598728 AW294041 AI051281 A1421356 A1823496 AW302591 AW084713 AJ760318 AB14147 AC68728 AW970867 AA976025 H15401 
AW204021 N22479 AI275764 AI690O77 AA989488 A1149445 D2O906 AI813906 AW517681 A1587179 AW675540 AJ962562 A1096973 AI984566 
AI690056 A1061 100 AI689933 AI281 155 N29486 BE328626 AA232274 AA557B14 BE 302 169 AI282478 AW674031 AA492145 AW672954 AA252923 
BE538090 AA034987 

AL137275 AW968082 AW968084 AA256141 AA249820 AB015331 N29303 H53472 W89179 AJ800989 N20237 AA004987 M87513 H96441 
AA625489 N31067 AW070638 AI827515 A1521072 N21661 M741280 AW976755 W8B781 AA732045 H53847 AW504018 AI939552 AW873257 
AD69612AI083817 

447998 746280J AI768289AW087757 R68571 AI457686 AI760288 R66092 R81827 

416 





447147 


70999.2 


50 








447153 


71004J 




447179 


710944J 




447278 


715532.1 


55 


447290 


715902J 


447313 


7169J 




447343 


71 804 J 


60 


447375 


719404J 


447410 


720874.1 




447453 


722446.1 




447505 


7243J 




447530 


725192.1 


65 


447552 


726072.1 


447613 


729170.1 




447617 


729232J 




447624 


729790 1 




447640 


730410 1 


70 


447748 


734749.1 


447777 


736695.1 




447816 


7382J 


75 


447842 


73945.1 


447849 


739671J 




447863 


74006.1 


80 


447972 


7454.2 



WO 03/042661 



PCTYUS02/36810 



5 

10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



448045 



448057 
448090 
448117 
448134 
446150 
448405 
448446 
446458 
446466 
446582 
448587 
448700 

448756 
448776 



448828 
448835 



448844 
448870 



446912 



449011 
449015 

449138 
449182 
449238 
449272 
449276 
449311 
449327 
449336 
449357 
449385 
449396 
449410 
449432 
449438 
449508 



449529 
449539 
449579 



449625 

449645 
449595 
449729 
449752 
449762 
449804 
449808 
449815 
449899 
449915 
449939 
450018 

450048 
450061 



7471 1 



74765^1 
748694 1 
750395.1 
751036J 
752165 1 
761605J 
763726J 
764260.1 
764440 1 
769426J 
770043 1 
77655J 

779022J 
77 1 



783430 1 
78401.3 



784277_1 
785609.1 
786366J 
7876J 



793518J 
7936.1 

799277.1 
801104 1 
60319 1 
803998.1 
604029J 
804513 1 
B04838 1 
80495 1 
80537.1 
806123J 
806281 1 
80656 1 
806947 1 
Li 
L 1 



809101 1 
80944 1 
81032.3 
81131J 
8113.1 

811881 1 

81342L2 

B14504.1 

814565.1 

814618.1 

81573 1 

81579.1 

816054J 

81846.1 

81909^.1 

81993.1 

8227.1 

823416.1 
823653.1 



AJ297436 H02338AA158880 N32011 N32614 AA525838 AA446954 AI677792 AI139599 AW205435 M640913AI685741 AI936226 AI094278 

AA548812 AI810655 AA702913 A1017464 AA530584 AI597844 AA6621 12 H95372 AW338346 AA662078 AA543070 AI085213 AW973274 AI221540 

AI685668AW134915AI696731 R08354AI391510AJ220820 AA662861 AI623123AW006591 A1392790 AI972502 AW 139444 AI886348AIB01281 

AI583077 AI201402 AI674308 AI474807 AA888696 AI972562 NM.005672 AF043498 

R68568AI885281 AW085485AI459191 H04180R68360 

A1608821 AI467968BE08O204 

H49129AI470042N51928 N53742H50480 

A1470790R95850 R92176 

AM72167 AJ990315 R32175 

AW207634 AW191843 A1498708 

AI521251AI580515R94048 

AW614367 AW024839 BE466075 A152191 1 

A1522109 AW470702 AI830636 AI886317 

Al 538880 Al 669 928 W70342 BE467520 AW903775 

A1539552 AW576543 AI800374 N48793 AW1 95209 AI969934 A1565252 C01 574 R62583 BE46821 2 

BE6141B2 BE613935 AI823381 AI765169 C03367 C04878 C04389 C05524 AW978123 AA814608 AI934926 AI093668 AI766081 Al 952346 
AW337786 BE079720 A1805612 

A!739241 A1684958 AI568069 AW004796 AW389191 AW3B9163 

BE302464 H94814 A1989968 AA280673 AW00266S N87730 AI531632 AA781573 AKM1464 AI027389 AI0231 18 BE168062 BE168047 AW504090 
AW022662AW0034888E168420AI582633AA193403A1215921 AI298868 AI609261 AI337207 AI797444 AA0B6431 Al 1 89944 AI245672AI3348 12 
W68643 AW779167 T07006 AA887953 AA912197 BE538788 AI768027 BE219846 AI340047 AI797022 AI300016 N67169 AJ349571 AA171895 
A1683278 H95351 A1206637 AF052167 AA248646 AW406226 AA879459 AW177671 AW977719 AW1831 77 AA280002 AA909779 AW194306 
AA778243 R95929 AT2831 16 AI015707 A1277836 BE247754 AA827095 R38723 AW137651 AF2882B8 AA1 71910 AA888080 AI628970 AW974621 
AA889874 AA01 3026 AA889471 W32290 A1342569 AA722252 BE21 9330 AA890448 AA994525 AW296933 AA933950 AI056092 AW295997 
RB2043 AI695082 AI954726 AI915753 BE463602 AA782213 AI205533 AA843070 Al 00471 7 A! 378 166 AA779855 A1522078 AI338269 AWQ25708 
AI702757AI917482AI271735 M719712AI474675AI871255AW 
T80244 

AI580296AW593969 AI696051 220682 

BE277929 BE387818 M128321 BE547690A1 197957 A11 30681 AI805319 AW439254 T69668 W57896 W79850 AJ276003 AA622624 AI682257 
A1271921 AW005128 BE348974 Al 190542 AA557401 All 43567 AW274175 AI798043 AI862624 AI031827 AA635631 AA885331 AA542957 
AI086401 AA81 2275 AW303440 AJ4231 18 AI986386 Al 191353 A1858948 AA977290 BE207844 AW338627 AI360704 F25322 W7261 6 AI281 963 
AW338543 AA766569 AI6241 53 W741 80 AA595903 BE328413 W57897 AI818074 AA 126902 AW964041 AA352356 AW87401 3 AW293034 
AA335568 T6281 7 AI208462 AA48351 2 AA552610 T69596 A1955937 AI267972 AI01 4686 F29862 AA678860 AI5751 1 7 AI301770 AI927535 
AI269744 AI347307 AI246600 H0671 0 AI955174 AM^ ^ 

AA864270 AA928083 AA476849 AW263104 Z41212 AA886991 AA142963 AI358862 AA775266 AI355522 AA586508 A1568817 AI659173 AI682078 

AW615742 AA885179 AA833520 AW301552 BE042035 BE041782 BE043885 AJ306902 AI349684 

AI581 51 9 AI803868 AW864876 

BE181783 AI583921 AI583345AI609965 

BE140902AI816573AI587189 

D83781 BE004509 AA368157 AW503584 AW501094 AA206525 R18849 AW368940 BE169159 AW389586 AA129386 W68807 BE3000B6 
AW593619W68609 AI656261 A1952719N48153AI269483AW665558BE535763AW511789 AA742226 AW271391 AW795604 029578 AI934240 
AI681503 A1690203 AA133292 AM 14476 
AI655376 AW235189 AI620743 

AL038958 L08807 AA985244 D13540 L07527 X70766 L03535 AA223445 AA579707 AA096486 AW391060 AA995560 S78088 AW393812 

AA609602 AW792945 R19952 

AW294215AI657024AI631734AI825711 

AW292381 AWO02402 AI638753 AI633834 

AA428229 F26252 AA447981 AA182748 AJ403135 AAB68267 

AW137656 A1637841 A1651531 AW197348 

AW241510AW593523AI637873AW241455 

AI657014 AW594035 AI657036 AI638390 

AI638743 AI970540 AI654686 

AL119995AA018483AA001179AA001429 

AI076363 MO0 1228 AA001640 

A1650471 AW241463 AI652696 

8E169100 BE169154 A1650640 

AA001356 R85361 T97750 

AW451361 AI655628 BE465962 AI954638 AI651345 

AA927317 A1536927 AA001416 AA017466 

AK001566 AA491327 H86389 AA01 9025 AAO2O908 AA1 25749 AA1 2 1 350 R24015 N72738 N42513 AA299736 AA299645 AI307349 AW592502 
AA885018 W93896 AA515336 AW514100 H98082 AA505134 AA757040 H98076AA928062 R33304 R21201 AI609538 AA932015AA125870 
BE504827 BE044473 AA121288 N29821 AI458019 D81125 AA506104 AA918595 AA911638 AA328421 N63165 AW952423 N58B74 H97540 
A1990559 AI6536S5 BE148586 
W80363 AA00171 2 AA677809 

AW207260 AI359676 A1076043 A1359698 All 50898 AA350287 AF1 09301 T56105 AI91 8864 
C00719AA001917AA724979 

NM.014253 AF100772 BE088769 AL022718 BE161779 AW863569 BE161640 AL039060 BE168542 AW296554 AA323193 AA235370 AW779760 

N48674 AI375997 R45432 D59344 AI203107 F07491 R35360 R25094 AI913631 AI498402 T61382 AJ016320 N45526 T61415 AA331486 

A1961092AW590412AI8675B3 AI655793A1695961 AW294208 

AA1 64569 AA164568 AW57662 AI056286 AA002153 AI248673 R92031 AA702653 

R72032 AI668609 AJ668561 H26423 AIB20752 R72031 AI733542 H26352 

AI668626AW029612 H42199 

N93057 AI668684 AI734229 W24690 

Al 535663 AI535079 AA01 0328 AA004346 H72351 

AA694220 T83968 AA004353 AI034166 

AI671 000 AW590375 AW193729 AI867419 

AI510700 AI334978 AW004775 AI307251 AA992104 AI631934 AA004648 AW801272 AW801277 AW242077 

T60525 AL036624 AJ813924 AI574620 C05278 

T86420 AA682462 AA004803 AA6771 24 AW081 253 BE075300 

AA421642W1919N:S2581/tt993723A1025682AI125816A 

AW9931 98 AI247444 AA470066 

AI693269 AI797080 BE042955 A1581232 

AI797034AW341051AI681492 

417 



WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



450068 
450101 



450180 
450181 
450271 
450350 
450438 
450458 
450478 
450519 
450579 
450587 
450582 

450737 
450777 
450785 
450795 
450822 
450877 
450895 
450947 
451007 
451065 
451073 
451078 
451099 



451182 
451195 



451206 
451221 
451264 
451270 
451325 
451361 
451403 
451421 
451426 
451496 
451562 
451604 
451640 



451664 
451678 



451700 
451704 
451797 

451805 
451806 



451813 



451829 
451830 
451882 
451917 



823750.1 
8243.1 



827351.1 

827369.1 

830465J 

83Z758J 

835012.1 

83586J 

836390J 

83714.1 

839243.1 

83951.1 

8428.1 

844573.1 

84624 1 

8465.1 

84709.1 

848159.1 

850027.1 

85055.2 

852369.1 

85489 1 

857520.1 

857757.1 

857963.1 

8586.1 



451149 86044.1 



86148.1 
861.1 



86224J 
862740 2 
863988.1 
86428.1 
85591 1 
88724 1 
88852.1 
86908 1 
869162.1 
87185J 
874964 1 
877277.1 
8784 1 



87936.1 
8799.1 

8807?J 
88106.1 
88600.1 

886324.1 
8863.1 



AW207212 AI681598 BE326297 

AV649989 U 68494 AA384809 AA352233 AW957278 N5333S AA625202 W321 80 AA377077 AA376863 AW956335 AW999618 AI222820 AV6531 02 
AA400615 AI972416 AI628057 D61721 AA069678 AI888572 AA683477 AI521219 N48189 BE551225 AI0O4949 BE221751 BE048726 AW316594 
AI828960 A1432404 A1640515 AI755025 AI276158 AI366073 A1859124 AI95331 5 AI564279AW001811 AI936358 R31110AI830455AJ206719 
N36910 AI748816 A1858679 AI337980 A! 138361 AI634975 AI093232 AI445269 AA683358 AW517287 AI684200 AI699398 AI629009 AA173954 
AI634799 N36905 AW136500 A)369566 AW132138 AI886386 AI362594 AI474729 AA400505 AA813128 AI915671 A1077826 W32216 AA491979 
T10628AA830768AW582766 
AW449644 AW451513 AI685929 
H05254AI685949AL1 19495 

AI693900 BE467463 AI689898 AI872975 BE328409 AW241810 
T97817 R08788 AI693561 H95238 T85907 
AI696071AW237210AI916705 
AA009926BE149301 

AW451709 BE219925 AI701402 AI697820 BE21953B 
AA010066 AA626198 T07982 Z41240 N53764 

AW138774AI863194A1824332BE219232AI701151 AI796810AI825016AI800307 N62724BE047945 N78448 
AJ828854AW573206AA010318A1539W2AWB64156AVV864155AW572826BE008193AI87383S 

Z42993 AF131793 AW021 854 Z45654 AW378177 N51 799 BE619681 A1973069 A1889304 AA658236 AW975098 AL048032 AA620652 AA648349 
AW172836 AW01 5349 AI370576 M51 71 1 AI370615 AA639043 AA447223 D62490 Z41325 R39086 
AW007152 A1767589 AW469979 AW004781 AW083534 AW571690 AI732392 BE181973 AI865933 AW351817 
AA255645AA250860AW966923 T24849AA527101 AI340241 AI740877 AA262686 AA01 1069 AI949440 AA281 890 AA283910AA250824 
AA852713 M20776 AW0581 10 X05194 M27447 A1752145 AA853230 AA214439 
AW173371 AA448111 AI250624 M447612 AA011163 
AW771880 A1740S68 AI868261 

AI799608 H68482 AI768144 AI742671 R7126B R71222 H75415 

N66727 AI333686 AA725057 R49091 Z40664 F03267 A1535727 A1535967 AA781729 T68994 AA770054 AA01 1536 

AI745400AI802659 D80023 

H38108 AA044849 AA046995 AA013117 

AW295132 AI825575 AI758570 

AI756905 N66182 N90849 W17076 

A1927694 AI7661 22 AI760090 

R52795 Y08768 U70981 X95302BE619361 AA298563 AW954333 AI798934AW629184 AW136614 AW236406 AI358911 R52796 AA909507 
AW001800AA621766 

AUW7586 AW840357 AW840354 T31380 AW840504 T35664 AA2561 96 AA137140 AW95442 1 Z36755 AW900287 AA247424 AA643796 N78560 
A1753144 AI263010AA626885 AW300273 AA886718 N59865 AW026173 AI748876 AI720838 AI056930AI634216BE221138 AW296259 A1675382 
AI6777MAW276137AA977716A!078134A1311733A1004600AI984095AI01B092AI8^ 

N7381 1 AI989816 AW571932 AA256268 AI805B72 N73713 AA01 5867 AA05371 1 AW150861 AW510935 AA348340 M018642 

052562 AL119854Al784179AI336783AA459272Ar741051 AA016980AA015987AA047819H04297M85681 R93948 AA937712 R85767 

AA632533 AI8041 21 A1287661 Al 1 42480 A) 222250 AI383874 A1564282 A1985140 BE467954 C1 5782 AA328883 AI301 196 

U10492 NM.004527 AA42631 1 AA424258 AA42781 2 AJ690690 BE296796 AJ638033 AW409961 A1968947 AA426033 AA625609 AI202555 

AI682298 AW410298 AI400505 AI707783 AI378323 A1147664 AJ279689 A! 078582 AI276590 AI375755 AA426312 AA424161 AI588968 AA653542 

AA776544 AW410292 AI808644 AI185722 AI382831 AI202409 AI278291 AI81 1 257 AI079324 A1090595 AI473275 AI468493 

H86228 AA059105 AA016076 AA017092 R84699 H81600 H86603 AA059083 AA017088 AA019684 

AI949701 AT766901 AI935602 AI830456 

AI768235 R31400 H29082 H23107 

AW341392 AW471008AW148813AI796475 AI337851 AI186481 AW002414AI968429AW043859AA587218AA016317 AG70931 
AA021283 W96349AA017147 
AA053854 W96253 AA017300 

AA885569 N94527 AI913555 AA017454 N58859 H98190 AW592090 

W16522 AW003230 AW003274 N79989 AJ 192577 H86814 BE042503 H37762 AA017517 H38845 AA813026 
AW205003 AI796346 AL039596 
AW503407AA018131 AA046879 
H0415OAI8O3260R49693 R31262FO9911 H40908 K04200 
T65365 H17723 R1 1944 F1 1995 AI805949 AW665577 

AA195601 AL049699 R60408 H17233 BE549033 AA1 21033 AA126472 AW274871 AW979028 AI810120 AW590698 R60349 AIB706O9 AI677864 
AI239645 AA677441 AA19496S H17126 AI219946 AJ150486 AI191402 AW236095 AI186780 AW023870 AI300201 AI695704 AA828596 A1202230 
AW38G063 

AA889081 A! 160840 AI371772 AA055191 N51851 AA019044 BE502387 AI989471 AA046478 W48S51 W74505 AA029388 AI831695 AI760955 
AI400969 AI146540 AI086864 N95838 AA029198 AW194634 W24988 W79217 AI935864 AA029387 AW384925 H51717 AA029197 BE066506 
W51864 N541 17 AI471573 W52655 BE246839 AA055280 H70289 

AA374181 AA333022 R60740 F06765 W79079 AL1 17615 AA446836 R28530 W40354 AI8101 11 AA460732 AT767558 AA446837 AA992870 
AW299743 AAS53579 AI932333 R60741 AJ216371 AW196998 AA186481 AA438726 Z39828 AA181862 N49Q53 AW299572 A1819526 AI097654 
A1308869 T94810 A1378276 AA1 21032 AI308209 H78404 AA126471 N93862 AA461093 N48328 AW295532 AW022896 AI01 8812 AW1 18982 
N70124 H78501 
AM70262AA019207 R76693 
AI755209AW131810AA019248 H67094 

AW663858 AW 1371 22 AW615084 W53042 AI800885 AA662645 AA019832 AI762870 AA884292 AT708187 AI080352 AW1B3499 W57697 T16702 

AJ355816 A1767731 AA974045 AA885619 AA953054 BE183601 W58129 

AI968300AW237144A1817847 

NM.003729 Y1 1651 BE278958 BE280706 AW408060 AW238927 AA146802 BE546764 AA281910 AI130008 AA037291 AA304345 AW958055 
Al 378241 AW189994 AA887947 AA380691 AW983766 AW0261 39 AI702569 AJ399815 A1472824 AA843477 AA878846 AA380690 AJ 01 6431 
AA635825 AAB64189 AIC03236 AA744678 AI378170 AA 146803 AA767727 A1361091 AI081 395 AW516559 N34655 AA829571 AW243654 
AA962414 AI080717 AA661648 AW189866 AI039395 AW088309 AW304176 AI983339 AA961 155 A1264Q94 BE002221 N51635 Z40195 F01796 



88786 1 
887991.1 
888647.1 
889484.1 



NMJJ161 17 AF145020 AK002143 BE293167 AK001642 AU077132 AU041966 R51990 BE385500 NM.004253 AF083395 R51989 AA852851 
F1 1474 AW841910 AW995147 AI762360 AI190966 AA60091 9 AI064893 D79229 079903 C75091 Z42599 R70745 AW818441 AW340484 
AW08331 1 AW512B77 AW903225 AA706745 A1500578 AA604498 H20568 AA747376 AWB00582 A1557888 Al 246402 AA876333 AA852852 
AA969837 AA513472 AL133608 

AW964081 AA348837 AA058691 R84846 AA993821 D81352 D60391 AA31 8900 AA31 9176 AA020757 

H18433H11906 N5O785AIB19870 

AI821324AI821038T59498 

AW391351 N79473 AI8221 25 F33S06 F33520 AW375647 AW375S0S AW846334 AW375641 AW846330 AW846412 AW375578AW375582 
AW375581 AW8464 1 8 AW845534 AW845528 AW845530 AW845550 AW846557 AW846387 

418 



WO 03/042661 



PCT/US02/36810 



451927 8898 1 AL355687AA351769 T78318HCB403 Z42915AL109792H09343 F0239OA1267712AA45254O 

451949 890 T U03884 U 12543 S78737 BE1 61544 AW976728AW271978AI795925BE466312AW611 934 AI636094AW78535AW51 3555 AW61 1523 AW301626 

AW61 5383 AI580376 AW271549 BE552450 A158031 9 AI474674 AW204788 AA741359 AW61 1585 AJ524801 
451963 891358.1 AI825440AI954707 BE501174 
5 452046 8953 1 AQ018345 BE264317 BE268277AW1 66019 N2840OAW902780 H12710 BE467863 W33052 A1885753 W55875 AI769435 N94443 AI634704 

AI369161 W56303 AA872380 AA927598 N20049 A1827855 AW975152 AA659043 H12711 Z40233 AW803568 AW074724 A1445806 AI358544 
C20725AL134168 

452073 89684 1 AA625150AA968818BE218918AA935691 A)339742 N21478 AA773849 AA256452 AA257029 A1377372 AA256324 AA256691 AA248726 R21204 

AA022589 AI351915 AA022590 A1480365 R22818 AA9061 10 
452081 89732J AW958859 AI763181 AW016362 AW016353 AA748419 AA8278B7 A1862780 AI800702 AI222692 AI826606 AI679013 AI30194B AI640774 AI150807 

AA022645 AW589197 AW518961 A1572372T25735 R92509 AA357893 AA635777 
452092 8980 1 BE245374 AK002072 AA280082AW5O1891 A!248500AA056^ 

AW795683AA2M713AI379923AI806145N27164A!2209B9AI^ AA91 2691 AA4 17735 AA1 271 74 Al 15001 4 

Z44999 AW401399 AW135675 BE073533 R96977 AW939010 AW813737 AW391015 AI032759 AI215107 AA631682 AA234455 AW664815 N45940 
AW839240 AA420698 AA470528 AW173159 Z40999 AI633579 AW187998 T32566 AW952986 A1217966 AI630916 AI743488 AI799082 N36779 
AI239633 M417736 AI187048 N72098 AI421 447 AI625533 AA872805 AI0391 12 AJ242444 AA977049 AI247779 AA001 636 N261 34 AA128214 
AA234064 AI559104 AA9231 05 AA2071 14 AA420658 AA516130 AA643762 AI018134 AW518021 C21 393 H89570 AI699310 AI263771 AI249346 
A1401 396 AW149222 AA470977 N29810 D62566 A1925627 Z40731 AI954399 AA195030 H1 3391 H06055 W01 144 N42501 R96921 
452148 9014J AF007143 H05113 AI061290 F10985 T77657 F13397 H05578 

452161 901998.1 R43077 AW293944 AI863059 
452171 902200.1 A1863302 W28704 

452215 9049.1 AK002043 R64048 AB56827 R69653 AI800973 AK)28230 AA969948 AI472044 H67896 R63948 AW183559 AW468869 AA367638 AW204416 

H67941AA367639 

452259 9073 1 AA317439 AF110647 NMJ)07107 R67765 AA171543 AA356723 AA376377 AA332889 AA1 14187 W02344 030946 BE562417 N86643 BE001211 

BE001151 AI909035 AW089566 AA385137 AA424609 AW958982 AA503136 AI953724 AA071284 AA236308 AW08787O R66163 AIB0851 1 
AW971007 AW239354 AA236443 BE044534 AA121207 Al 8895 10 W93528 AB83949 AW474435 F05461 C21379 F05439 AI608772 AW873443 
AA523526 AW896271 AW896354 AW183743AW896275 A1392612 AA907761 AI337534 A1587619 AW074837 W93529 AA699320 AI590957 
AW896206AA668S64 AJ139278 AJ148689 A1288019 AA931436 AA424631 AI311311 AI221545 AI334226 AA424541 AI373801 AI421669BE008169 
AA424586 AW592586 AA071 356 AI355960 AI093227 A1351605 AI375664 AI051 172 AA262962 AI081 208 R67045 AI972535 AA227458 AA337272 
AI1B4399 AI962414A1918607 AA51 5476 Al 1 48545 AI334981 A1095116 N50721 AI698503AI745472A1221084 AA708788 Al 189403 N73309 
AA338105 W32138 Z43972 AA291997 BE070475 AL134826 W44470 AA397544 AW374093 AJ276831 W31785 AI092639 A1027509 AW374092 
N43847 AW38B073 AA143181 AA1 15455 BE002360 AW800643 AW800706 R78699 W44471 AI753555 AW393731 AA171512 W52169 AW885188 
AA227459 AA293219 BE159082 AW374084 AW886104 BE 159088 AA453486 BE081891 AI089896 BE15S094 AW385363 Z38420 F01720 
AA453487 AW578866 BE1 69544 AW977748 AI696557 BE387147 AA356726 AW965463 BE565066 
452280 90865.2 AI91 1410 AI797738AW1 83539 AA8971 31 A1393553 AI911411 AA813006 

452291 9090 1 AF015592 AB003698 AW405542 AFO05209M814975 AA768993 AA291015 AW968900 AL044123 N4Q295 AA488783 AW574512 AA936081 

AA131310 W76628 AA488999 M79336 R68530 AA429583 AA131523 AW965175 AI857674 BE551914 AI435106 AW661770 AI656719 AA345059 
A1553954 N62245 AI3381 18 AJ434385 AA431743 AA885165 AA954964 R68236 AA972033 AI672674 AI198936 H96018 AA977604 AA909881 
AA455048 W73020 AW340789 AI866149 
452366 9134 1 AK000464 AA316239 AA383204AA248982 W586B3 BEM3316 W39634N^ 

AI741236 AA427780 AI684893 AI394428 AI636193 AA505864 W15449 AI363483 AW081776 AA977471 W58684 AI243652 N23764 AI025781 
AA548370 AA505845 A1086660 AW0851 27 AA149093 AA829516 AI242612 AI687956 AI911165 AI432378 AI784557 Al 242697 AJ883836 R72606 
AA427864 AA9C5233 AI250653 AA952945 
AI8S5742AW452531 
AU037405 W32250 W4471 1 A1885916 
H87398 AI160628 H51273 AA858268 H19425 H23422 

NM.0071 1 5 M31 165 AF086484 W93163 AW959677 AA363579 AW1 88198 BE50Q935 AI950438 AW593307 R73532 AA448801 AI9 14385 W92764 
AA909098 AI215056 AA483368 AW665667 AJ225126 AA628236 AA558690 AA039722 AW467172 AI803401 AI823971 M31164 AW059953 
AA507959 A) 1 681 35 AW05761 2 N22156 AA648583 AA448802 Al9 1 61 26 AI865870 R73533 AA382343 AA039723 
AW854891 AI902513 AW847720 AW847670 AW847648 A190251 2 AW847612 AW847737 
BE063096 BE060997 BE061054 AI904026 
AW105321 AA026666 AW080622 AJ572798 AI886030 N67618 F09090 
AW81 2256 AW812257 AI906423 AI906422 

BE159915 BE551355 AI291125 A1887813 AA026856 AA026857 AI187932 F25540 F31478 F34444 F18156 

AU076405 NM_0001 1 2 U1 4528 AW882393 AA662725 BE006338 R81077 AW888829 AW968692 R89741 AW969230 AI8066O9 AW665726 N32897 
A1218845 AI033609 AA74146B AW1 97706 AA902381 AA687784 AI880386 R80969 AI214493 AA485136 A1445340 AA46B641 AA493529 AA493433 
N73101 AI285850 AJ934051 AA502433 AI557282 AA485135 AW968516W02106 

AW968557 AA913454 AI088432 N20270 A1524827 AI436094 T05401 AA465676 AW956549 T3251 3 AA026945 
A191 5676 AW044560 T86628 W87347 

AI267652 W85764 W9081 2 AI816033 AL080199 H06580 AW023286 AA772353 BE350762 W90756 AI81 7455 N8Q824 AA678493 AI422410 H06525 
W85765 AI089765 H05093 M705876 AW04421 3 H43423 AI375338 AA769792 AI378819 
AW138937 A1919342 A1991 480 AI91 6889 

AW069459 AW139274 AI337988 A1342288 AI369002 AA034020 AI699794 AW028656 AI299410 AI378524 A1669457 AI417487 AA233338 
AA233335 A1721 188 AA406564 AI810826 A1093515 AA029031 AA490697 AAQ28109 
R71338AI917B94R25452 

AA028167AA035731 AI700675 BE220448 BE549721 AW887707 AI051 312 AW207134AI377083AI91 4607 
R61362 R44837 AI918244 AI934620 R52543 

AW471181 A13S0916 A1283689 AA45B598 BE326346AW277118AA551468AI9516B3AI8M714 A1809721 AI290495 AI094691 A1767318AI394533 
AA307690AW170168 AJ970554 A13S9846 AW016201 AA909457 
AI796769AA029141 AW0441 96 AW1 37550 
H23230 R41343 Z38417 AI923105 

AW905328 AW898982 AW905266 AW905268 AW181935 AA426363 N53841 AW592730 AJ335250 AA447514 AJ638188 A1830527 AA029326 
BE044339 AW1 1 8870 AA431 528 AA437 1 57 AA382089 AW905379 
AW962167 AA325477 AA029613 

AA883929 AI8031 65 AA401248 N22834 AI9491 23 A1417648 AI084448 AA256613 AI082846 N22363 AA446248 AA029844 AI436001 H84053 
H83915 H95930N75610 

452975 94173.1 M85521 AW327262 AW327616 AI769182 AA725234 R43427 H05474 R60056 BE047259 AA48341 1 AA483400 T16298 AW874660 AA65O410 

AA054722 N66755 N62194 AA342241 AA902896 AI051725 AI671131 AA977118 BE327006 A1554330 AA916000 AA594900 T90105 AA933624 
A1825794 T347 34 AA7 1 6570 AA81 1 545 AA847865 
453043 945945.1 AW136440 AI948563 AW005531 Al 950053 

453051 946233.1 AW196690AW235837 AI948874 BE328040 BE504029 BE502832 BE218326 

453052 946244.1 R63050AI948886A1963150 
453098 94895.1 Z25935 AA031 958 AA21 1009 

419 



10 

15 

20 

25 

30 

35 

40 

45 
50 
55 
60 
65 
70 
75 
80 



452372 
452374 
452393 
452401 



452450 
452492 
452539 
452542 
452589 
452594 



452605 
452728 
452744 

452755 
452768 

452778 
452783 
452786 
452821 

452843 
452850 
452879 

452919 
452958 



913B99.1 
914047.1 
91527.1 
9158.1 



91 8295 J 

919516.1 

92131.1 

921410J 

92295.1 

9230.1 



92375.1 

929207.1 

9298.1 

930301.1 
93077.1 

931155.1 
93130.1 
931432.1 
93266.1 

93406.1 

934353.1 

93573.1 

93831.1 
94042J 



WO 03/042661 



PCT/US02/36810 



10 



15 



20 



25 



30 



35 



40 



55 



70 



453111 



453118 
453123 
453128 

453178 
453211 
453242 
453263 
453264 
453305 
453343 
453361 
453362 
453375 
453393 
453444 
453502 
453649 



9497J 



950206.1 
950316J 
9505.2 

95344.1 

95527J 

95637.1 

95753.1 

95757.1 

960676.1 

96267.1 

96380.1 

96381.1 

964157.1 

96501.1 

967465.1 

969450.1 

9759J 



453652 97617.1 



453687 977759.1 
453696 97793.1 
453736 9792.1 



453772 98064.1 



45 453823 982526.1 



453857 9836.1 
50 453874 9845.1 



453880 98522J 



453901 986414 1 
60 453930 9882J 



65 



453931 98831J 



_. 454032 99580.1 
75 454036 99619.1 



0 _ 454039 996301.1 
80 454078 99989.1 



AB014598 NM_01 4799 AW503770 AW750753 AA317515 AW361 871 AA384035 AW843941 AW601924 R58483 AA249449 A1242590 AA320483 
N44916 AA327489 AW960584 AA628407 AI741339 AW36 1 193 AA476631 AA909460 AI658618 AF075034 H50094 H201 13 A1333679 AI393939 
AI095464 M446957 A1752765 VV81624 AI833144 AVTC^ 

AA130966 H20033 AW009268 A1635409 AW237000 AI203260 AW779461 AW613317 AA131047 A1784619 AW015953 AI625021 BE503085 
W81365 AA622368 AA235814 AA582130 A1377539 AW084545 AA256629 AI143B26 AW61 1927 AA587621 AA256522 AI682717 A1635936 
AW000869 AA601117 AW016188 AI919027 AI474520AV654908 AI936316 N66466 AA094835 
AW195849 AI953593 BE220224 
A1953718 N24412 N92985 

AW026516 A1458435 A1167301 A1023608 AA583019 AI250813 AA813631 AI367992 H40557 AI362804 AJ222286 A1749644 H20926 A1269168 
N49204 AA284358 AA962306 225021 H20975 F 15203 AA482947 

AA496086 AW341496 AW665989 AA406039 AI633557 AA86141 1 AA033693 AA034209 AA91 0471 AA812776 AA705822 
W84829 AA033900 AW573557 

T98327 AA034014 W90566 AA034013 AA703594 T98273 W90567 AI247668 
R91778 AA034133 R15717 T99011 AA458513 R91779 R16082 T99012 R00551 
AA034137 AA699358 AI033840 
R39224T89102 F10202 F106O6 AI983216 

AA905353AA035076 060081 D81399AI093811 D60080 AA035493 AA771809 

AA035197H14987H12917 

H14988H05502M035198 

AI990114AI990675AW025802 

AW956392 AJ247087 AA424155 AI351054 AA377297 AA035332 H93140 AA34O205 

AI036531R24983R18191 

AL039788AL041856 

Y07494 NM.000702 J05096 AL120192 M16795 AA984658 AB018321 AA984659 F00081 AL1 19335 AW900247 AW900124 AW900139 R20506 
AA193018 AW410196 AA324187 F07411 AA233559 AA326820 AA308907 F0B479 AL119548 D53757 D55275 D53434 D52673 D53636 F05687 
AW897161 AW440492 AW514749 M78212 AW440549 R45325 AA193019 AI418529 AL118771 AA233465 AI367523 AA085587 AI927094 AA425484 
R72950AW731602AA984655AJ361289 F01313 AI937546 AJ 554659 A1937 102 AI970366 AW006698 AI638260 AI674717 BE220583 T28085 
AI890537 AW002457 AW237026 BE328374 AW954747 AI499304 AI56941 2 H88820 AA425300 AA91 2603 F00806 AA429949 AI62Q058 H87972 
AI091 330 AW074608 AW022212 AA635897 AI288877 AI91 8B42 AJ359099 A1374669 AI963882 A1291381 AJ341416 F33677 AI493690 AI886395 
AB90678 AI656810 AA948574 A1359044 AI886332 AA229340 AA228485 HB8821 F371 10 F35654 R73570 A!610998 F28099 H88154 F32460 
N63144 N67333 BE044408 F34665 N71189 N21985 AW966959 W22069 AA016193 R14145 AW900293 AW898414 BE313714 BE313924 
BE251744 AA985337 AW905065 AW905054 A1003021 T19576 AW897061 AA326577 AW896688 R88032 H14158 R84491 AW896834 AA351 306 
AA084378AW797723 

AW009640 A1692207 AI032859 A1632427 AA737568 M134747 W45725 AI380939 AA706630 AW2431 33 AI343674 AI689433 R62896 AA524299 
AA312442 AW958688 A1869598 AI476352 AW262542 AI797863 AI801 882 AA775620 AA037416 A11 50B46 AA470732 AI818643 A1125551 
AA134746 N48450 AA853411 R62895 
T55674N32741AL110337 

A1989482A1636932AA037612AI554483A1299223F10583F10582 T03621 C00485 

AL1 18674 NM_014795 AB01 1 141 A1879328 BE247392 AI9731 12 AL1 18580 AW0681 87 AI879705 AA459875 T06965 H98614 N45100 AA676801 
AA319442 AW954943 AW384974 D31558 BE046349 AB015341 AA143007 AA044097 AA490798 R57623 R152B5 D31109 D31300 D60311 C15061 
AW296352 AI755114 AI939494 AI990591 A1675134 AI435119 AW237506 A1338485 AA969266 AW968767 AA775866 AI094145 AI754598 AI741685 
A1359739 AI85B477 AW02091 5 AI695283 AI85848B D60310 AA490505 AA045440 AW298036 D60508 AW074458 AA583754 AJ468974 AI700924 
BE281431 AW972530 N42010 N30289 T87105 W93043 AA993199 All 88535 AI149003 AA039331 A1128458 AI189715 BE302172 AA722599 
AI185558 AA505794 AI200158 AT740470 R99925 H53104 H95793 H87367 H37913 T87104 H5321 1 W93171 AA039416 K96141 AA03925O 
AL137967 BE064160 BE084186 
AL040600 AA886630 AA6O2590 AA039568 

AL080235 AA031 750 081 382 AJ480231 AI095947 A1560953 BE010721 AI870290 AA374945 AA1 25792 D51527 D51556 AI685541 D51 559 
AW117286 AA195741 AI675138 AW593439 AI201685 T30590 AW952100 D51095 AA523864 W70043 AA987566 AI42151 5 AI205532 AA127069 
A1337367 051595 AI453785 AW075677 AW088359 C14287 C14284 

AW591783 BE139489 AI755035 AI240724 AW01 5393 AA603078 AI745223 AA91 0736 AI674891 A1584134 AA126262 Y11711 AA580137 AA041285 
AI015878 AL109790 AI475254 AJ468483 D62869 AW770822 A11 23663 AW338666 A1248460 A1142682 AW874158 AW005962 AA167223 AI249777 
AA910046 AW768845 D79402 AI440216 AI445707 AA7071 14 AA576834 BE46361 9 AJ 131 243 AW471376 D79653 061804 D79381 D79361 D62180 
AA01 1417 W90416 AI085061 AA680158 R99509 079368 D61969 061896 W95700 D79303 AW021898 AW021663 079634 D79682 AA039896 
AA126366 061854 AA482355AA328081 079311 AA011468T57428 H27790 AA247120AA376930AW954470 W88516AA041320 W95699 
AA167222 AA368972 AW297739 

AI803166 AA993523 AW021958 AA039755 AI754390 AI760181 R42963 AI1 43446 AI472813 K66324AW768725AI002627AI275911 A1627496 
D63100 238648 AI003082 AA489480 D61901 A1287345 AA044830 AW451440 AA2 16589 AI347579 AI962010 AA486079 AA909305 R63922 
H45779 

BE065902 AW749032 AW003637 

AA419466 AA14341 9 W42641 AW328468 AA136997 AA340017 AA381 179 AW328544 BE254091 BE 54 5504 AI6861 55 AJ 09 1621 AW055219 
AI300170 AI051983AA716338 H98035 AA535642 AI500292 AABS59 1 3 AA39323 1 AA778614 A1027585 A1028537 A1658634 AI025238 AM 2391 8 
A1422134 AA703153 AW000724 AA706734 AI1437B8 AJ0241 79 AI089503 A1018816 AI077772 AA861 356 AW328469 AA929067 AI095004 AI089875 
AJ024268 AI085709 A1311912 AA994793 AA804222 A! 167336 AA632084 AA1 36886 AI302634 H97410 AA933827 AA732974 AI220913 Al 086939 
AL133626 AI536823 AW166281 Al 140034 AA67771 3 AW405317 AA399254 AA948296 AA962566 AA416963 A1217557 N30753 045500 AA989504 
AW971081 A1088484 AI244400 AI708246 AA715123 AI085976 AA757217 AA772766 H53100 AA709169 AA143420 AA879177 W57808 F35358 
AI383874 AI424396 F22254 AI344220 AA630701 A1334473 AI657138 AA662696 A1658836 A1826325 H49224 AL037735 AJ 1 26929 H4941 0 K79868 
N99605 H44756 H43830 AW241813 AA992585 H1 4627 BE049503 AI800469 N62965 AJ375065 N92659 AW614368 AA897465 AA984538 H28691 
Z40651 F36840 AA412229 H14920 H53207 F33011 AA657421 

AL121278 AW204346 AI783831 AA832457 AA834594 AI356646 AI854616 AI739222 AJ685036 AA0401 47 AI088723 AA040084 Al 150650 AI914062 
N3608S R37504 AI627237 W56371 N34565 AA716465 A186861 1 AI457344 AW241352 AA516324 BE382423 BE382689 W56582 AA04081 1 
BE169967 AA040131 AW577540 AW577546 AW577518 AW374021 AW750042 N44089 R36508 AW993372 AW016715 AI632728 AA948453 
AI914544 N80867 Al 093260 AI042218 AI266049 AI796795 AA974939 BE270561 AA648254 AI08041 6 AW974437 AI693162 BE397986 AA625406 
BE221895AL121277 

W31790 W02933 C16882 AW297592 AA040896 Z25917 

AA374756 AW861149 W30966 BE004424 AA580682 N59738 AW896886 AA31Q291 AA1741 1 0 221 254 R76 155 AI453090 AW0201 58 AAO4O940 
N52701 H98193 AA777760 AA933065 AW057724 AW024109 BE2 19721 R63389 AI493831 N98755AW304366 N57773AW079916AI393583 
R01244 A1127416AM44411 Al 251940 AJ 01 4530 AA932678 AA700792 AA046237 N49771 R76103A1674384 AI191111 AA883197 M85697 
ATO49S41 AI018557 AA704274 R55239 AI699295 AW132008 AI8 14886 Z40520 F04178 Al 123523 R38919 AW965736 R01358 H03780 R63444 
AW079064 AWQ22162 AW780345 

AA601518 AA603858 AW453004 AI800450 AA91 6086 Al 139766 AJ270687 AA664356 AA618576 AA1 26614 AI569918 AA436891 AA931725 
AT745618 AA776700 AA398533 AA813424 A!1 30883 AI032288 AW081541 A1268236 AI587015 A1857286 A1004140AI370031 AA430199 N25288 
AW242281 AI683319 AI445766AI911821 AI926591 AI934183AA573270 AJ565897 AA687634 AA554327W69579 AI095665A1597744 AW304844 
AA358590 AA7051 72 AI924827 AW192904 AW664335 BE049444 AA541688 A1476374 AI865731 AJ918635 AW075384 AI963606 Al 191854 R27785 

420 



WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 
50 
55 
60 
65 
70 
75 
80 



AA1 1 5447 AA04281 6 AI922590 AA576733 Al 13001 3 AA7227B2 AIS31988 AW058362 AI375804 A1366905 AA886732 AA694514 AA679037 
AA678468 AA430300 AA393105 AW008428 AA042956 AL045796 AA13591 6 AA1 35926 H71919 W69578 H44790 AI939990 AA353371 R59176 
AA1 35927 AA1 15446 AI446542 R42647 H42641 H44791 
454086 1003 17 AW885909 BE004454 AW900559BE090101 BE002768 A1702989 A1903225 BE001507 BE005541 BE006534 BE005539AW899938 AW996265 
AW796248 BE081466 BE081786 BE082026 BE081783 AW86B267 AW996372 AA504599 BE081757 BE173468 W55954 N62044 BE003320 
M78370 AJ694968 BE081701 BE176293 AW996665 AW879193 M621 15 AW996285 AA984505 AW351 544 AW997605 AW996646 AW99761 3 
BE009330 BE01 1906 AW9966B8 AW880515 AW750343 AW373734 BE222875 R17533 T08229 Z44585 AW367704 BE170375 AW390266 
BE170379 AI1 14621 AW886344 AW900604 BE177283 BE006071 T32797 BE177278 BE1 85088 AW792899 AW352336 AI032798 BE177615 
BE003019 BE086939 BE161580 AW885685 N89832 AW363596 N43180 AW363712 BE005286 BE005420 AW902083 AI174898 A1025430 
BE002845 AW892938 BE005291 AA855066 W56791 BE010839 BE005429 BE005158 AI718737 AW351878 AA831497 BE003081 AI241798 
AI277648AVV351880AA863129AVV894216AI244498AI052045AW152321 AA984996AW148429 AI078662AJ767783AA916731 AI285172 
AW366852 W37468 AA84391 1 AAQ57577 A1910785 BE045841 AI038598 AW53497 AA782072 AA937973 AW079144 N90907 AI279771 AA77 1777 
AA805878 A1806093 AI022534 A131 3233 AA831344 BE465522 AA776822 AA621240 A1188091 W72955 AA903076 AA829334 AA6881 08 AA994002 
N3061 4 D20363 W351 1 B W72899 A1200634 AI446756 AI984880 AI620132 T34808 AI872637 AA722738 W60749 A1092298 AW074701 W44771 
N29388 N78848 AA130087 AI217530 N80243 AI687217 N90708 AW028901 A! 793029 T62951 W93809 AI888887 AI525287 AI368062 A1540483 
AA725595 AI858198 AA41 2668 AA559989 AA682746 AI205938 AW440603 AA053959 AW514317 AI364590 All 14491 AF1 13016 AL039543 
AA031627 AW363091 AW99988Q T89332 R78615 AA 130086 Z19813 H86291 AI735418 H84067 AI719213 R93868 BE084640 BE172050 
AW999185 BE172646 AI184009 AW999083 AW999779 BE172351 AW999962 AW999323 AW999747 AW996428 BE087384 AA329272 W37336 
AW902899 BE000118 BE001965 BE086835 BE01 1011 AA034440 AA090777 BE161366 BE075339 BE007855 AW997518 T62803 N62045 
BE082579 AW363875 AI267306 W73218 W20091 AA367038 BE002393 AV656706 BE002210 BE174412 AA313081 AW948382 BE184405 W93920 
AA319863 AA031 708 AI697809 AA443386 BE003068 AI267480 AI267485 N47937 AF119905 AI207498 AAB27878 AA830776 AA845547 BE326302 
AA827265 AW879125 AW879051 BE151801 BE003079 AW381919 N87035 W17248 BE010949 AW384754 W56569 BE0B6396 BE068512 
BE081251 AA648757T31931 T89968 AV647751 R41901 AA948199 N41857 A1279084T31922AW869118 AA852080AA568508AA258003 
AA1 29158 Al 630039 AA4679Q2 R66524 AW263903 AL0373S3 AW444869 AW853834 ALD379 1 8 AA888444 T30729 AI637918 A1365387 AA467848 
N5S530 AW302175 AW057885 AI762225 AW1 30889 A1961 832 AW073486 BE044094 BE348276 A1824535 AA513545 AI686252 AI271937 
BE046039 AI4708B6 AW612539AW771110AW236291 BE246240W19393W39023 AI207570 C0B354 AA759169AA813454 N23742 M894753 
AW301229 AI582040 T94789 AA725267 AA493872 AA628866 R57591 AI902976 AA044691 AW275601 BE503540 AI420783 AA090446 AA089806 
AW00901 8 AA746397 W07370 T31530 All 1 0866 AF075365 AA854301 T94038 AV660253 N87470 Z40528 AA09361 1 N44064 AA094954 
AV660355 AV660048 AA633048 W76595 NMJ)1 4086 AA731 217 W37091 AI207717 W37335 AA643720 AA682940 BE081340 R78616 T30192 
H54908 Z43258 F06414 F05166 F06723 AW864404 BE085063 AW864331 N89375 BE1 77972 AW999929 AW294720 BE008182 BE008177 
BE084766 BE177678 BE000083 AW999190 AW999176 AW992382 AW999773 BE000031 BE173008 BE173002 AW999414 BE000387 AW999494 
BE000341 AW999330AW887498 BE009746 BE093918 AW887427 AA215913T77314 R61023 R13699 

4541 1 7 10206 1 BE410100 D31 120 BE384353 BE387905 BE276515 AI929689 AW971616 AW971608 AW971617 AW967819 AW193189 H98230 AA989039 
AI868284 A1367852 AI951710 AI216516 AI239959 BE463693 AA906145 AF091077 NM.003916 AB015320 AW162825 H82252 AA72461 1 
AA768208 AA743074 N24872 AA594685 N63563AI497825 AJ1 86029 Al 140289 AI126568 AI095266 AI284962 AA782628 AA732483 AA814540 
N21443 AI354794 A1458000 AA719807 N75410 AA904660 AA946626 AI28221 2 AI130959 N20037 N72992 AW050984 AA1 26628 AI034045 N25215 
AA243505 AI436049 AW051545 AI200619 AA730260 AI218724 AA872419 AA885826 AA907724 N36893 AA1 28314 AA993331 H95922 N34852 
N32939 AW964639 H97150 AA322575 AI458438 H95921 A1267543 AA318887 AW964472 AA476710 AA902555 N 48024 AA1 28258 N30942 
H96681 W37207 N94727 N2B392 AA890536 N42610 AA1 29065 N23526 Al 823837 AI889006 N39393 AA243505 AA127007 AA453891 K46167 
AA093891 N43925 N46490N79261 N35189AA453805AI268958AI168280AW341001 AA766913 AA594669AI147575 AI819223 BE503760 
A1332910 H89971 AI784468 AA774623 N38916 N23402 AW770990 N20973 AI338619 AI379043 N62129 Al 265935 H97835 AA262073 N94560 

454137 1032652.1 AW500340 BE047591 AW136244 

454145 103572.-1 AA046872 

454190 1049996J AW177821 AW1 77896 AW177867 

454277 1089764J AW295069 AW452895 W92612 N30616 N95715 W95237 H20279 

454324 1 1 131J AW608930 AW608886 AW386785 AW608880 AW608924 AW876592 AW608893 AW608937 AW386786 BE083970 AA1 67682 AW608932 
AW608888 AW386788 BE083407 AI290593 AA748001 AI034086 AA680056 AI940637 Al 940638 AW374283 AI940655 AA809316 AK000625 
AA603517 AA554721 AW390779 AW362039 AW170305 AW6041 29 BE167535 AW602174 AW833977 AW833972 AW833975 AW833973 
AW833976 AW393917 AW393931 AW393924 AA476695 AW373835 RB4790 BE079454 BE079543 AW603939 L44407 AA826167 AL046250 
AA1 67708 AW292B51 BE348284 AW440289AAB29695AI872416 AI191432 AJ1 88147 N48830 AF0880Q6 A1352455 AA166945 AA9 18797 
AA923369 BE220983 AW340679 AI825915 AI393175 AA831456 AI206842 AA767426 AI829442 AW272390 AW073367 AI221 801 AA205998 
AW444790 AI131383 AA149019 A1619772 W69501 AW069441 AA760763 AW293184 W69500 AI204502 AI862197 AA81 1517 AA768156 AA507644 
AW339567 AI573109 R41696 AI358174 AI522229 AI266707 AA922537 AW663421 AA731 024 AA876488 AA166764 AA767889 AA732486 AI580730 
AA731023 AI565289 A1364191 AW244047 AI951688 AI356083 Al 186830 A1242487 AI59B188 AW139199 AA046436 AI741582 AI564355 AI352231 
AA885476 AA21 0843 AA259028 AL1 20860 AW01 5304 AI689736 AI91 2021 AW608948 AW6089O4 AW608953 AW608909 AW876603 AW386770 
AW386784 AWB76600 AW386783 AW386778 AW386775 BE002626 AW386763 AA329781 AA258847 AW608892 AW608936 AW805361 
AW175822 N46322 N46237 

454419 11B105J AA082211 AA9051 05 AA970393AI 550888 A1203926AI91 8827 

454423 1183079J AW603985 AW854350 

454434 119085J AA083558 AA707673 Z39772 

454438 120132J AA224053 AA1 141 50 AA214275 AA224077 T58431 AA21 1 908 AA669657AA 199744 AA5305 11 M1 64864 T58463AA21 4394 AA1 61378 AA1 61 3B6 

AA205211 AA167824 AA084940 AA223625 AA191 190 AA309486 AW961 804 
454447 1204995J BE163567 BE073689 BE073747 BE073780 BE073739 BE073748 BE163495 AW750178 BE163491 BE073763 BE073671 
454471 1213795J AW902125 AW792853AW837703AW837710 

454481 1215013.1 AW794878 AW794889 AW794787 AW794993 AW794888 AW794797 

454482 1215087J BE147919AW794884BE147847 

454566 1224432.1 AW807605 AW807690 AW807839 AW807752 AW807673 AW807667 AW807955 AW807760 AW807615 AW807898 AW807849 AW807B21 
AW807832 AW807&2 AW807827 AW807822 AW807829 AW807830 AW807825 AW807603 AW807612 AW807908 AW807595 AW807617 
AW80767B AW8076B7 AW80791 B AW807921 AW807596 AW807602 AW807688 AW807609 AW8076B4 AW807770 AWB07593 AW807754 
AW807679 AW807957 AW807683 AW807763 AWB07902 AW80784O AW807819 AW807838 AW807769 AW807685 AW807847 AW807674 
AW807885 AW807670 AW807917 AW807677 AW807680 AW807900 AW807669 AW807952 AW807907 AW807846 AW807756 AW807835 
AWB07608 AW807753 AW807601 AW807956 

45457B 1225676.1 AW809178AWB09224AW809150AW809221 AW809220 AW8091 95 AW809175BE1 50547 AW971 143 

454597 1226059.1 AW809648 AW809704 AW809643 AW809653 AW809709 AWB09949 AW809939 AW810010 AW809705 AW809950 AW809822 AW809667 

AW81 0093 AW810O76 AW809673 AW810349 AW809895 
454600 1226077.1 AW810001 AW810O92AW81O170AW809884 AW809664AW8 10353 AW810428 AW810209AW810429 AW810154 AW810168AW809786 

AW810006 AW809672 AW809594 AW810552 AW810345 AW810432 AW809960 * 
454643 1227855.1 BE006345BE006344AW811819 
454658 1228283.1 AW812330 D82299 
454716 1230503 1 AW850684 AW850150 

454743 123271ZJ AW818455AW81 8186 AW81 8191 AWB1 8384 Ami9059AW85^ 

AW362076 AW862072 AW852074 AW858944 AW935648 AW859012 AW85871 8 AW859025 AW859017 AW859014 AW859015 AW819131 
AW859034AW859013 

421 



WO 03/042661 



PCT/US02/36810 



454747 
454749 
454754 

454759 
454769 
454777 
454784 
454836 
454864 
454867 

454B74 
454916 
454936 
454950 
454962 
455000 
455047 
455067 
455092 
455107 
455110 
455114 
455121 
455189 
4552)1 
455221 
455241 



455249 
455252 
455275 
455280 
455290 
455310 
455401 
455464 
455475 

455488 

455500 

455511 

455540 

455544 

455571 

455577 

455614 

455675 

455678 

455685 

455688 

455696 

455699 

455735 

455747 

455756 

455771 

455780 

455791 

455797 

455814 

455841 

455851 

455B66 

455870 

455879 

455880 

455955 

455964 

455992 

456027 

456056 

456083 



456118 



1233006J 
1233104J 
1233580.1 

1233775.1 
1234081J 
1234227.1 
1234630.1 
1236509.1 
1237929.1 
1238003 J 

1238494 1 
1242594 1 
1245585.1 
1246610 1 
1246750 1 
1248717 1 
1250536.1 
1252050 1 
1252971.1 
1253874.1 
1253955 1 
1254106.1 
1254339.1 
1259271.1 
1259748.1 
1261678.1 
1265809 1 



1266140J 
1266222.1 
1272255.1 
1272607J 
1275447 J 
1278 158 J 
1288141.1 
1292643.1 
1293012.1 

129372.-1 

1307364.1 

1321229.1 

1323701.1 

1324318.1 

1331885.1 

133389B.1 

134100.1 

1349559.1 

1349716.1 

1350393.1 

1350606.1 

1351077 1 

1351258.1 

1353881J 

1355877J 

1358603 1 

1362261.1 

1364580.-1 

1365954 1 

1366826.1 

1371429J 

1374628 1 

1375451.1 

1377119.1 

137871 1 

1380017J 

1380022.1 

1386825.1 

1389912.1 

1398552.1 

142104 1 

145398.1 

14855 1 



15307.1 



AW818535AW818588AW81B651 
AW818649 AW818662 AW818648 

AW819191 AW819252 AW819183 AW819175 AW819177 AW819186 AW819180 BE158470 AW819242 AW819269 AW819244 AW819190 

AW819265 AW819268 AW819246 BE152602 AW819249 AW819251 AW819263 AW819194 

AW819455AW819711 AW819553 

AW819848 AW819863 AW819850 

AW820027 BE160390 BE1 60308 AW820186AW820162 

AW820626 AW820521 AW820608 

AW83371 1 AW833620 AW833699 

AW835775 AW845768 AW845764 AW845773 AW845757 AW845758 AW845780 

AW835924 AW835918 AW835864 AW936632 AW936780 AW83591 1 AW936775 AW835883 AW936660 AW835887 AW835917 AW835885 

AW835914 AW936773 AW835930 AW8358B8 AW835921 AW936828AW835908AW936820AW835916AW835909 

AW836407 BE175600 BE175579 

BE067246 BE067241 BE067254 BE067249 AW841960 

AW846082AW846113 AW846127AW846100 AW846121 AW846101 

AW847460AW937451 AW937400AW937379 

AW847645 AW847791 AW854083 AW853945 

AW850283BE143621 

AW852530 AW852527 AW852526 

AW854538 AWB5441 8 AW85441 2 

BE15242S AW855572 AW855607 

BE154113 AW856797 AW856847 AW861128 AWB56817 

BE154505 BE154462 BE154454 BE154450 BE154489 BE154496 AW856909 BE1 54497 BE154565 BE154572 BE154500 BE154472 
AW857121 AW857123AW861238 
BE156459 BE155469 BE156468 AW857447 
AW864176 AW8541 33 AW864185 AW864137 

AW947884 AW947918 AW947888 AW947883 AW947897 AW947910 AW947905 AW864751 AW947878 
AW867751 AW867770 AW867763 

AW876249 AW876253 AW876276 AW876247 AW876278 AW876250 AW876388 AW876430 AW87641 8 AW876387 AW87641 1 AW876356 
AW876332 AW876335 AW876348 AW876337 AW876355 AW876338 AW876373 AW876372 AW876313 AW876374 AW876321 AW876317 
AW876303 AW876302 AWB7631 5 AW8761 53 AW876128 AW876172 AW876370 AW876431 AW876423 AW876225 AW87621 7 AW876245 
AW876420AWB76211 AW876208 AW876151 AW876223 AW876144 AW876137 AW876149 AW876148 AW876236 AW876194 AW876284 
AW876256 AW876130 AW876389 AW8761 52 AW876167 AW876175 AW876159 AW876174 AW876164 
AW876538 AW876567 AW876619 AW876629 AW876537 AW876566 AW876547 AW876576 AW876535 AW876564 
AW876627 AW876630 AW876631 AW876625 
AW977806 AW887923 AW886321 

AW886156 AW887926 AW885324 AW886236 AW887906 AW886304 
U75810AW890252 

AW893961 AW893998 AW894034AW894019 
AW936369 AW936377 AW936355 AW936410 AW936460 
AW983901 AW984485AW947715 

AW948126 AW948139 AW948196 AW948145 AW94B162 AW948134 AW948127 AW948124 AW948153 AW948157 AW948125 AW948131 

AW948158 AW948164 AW948151 

AA102322 

AW963582 BE064169 BE064192 BE 1 52580 AW9 63587 
BE144762AW979091 

BE080231 AW993284 AW993293 AW993000 
AW993880 AW993730 AW993732 
BE003714 BE003721 BE003720 BE003716 
BE006341 BE006307 BE006311 
AI693369AI702140AA125921 
BE065984 BE065942 BE065955 BE066085 
BEC66007 BE066O17 BE066074 
BE066976 BE066928 BE066927 

BE067238 BE067235 BE067240 BE067256 BE057253 BE067236 BE067260 BE067253 BE067248 BE067252 
BE067870 BE067866 BE165133 BE165334 BE165329 BE165332 

BE068121 BE068090 BE068153 BE068128 BE068197 BE068136 BE068140 BE068185 BE068105 

BE161124 BE072284 BE072300 BE072203 BE072274 BE072199 BE161157 BE072314 BE072304 BE1 61 159 BE072302 

BEO74910 BE074913 BE07491 1 BE074903 BE074892 BE074935 

BE079307 BE079309 

BE084820 BE084936 



BE090689 BE090685 BE090697 BE090680 BE090691 BE090696 BE090698 BE090686 
BE091833 BE091874 BE091871 

BE141689 BE141690 BE141678 BE141685 BE141686 BE141683 BE1416B2 BE141679 
6E145836 BE145840 BE145681 
BE146879 BE146914 BE146918 

BE1 49024 BE149056 BE152826 BE149025 BE149057 BE152819 BE 149030 BE149082 BE149023 BE149055 
AW452631 AA130630 AA708431 AA708268 AJ 69471 9 BE 504585 H93447 AA130733 
BE153275 BE1531 89 BE153329 BE 153022 BE153030 BE152974 
BE153208 BE153146 BE152981 

BE162394 BE162382 BE162309 BE162303 BE162298 BE162396 
BE166924BE166921 BE166925BE166915BE166970BE166968 

BE179015BE178965BE179010BE179002BE178961 BE179005BE178964BE179012BE179011 BE178963BE178997 

BE327387 AI800520 AI796001 N72200 AA434212 AA135943 H17771 W0O444 AW294967 AI703001 Z20315 AW3397B2 BE219674 BE219697 

AA463550 AW958131 AA329302 AW264037 A1979134 BE 1631 3) AA252163 AA148799 AA148530 

U46922 NM 002012 AA256122 T96733 R1 1 1 28 R05417 T85004 R08282 U76272 A1086356 AJ741386 AI338551 AI024929 A1400094 AJ401445 
A1B03972 A1493307 A1245155 AA918722 R50713 N356B6 A127B165 AW025706 A1885436 R86314 A1582390 AA256123 AM6B521 R53094 T69183 
AA621493 AW372683 R05964 AW819303 AM 17763 AW3932D3 BE2470O1 AA864207 AW819302 AW393209 AW393195 A1870522 R05963 
AA380267 AL1 17573 R51476 AA131283 AA305730 AW960438 T27291 AW504410 W77831 AA243239 AA426041 AA927639 AW792877 AA055133 
AW29131 5 A1589104 AI949122 AW025986 AW275328 N5135B AA131 190 AA723731 N868S4 AA091367 AI738620 AA345291 AA774160 R51 372 
A1373904 R37681 W72195 AA476597 A1025596 AI242078 AA384072 BE349121 AI203442 AA885019 AI424214 Al 964081 AI219465 AW103904 
AA017216 AW591839 AI890043 BE247650 AW793376 AA224322 AI7841 98 AW1 90649 BE247646 AA055O73 D19892 AA428076 AA165625 

422 



WO 03/042661 



PCT/US02/36810 



456189 
456208 
456273 

456303 
456347 
456386 
456443 
456472 



455481 
456510 



456513 
456536 
456555 
456561 

456605 
456606 
456737 



456933 
457003 



1620717.1 

165094.1 

1731J 

176684J 
18004 1 
1B42693.-1 
188540J 
19126.1 



192210J 
19507J 



195409J 
198330_1 
199748.1 
200378.1 

203819J 
203847.1 
22551.1 



456869 24619.1 



25S540.2 
27203.1 



10 

15 

20 
25 
30 
35 
40 
45 
50 
55 
60 
65 



457039 275248.1 
70 457040 27530.2 



75 
80 

457041 275843.1 

457122 287827.1 



457024 274501.1 
457030 27473.1 



R34233 M459355 A1302148 AI690055 AA946756 AI697829 BE218045 AA027985 AI734957 M436215 AW362506 AA469277 M436214 

AW362508 R79354 AW362504 AW362505 AAQ 27984 AM 17795 BE066043 AW967592 AA1 65661 AA251567 C05877R19957R53161 R52318 

Z44555 BE066030 AW769414 R35560 H08481 AA017309 

H91010N39092 N48447 

AW299698 BE270312 AI333779 R68946 

AF154846 AA400924 AF075093 AA626790 AJ202783 H53869 H53499 AIX1 163 AA714166 L32164 AA768900 AW182419 AW977 136 AI91 5355 

AA994468 A1377B85 AI654131 AI674302 AW074683 

AA224872 AI791642 AA228308 A1821503 AA230172 AA224838 

U00803 NM.002031 AW1 95632 C05922 

W28481 

AW967500 AW966876 AW976565 AI417020 AI057022 AA251316 AA744820 AK06037 AW966871 AA251713 AF030576 T49825 AA2B1037 T49826 
AK001714 AW960785AK001831 BE075311 AW273355AA928445AI698734AW977909AW268863 A1392846 AA8 11609 AI565035 AW007245 
AI7543B5 AI092244 AA906509AW43876BAW751668AA459581 AA861761 AW 11 83 14 D63077 A1537049 AA782718 AW050550AA430988 
AA130556 AA383461 AA337522 AA 130593 
AA258033AA459485 

AK001652 AK001 245 AJ010840 AA443492 AA361206 AA384559 AA205216 AI990275 BE075308 AA927343 AA372625 AJ572799 BE466582 
N30525 AA81 3191 AA456509 AA854999 N30537 AA463668 BE149580 AA301443 AI366930 AA010769 AA248189 AW043967 AA01 1050 AI193868 
AA5081 16 N20812 AI190726 AW663652 AJ161405 AA909896 H52712 AI081808 A1852934 Ail 67935 AA460738AI345960AA460 140 AI346920 
BE565501 AA456419 AA953554 AA806622 AI242924 AI619442 AI082684 AA947786 AA601594 BE0441 19 BE349995 AA091744 AW959301 
H70392 

AA279143AA419462 

AW135986 BE467356 BE221523 BE468135 AA282464 T70755 

AW5921 67 AA284280 W47266 AW972765 AW069452 W47267 AM86593 AA526308 AA525432 

AB68634 BE465909 Al 057 197 AI968927 AI969377 N21608 W25410 AI792468 AI734237 N28B43 N58992 AI820802 N93619 AI668704 A1367790 
AI204569 

A1827786 AW303478 AI2 16657 AW592056 AA928804 AA890107 
AA292862AA3988B5 

BE247203 BE244171 AW205198 AI245208 AI284388 BE048356 AW293524 NM.016014 AF151B25 AI026799 BE048322 AI568420 A1041696 
AI796313 AW003505 AJ492609 AI564777 AW590366 AW236586 Al 191 469 A1571792 AA490835 AA843378 AA843160 AA932149 AA5871 36 
AJ829506 AA490836 BE005S34 AW965621 F12793R56751 R52429 T75124R58675AJ205826AA258787 

BE467912 AI744557 AA554438 AI640749 Al 077333 BE221602 AI538508 AA968618 A1671472 Al 290360 AI863656 AJ91 0555 AW104195 Al 8484 63 
H24708AA280869AA279428AA987634AA480878 M836072AVra^ AA480937 AA281170 H96495 

BE005402 AW367567 AW367372 AW367351 AW367585 AW601 230 AA847 1 83 AA442049 AW89601 3 BE568756 T09279 T36094 AA287495 
Z42413 AA328761 AW139131 AA252554 AA323777 AW950315 AA999676 AI815004 AI203869 A1016834 AW136782 AA999651 AA825909 
AW071 102 AA826127 AA838505 AA885039 AA287392 A1470496 C01794 AA249575 AL118643 BE53861 1 R56578 R5601 4 R1 7173 AW135076 
R45909 AW370767 R77253 U13897 BE165997 
AA363946 AA628263 AA628262 

S78234 T87689 NM.001256 U00001 M78440 BE2B0314 BE568566 AI075160 W31156AA255407 AA255817 R16014 AJ203880 AW1 17283 
AA504316 AW1 05046 AW370478 A1378553 AA732100 AA815109 AW297995 BE501979 AW293480 AA972091 BE082548 N98929 AA255818 
AA256301AI559887R16115AA384982AV\M9878AAQ85260AU3^ 

AW197262 AA99621 3 AW452890 AI458977 AA1 88860 AA491202 BE327143 AA489098 AW172396 AJ399903 AA830687 AJ916706 AW860246 
AW006356 AI288368 AW193267 AA670452 AA445924 AJ276764 AA428407 AA836037 A1B86571 AA922445 AA557273 AA599272 AA937432 
AW594254 AV650497 A1889557 BE221 149 AA934793 AA373059 AA883898 AA491005 T87690 AA167622 AA167635 AA084655 AA207057 
AA633879 AA706479 AA706213 AA706197 AA679805 AA683208 AA679343 AA613172 AA679833 AA085131 AA679793 AA601666 AA21 0946 
AA583228 AA601 229 AA084718 AA584501 AA224217 AA706452 AA489324 AA58731 0 AA082766 AA585892 N23070 AA21 1 405 AA082906 
AA489789 AA209324 AA205531 AA167636 AA188956 AA666070 AA199718 AA214195 AA1 13862 AA206791 AA633796 AA223986 AA083048 
AA085009 AA085307 AA207042 AA214235 AA166892 AA18B6B9 AA211101 AA705139 AA773961 AA773972 AA1 89090 AA668591 AA213387 
AA205041 AA199719 AA223995 AA085386 AA1 99670 AA1 99904 AA1 99651 AA084336 AA1 67637 AA666175 AA223978 AA707341 AA214110 
AA633741 AA2C5951 AA214421 AA666402 AA1 68669 AA161379 AA084747 AA21 1 176 AA664225 AA1 69244 AA714142 AA679457 AA668573 
AA208000 AA780452 AA454542 AA706364 AA706507 AA706570 AA722308 AA707242 AA704053 AA707423 AA722261 AA703686 AA703777 
AA707238 AA705366 AA707433 AA7063B0 AA703761 AA706572 AA704 1 09 AA706275 AA7041 17 AA707250 AA774043 AA707349 AA679485 
AA214199 AA666241 AA779045 AA668507 AA66B597 T0321 1 AA66431 3 AA2141 1 2 AA668518 AA2141 59 AA214297 AA085030 AA21 1088 
AA209254 AA214326 AA213476 AA2051 66 AA223713 AA223626 AA213473 AA19970S AA224108 AA223973 AA167729 AA213641 AA21 1 125 
AA199730 AA223972 AA1 61387 AA668335 AA434073 AA679481 T92447 AA085177 AA633988 T49882 AA214251 AA0851 53 AA214425 AA223838 
AA160951 AA224107 AA214341 AA372581 AA3091 69 AA1 99705 AA346242AA21 1015 AA224156 AA083161 AA1 76787 AA224033 AW374738 
AA224043 AA209284 AA224039 AA213681 H55496 AA213640 A1267801 AA206853 T82077 BE150565AA811950 
AA397546 AA699372 AA699363 AA399064 

AI301740AL119574 AW504484 BE560671 BE269112AW897591 T31 233 U 17279 AW504792T321 81 Z4733BT05711 AL121247 AW504876 
AW161725 AI204992 D38743 038661 AW895130 AA985067 AL120318 AA326654 AW955387 AA776607 D38742 AI267812 AL035910 BE008426 
BE008367 AA423862 BE348785 AA249436 AA326809 AA325529 AW351428 N24212 AW302831 AI583353 AW47046O AU038861 AA234531 
AB76141 AA194854 W35263 N39248 D52746 D55494 AA083749 D52828 T30063 T31624 D54617 AA1 12066 BE01 8814 AW882900 M78702 
T31558 T31691 AW859799 AA310616 AW389747 AA317B97 T31158 A1077640 AA38S250 T10323 D53660F0561 3 AL1 20458 H 15866 AW895727 
AW895802 AW899191 AA128798 N31267 H14732 BE208125 N84235 H97218 AA236449 BE087062 F11649 F11648 Z42310T32845 U47717 
H43263 Z44143 T05325 T16885 AL13810B H84437 AA197265 N46693 AW020269 AA070847 AW022743 AW885792 M78703 AA486340 T07147 
N3634D T35393 AW841 129 A1288455 BE005370 A1497892 C14978 AA487674 T30747 AW022976 AA860826 AA730653 AA857741 T08861 N 67 128 
AI127818 AA886918 AJ424496 A! 004685 D55084 AA747954 Al 128832 W23585 Z41668 H84438 AI61 1575 AI350797 AA502260 A1364537 
AA638970 U97105 NMJW1386 BE009933 BE546254 BE396357 BE513831 W26313 H1056BT97273T33131 T07524 AW276666 R15142 T30810 
F07479 T33812 H24219 AV647683 AV646892 
H29990 N44638 N44265 AW292774 AA398365 R92869 AA4O3200 

N77624 AW607635 H03232 N46965 H94749 AW382351 R02203 BE1 69946 N56808 AA045401 AA046564 AA6581 1 1 N59303 H47303 R09001 
AW023738 AW607549 H68307 R73086 W57321 AA 126540 R27493 AA400212 AA044323 AA32941 6 AL037969 N54710 AA101 647 D60371 N58245 
D61743 H46463 AA1 26414 8E501495 AI765781 AW237498 BE219266 AA716110 AA031291 AA400123 C16598 AA045283 CI 6444 D62466 
AW189929 AI143224 AA530868 AW1 94998 AW593426 AA813316 C16384 A1332909 AI335037 D57149 D45498 C16198 C16113 AA705203 
AA777104 AJ360091 C16168 N89583 W67248 AJ469064 AI753912 N92420 A1862009 AI093246 AA101648 A1138331 AA296430 AI302151 R25756 
N34045 AW338083 AW1 39636 A1559099 A11S4816 A1200476 A1127576 T82460 A1368362 AM35204 A1478453 AI093082 AI469352 AW338517 
AI200250 AI031694 AJ887286 AJQ33758 AW080370 AW029140 N32140 N52949 N50055 H47004 N76054 R51887 R73087 Al 160363 H64018 
W88748 AI081703 AA149098 R40542 N77209 H04380 AA234491 RDB896 D57030 AI767209 AA600348 N70842 AA044242 A18B8195 AA777676 
A1538758 C16174 R38565 AI799219 H74312 F 10055 W37697 F1 0343 AA61 0106 R52523 R22142 H88895 R77674 R44673 AA045199 R31568 
AA505916 AI360773 F10337 AA733180 AI0 16479 AW1 83400 AW779199 058102 H64348 D57909 R26653 AW051234 Z41044 AA876777 F03579 
AI680446 AA745688 T24075 T35116T35115 R02091 230229 AIB72774 AW772549 A1540411 AI784282 R25646 AA541817 T77442 R26596 
BE 1664 24 T77229 R23S96 

AA39901BAW242359AI868208AW020951 AA412180 

A1026157 AA838752 AI146272 AA910825 AJ266100 N24580 H97503 BE327388 AJ697814 W56675 AA423842 AA423880 H40134 

423 



WO 03/042661 



PCT/US02/36810 



457128 28930.1 



457176 
457187 
457225 



457314 
457460 
457506 
457620 
457630 
457652 
457653 
457741 
457756 



457770 
457802 
457900 
457938 
458023 
458037 
458043 
458067 



458175 
458227 
458257 
458303 
458356 
458426 
458455 
458507 
458552 
458623 
458624 
458661 
458684 
458734 
458762 
458763 
458771 
458797 

458801 
458817 
458833 
458861 



459037 
459082 
459124 
459207 
459208 
459275 
459278 



296527J 
298994,1 
30546.1 



318537.1 

340038.1 

34672.1 

371514J 

373784.1 

37972J 

37979.2 

395767.1 

3.1 



402530 1 
410073J 
434061 1 
439837.1 
463717J 
46627.1 
466952.1 
46875 2 



498744 1 

517913.1 

526854.1 

543175 1 

555234 1 

579269 1 

59100.1 

614471 1 

633259 1 

662297 1 

662552.1 

677016.1 

68549.1 

719515.1 

73076 1 

731371.1 

737397.1 

75398.2 

75669.1 

764459.1 

777505.1 

798085.1 

812733.2 

82655.1 

86727.1 

87417.1 

889533.1 

916575.1 

926704.1 

92717.1 

97318.1 

9751.1 



AI932995 BE064464 AW371902 AW371841 Al 885885 BE084457 AA5241 13 AA721037 AA504343 AA778099 AI800598 A16931 12 AI864633 
AI690228 AJ400990 AW989089 AW371927 AW371912 AW383562 BE151089 AW383568BE218503AW383570AW371899BE151097AW371900 
AW293095 AW292008 AA434179 AA714780 R45868 W01 182 AW957767 AW1 19223 A1207864 W01578 AA354403 AA805177 Al 61 3299 AW269636 
AA481528AW079101 AF131777 R60^T81289 AA481594BE181020 AA465433AVV80B125TB4992AA749191 
AA436837 AA442594 
AA443927 AA444106 

AW820035 T20260 T20259 AL049415 AA737756 W46965 W00799 AW340968 AW027417 AW263261 AI420674 AA81 4921 AA736509 N69991 
AW368643 W47065 AI090172 A1924139 BE468071 AA375842 AA375767 AW628849 A1422731 AA494558 AA969233 AI142954 A11 6 1089 AI167233 
W94484 AI681576 AA249694 A1695943 AA832347 AA476621 AA937792 AI702870 AA455748 AW1951 00 AI638530 BE502479 AI383418 AA039630 
C20777 

AA479597 Z45151 H28821 

AI143312 AI394343 AW205239 AA523980 A1831223 AI347180 BE263197 AA765781 AI654500 
AF131757 T79901 
AA602711 BE078290 

A! 580803 A1703329 AA609004 AI305245 AI457796 AW295787 

AF116656 AI114583 AW838134 AW838525 AW885447 H83251 AWB38349 AW83B378 AW838175 H83252 
AI820719 AI273515 AW592687 AI2637B4 AI351926 R46866 

BE04474O AW827360 AW827623 BE161439 BE044718 BE046207 BE046551 AA653908 BE166581 

M1261 36 H62954 BE245159 AF280094 AA43191 8 BE386201 AA707576 AI074267 AA969194 AA693596 H62844AW1 34991 AA1 26014 AI077443 
AA699881 AI037956 AA961277 AW204185 A1540791 AI273273 AW627957 AA926890 AI014851 AW081056 AA443705 AW137571 BE139390 
AI583851 AI583822 A1583814 AW268341 A1590502 AW302642 A1053871 AI254692 AI591255 AI590260 A1583359 Al 583341 AI583752 AI224227 
AW302089 AW466960 AA810124 AW302684 AI272921 AI141003 AW589738 AA074714 AA621482 AI796501 AW024557 M621074 T62627 
AA639206 AI913538 AA075135 R5461 3 AA352975 AW206892 AI868280 AW449243 AA907317 AW134573 AI590492 AI51 0050 AI834309 AI375556 
AI284991 AW968038 

BE065030 AA670100AA781546AI022472AA846803AI497780 N68386 AI382B90 

T7801 3 AA699327 W87785 WB861 3 

AW976692 AA806542 AA745856 

AI373638AI073389AI087143AA764776AA913318 

AW97B1 61 AW978165 AI016938 AI539270 AW294958 AW51 1 089 AA814849 

AF074982R27906R31333 R31591 R27812 

AW979009 AA828038 AA828148 

AA393603 Z19481 AA252342 A180761 4 AI91 3804 AA040176 AA971879 H53388 AF085972 AI291424 H53349 AW015078 AA768307 AA1 27921 

AA72370OAAO40B41 AA993954 AA21 3655 AA1 27972 AA91 3063 BE327712 A101 7585 AA988186 AA6281 83 AI205930 AA833558 AA9741 07 

AI004390 H48931AA724004 

AW298024AA897109AJ015000 

Z40670 BE504110 BE219908 AW468668 A1002334 

U48351 AA969182 BE327312 AW138276 BE467567 AI680815 AJ422668 

AI264628 AF0 17648 AI872732 

AJ024855AI024877 

AI084514 N46645AW163984 

AV648310AV661871 A1928475AV647819 T55B45 

AI185703 AI805813 AW292764 

AW136139AI216724 

A1305223AI458577AI275569 

AI3S2790A1275995N48887 

AI299789BE551384 

BE281115T53860AV659439AV659421 BE539929 

A1554946 AW362008 AW362553 AI683342 AI376781 

AW802754BE619228 

AI693417 AI418256 AW627792 F32979 

AW295151 AJ425004 AW470228 A1693738 H50554 R99198 H50553 R99197 

AW001835 AW612725 AW136670AI798956 BE467368AA2B0216 A1216754 BE622057 AL121193 AVV853470AW853450AW369075 AVV369108 
AW578479 AW369106 AW361242 AW361190 N79183 

K98548 AI458157 BE041652 BE218014 BE622355 AA369340 AA369515 AW962780 AW962704 

AI522129T5H009 R53849 

AW236702A1566105Z40396 

A1630223A1630470 

AW865523AWB65128AW865467AW865127AW865466 

R15891 R61471 R61469N69765AI014624M(KJ7214AW592075H097BOAA709038A1335898H11055A1559^ 
AA988654 AA826438 AI002431 AI299721 

AW968226 Al 139249 AI701692 AA017303 AW469622 AA2591 48 AA81 1690 AA807996 AA744260 AA824494 AA731710 T25332 AA258101 
AA970687 

AW439497 A1826059 AA018402 AA837392 
BE551721 H51678AIB23338 C01488AW813562 
AW301478 AW301560 AI889207 
AW138410AI912712N40186 
BE261314 AI243408 AA027322 

A180891 3 AW028342 W81290 A1571379 AI382808 AA037071 W79688 R48751 N31808 AI870233 R4B752 AW024895 A1333754 
AW294659 AI204928 AA351653 H51220 R86843 AA993182 U79298 R15294 F05089 Z42963 R17818 T77498 AA332319 W56049 AA331586 
AW881873 AW881865 AW881876 R52345 AI652070 AA4O0O44 AA401512T08151 W05486 N68378 T33846 AI190920 R43021 AI949980 Z39084 
T63413 W37269 F01 343 R86669 AI621055 AW1 17593 Al 19321 1 AW297932 AI500709 AA400056 



Table 30C 

Pkey: Unique number corresponding to an Bos probeset 

Ret Sequence source. The 7 digit numbers in this column are Genbanx Identifier (GI) numbers. "Dunham I. et at." refers to the publication enfifled The DMA sequence of 

human chromosome 22" Dunham I. etal, Nature (1999)402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLpositfon: Indicates nudeofide positions of predicted exons, 

Pkey Ref Strand NLposffion 
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401626 


8575943 


Minus 


238100-238432 


401645 


7557839 


Mnus 


34986-35133 


4D1673 


7689903 


Minus 


122587-122705,122765-123047 


401694 


3540172 


Minus 


64056-64168 


401765 


7249190 


Minus 


165776-165996,166189-166314,166408-166569,167112-167268,167387-167469.168634-168942 


401878 


8099802 


Minus 


16226B-162474.163089-163195 


401867 


7229981 


Plus 


93973-94120 


401899 


7230209 


Minus 


155620-155815 


401986 


4406829 


Minus 


31137-31293 


401989 


4309964 


Minus 


118611-118821 


401991 


4156128 


Plus 


2398-2513 


402048 


8072512 


Phis 


4393644078 


402076 


8117410 


Plus 


128316-128627 


402090 


7249154 


Minus 


104806-104939,106898-107052 


402112 


8139750 


Ptus 


10507-10713 


402131 


7704961 


Minus 


33114-33209.33496-33678 


402145 


8018280 


Plus 


113086-114800 


402318 


7582559 


Minus 


12843-13403 


402333 


8844110 


Minus 


165693-165856 


402341 


7656596 


Ptus 


22583-23699 


402369 


9558577 


Minus 


50417-50522 


402451 


9796677 


Minus 


48137-48343 


402528 


7630857 


Minus 


169609-169742 


402603 


9909396 


Minus 


141663-141852 


402615 


9926801 


Plus 


131390-132157 


402689 


8348025 


Minus 


5885*209 


402942 


9368398 


Plus 


102152-102386 


403011 


6593597 


Minus 


3468-3623 


403053 


8748888 


Rus 


146568-146659.147539-147811 


403089 


8954241 


Ptus 


171964-172239 


403188 


9838289 


Minus 


157618-157755 


403218 


7630969 


Plus 


58039-58149 


403271 


7230852 


Ptus 


134283-134485 


403281 


8072630 


Minus 


7521-7728 


403308 


8099945 


Ptus 


127100-127251 


403310 


8139936 


Minus 


183883-184026 


403317 


8318526 


Minus 


50623-50834 


403329 


8516120 


Plus 


96450-96598 


403341 


8569175 


Rus 


306993910 


403344 


8569726 


Rus 


70823-70990 


403356 


8569930 


Rus 


92839-93036 


403513 


7656757 


Minus 


155310-155435,158402-158535 


403515 


7656757 


Minus 


173358-179553 


403525 


7960440 


Rus 


152431-153243 


403534 


8076917 


Minus 


46652-47332 


403568 


8101145 


Minus 


85509-85658 


403572 


8101156 


Minus 


1253-1675 


403574 


8101156 


Phis 


5542-6176 


403623 


8569879 


Minus 


3519-5426 


403625 


8569879 


Ptus 


6551-7111 


403837 


8671936 


Minus 


142647-142771,145531-145762 


403678 


7331517 


Minus 


119573-120430 


403691 


7387384 


Minus 


88280-88463 
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403776 


7770611 


Minus 


1414-1513,1624-1756 


403780 


8076989 


Plus 


93160-93409 


403786 


808363S 


Minus 


73028-73217 


403891 


7331467 


Minus 


191508-193220 


403937 


7711761 


Minus 


12609-12773 


404042 


9558573 


Plus 


5140-5208,86334763 


404043 


9558573 


Plus 


29042-29135,46597-46699 


404068 


3168621 


Minus 


18123-18766 


404108 


8247074 


Minus 


63603-64942 


404166 


7596822 


Plus 


86147-86509 


404193 


3881948 


Minus 


94185-94322 


404196 


3805917 


Minus 


67928-68109 


404249 


8655533 


Plus 


64270-64633 


404367 


9965011 


Minus 


114391-114628 


404404 


7272262 


Plus 


82112-82244 


404414 


7382165 


Plus 


143127-143398 


404416 


7382420 


Minus 


143042-143216 144704-144853 145BOO-I4fi04fl 


404420 


7407952 


Minus 


129817-130586 


404443 


7579073 


Minus 


87198-87441 


404453 


7657714 


Plus 


27768-29179 


404476 


8080699 


Plus 


101841-102043 


404518 


8151988 


Plus 


84494-84603 


404526 


8152087 


Plus 


121918-122123 125198-125348 


404531 


8247909 


Plus 


20152-20362 


404561 


9795980 


Minus 


69039-70100 


404569 


7249169 


Minus 


104257-104348,104822-104970 


404582 


9739220 


Plus 


53230-53424 


404587 


8698840 


Minus 


69781-70096 


404588 


6456726 


Minus 


40059-40210 


404593 


9944086 


Minus 


74922-75788 


404595 


9958262 


Minus 


16764-16900 


404638 


9796751 


Nfinus 


99433-99528,100035-100161 


404652 


9796969 


Minus 


108172-108296 


404694 


9799957 


Minus 


128092-128227 


404708 


9800828 


Plus 


77522-77658 


404731 


• 7230299 


Minus 


16B609-168781.182951-183081 


404767 


7882827 


Minus 


23244-23759 


404793 


7232206 


Minus 


61087-61590 


404822 


3810614 


Plus 


7541-8132 


404834 


6911603 


Minus 


37948-38226 


404957 


7407927 


Plus 


147512-148011 


404967 


7523744 


Minus 


89944-90729 


404988 
405001 


4662677 


Minus 


72406-72600,72779-72856 


6015406 


Minus 


104846-104819 


405008 


6088019 


Minus 


64091-64287 


405090 


8072525 


Minus 


38552-39202 


405120 


8099940 


Plus 


140176-140340 


405229 


7249019 


Plus 


51081-51701 


405230 


7249032 


Minus 


97493-97682 


405302 


2078453 


Minus 


121688-121840 


405347 


2979602 


Minus 


977-1116 


405443 


7408143 


Plus 


90716-90887 101420-101577 

WVI l V0VWI | I %i |"nUT I v Iwr / 


405455 


7656675 


Phis 


134112-134671 


405456 


7656676 


Phis 


150052-19)208 


405494 


8050952 


Minus 


70284-70518 


405521 


9454643 


Plus 


65098-65247 77508-77637 R1?4?-ft11fld rao/rjuick 


405523 
405605 


9454643 


Pius 


114550-114688.117265-117407 11 0400-1 1Q5QQ 191917 1911<tt 11114^111917 


5836195 


Minus 


117070-117270 


405608 


5815499 


Minus 


66822-66925 


405634 


5306288 


Phis 


17856-17957.18302-18412.18837-18927 22790.22989 


405654 


4895155 


Minus 


53624-53759 


405692 


4314424 


Plus 


61379-62562 


405738 


9943998 


Plus 


44370-45410 


405747 


8469069 


Minus 


153933-154060 


405780 


7248203 


Minus 


4820448371 


405783 


5738434 


Minus 


27238-27885 


405784 


7417368 


Minus 


77798-78000 


405829 


7109593 


Minus 


15628-16127 


405920 


6758795 


Plus 


120621-120971 


405935 


6758795 


Minus 


163112-163652 


405970 


8247789 


Minus 


4579S46295 


406005 


8247801 


Minus 


39912-40220 


406018 


6758904 


Minus 


3779548168 


406076 


9123123 


Rus 


89972-90319 


406092 


9123919 


Plus 


251370-251797,252168-252882 


406190 


72B9992 


Minus 


22395-22901 


406288 


7549520 


Rus 


111718-112008 


406298 


5686278 


Minus 


30084-30770 


406333 


9213235 


Rus 


64589-64798 


406364 


9256114 


Minus 


50715-50833 


406378 


9256142 


f^nus 


126408-125800 


406413 


9256407 


Rus 


4385*44003,46393-47136 


406468 


9795553 


Rus 


4373-4616,8870-9046,1 1 366-1 1509,1 1625-1 1 880 
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406603 8272659 Minus 39506-39694 



TABLE 31A: ABOUT 1884 GENES UP-REGULATED IN 1PF COMPARED TO NSiP 

Table 31A Bsts aboul 1884 geneswhose expression levels are up regulated in idiopathic pulmonary fibrosis (IPF) samples as compared with non-specific interstitial pneumonia (NSIP) 
samples. These were selected from about 59680 probesets on an Affymetrix/Eos Hu03 GeneChip array such that (he ratio of 'average" idiopathic pulmonary fibrosis sample 
expression level to "average" non-specific intersHial pneumonia sample expression was greater than or equal to about 2.0. The "average" idiopathic pulmonary fibrosis level was set 
to the 900i percentile amongst idiopathic pulmonary fibrosis samples. The "average" non-specific interstitial pneumonia level was set to the 90th percentile amongst non-specific 
interstitial pneumonia samples. 

Pkey: Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 



R1: 

Pkey 

450478 
405654 
432365 
403637 
431548 
407811 
439606 
403574 
416653 
441233 
415817 
409632 
432437 
407266 
423017 
403329 
429629 
441519 
453823 
406690 
416379 
428862 
407305 
434683 
441802 
431242 
442377 
420407 
428908 
445898 
457673 
458771 
426800 
440504 
415025 
438557 
416128 
457242 
423629 
404793 
435563 
415672 
455488 
426230 
412282 
431622 
405523 
424693 
436397 
456476 
434784 
422977 
442849 
451519 
412474 
457081 
444827 
404822 
402430 
457900 
400292 
410934 
440172 



Ratio of IPF (idiopahic pulmonary fibrosis) to NSIP (non-specific interstitial pneumonia) 



ExAccn 



Unigene ID Unigene Title 



AW451709 Hs.271200 ESTs 

AK001106 Hs.274419 tiypotheffcal protein FU 10244 



AI834273 

AW190902 

W79123 

AA768553 

AA972965 

U88967 

W74001 

W07088 

AJ235654 

AW178761 

BE501732 

AA972740 

AL137967 

M29540 

N38857 

NM_000346 

AA715284 

AW298724 

AA968633 

AA9B7742 

AA993807 

AA814732 

AW303529 

AFO70623 

AA551569 

AW295151 

AA385085 

AI946966 

AW207091 

AW364104 

AA173532 

AA457011 

AW021173 

AF210317 

N53097 

AA102322 

AA367019 

BE160168 

AW979271 

BE169810 

AA715013 

AA256753 

AA649051 

AA631498 

R10099 

AIB00600 

AI791451 

AA916785 

R09764 



AW976692 
AA250737 
AW811114 
AA868584 



Hs.9711 novel protein 

Hs.40098 cysteine knot superfamfly 1, BMP antagon 
Hs.58561 G protein-coupled receptor 87 

Hs.74170 metaltothionein 1 E (functional) 

Hs.135568 ESTs 

Hs.78867 protein tyrosine phosphatase, receptor-t 

Hs.55279 serine (or cysteine) proteinase inhibito 

Hs.293685* ESTs 

gb:Homo sapiens mRNA for imrnunogtobufin 

Hs.227948 serine (or cysteine) proteinase inhibito 

Hs.30622 Homo sapiens cDMA FU13010 fis. clone NT 
Hs.127092 ESTs 

gb:DKFZp761D2315j1 761 (synonym: hamy2) 
Hs.220529 carriroernbryonic antigen-related cell ad 
Hs.203933 ESTs 

Hs.2316 SRY (sex determining region Y}-box 9 (ca 

gb:nv35f03.r1 NCLCGAP_Br5 Homo sapiens 
Hs.202639 ESTs 
Hs.127877 ESTs 
Hs.251278 KIAA1201 protein 
Hs.167367 ESTs 

Hs.145010 iipopolysaccaride-specific response 5-6 
Hs.144955 ESTs 

Hs. 13423 Homo sapiens done 24468 mRNA sequence 
Hs.272034 hypothetical protein PR02822 
Hs.163612 ESTs 

gb:EST98959 Thyroid Homo sapiens cONA 5* 
Hs.130017 ESTs. Weakly similar to JN0908 rWransp 
Hs.72307 ESTs 

Hs.143509 hypothetical protein RJ21924 
Hs.221 16 CDC 14 (cell division cycle 14, S. cerevi 
gfoaaSOcH j1 Stratagene fetal retina 93 
Hs.1861 2 Homo sapiens cONA: FU21909 fe, done H 

Hs.95497 solute carrier famfly 2 (fadBtated gfu 
Hs.193579 ESTs 

gb2t90f03.r1 Stratagene colon (937204) 
Hs^41395 protease, serine, 1 (trypsin 1 ) 

gb:QV1-HT04134)1020(Wi5^g05 HT0413 Homo 
Hs^93184 ESTs 

Hs.47557 ESTs 
Hs.169835 ESTs 

gbzs22b12.r1 NCI_CGAP_GC81 Homo sapiens 
Hs.164007 ESTs 

gtmp83h04.s1 NCI_CGAP_Thy1 Homo sapiens 
Hs.269805 ESTs 
Hs.209573 ESTs 

gtau50c09.y5 NCLCGAP_Ov2 Homo sapiens 
Hs. 180510 sptiting factor proline^utamine rich ( 
Hs.20416 ESTs 



Hs.291665 ESTs 
Hs.72472 ESTs 

gb:MR2-ST0131-1 11 199016*04 ST0131 Homo 
Hs.126154 ESTs 

427 



R1 

20.2 
16.1 
11.9 
11.2 
10.8 
10.4 
10.3 
10.1 
9.3 
9.1 

as 

8.4 
83 
8.2 
8.1 
8.0 
8.0 
7.9 
7.8 
77 
7.7 
7.5 
7.2 
12 
6.9 
6.9 
6.9 
6.8 
6.8 
67 
67 
6.6 
6.6 
6.6 
6.5 
&5 
6.4 
6.3 
6.3 
6.2 

6.2 

6.2 
6.2 
6.1 
6.1 
6.1 
6.0 
6.0 
6.0 
5.9 
5.9 
5.9 
5.9 
5.8 
5.B 
5.8 
5.8 
5.7 
57 
57 
57 
57 
57 
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431374 


BE258532 


Me 9sift7i 
ns.zo ion 


409816 


AW500Q54 




447613 


All 041057 


He I'WCO. 


417919 


AI928203 


He RRT7Q 


425259 


AL0492BQ 


He 

ns.ioooyi 


439063 




Me mow 
its. i toy bo 


406053 






431211 


MS6849 




451830 


H18433 


Mc OIW) 


416035 


H42314 




413849 


BE173561 


Hs.15384 


459458 




Me OR>IC77 
nS.4040/f 


416154 


Z46122 




404561 






428895 


AAAT719A 
/WW/ IZh 


HS. 1B7Z47 


41 0947 


c>00/3 I 


HS.o97o4 


SOOOUJ 


AITCQCQft 

AlooaooU 


Hs.816 




AWonUsU 


Hs. 130419 


41Q94Q 


5MA7R7 
AllfO/ 


l}_ QQ7CQ 

MS.bWos 


AARATl 


□cuiio/z 






Awuf yut>4 


Hs. 245540 


10300*1 

401497 






408493 




nS.4oU39 


444 cm 
«W*yol 


AVDOZuOO 


Hs.75113 


456680 


ML I Of /DO 


Ue 1 1 crvro 

ns.nou/z 


452542 


AW812256 




411402 


BE297855 


Hs.69855 


404957 






436445 


AAQ979H 


Me \ 

nS.l/l/OO 


442617 




Me nfK"JO 

ns.iouooo 


416045 


H15990 


Me n/m 


425178 


H 16097 


Me 1fiirW7 

ns. ID lUz/ 


441918 




ns, izoi iy 


455464 






420929 


AIRQ4143 


Me 90&9C4 


448844 


AKR/KIQ 
ru jo i u i Z/ 


Mc 1771R4 

ns. i / / \w 


430686 
405229 


MM mi 047 


Mc 9fi'tt 


417641 


AAOncnic 


Mc *L4R17 


434167 




Mc 11R1W 
ns. 1 ID 100 


450438 


A1KPRT171 

rUOSOUr i 


Mc 9*ttftnn 


456394 


YVZ03UD 




455747 


RCfl74Qin 




417420 


lOO 1 DU 


MS. £D 00 14 




OcZyOlOZ 


Us <ortno 
MS. 19002 


426750 


AA^tnacn 
aaooosou 




A AMUR 
*nW 1 0 


AI/JOUOO 


Hs.1 30806 


HUayoy 


Awoyuo/o 


MSufl idIU 


4^44R9 


QC1A7O10 

otw/yiy 




436508 


AWOU*WOi 


Hs.121121 




AQfUfTMC 
AOU1IM40 


Hs-27657 


**U/**10 


ArU/Jjzo 








Hs.202259 


406333 








Alf DO !>40 


Ue OQICDn 








446466 


no ouzo 


nS.oUo 


HUDHOO 






*>1 Ii30/ 


AWo443i» 


Hs. 130815 


426097 


dcjz/ joy 


MS. 1 1 Zz jo 


427768 


T78402 


Me 17/Rfin 


411018 


AWR1 149ft 




415257 


F03016 


Mc 


441107 


AAQ17n7< 


Me ionon 
ns. lyuoAJ 


419519 


AMQA71Q 
Al 190/ 13 


nS.l/DOrD 




AVlOlUUUl 




426217 


AW (0 10O0 


Ue 179700 


4241 8B 


aukkaiu;? 

AYVy04D0£ 


Me 1A9fTU 
115.144004 


10030/ 


Aitrc70on 
Aioo/zyu 


Ue 17QE9C 

HS.l/Joio 


405303 






414955 


CI 5506 




451620 


AW449888 


Hs.257224 


421948 


L42583 


Hs.334309 


424780 


U39576 


Hs.153058 


443271 


BE568568 


Hs.195704 


417181 


L10123 


Hs.1071 


402230 






422246 


AA461032 


Hs.5306 


431508 


NMJM2481 


Hs.182979 


415236 


R41400 




413101 


BE065215 




444774 


AW052174 


Hs.196030 



CTP synthase 

gb:UkHF-BP0^-h-12-<RJlj1 N1H.MGC.5 

OKFZP434N093 protein 

ESTs 

Homo sapiens mRNA; cDNA DKFZp564K143 (fr 
ESTs 

gap funcfon protein, beta 2, 26kO (conn 
K1AA1 035 protein 

gb Yo09eOZs1 Soares adult brain N2b5HB5 
API gamma subunit binding protein 1 
ESTs. Weakly similar to B34087 hypotheti 
gb:HSC0VB031 normalized infant brain cON 

ESTs 

fragile X mental retardation 1 

SRY (sex determining region YVbox 2 

ESTs 

gamma-aminobutyric acid (GABA) A recepto 
gb:601452090F1 NIH_MGC_66 Homo sapiens c 
ESTs 



phosphogrycerate mutase 2 (muscle) 

generat transcription factor MA 

Homo sapiens mRNA; cDNA DKFZp434H245 (fr 

gb:RCO-ST0174-191099^)31-a07 ST0174 Homo 

NRAS-retatedgene 

ESTs 
ESTs 
ESTs 
ESTs 
ESTs 

gb:RC1-HN0003-22030(W11-f10 HN0003 Homo 

programmed ceil death 4 

ESTs 

ein 1 



hypothetical protein FU 20060 

ESTs 

ESTs 

gb:48f 1 Human retina cDNA randomry prime 
gb:RC5-BT0580-17030(WH1-F12 BT0580 Homo 
ESTs 

hypothetical protein MGC4675 
gb:EST97403 Thymus I) Homo sapiens cDNA 
ESTs 

CUG triplet repeat, RNA-Wndmg protein 
gb:RC3-HT0230-16020(H)15-a08 HT0230 Homo 
ESTs, Weakly similar to S00755 pieckstri 
WAA0802 protein 

gb:Homo sapiens tetracyfine transporter- 
ESTs 

peroxisomal trans 2-enoyi CoA reductase; 

arresOn 3, retinal pC-arrestin) 

hypothetica! protein FU21870 

ESTs 

ESTs 

gb:MR3-ST0192-010200-210-c05 ST0192 Homo 

ESTs 

ESTs 

ESTs 

gkMR4^124-27()301WX}54)11 ST0124Homo 
ESTs, Weakly similar to hypothetica! pro 
zinc finger protein 
ESTs 

gb:C1550S Clontech human aorta potyA+ mR 

ESTs 

kerafin 6A 

butyrophflin, subfenrily 1, member A1 
ESTs 

surfactant protein A binding protein 

hypothetical protein DKFZp586T1 122 simfl 

ribosomal protein LI 2 

gb7l94b1is1 Soares infant brain 1MB H 

gb:RC1-eT03i4^ 10 30XW)1&«1 BT0314Homo 

ESTs 

428 
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T99898 

AJ927382 

NMJJ02153 

AI871000 

AW969834 

AW841462 

H94186 

AI791249 

AL133990 

AI953671 

AI018777 

AI803082 

AA028933 

W84774 

AW901456 

X57010 

AA331906 

W05355 

AW449185 

NM.004354 

AW296927 

D16471 

AA535246 

AV660159 

A! 073991 

AA477989 

AI056616 

H73183 

AW367764 

AA099113 

AI080491 

T63804 

AW063476 

AA381579 
AX0158O9 

AI815601 

BE150618 

AI091815 

BE044593 

AA770151 

AI200521 

W26592 



Hs.32461 1 ESTs. Moderately similar to ALU8_HUMAN A 

gix-QV3-HT(M60-230200-101-b08 HT0460 Homo 
protein kinase anchoring protein GKAP42 
ESTs, Weakly similar to ALU INHUMAN ALU S 
gb:HSC33F061 normafized infant brain cDN 
Hs.100292 Homo sapiens mRNA; cONA DKF2p586E1 120 (f 
K1AA1313 prolan 

gb2h53KW.r1 Soares Jetal_fiver_spteen_ 
ESTs 



Hs.36752 
Hs.292308 



Hs.4993 



Hs.86984 

Hs.288550 
Hs.83169 
Hs.12B626 



Homo sapiens cDNA FU231 56 fis. done L 
matrix metalloproletnase 1 (interstitial 
ESTs 

Human ghicose transporter pseudogene 
Hs.14119 ESTs 

Hs^9643 Homo sapiens cONA FU13103 fe. clone NT 

gb:yr81h09.r1 Soares fetal Gver spleen 
Hs.146642 ESTs 
Hs.1 25956 ESTs 

Hs.333144 Homo sapiens cDNA FU10130 fe, done HE 
Hs.74368 transmembrane protein (63kD), endoplasmi 
Hs.1 11449 CGl-94 protein 
Hs.1 93852 ATP-binding cassette, sub-family C (CFTR 
Hs.128830 ESTs, Weakly similar to Z192.HUMAN ZINC 

Hs.131581 Homo sapiens testis transcript Y 7 (TTY7 

Hs.268799 ESTs 

Hs.252722 Hin-1 

HsJ272242 hypothetical protein FU11112 

Hs.223000 ESTs 

Hs*9113 ESTs 

Hs.150890 hypothetical protein 

Hs.120189 ESTs 

gb:qa96b05.x1 Soares_fetal_hearLNbHH19W 

Hs.145126 ESTs 

Hs.9343 Homo sapiens cDNA FU 14265 fis, done PL 

Hs.256185 ESTs 

gb:ye68g01.r1 Soares fetal Dver spleen 

Rs.29857 ESTs 

Hs.1 551 09 hydroxysteroid (17-beta) dehydrogenase 2 

Hs.161330 ESTs 

Hs.303303 ESTs 

gb^C6-CN00144)80300-012-B09 CN0014 Homo 

Hs£912 F-box only protein 7 

Hs.278054 ESTs, Weakly similar to 138022 hypotheli 

Hs.190642 ESTs 

Hs.220994 hypothetical protein FU 141 29 

Hs.131241 ESTs 

Hs.157212 ESTs 
Hs.162434 ESTs 
Hs.17643 ESTs 

gb:RaWJN1012-270300-031-c07 NN1012 Homo 
Hs.81 343 collagen, type tl, alpha 1 (primary oste 

gb:EST35805 Embryo, 8 week I Homo sapien 
Hs.102971 hypotheScal protein FU14751 

gWJMWllekfre^&MHJUl NCt CGAP_Su 
Hs.79069 cyciin G2 

gbAit-H-BWO^c-c-07-O<JU1 NCI_CGAP_Su 
Hs.121571 Human mRNA, Xq terminal portion 
Hs.50852 ESTs 

Hs^82284 ESTs, Weakly simaar to I38022 hypotheti 
Hs.134268 ESTs, Weakly similar to 2109260A B ceD 
Hs.98800 ESTs 
Hs.134314 ESTs 

Hs.1 29885 ESTs, Weakly similar to 2004399A chromos 
Hs.7857 erythrocyte membrane protein band 4.1-fi 
Hs.118609 ESTs 

Hs.93270 ESTs, Moderately similar to S65657 alpha 
gb:yc21e09.rl Stratagene lung (937210) H 
Hs.279080 ESTs 

Hs.1 82362 ESTs 

Hs^87767 Sequence 8 from Patent W09950285 

Hs.79197 CD83 anfigen (activated B lymphocytes, i 

gb:RC3^HT0272-1 1 01 00-01 3^06 HT0272 Homo 
gb:qa58b06.s1 Soares_NhHMPu_S1 Homosapl 

Hs.112704 ESTs 

Hs.126424 ESTs 

Hs.148504 ESTs 

Hs.232089 ESTs 
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437963 BE396279 gb:601309785F1 NIH.MGC 44 Homo sapiens c 13 

425381 AA355933 Hs.132221 hypothetical protein FU 12401 3.3 

408813 A1580090 Hs.48295 RNA hefcase famBy 13 

426692 AK001751 Hs.171835 hypothetical protein FU 10889 13 

J 407456 AJ237589 gb:Homo sapiens mRNA for T-box transcrip 13 

433183 AF231338 Hs.222024 transcription factor BMAL2 13 

436168 AK000883 Hs.301645 Homo sapiens cDNA FU 10021 fis, done HE 13 

438455 AA9133B1 Hs.190513 ESTs 13 

1rt 453242 T98327 Hs.18343 ESTs 13 

10 415131 061119 gb:HUM158C11BOOTtechhumanfetalbrain 13 

412040 D86519 Hs.73086 neuropeptide Y receptor Y6 (pseudogene) 13 

435070 AI821270 Hs.285643 Homo sapiens cONA FU14364 fis, done HE 3.3 

444443 All 49286 Hs.55099 rab6 GTPase activating protein (GAP and 13 

434001 AW950905 Hs.3697 serine (or cysteine) proteinase inhibito 13 

15 454145 AA046872 Hs.62798 ESTs 13 

405264 13 

411849 AW964970 Hs.18861 ESTs, Moderately similar to K1AA1276 pro 13 

416B16 T71168 Hs.119567 ESTs, Weakly similar to A47582 B-celi gr 13 

435325 A1038388 Hs.119309 ESTs 13 

20 440184 AB002297 Hs.7022 dedicator of cytokinesis 3 13 

428356 AL046991 Hs.10338 ESTs 13 

429216 A1369472 Hs.65407 ESTs 13 

429106 AA446612 gbzw85g07.s1 SoaresjDtalJetus_Nb2HF8_ 13 

405720 13 

25 400889 13 

416294 D86980 Hs.79170 K1AA0227 protein 13 

422094 AF129535 Hs.272027 F^ox only protein 5 13 

425374 AI904013 gb:MR8T041 -2201 99-1 04 BT041 Homosapien 13 

418122 R42778 Hs.22217 Homo sapiens done 1MAG&321 06, mRNA seq 13 

30 427374 AI150033 Hs.143686 ESTs 13 

443367 AW071349 Hs.215937 ESTs 13 

446645 A1336596 Hs.156294 ESTs 13 

457604 AI004397 Hs.334552 Homo sapiens cDNA FU14930 fis, done PL 13 

452291 AF015592 Hs.28853 CDC7 (cdl drvision cyde 7, S. cerevisi 13 

35 410481 R34107 Hs.321450 pregnancy specific beta- 1 -glycoprotein 2 13 

458885 AA411303 Hs.30022 ESTs 1 WeaMysirnilartoNAH6_HUMANSO£)iU 13 

429608 U49250 Hs.210862 T-box, brain, 1 12 

437454 AL390159 Hs.269812 Homo sapiens mRNA; cDNA DKFZp761MD415 (f 12 

430503 AA533574 Hs.152274 ESTs 12 

40 432839 AA579465 Hs.45207 rrypolneOcai protein K1AA1335 12 

421698 T89677 Hs.324323 ESTs 12 

412321 AW936913 gb:RC1-DT0029-03020M12-f08 DT0029 Homo 12 

422219 AW978073 Hs.1 010 regulator of mitotic spindte assembly 1 12 

454962 AW847645 gb:IU^nO213-280100^A04CT0213Homo 12 

45 441705 A1087052 Hs.55993 ESTs 12 

403619 12 

435608 AW1B3971 Hs.250896 ESTs 12 

426701 A1968103 Hs.209461 Homo sapiens cDNA FU 12836 fis, done NT 12 

401132 12 

50 407764 BE008347 gb:<mBW154-08040M2&n04BN0154Homo 12 

409425 U40462 Hs.54452 zinc foger protein subfamily 1A. 1 (IX 12 

428004 AA449563 Hs.151393 glutamatfrcysteine Egase. catah/lic sub 12 

443603 BE502601 Hs.134289 ESTs, Weakly similar to K1AA1 063 protein 3.2 

_ _ 419938 AI79278B gb:ol91d05.y5 NCLCGAPJOdS Homo sapiens 12 

55 455571 BE003714 gb:QV3^N009&-200400-161-a01 BN0096 Homo 12 

40S592 12 

446530 AV658909 Hs.282642 ESTs 12 

454466 AA984138 Hs.1 55101 ATP synthase, H+ transporting, milcchond 12 

„ 401449 12 

60 431196 AW974436 Hs.154929 ESTs 12 

422183 AA431698 Hs.1 12794 Human DNA sequence from clone 1088E13 on 12 

459459 AA460445 gb3xS6h11 j1 SoaresJotalJetus_Nb2HF8_ 12 

421308 AA687322 Hs.192843 leucine zipper protein FKSG14 3.2 

427335 AA448542 Hs^5l677 Ganfigen7B 12 

65 455236 AW875972 gb:CM3-PT0014^7129W)51-b05 PT0014 Homo 3.2 

425156 AA351364 gb:EST59099 Infant brain Homo sapiens cO 12 

404588 12 

413087 BE064655 gb«C1-BT0313-30129W)12-c09BT0313Homo 12 

444910 AI201849 gb:qs76g04.x1 NCl_CGAP_Pr28 Homo sapiens 3.2 

70 426660 NMJW2719 Hs.171734 protein phosphatase 2. regulatory subuni 12 

438315 R56795 Hs.82419 ESTs 12 

425523 AB007948 Hs.158244 K1AA0479 protein 12 

419340 AA236590 Hs.87530 ESTs 3.2 

425636 AK001243 Hs.158370 hypothetical protein FU10381 12 

75 430553 AW392821 gb:CM4-ST0275^1299-O53-h09 ST0275 Homo 12 

457030 AI301740 Hs.1 73381 dMropyrimidinase-Cke 2 3.2 

447375 A1376560 Hs.257822 ESTs 12 

408334 AW514652 Hs.321637 ESTs 12 

410085 AA428482 Hs.585B9 grycogenm2 12 

OO 410536 N39533 gb:yv27dM*1 Soares fetal fwer spleen 12 

448495 AW136516 Hs.208515 ESTs 3.2 

405634 12 

431098 AW501465 Hs.249230 ribomidease L (2 , 1 5'-djg(Discaoenytate 12 

433 



WO 03/042661 



PCT/US02/36810 



5 

10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



421581 


U89331 


ni. wza6c 


440633 


A) 140686 




453254 


AA034137 


Hc971Q« 


411656 


AW855576 




419169 


AW851980 




426591 


AA431127 




446986 


C01448 


He IfVKI 1 


452401 


NM 007115 


He 


455170 


AW860972 




416208 


AW291168 




423657 


AL045128 


Hs.1691 


400816 






410307 




He R01R7 


440046 




ns.Da/ / 


452824 


W27643 


Me 

ns./ODOO 


400315 


U46120 




411965 


dcso» joy 


Ue 9finl 1 e 

nS.zoUllD 


416316 


H5B721 




400613 






414819 


HF 177150 

DC. 1 f I OCKJ 


He IdRI^O 


434833 






416693 


AI7*jflfl7ft 


We R7/00 


416258 


N45661 


He Qnm 1 


405093 






415273 


Z39840 


Hs*22229 


450519 




He 00AOAQ 


422654 


AA31431R 


He 1RT79C 
rlS. 100/ £3 


414605 


BE390440 




400441 


M15530 


Hs.99879 


402790 






438553 




He 1 

rl5. lOH/^+O 


447524 


D80449 


Hs.45177 


446835 


BE277929 


Hs.11081 


415979 


H 16427 


ns.t f i v/v I 


434479 


A1138213 


Hs_1 62035 

11*1 U£UO»J 


426724 


AA383623 


nb.^yjo id 


418105 


AWQT74RR 


He 17RfW> 
MS. l/OUw 


405608 






406506 






421216 


AV649282 


Hs 109RR4 


452755 


AW1 38937 




404288 






429878 


AA460188 


He 1979fi3 


439834 


AI754576 


Re 1 94*9? 


454564 






450491 


BE045604 


He 507^01 


409920 


UC iuji ho 


He 19*314 


400579 






402953 






404285 






426890 


AA3Q31R7 
MAJjO id/ 


He AMQA 


457770 


RFDR^mn 

DoJDOUJU 


ns.124179 




QC<M Q7flQ 


Hs.1 17270 


43R3Q1 


AJ 227892 


Hs.1 46274 


456083 




Lie 770C O 


416421 




Ue 7Cttflft 


430101 


nil lUUVi 




449238 




He 331<;ri 

nS.JJ (DDI 


452605 




Ue onm 9 


456323 


AW7S7*R_Q 

nun 


Ue R79QR 


429828 


AB019494 


He 99 £ T7R7 


423454 


All 10456 


Hs.469 


452762 


AW50143S 


He 77RU9 


401344 






455511 


BE 144762 




455280 


AW8B6156 




433132 


ABQ26264 


He 9R4MC 


423600 




He unwj 


427667 


ARnni77P 


He 1RM71 


407257 


/\BUUD004 




457041 




He 9«;oimr 


421482 


A113S462 


Hs.1 0471 5 


459052 


AA059246 


Hs*110293 


436475 


R58806 


K5.B6149 


411622 


A1807894 


Hs.47274 


417489 


AW953341 


Hs.22573 


41B454 


AA315308 


Hs.1 95870 


409699 


BE154650 




438394 


BE379623 


Hs.27693 


443741 


AW451759 


Hs.145420 


405090 






432267 


AK000872 


Hs.274227 


445409 


AI949081 


Hs.1 47862 



short stature homeobox 

ESTs 

ESTs 

gb:CmCT0278-2210994)27-d01 CT0278 Homo 
ESTs, Weakly sirralai to S72482 hypotheti 
ESTs 
ESTs 

tumor necrosis factor, alpha-induced pro 
gb^3VaCT0387-180300-167-h07 CT0387 Homo 
ESTs, WeaWy similar to MUC2_HUMAN MUCIN 
ghican (1,4-alpha-), branching enzyme 1 

phosphattdyrtnositol glycan, class K 
hypothetical protein FU 10483 
splicing factor, argimrte/serme-rich 2 
Human expressed unknown mRNA 
ESTs 
ESTs 

hypothetical protein FU 13231 

ESTs, Weakry simitar to ATI AJWMAN POTEN 

thromoosponoln 1 

adenylosuccinate synthase 

ESTs 

Homo sapiens cDNA FU 12583 fts, done NT 
ESTs 

gb£01283601F1 NIH.MGC.44 Homo sapiens c 
&ceD growth factor 1 (12kD) 

ESTs, Weakly similar to A46010 X-finked 
ESTs 

UBX domain-containing 2 

ESTs, Weakly similar to 154374 gene NF2 

olfactory receptor, family 52, subfamily 

ESTs 

ESTs, Weakly similar to FV1 MOUSE FRIEND 



vesicle-associated membrane protein 4 
ESTs, WeaWy simflar to A34087 hypotheti 

ESTs 
ESTs 

gb:MR1-ST008«tt1299404^01 ST0088Homo 
ESTs 

likely orthotog of mouse Arkadia 



ESTs 
ESTs 

hypothetical protein FU14345 
ESTs 

fragHe histkftne triad gene 

eidcaryoSc transJafon inifeCon factor 

guanylate cyclase ac&Vator 1C 

muscie-spectfic RING-hnger protein 3 

hypothetical protein FU 23441 

Homo sapiens cDNA FU20a9 fis, done HE 

IDN3 protein 

sucdnate dehydrogenase complex, subunfl 
v-akt murine thymoma viral onoogene homo 

gb^mHT018(W)4109^06Sb04 HT0180 Homo 
gb:RCSOT0078-15030tW)2l-E08 OT0078 Homo 
hypothefical protein IMPACT 
ESTs 

Homo sapiens cDNA FU10417 Ms, done NT 

gb:Homo sapiens mRNA for HRV Fab N&-VH, 

ESTs 

inversin 

ESTs 

phosphdnositol phosphate-binding prot 
Homo sapiens mRNA; cDNA DKFZp564B176 (fr 
ESTs, WeaWy similar to ALU 1. HUMAN ALU S 
hypothetical protein FU14991 
gb:PM3-rfT034«7129M03^08 HT0344 Homo 
pepfidytprolyl isomerase (cydophiBnH 
ESTs 
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449347 AV649748 Hs.295901 K1AA0493 protein 3.0 

428301 AW528666 Hs.9844Q ESTs, Weakfy sinfer to 138022 hypolheti 3.0 

406384 3.0 

_ 418409 AA219332 Hs.120869 ESTs.WteaWysim3arbR107_HUMANH.REV 3.0 

5 427050 AA397789 Hs.161803 ESTs 3.0 

431778 AUJ80276 Hs.268562 regulator of (^protein signalling 17 3.0 

448405 AW207634 Hs.170849 ESTs 3.0 

429846 AB023021 Hs.225945 fucosyttransferase 9 (alpha (1 ,3) fuccsy 10 

438165 AA779344 Hs.138138 ESTs, WeaWy similar to 151 0254A LI repe 3.0 

0 418888 AU076801 Hs.89436 cadherin 17, U cadherin (Trver-intestin 3.0 

418432 M14156 Hs.85112 insufirvOke growth factor 1 (somatomes 3.0 

426424 BE081745 Hs.272188 Homo sapiens cDNA FU12090 fis. done HE 3.0 

419505 AA243660 Hs.143061 ESTs 3.0 

, _ 403743 3.0 

[5 415452 F09134 Hs.12839 ESTs 3.0 

428579 NMJJ05756 Hs.184942 G protein-coupled receptor 64 3.0 

447046 AA326187 Hs.17170 G protein-coupled receptor 4 3.0 

455851 BE146879 gb:QV4-HT0222-261 0994)1 4-c1 1 HT0222 Homo 3.0 

400227 3.0 

iO 436219 AK001695 Hs.146589 hypothetical protein FU10701 3.0 

439037 AF075084 gb:Homo sapiens full length insert cDNA 3.0 

439693 AI741816 Hs.125897 ESTs 3.0 

431292 AA370141 Hs.2281 chromogranin B (secretogranin 1) 3.0 

403513 " 3.0 

15 425745 U44050 Hs.14427 Homo sapiens cDNA FU21B00 fis, clone H 3.0 

440122 AI733011 Hs.127678 ESTs 3.0 

448446 AI521251 Hs.171030 ESTs 10 

422563 BE299342 Hs.19348 hypothetical protein FU 131 19 3.0 

448130 AW271635 Hs.170717 ESTs 3.0 

30 420288 AW071225 Hs.245556 ESTs 3.0 

428201 AA424158 Hs.206461 ESTs 3.0 

435643 AA757626 Hs.10941 ESTs, Weakly similar to IPP1J HUMAN PROTE 3.0 

448966 AW372914 Hs.86149 phosr^oiroatol 3i>hos^ 10 

404513 10 

35 412074 S74683 Hs.73139 AOP-nT»syltransferase 1 3.0 

407762 AW235638 Hs.29475 ESTs 3.0 

403396 3.0 

436938 AW139680 Hs.161393 ESTs 10 

Ar% 458090 A1282149 Hs.56213 ESTs, Highly similar to FXD3„HUMAN FORKH 10 

40 400706 29 

432779 AW979241 gb:EST391351 MAGE resequences, MAGP Homo 29 

444600 R41398 Hs.6996 ESTs 29 

403786 29 

Ac 430187 AI799909 Hs.158989 ESTs 29 

45 451700 AW70262 Hs.29553 ESTs 29 

456649 R74441 Hs.1 17176 pory(A}^tnding proteff), nuclear 1 29 

457503 AW970244 HS.1621B8 ESTs 29 

446251 AW867156 Hs.282589 ESTs, Weakly similar to 138022 hypotheti 29 

406327 29 

5U 434671 R34758 gbiyg61g02r1 Soares infant brain 1NIB H 29 

430175 AA468724 gb:neQ9a06.s1 NQ_CGAP_Co3 Homo sapiens 29 

454186 BE141030 gb:MR04fr0067-20109M)02-h11 HT0067Homo 29 

449459 BE546846 Hs.195048 ESTs 29 

r _ 435934 R19382 Hs.1 17869 ESTs 29 

55 400325 M85292 Hs.247924 Homo sapiens endogenous HJV-1 related se 29 

408408 AF070571 Hs.44690 Homo sapiens clone 24739 mRNA sequence 29 

414514 BE327365 Hs.280187 ESTs 29 

423717 AA330036 Hs.1 52003 ESTs 29 

424152 AL133591 Hs.141480 Homo sapiens mRNA; cONA DKFZp434N079 (fr 29 

60 430982 R17432 Hs^2217 Homo sapiens clone IMAG&321 06, mRNA seq 29 

424726 AK001007 Hs.138760 Homo sapiens cOMA FU10145 fis, done HE 29 

456186 W26642 gb:34b8 Human retina cDNA randomly prime 29 

412222 AA528283 Hs.292737 ESTs 29 

459201 AW391177 gb:MR3-ST0203-221299-023-d05 ST0203 Homo 29 

65 422511 AU076442 Hs.117938 collagen, type XVII. alpha 1 29 

435579 AI332373 Hs.156924 ESTs 29 

417027 AA192306 HsJ23926 triadin 29 

415533 T74009 Hs.268738 ESTs, Weakly similar to ALU7_HUMAN ALU S 29 

445909 BE262656 Hs.32603 Irypothefcai protein MGC3279 similar to 29 

70 418343 AA216372 Hs.159501 ESTs 29 

459440 BE048054 gb:tz46c01y1 NCLCGAP_Bm52 Homo sapien 29 

403341 29 

445635 AI769774 Hs.209831 ESTs, Weakly sirnilar to ALU 1 HUMAN ALUS 29 

__ 453830 AA534295 Hs.20953 ESTs 29 
75 455866 BE149024 gbrCM0-KTO249-291(>99484^HT0249r^ 29 

407676 AW064111 Hs.279823 ESTs 29 

437913 AI140825 Hs.121623 ESTs 29 

443458 R05385 Hs.1 43509 hypothetical protein FU21924 29 

457049 AW631495 Hs.27135 B-cefl receptor-assodated protein BAP29 29 

50 400491 H25530 Hs.50868 solute carrier family 22 [organic cation 29 

456189 H91010 Hs.44940 ESTs 29 

441874 AA970389 Hs.128055 ESTs 29 

416483 H58311 Hs.165077 ESTs 29 
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420879 N31165 Hs.238837 ESTs, Weakty similar to S43503 RNA bindi 2.9 

446447 A1300402 Hs.202250 ESTs 2.9 

439953 AA918129 Hs.124638 ESTs 29 

400643 2.9 

5 436594 AI419982 Hs.156189 ESTs 2.9 

438402 D16902 Hs.42915 ARP2 (actin-related protein 2, yeast) ho 2.9 

451353 N21043 Hs.42932 ESTs 2.9 

419791 A1579909 Hs.105104 ESTs 29 

415628 F13080 gb:HSC3lD041 normalized infant brain cON Z9 

10 423637 AL137279 Hs.130187 Homo sapiens mRNA; cDNA DKF2p43401214 (f 29 

454747 AW818535 gb:RC1-ST0278-14030(WH6-f05ST0278Homo Z9 

452778 R71338 Hs£921 Homo sapiens cDNA: FU21 592 Its, clone C 2.9 

457178 AL039101 Hs.194625 dynein, cytoplasmic. light Intermediate 2.9 

401526 2.9 

15 408751 N91553 Hs^58343 ESTs 29 

414140 AA281279 Hs.23317 hypothetical protein FU 14681 2.9 

417320 AA195667 Hs.86022 ESTs 2.9 

442927 AI024347 Hs.131519 ESTs 2.9 

444125 AI124882 Hs.118121 ESTs 2.9 

20 453901 BE065902 fljj:RC2^0318-150200^)11-b09BT0318Homo 2.9 

421847 NMJH4717 Hs.108884 K1AA0390 gene product 28 

434424 AI811202 Hs.325335 Homo sapiens cONA: FU23523 fis, cbne L 28 

422225 BE245652 Hs.118281 zinc finger protein 266 28 

„ 403011 28 

25 405170 28 

435878 R08330 Hs20152 ESTs 28 

436194 AK001074 Hs.333435 Homo sapiens cDNA FU1021 2 fis, done HE 28 

400394 AF040257 Hs.283818 Homo sapiens TNF receptor homolog mRNA, 28 

. _ 411244 AW833768 gbK3V4-n0^8-13010M77^6n0008Homo 28 

30 441817 AW969706 Hs.293332 ESTs 28 

456118 AA380267 Hs.78277 DKFZP434F2021 protein 28 

417801 AA417383 Hs.82582 integrin. beta-fike 1 (with EGF-fike nep 28 

442717 R88362 Hs.180591 ESTs, Weakly similar to T23976 hypotheB 28 

„ 402131 28 

35 428959 AF100779 Hs.194680 WNT1 inducible signaling pathway protein 28 

438160 AA779332 Hs.122671 ESTs 28 

407594 AW057584 Hs.160681 ESTs 28 

417877 AI025B29 Hs.86320 ESTs 28 

. _ 439235 N45513 Hs.46608 ESTs 28 

40 451257 AA016255 Hs.31856 ESTs, WeaWy similar to KIAA1 453 protein 28 

437113 AA744693 gkny26c10.s1 NCLCGAP.GCB1 Homo sapiens 28 

430882 BE174240 HsJ9024 heterogeneous nuclear ribonudeoprctein 28 

409978 D31897 Hs.57714 double C2-like domains, alpha 28 

Ae 410672 AW794600 gb:Re6-UM0014-17030(W)22.C05Umi4 Homo 28 

45 412236 AW902583 gb:QV3-NN1024-260400-171-f10 NN1 024 Homo 28 

417827 T79366 Hs.108258 actin binding protein; macrophin (mtaof 28 

420206 M91463 Hs,95958 sotute carrier famiry 2 (facilitated ghj 28 

449676 AW380579 Hs209657 ESTs 2.8 

454778 AW820199 gb:(^^T0296-19010(M)29-307ST0296Homo 28 

50 451203 AWO70604 Hs.46517 ESTs 28 

450180 AW449644 Hs^57182 ESTs 28 

409432 D49372 Hs.54460 small inducible cytokine subfamily A (Cy 28 

442264 A127B777 Hs.263455 ESTs, WeaWy similar to ALU LHUMAN ALUS 28 

450003 AA777809 Hs.191995 ESTs 28 

55 401602 28 

413986 243567 gb:HSC1FC021 normalized Infant brain cDN 28 

436187 AK000998 Hs297221 Homo sapiens cONA FU10136 fis, done HE 28 

415652 T79213 Hs.272073 ESTs 28 

404076 '28 

60 409416 AW388359 Hs.10667 ESTs 28 

420814 AA721156 Hs. 190440 ESTs 28 

426960 AA393713 gbiztfl h04 xl SoaresJesbs.NHT Homo sap 28 

419227 BE5373B3 Hs.89739 chofinergjc receptor, nicotinic, beta po 28 

448597 BE613250 Hs.98265 WAA1877 protein 28 

65 409928 AL137163 Hs.57549 hypothetical protein <JJ473B4 28 

433077 AA314262 Hs.301917 YDD19 protein 28 

436720 AW975902 gb:EST388011 MAGE resequences, MAGN Homo 28 

447410 AI470235 Hs. 172698 EST 28 

„ 414652 AJ620599 Hs.72068 ESTs 28 

70 430454 AW469011 Hs.105635 ESTs 28 

412417 AA102268 Hs.158622 ESTs 28 

423130 AW897586 Hs.21213 ESTs 28 

430660 R11884 Hs.100826 ESTs 28 

401098 28 

75 454035 AA374756 Hs.93560 Homo sapiens mRNA for K1AA1771 protein, 28 

403549 28 

414394 AI904738 Hs.76053 DEAD/H (Asp-Qu-Ala-Asp/His} box porypep 28 

412323 AW937143 gb:PM1 -OT004 1-281 299401 -fQ1 DT0041 Homo 28 

on 433513 AI566355 Hs.171437 ESTs 28 

oO 446677 AI800311 Hs.156291 ESTs 28 

457756 AA126136 Hs.38125 interfewHnduced protein 75. 52kD 28 

450895 N66727 Hs.10957 ESTs 28 

434352 AF129505 Hs.86492 small muscte protein, )«mked 28 
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419481 AI879195 Hs.90606 1 5 kDa selenoprotein 27 

454352 AW3B9668 gb:RC2-ST0168-071299-0lW06ST0l68Homo 2,7 

422831 RD2504 Hs.332943 ESTs 27 

. 413545 BE155042 gb:PM0-HT0349-10129W)02€04HT0349 Homo 27 

5 426872 AA410446 Hs.112011 ESTs, WeaHy simaar ta unknown (H.sapie 2.7 

459150 AI904723 gb: CM- BT06S- 120299^)92 BT056 Homo sapien 27 

421338 AA287443 gb2s52c10/1 Na_CGAP_GCB1 Homo sapiens Z7 

446002 AI346468 Hs.145789 ESTs 27 

1A 454716 AW850B84 gb:II^T0219-16020M63-D12CT0219rtomo 27 

10 406664 L34041 Hs.9739 glycerophosphate dehydrogenase 1 (so 2.7 

453128 AW026516 Hs.31791 acylphosphatase 2, muscle type 2.7 

408891 AW250525 gb:2821626.5prime N1H_MGC_7 Homo sapiens 27 

454754 AW819191 gb:CM1-ST028^)71299^51-d08ST0283Homo 27 

439451 AF086270 Hs.278554 hetercchramatirMike protein 1 Z7 

15 445225 AI216555 Hs.202398 ESTs Z7 

427175 H06924 Hs.23782 hypothetical protein FU 12847 Z7 

411816 AW854609 gb:PM3-SN0017-24030W)01-h03 SN0017 Homo Z7 

438135 A1253025 Hs.190426 ESTs Z7 

405981 Z7 

20 406005 Z7 

430762 A1343652 Hs.105667 ESTs 2.7 

438361 AA805666 Hs.146217 Homo sapiens cDNA: FU23077 hs. dons L Z7 

412105 H07971 Hs.94319 VPS 10 domain receptor protein 2.7 

434684 AA737282 Hs.190911 ESTs Z7 

25 445660 AI702668 Hs.201955 ESTs Z7 

400844 Z6 

415725 BE219771 Hs.237146 hypothetical protein FU 12752 Z6 

420159 AI572490 Hs.99785 Homo sapiens cONA; FU 21 245 fordone C 26 

408812 BE397160 Hs.254763 ESTs, WeaHy similar to A42442 integrin Z6 

30 430052 AF102850 Hs.227933 Alg5. S. cerevisiae, homolog of Z6 

440310 AA878939 Hs.125406 ESTs Z6 

425659 AK000590 Hs.1 58836 hypothetical protein FU20583 26 

417252 AA195014 Hs.85971 ESTs Z6 

„ 427167 AI239607 Hs.99196 hypothetical protein MGC1 1324 Z6 

35 431613 AA018515 Hs.264482 Homo sapiens mRNA; cONA 0KF2p761A041 1 (f Z6 

414546 BE379492 gb:601 23621 5F1 N1H MGC_44 Homo sapiens c 2.6 

407494 U10072 gb:Hiiman^kheadfarniry{AFX1)mRNA. pa Z6 

429643 AA455889 Hs. 167279 FYVE-fingef-comaning Rab5 effector pro Z6 

442240 AI791883 Hs.292719 ESTs Z6 

40 452821 AW471181 Hs.160874 ESTs Z6 

410238 N94320 Hs.144225 ESTs Z6 

419236 AA330447 Hs.135159 Homo sapiens cDNA FU11481 fis, cfone HE Z6 

440801 AA906366 Hs.1 90535 ESTs Z6 

440274 R24595 Hs.7122 scrapie responsive protein 1 26 

45 411597 AW852925 gb:PMtWn-0248-13109^0Ul0Cra248Homo Z6 

417956 AA210704 Hs.1 90465 ESTs 26 

420621 AA278808 gb2s79c09.r1 NCI CGAP_GC81 Homo sapiens 26 

425176 AW015644 Hs.1 55005 TEA domain family member 1 (SV40 transcr 26 

er . 425492 AL021918 Hs.158174 zinc finger protein 184 (KruppeMike) 26 

50 425698 NWL016112 Hs.159241 potycystic kidney disease 2-4ike1 Z6 

426098 NM-014906 Hs.166351 KIAA1 072 protein Z6 

435113 AA665469 Hs.117136 ESTs 2.6 

438188 M779975 Hs.128859 ESTs Z6 

445550 A1242754 Hs.137305 ESTs 26 

55 458804 AL157625 gb:DKFZp761L2016_r1 761 (synonym: hamy2) Z6 

448299 AA497044 Hs.20887 hypothetical protein FU 10392 Z6 

436407 T8B803 Hs.271507 ESTs, WeaHy similar to T1M_HUMAN PROBAB Z6 

425195 AA352026 Hs.94319 VPS 10 domain receptor protein Z6 

418282 AA215535 Hs.98133 ESTs Z6 

60 442757 AI739528 Hs.28345 ESTs Z6 

413470 N20934 gb.-yx54c11.s1 Soares melanocyte 2NbHM Ho Z6 

42B527 A1902398 Hs.34492 Cyt19 protein Z6 

441209 AA922939 Hs.135742 ESTs 26 

rc 458679 AW975460 Hs.1 43563 ESTs Z6 

65 442279 AW867006 Hs.159970 ESTs 26 

407244 M10014 Hs.75431 fibrinogen, gamma polypeptide 2.6 

411880 AW872477 gb:hin30f03jc1 NCLCGAP_Thy4 Homo sapiens 26 

404845 26 

411693 AW857271 gte040^0307-210100-158^09CT0307Horno 26 

70 438298 H23542 Hs.1 81788 ESTs Z6 

444517 AI939339 Hs.146883 ESTs Z6 

455870 AW452631 Hs.313803 ESTs, Highly similar to AF1 57833 1 none! 26 

457630 AI680803 Hs.1 12627 ESTs 26 

424015 N95696 Hs.166361 Homo sapiens mRNA; cONA DKFZp564F1 1 2 (fr 26 

75 417563 AA203701 gb2x52a10jl SoaresJetal_livef_spJeen_ Z6 

413174 AA723564 Hs.191343 ESTs 26 

438875 AA827640 Hs.189059 ESTs 26 

440700 AW952281 Hs.296184 guanine nucteofide binding protein (G or 26 

423257 AW161039 Hs.125878 synapsfnill 26 

SO 431086 AI829692 Hs.211561 ESTs Z6 

409337 H71289 Hs.220535 ESTs 26 

442818 AK001741 Hs.8739 hypothefeal protein FU10879 26 

410004 AQ98027 Hs.5057 carboxypeptMase D 26 
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Z6 


416498 


U 33532 


Hs.79351 


potassium channel, subfamily K, member 1 
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A A OOJ J JO 

AA884448 


Hs.1 57239 


ESTs 
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451236 


AI767406 


Hs.207026 
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0 it 


XOftOR7 

4JUoo/ 




nS, ibbol)/ 


ESTs 


4*.b 


4Jzoby 


AW9/4034 




jJ..rPT90e4A? IlkfV! nuiui.ii.i.u. IIAOll ILkM. 
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ESTs 
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ESTs 
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£.0 
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HS.ZIoOo 


ESTs 


0 c 


4zoU/U 


1 10HCQ 

LlaUbo 


Us 1D1CQ4 

HS.Iolool 


glutamate receptor, tonotropic, kainate 


0 c 


416951 


AA 190926 


Hs. 190785 


ESTs, Moderately similar to S65657 alpha 
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ESTs 


0 c 
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ESTs 
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Hs.236510 


uncharactenzed hypothalamus protein HTM 
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428799 


AW78619 


Hs. 104677 


ESTs 


Z5 
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BE218027 


Hs.89969 


ESTs 


Z5 
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Hs.273629 


ESTs 
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ESTs 
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£.0 


41o/Ub 
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Hs.57485 


ESTs 


£.0 


41 toot 


bbuubyiy 


HS.1 34105 


ESTs 


0 c 

£.0 


441300 


R35063 


Hs.1 81536 


ESTs 


Z5 


413257 


BE075035 




gb:PM3-BTO584-260300-O02-g05 BT0584 Homo 
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£.0 


417137 


U46265 


LJ. 04<V14 

HS.81281 


miEocnortdnaJ noosomai protein bzi 


Z5 


417909 


R35614 
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Hs. 292663 


ESTs, Weakly slmaar to S72482 hypothec 


Z5 
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BE079307 




_L.nO< flT/VH 4 AAAAA A4 4 .AA nTAMI I 1 ,. ... ., 
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4o40o£ 
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t|_ 4 {XAtO 
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cois, weaxiy stmaar to 1543/4 gene nt-di 
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Z.0 


AAAGRt 
444300 


AIQ1 CO 77 

Ajyiby/j 


nS.^lJoUo 


ESTs 


0 R 
£.0 


443526 


AW/92804 


Hs. 134002 


ESTs 


Z5 


454532 


A AOA 4CDC 

AA344685 


LI. COM4 

Hs .58831 


regulator of Fas4nduced apoptosis 


Z5 


428832 


AA578229 


Hs 324239 


roTc Mrvi AT^tpIv (Jmilpr tn 7M91 HUMAN Z 


Z5 


442003 


AW297497 


Hs.201891 


ESTs 


Z5 


452768 


AW069459 


Hs.61539 


ESTs 


Z5 


411355 


AW838479 


Hs^2692 


ESTs 


Z5 


458890 


AW865523 




gb:P^Nrj02M1o400^rj94>05 SN0020 Homo 


Z5 


400074 








Z5 


405241 








Z5 


413096 


BE065209 




gb:RC1-€T0314-31030(M)15b12 BT0314 Homo 


Z5 


414349 


BE512968 




gb*01 172298F1 NIH_MGC 15 Homo sapiens c 


Z5 


422884 


AW860975 


Hs.13256 


ESTs 


Z5 


429515 


AL031228 


Hs.204370 


DNA segment on chromosome 6 (unique, pse 


Z5 
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AK000890 




gb:Hcmo sapiens cDNA FU 10028 fis, clone 
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ESTs 
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gbiH-SSpiens mRNA for axonemal dynein he 
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Rho GTPase activating protein 5 
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disrupter of silencing 10 


h\kt1AACA\ 

AW341541 




ESTs 




nS.iOfO/5 


ESTs 
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gD.bbi ooboiu MAbt resequences, mawj Homo 


R84938 




gbyi65iO-1.rl Soares retina N2b4HR Homo 


AWZ975B0 


Hs.98661 


ESTs 


AF070526 


Hs.13429 


Homo sapiens clone 24787 mRNA sequence 


AI967991 


Hs.93574 


homeo box D3 


BE549143 




gb:601076456F1 NIH.MGC 12 Homo sapiens c 


AA742457 


Hs.291479 


ESTs 


AW661839 


Hs.253204 


ESTs 


R12581 


Hs. 191 146 


ESTs 


a incmni 
Also 9703 


Hs.1466 


glycerol kinase 


AW968934 


Hs.173108 


Homo sapiens cDNA: FU21897 frs, done H 


AI217097 




gb:qd43h07jc1 Soares JetaUiearLNbHH19W 


A ACAini 

AAbtu573 


Hs. 188982 


ESTs, Weakly similar to organic anion tr 


A A At tA AC 

AA412446 


Hs.98 138 


ESTs 




Hs.io/5y 


WAAOojy gene product 


Aioyjiio 


hS. 1^/030 


CCTe 
to IS 


AW995423 




gb:(M-BN0042-Ol040lM83-g08 BN0042 Homo 


R17315 




gb:yg12g11.r1 Soares infant brain 1MB H 


AI458065 


Hs.23196 


ESTs 


AW177821 




gb:IL3-HT0059-180899-007-C05 HT0059 Homo 


AA764950 


Hs.1 19898 


ESTs 


AA742577 


Hs.303781 


EST 


AA280684 


Hs.270584 


ESTs 


R58620 


Hs.85050 


phospholamban 


AI003521 


Hs.130310 


Homo sapiens mRNA for cycfin B3 isoform 
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gb:HSCZSA1 21 ftormalized infant brain cDN 
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Hs^57347 
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Hs.34447 
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Hs.44693 
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Hs.1 80877 
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AI924940 


Hs.108082 
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AA2S6520 


Hs.89546 


AV653771 
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hypothetical protein 

ESTs 

ESTs 
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ESTs, Weakly similar to A46010, X-finked 
membrane-bound transcription factor prot 
Homo sapiens cDNA FU12935 fis. done NT 
gb:H49a1Zx1 NC1_CGAP_GC6 Homo sapiens 
gb:MR4-ST0098.1201(XMJ01-b06 ST0098 Homo 
gb:MR4-ST0124.261099-01&<«)1 ST0124Homo 
gb:RC3-HT0586-1 10300-01 1-g09 HT0586 Homo 
gbzl53c09.r1 Soares ovary tumor NbHOT H 
hypofhetfca! protein FU10242 
hypothetical protein MGC12936 
ESTs 

ESTs, Moderatery similar to 138022 hypot 

PRO1073 protein 
H3Nstone. family 3B(H3.3B) 
HSPC030 protein 

ESTs. Weakly similar to T31635 rrypothefJ 
ESTs 

selecfin E (endothelial adhesion molecul 
gb AV653771 GLC Homo sapiens cONA clone 
ESTs, Weakly similar to 138022 hypothefj 
gb:PMl-NN0047-040400-001-d09 NN0047 Homo 
suifotransferase, estrogen-preferring 
gbzu86h01.s1 Scares Jestis_NHT Homo sap 
general transcription factor II LA 
WAA1474 protein 

ras homolog gene family, member E 
ESTs 
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410845 AW807182 gb:MR4-ST0062-1 80200-001 -b04 ST0062 Homo 2.4 

411836 AW901879 Hs.314453 ESTs 2.4 

412879 BE092219 gba2-8T0734-24040(M)71-B04 BT0734 Homo 2.4 

421083 AA283628 Hs.29B016 ESTs, Weakly similar to 138022 hypotheti 2.4 

5 423513 AF035960 Hs.1 297 19 transglutaminasa 5 ZA 

428882 AA436915 Hs.131748 ESTs, Moderately similar to AIU7_HUMAN A 2.4 

428945 AW192803 Hs.98974 ESTs, Weakly similar to S65824 reverse t 2.4 

434627 AI221894 Hs.39311 ESTs 2.4 

_ 435256 AF193766 Hs.13872 cytokine-^ prolan CI 7 ZA 

.0 435079 AA664192 gb:ac05b03.s1 Stratagene lung (937210) H 2.4 

458239 BE439877 Hs.2833B9 ESTs ' ZA 

414093 BE544857 Hs.283077 centrosomal P4.1-associated protein; unc ZA 

441262 AI809130 Hs.176906 ESTs ZA 

. e 402076 ZA 

15 427962 AA946582 Hs.8700 deleted in Over cancer 1 ZA 

400587 ZA 

403053 R58824 Hs.2186 eukaryofic translation elongation factor 2.4 

411203 AW872430 Hs.273743 ESTs ZA 

447849 A1538147 Hs.164277 ESTs 2.4 

10 454201 AB023191 Hs.44131 WAA0974 protein ZA 

424131 AA335714 Hs.199665 ESTs ZA 

425921 NM_007231 Hs.162211 solute carrier family 6 (neurotransmitte 2.4 

440385 AA884283 Hs.192136 ESTs ZA 

417976 BE565892 Hs.83077 interleukin 18fmterfaron^anima4nducin 2.4 

15 447179 AW015633 Hs.157299 ESTs ZA 

412977 AA125910 Hs.191451 ESTs 2.4 

436958 AA740322 Hs.293539 Homo sapiens mRNA for KIAA1758 protein, 2.4 

401361 ZA 

403891 2.4 

30 40B419 AW250092 Hs.305953 zinc finger protein B3 (KPF1) 2.4 

417002 T79613 Hs.14613 ESTs ZA 

439446 AI927629 Hs.57873 ESTs ZA 

458570 AW971698 Hs.12627 TJ6 protein 2.4 

458624 AI362790 Hs.278639 WAA1684 protein; likely homoiog of mous ZA 

35 459344 AW499533 Hs.257976 ESTs ZA 

413488 BE144017 gb:MR0-HT0165-191199^04<J09HT0165Homo ZA 

412114 AWB93891 Hs.240833 ESTs, Weakly similar to 138022 hypotheti ZA 

423296 AW957193 Hs.3327 Homo sapiens cDNA: FU22219 fc, clone H ZA 

419983 W55956 Hs.94030 Homo sapiens mRNA; cONA DKF2p586E1624 (f ZA 

40 428268 AA424957 Hs.294132 ESTs ZA 

450947 AI745400 Hs.204662 ESTs 2.4 

423073 BE252922 Hs.123119 MAD (mothers against decapentapteglc, Dr ZA 

438142 T90309 Hs.269651 ESTs ZA 

. _ 409239 AA740875 Hs.44307 ESTs. Moderately simJar to 138022 hypot ZA 

45 424235 NMJX33181 Hs.143507 T brachyury (mouse) homoiog ZA 

429063 AW363845 Hs.122142 ESTs, WeaWy similar to A46010 X-tinked ZA 

433868 AA612960 Hs.337300 ESTs ZA 

401645 2.4 

432149 AW614326 Hs.157022 ESTs, WeaWy similar to T34549 probable 2.4 

50 453393 AW956392 Hs.110376 ESTs ZA 

436054 AI076262 Hs.1 19813 ESTs ZA 

425433 AA357471 gb;EST66274 LNCAP cells I Homo sapiens c 2.4 

417712 AA205569 Hs.194193 ESTs, Moderately similar to ALU1.HUMAN A ZA 

420639 A1683116 Hs.25328 ESTs, Moderately similar to ALU7_HUMAN A ZA 

55 453369 BE551550 Hs^32630 ESTs 2.4 

405017 ZA 

405385 2.4 

435633 AI248152 Hs.270047 ESTs 2.4 

457128 AI932995 Hs. 183475 Homo sapiens done 25051 mRNA sequence ZA 

60 430535 AW968485 gb:EST380561 MAGE resequences, MAGJ Homo ZA 

434544 C05875 Hs.91575 ESTs 2.4 

449432 AW451381 Hs.196529 ESTs 2.4 

455219 AW879403 gb:PM0OT(M19-15030(W)02-d01 OT0019 Homo ZA 

458734 A1554946 Hs.158794 ESTs 14 

65 442179 AA983842 Hs-333555 chromosorne 2 open reading frame 2 2.4 

444313 AI140494 Hs.197955 WAA0704 protein ZA 

440448 AA885428 Hs.125646 ESTs ZA 

441498 AI379248 Hsl58742 ESTs 2.4 

438205 AA780365 Hs.1 221 61 ESTs 2.4 

70 402615 2.4 

425707 AF115402 Hs.11713 E7«ke factor 5 (ets domain trarecript 2.4 

422306 BE044325 Hs.227280 UBsnRNAassociaied Sm-fika protein 2.4 

413697 AA131315 Hs.47144 DKFZP5B6N081 9 protein 2.4 

421755 AW169454 Hs.207422 ESTs, Weakly similar to S7 1949 metaHopr ZA 

75 449007 AI620433 Hs.193201 EST, WeaWy similar to NIP£_HUMAN BCL2/A ZA 

449916 T60525 Hs.299221 pyruvate dehydrogenase kinase, isoenzyme ZA 

418857 010216 Hs.89394 POU domain, class 1, transcription facto 2.4 

422486 BE514492 Hs.1 1 7487 gene near KD on 4p16.3 with homology to ZA 

458914 BE3276S6 Hs.280922 ESTs ZA 

80 435061 AI651474 Hs.163944 ESTs ZA 

416458 AA180511 gbzp53fD3j1 Stratagene NT2 neuronal pr ZA 

453785 AI368236 Hs.283732 ESTs, Moderately similar to ALULHUMAN A ZA 

421515 Y11339 Hs.1 05352 GalNAc alpha-2, 6-siatyItransferase 1, 1 2.4 
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Hs.326876 Homo sapiens SOX6 mRNA, complete cds 
Hs.65450 reSculon4 

gb:CM2-BT0693-230300-129-g09 BT0693 Homo 
Hs.119151 ESTs 

Hs.134848 ESTs 

gb:Rsapiens DNA for endogenous retrovir 
Hs^1388 ESTs 

Hs.337778 hypothetical protein FU1 1 068 



Hs.291414 ESTs, WeaWy similar to ALU8_HUMAN ALU S 
Hs. 13252 Human EST done 22453 mariner trans poson 
Hs.178306 ESTs 

gb:601186291F1 NiH_MGC_8 Homo sapiens cD 
Hs.27842 hypothetical protein FU11210 
Hs.34871 zinc finger homeobox 1B 

gb:RC1-CT03Q2-12020M13-d04 CT0302 Homo 
Hs.283047 hypothetical protein PR02964 

gb:af69g08.r1 Soares_NhHMPu_S1 Homosapi 
Hs.89605 chonnergic receptor, nicotinic alpha p 
Hs.153244 ESTs 
Hs.212752 ESTs 

Hs.1361 69 Homo sapiens clone 25215 mRNA sequence, 

gb:MRO.HT0067-20109W»2-d10 HT0067 Homo 
Hs.159452 ESTs 

Hs.293744 ESTs 

Hs.43845 ESTs 

Hs.148488 ESTs 

Hs.145549 ESTs 

Hs. 1 79662 nucteosome assembly protein 1 -Tike 1 

Hs.26373 Homo sapiens cDNA: FU23449 fis, done H 

Hs.262869 ptasminogen-fike 

Hs.126468 ESTs 

Hs.302040 Homo sapiens DNA sequence from PAC 43401 

Hs.126733 ESTs 

gb:QV3-DT0043^)9020W]80^09 OT0043 Homo 
gb:RC3^T01B6-23030f>01*h02 ST0186 Homo 

Hs.145527 ESTs 

gb:EST383206 MAGE resequences, MAGL Homo 

Hs.153967 ESTs 

Hs.127652 ESTs 

Hs^50385 ESTs 

Hs.151385 K1AA0564 protein 

Hs.194225 ESTs 

Hs.98216 ESTs 

Hs.182362 ESTs 

Hs.2641 90 vacuolar protein sorting 35 (yeast homo! 

Hs.196105 ESTs 

Hs.153952 5* nucleotidase (C073) 

Hs.178784 ESTs 

Hs.341 14 ATPase. N&+/K+ transporting, alpha 2 H 

Hs.168974 ESTs, HigWy similar to ALU7.HUMAN ALU S 



Hs.224864 ESTs 

gb:MR3^T0191^020200-207^10ST0191 Homo 
gt>:MR4*T035W)9(BOO^)0&€01 BT0358Homo 

Hs^8649 EST 

Hs. 1 4427 Homo sapiens cDNA: FLI21800 lis, done H 

gb:MR2-HT0378.240200-20W09 HT0378 Homo 
Hs.1674 gtutamine-fructose-6-phosphate transamin 
Hs.194300 ESTs, Weakly similar to 138022 hypotheti 
Hs.23210 ESTs 
Hs.146492 ESTs 

Hs.236940 hypothetical protein FU 12542 

gb:RC&ST0299-1 90t00-01 2-el 0 ST0299 Homo 
Hs.213488 ESTs 
Hs.148559 ESTs 
Hs.85050 phospholamban 

gbrHomo sapiens fuD length insert cDNA 
Hs.131357 ESTs 

gb:QV^OT0044-22129^045^3 OT0044 Homo 
HsJ58905 ESTs 
Hs. 184786 TBP-interacting protein 

gb:ROH»l002&<)90200-031-e1 1 CN0026 Homo 
Hs.283108 hemoglobin, gamma G 
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410140 


AL1 34435 


Hs.22269 


422443 


NMJH4707 


Hs.1 16753 


409071 


AW316932 


Hs.181982 


421253 


AI188102 


Hs.31028 


441398 


AA932398 


Hs.292036 


448458 


AW614367 


Hs.171054 


457225 


AW820035 


H5L27B679 


443718 


AI083580 


Hs.221373 


445568 


HOW 18 


Hs.268744 


4005B2 






411282 


AW834480 




401145 






407440 


AF227135 




455121 


BE156459 




459077 


N20370 


Hs.235883 


448117 


H49129 


Hs.172982 


453331 


AI240665 


Hs.8895 


443751 


AI285B39 


Hs.153324 


402038 






402176 






456605 


A1827786 


Hs.259044 


432479 


AL042844 


Hs.275675 


402527 






449272 


AW137656 


Hs.197645 


411024 


BE062590 




455608 


BE011437 




458818 


AI523857 


Hs.232257 


419875 


AA853410 


Hs.93557 


405521 






436517 


BE080932 


Hs.135225 


456801 


AW961886 


Hs.138263 


430444 


AW296421 


Hs.121035 


456208 


AW299698 


Hs.334625 


430388 


AA356923 


Hs.240770 


416509 


N57713 


Rs^60899 


419337 


AW291112 


Rs^09978 


419699 


AA248998 


Hs.173044 


454456 


AW850984 




454633 


AW811380 




457028 


AW449838 


Hs.97562 


458925 


R15891 


Hs.281587 


428336 


AA503115 


Hs.183752 


430850 


BE144152 




408622 


AA056060 


Hs.202577 


421227 


R78581 


Ks.266308 


426902 


AI125334 


Hs.97408 


430789 


AA632577 


Hs.310235 


447475 


A1380797 


Hs.158992 


452148 


AF007143 


Hs.28205 


430712 


AW044647 


Hs.196284 


458103 


AW780192 


Hs.267596 


420959 


AA282119 


Hs.88975 


444098 


AV647969 


Hs.109694 


445641 


AI245987 


Hs.149442 


449276 


AW241510 


Hs.252713 


452294 


AI871925 


Hs.1 17895 


457653 


AI820719 


Hs.154662 


459497 


AA825742 


Hs.87517 


412852 


BE004117 


Hs.37415 


437539 


AA974673 


Hs.121419 


421813 


BE048255 




411994 


R67298 


Hs.109087 


443476 


AW068594 


Hs.133878 


452463 


R36452 


Hs.300817 


404936 






442833 


AA328153 


Hs.88201 


440836 


AW370882 


Hs222080 


405120 






400238 






407809 


AW082279 


Hs.244108 


412303 


AW936336 




420478 


AA521259 


Hs.193796 


441417 


AI733297 


Hs.144474 


445117 


AJ208754 


Hs.147369 


431162 


AW971180 




437036 


AI571514 


Hs.133022 


455849 


BE146866 




447624 


A1640326 


Hs.62713 


439780 


AL109688 




405706 






447732 


AI75B398 


Hs.161318 


440625 


BE539853 


Hs.22452 


404257 







neurexin 3 



ESTs 



gb:MR2-n0014-151 19941 1-M7TT0014 Homo 

gb:Homo sapiens candidate taste receptor 
gb:QV0-KrO368^4010{M)82-f06 HT0368 Homo 



ESTs 



ESTs 

katanin p8D (WD4(k»ntaining) subunit B 
ESTs 

gb:QV1-BT0260-28109£-O23-f05 BT0260 Homo 
gb:CM4-BN0220^80500-170-l03 BN0220 Homo 
ESTs 

proenkephafin 
ESTs 

Homo sapiens done 24528 mRNA sequence 
ESTs 

Homo sapiens cDNA FU14890 fis. done PL 
nuclear cap binding protein subunit 2, 2 
ESTs, Moderately similar to ZN91_HUMAN Z 
ESTs 

ESTs, Weakly similar to 138022 hypothec 
gb:IL^CT0220-15020(W)68-H08 CT0220 Homo 
gb:ll3-ST01 43-290999-01 9-O05 ST0143 Homo 
ESTs 

Human (done CTG-A4) mRNA sequence 
rrtcroseminoprotein, beta- 
gb:MR0.rffO165^200-O06*Q2 HT0165 Homo 
Homo sapiens cDNA FU 12166 fis, done MA 
mosaic serine protease 
ESTs 

ESTs, Weakly similar to 178885 serinerth 
ESTs 

Homo sapiens done 23738 mRNA sequence 

ESTs 

ESTs 

ESTs 

KIAA1451 protein 

ESTs 

ESTs 

ESTs, Moderately similar to A475B2 B-ce) 
DnaJ (Hsp40) homotog. subfamily A, membe 
ESTs 

ESTs. Weakly similar to ALU 1 .HUMAN ALU S 
ESTs 

gtrtz49b05.y1 NCLCGAP_Bm52 Homo sapien 
Homo sapiens cDNA: OJ 22845 fis, clone K 
ESTs, Weakly similar to YC01_HUMAN HYPOT 
ESTs 



ESTs 

gbX3V4-OT0021.281299^70^11 DTC021 Homo 

ESTs 

ESTs 

ESTs 

gb:EST383268 MAGE resequences, MAGL Homo 
ESTs 

gkaV4-KT0222-211099^)14-ro6HT0222 Homo 
ESTs 

gteHcmo sapiens mRNA full length insert 
ESTs 

Homo sapiens mRNA for WAA1737 protein, 
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437722 

449133 

456555 

408134 

428192 

435634 

438018 

446096 

448105 

450232 

436134 

448466 

420678 

430692 

446453 

423611 

444050 

431532 

422669 

403388 

403780 

419423 

424719 

431453 

442078 

452975 

426197 

427119 

400486 

448482 

402621 

408363 

424584 

445061 

431065 

411908 

441826 

446901 

422677 

455534 

400163 

418882 

409206 

410556 

432564 

439482 

447877 

418297 

403534 

410594 

414000 

432762 

437606 

438550 

439626 

444540 

450024 

456481 

435138 

412887 

454204 

408253 

432887 

448053 

416171 

433098 

409781 

423441 

423646 

436572 

447044 

448828 

444585 

437334 

431917 

400843 

455688 

449560 

408940 

455201 

413617 

459495 

433225 



AW292947 


Hs.122872 


ESTs, WeaWy similar to JU0033 hypotheB 


2.2 


A1631655 


Hs.197919 


ESTs 


22 


AW592167 


Hs.293299 


ESTs 


12 


AK000184 


Hs.42945 


add sphingomyefinase-fike phosphodieste 


22 


AA424051 


Hs.304742 


ESTs 


12 


T82384 




gb7c14f05.f1 Stralagene lung (937210) H 


12 


AK001160 


Hs.5999 


hypothetical protein RJ 10298 


72 


AI276454 




gb:q!71a12x1 Soares_NhHMPu_S1 Homosapi 


22 


AI800470 


Hs.171941 


ESTs 


2.2 


BE300815 


Hs.201326 


ESTs 


22 


AK000618 


Hs.123784 


ESTs 


Z2 


AI522109 


Hs.171066 


ESTs 


Z2 


AW593288 


Hs.3530 


US-associated senne-arginine protein 2 


22 


X80240 




gb:ftsapiens endogenous retrovirus HERV- 


22 


AV658459 


Hs.188646 


ESTs, Weakly similar to ALU INHUMAN ALU S 


22 


AB011163 


Hs.129908 


KIAA0591 protein 


2.2 


AW138295 


Hs.135024 


ESTs 


2.2 


AI537817 


Hs.270311 


ESTs. WeaWy simflar to ALU1_HUMAN ALU S 


2.2 


H12402 


Hs.119122 


ribosornal protein L13a 


2.2 



D26488 Hs.90315 KIAA0007 protein 

H90452 gb:yv01c03.r1 Soares fetal Over spleen 

AW753917 gb:RC0-CT0299-291 199-031-F02 CT0299 Homo 

AW268583 Hs.262629 ESTs 

M85521 Hs.244482 Homo sapiens, done IMAGE:361 1 719, mRNA. 

AA004410 Hs.100009 acyt-Coenzyme A oxidase 1, patmitoyt 

AW880562 Hs.114574 ESTs 



AW294078 Hs.171092 ESTs 



NM_0033B9 

H10692 

AI253094 

AA491286 

L27943 

AW503603 

AB47274 

AL046388 

AW991925 

NM.004996 

AW364844 

R32158 

AA928829 

W70045 

AI435184 

R91254 

AW770778 

BE242814 

NMJJ14099 

M761594 

AW976002 

N22415 

A1693927 

AA005129 

AA258033 

BE314734 

BE007420 

AW816498 

AW807476 

AB26047 

AI459108 

H238S6 

AW190593 

AW812266 

R68649 

H02364 

AA723274 

AF030107 

AI560296 

AW170015 

AL353947 

D16181 

BE067238 
AA001767 



ooronln, aclin-binding protein, 2A 
ESTs 



Hs.44396 
Hs.13310 
Hs.145227 ESTs 
Hs.128792 ESTs 
Hs.72924 cyEdine deaminase 
Hs.129915 phosphodiesterase related 

gb:tc05d02j(1 NCl_CGAP_Co16 Homo sapiens 
Hs.208206 hypothefcal protein FU21162 

gt:PM3^N0011-13010(W)02*07BN0011 Homo 

Hs.89433 ATP-KraJIng cassette, sub-famay C (CFTR 

gb:GW3-DT0044-221299445-c03 DT0044 Homo 
gt)7h67a07jVSdares placenta Nb2HP Homo 

Hs.47099 hypothetical protein RJ21212 

Hs.58039 ESTs 

Hs.164252 ESTs 

gb:yp94e12s1 Soares fetal Rver spleen 



Hs.281238 
Hs.323494 
Hs.278924 
Hs.122440 
Hs^58402 
Hs.189080 
Hs.265165 

Hs.108110 



Hs.21051 

Hs.162B59 

Hs.159818 

Hs.125790 

Hs.151143 

Hs.15220 

Hs.278359 

Hs.279598 

Hs.17165 

Hs.174782 

Hs.6594 

Hs.283780 

Hs.2868 



ESTs 

ESTs, WeaWy similar to T27544 zinc resi 

PR01768 protein 

ESTs 

ESTs 

ESTs 

ESTs 

gbzh90h08.r1 Soares.fetaljver.spleen. 

DKFZP547E2110 protein 

gb:601152976F1 NIH_MGCJ9 Homo sapiens c 

gb*M3^rW142-200mOO1-c04 BN0142 Homo 

gbKWST0236-17129WJ75-M2 ST0236 Homo 

Homo sapiens mRNA for FU00012 protein, 

ESTs 

ESTs 

teudne-rich repeal-containing 2 
ESTs 

zinc finger protein 106 

absent in melanoma 1 like 

gb:yj35d06.r1 Soares placenta Nb2HP Homo 

ESTs 

regulator of &protein signalling 1 3 
ESTs, WeaWy similar to WAA1437 protein 
ESTs 

hypothetical protein OKFZp761N1814 
peripheral myelin protein 2 



gb:PM1-8T0348-151299-001-a12 BT0348 Homo 
Hs.17924 ESTs, Moderately similar to ALU1_HUMAN A 
Hs.662 cerebeliin 1 precursor 
AW947884 ot:PM1-MT001O-20030tM)01-g08 MT0010 Homo 

BE155373 Hs.27951 8 amyloid beta (A4) precursor-like protein 
BE544158 gb:601076707F1 NlH_MGCJ2 Homo sapiens c 

AW816515 Hs.173540 ATPase. Class V, type 10D 
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407287 
414817 
416143 
449808 
412314 
442952 
425187 
408221 
411480 
459681 
414784 
442726 
450433 
437642 
406298 
409723 
433266 
435090 
457187 
446534 
403764 
442735 
455221 



444547 AV650207 Hs.282437 ESTs, WeaWy similar to 138022 hypotheti 

417156 N49476 Hs.166563 replicafion factor C (activator 1) 1 (14 

416761 H85422 Hs.108556 ESTs 

408867 AA437199 Hs.656 ceD division cycle 25C 

406748 AW339106 Hs.217493 annaxinA2 

427443 AA402713 Hs.97872 ESTs 

452843 AI796769 Hs.208320 ESTs 

427473 AW274439 Hs.252709 ESTs 

433919 AA746311 gb:oa56d1lr1 NCLCGAPJSC81 Homo sapiens 

431058 AW968865 gb:EST380941 MAGE resequences. MAGJ Homo 

428679 AA431765 gb.zw80cO3.s1 Soares_teslis_NHT Homo sap 

415250 F02614 Hs.27319 ESTs 

440253 AI651329 Hs.160289 ESTs 

434470 AA634818 Hs.298138 ESTs 

418849 AW474547 Hs.53565 Homo sapiens RG-M mRNA for mannosyllran 

432463 AA548518 Hs.1 86733 ESTs 



A1678812 gb:tu59d0&x1 Na_CGAP_Gas4 Homo sapiens 

AW902892 Hs.23782 hypoiteft^ protein FU 12847 

A1955650 Hs.79033 grutantnyl-peptide cyciotransferase (gtu 

AA694220 Hs.15403 ESTs, Moderately similar to AIU7 HUMANA 

AA825247 Hs.250899 heat shock factor binding protein 1 

AI743261 Hs.131860 ESTs 

AW014486 Hs.22509 ESTs 

AA912183 Hs.47447 ESTs 

AW848022 gb:lL^CT0214-231299^A09 CT0214 Homo 

NM_000344 Hs.288986 survival of motor neuron l.tetorneric 

AW136066 Hs.19145 ESTs 

AW444538 Hs.231863 ESTs 

AL079309 gbiHomo sapiens mRNA full length insert 

AW885757 Hs.257862 ESTs 

AI863224 Hs.31476 Homo sapiens cDrMFU 138726s, clone TH 

BE217923 Hs.149595 ESTs 

AA443927 Hs. 144360 EST 

AI307356 Hs.175225 ESTs 

R91949 gb:yqQ6h06.s1 Soares fetal liver spleen 

AW867751 nfc:MRO-SN0038-29030M01.a03 SN0038 Homo 

NM_006915 Hs.44766 retjrrifis pigmentosa 2 (X-Bnked recess! 

BE502267 Hs.65996 ESTs 

NM.014133 Hs.278940 PRO061 8 protein 

AW026226 Hs.309479 ESTs 

W27493 gb:31h10 Human rerjnacDNA randomly prim 

R15875 Hs.258576 claudin12 

AA306385 Hs.133160 ESTs 

AA322201 Hs.131976 ESTs 

AA263143 Hs^4598 RAD51 -interacting protein 

AA419529 Hs.76391 myxovtrus (influenza) resistance 1 , homo 

AW969408 Hs.231991 ESTs 

AA318315 HsU5999 hypothetical protein FU221 95 

AVY7527B2 Hs. 129750 hypothetical protein RJ 10546 

AK001563 Hs.146589 hypothefJcal protein FU10701 

AW971382 Hs.294016 ESTs, Moderately similar to B34087 hypot 

AA724411 Hs.156065 ESTs 

N34486 Hs.170504 ESTs 

AI094805 Hs.135522 ESTs, Weakly similar to S38038 hypotheti 

R13580 Hs.13436 Homo sapiens clone 24425 mRNA sequence 

AW135313 Hs.150098 ESTs 

AL035414 Hs.21068 hypothetical protein 

T8S420 Hs.272139 ESTs 

BE222433 Hs.201262 ESTs, Weakly strrtiar to 138022 hypoihet' 

AW779544 Hs. 115497 hypothetical protein FU22655 

AI909935 Hs.65551 Homo sapiens, Similar to DMA segment, Ch 

AA033714 Hs.287629 hypothetical protein FU14260 

BE222078 Hs.1 13069 ESTs 



428186 AW504300 Hs.295605 mannosidase, alpha, dass 2A, member 2 

438432 AW444990 Hs.258800 ESTs. Weakly similar to 138022 hypothefl 

409446 -A1551173 Hs.67688 ESTs 

408764 BE087164 Hs.302415 ESTs 

408908 BE296227 Hs.250822 seimefthreonine kinase 15 

414275 AW970254 Hs.889 CharoUByden crystal protein 

436992 AA741074 Hs.120750 ESTs 

439634 W79377 Ks.167 mjcrotubtite-associaled protein 2 

444199 A) 128931 rte.260681 ESTs, Moderately similar to ALUF HUMAN I 

446009 AI989885 Hs.231926 ESTs 

435510 BE143837 gb:MRO-HT01 64-1 51 299-01 2-b08 HT0164 Homo 
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402395 
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403691 Z\ 

458333 AI000792 Hs.10B209 ESTs 21 

454560 AW807281 gb:MR4-ST0062-24030(H)03-g01 ST0062 Homo 11 

439343 AF086161 Hs.114611 hypothetical protein FU11 808 2.1 

5 421498 AA292084 Hs.191575 ESTs, Moderately similar to ALU2_HUMAN A 21 

414428 BE296906 Hs.182625 VAMP (vesicte-assodated membrane protei 2.1 

406941 X58140 (NONE) 2.1 

445712 A1458246 Hs.167451 ESTs 2.1 

451270 AW341392 Hs.235795 ESTs 21 

10 451403 AA885569 Hs.40919 Homo sapiens cDNARJ 14511 lis, done NT 21 

437073 AIB85608 Hs.94122 ESTs 21 

434789 AW292515 Hs.194317 ESTs, Weakly similar to T08680 hypothec 21 

430884 AF053748 Hs^48114 glial cefl derived neurotrophic factor 21 

445944 H06336 Hs.1 3480 Homo sapiens done 24875 mRNA sequence 21 

15 405233 Z1 

446512 H30351 Hs.207982 ESTs 2.1 

403188 21 

404443 2.1 

_ _ 433645 AI821746 Hs. 190258 ESTs, Moderately similar to ALU6 HUMAN A 2.1 

20 414456 H74314 gb:yuS6e10.r1 Soares fetal fiver spleen 21 

433479 AW511459 Hs.249972 ESTs 2.1 

455482 AW948353 gb:RO)-MT001 5-1 30400431 -d07 MT0015 Homo 21 

446364 AB006624 Hs.14912 K1AA0286 protein 21 

„ 452004 AI827815 Hs.277359 ESTs Z\ 

25 405059 2.1 

425457 AW964212 gb:EST376285 MAGE resequences, MAGH Homo 21 

403317 U02687 Hs.385 frns-related tyrosine kinase 3 2.1 

413801 M62246 Hs.35406 ESTs, Highly similar to unnamed protein 21 

415871 R55995 Hs.283309 ESTs, Moderately similar to ALU1_HUMAN A 2.1 

30 432774 AA564946 Hs.156280 ESTs 21 

436349 AI445255 Hs.115315 ESTs 2.1 

445532 BE138944 Hs.146200 ESTs 21 

456313 AA225741 gb:nc17b10.s1 NCl_CGAP_Pr1 Homo sapiens 21 

„ 412818 NMJJ03337 Hs.811 ubiquifin-conjugafing enzyme E2B (RAD6 h 21 

35 450271 AI693900 Hs.200920 ESTs 21 

401521 21 

422880 AF228704 Hs.1 21524 glutathione reductase 21 

448871 BE616709 Hs.1 59265 kruppekelated zinc finger protein hcKr 21 

449233 BE048401 Hs.196511 ESTs 21 

40 408217 AI433201 Hs.279860 tumor protein, transtefionally-controne 21 

457003 S78234 Hs.172405 ceil division cycle 27 21 . 

417448 AA203135 Hs.130186 ESTs 21 

402103 21 

450579 AW135774 Hs.48614 ESTs 21 

45 429597 NM_003816 Hs.2442 a dislntegrin and metaOoproteinase doma 21 

456596 AA291834 Hs.78950 branched chain keto acid dehydrogenase E 21 

415333 H24415 Hs.13273 KIAA0592 protein 21 

457353 X65633 Hs.248144 metanocortin 2 receptor (adrenocorticotr 21 

_ 434985 AA658229 Hs.291228 ESTs 21 

50 414729 BE466928 Hs.281901 ESTs 21 

400510 21 

420844 AA595522 gb:nh22c09.s1 NCLCGAP_Pr1 Homo sapiens 21 

427434 BE538374 Hs.301732 hypothetical protein MGC5306 21 

432188 AI362952 Hs.2928 solute carrier family 7 (cationlc amino 21 

55 446296 AA985662 Hs.63131 Homo sapiens cDNA FU 131 55 8s, clone NT 21 

453853 AL040600 Hs.188083 ESTs 21 

459108 AW084176 Hs.223296 ESTs, WeaMy similar to 138022 hypotheti 21 

430118 AI377255 Hs.183287 ESTs 21 

455964 BE166924 gb:CM4-HT0501 -240300-51 9-f01 HT0501 Homo 21 

60 437981 AA774445 Hs.1 92095 ESTs, Weakly similar to K1AA1 397 protein 21 

439957 AI453184 Hs.66357 ESTs 21 

423734 H02217 gb:yj38d11.r1 Soares placenta Nb2HP Homo 21 

450721 AI732271 Hs.25567 ESTs 21 

429392 AL109712 Hs.296506 Homo sapiens mRNA full length insert cON 21 

65 429986 AF092047 Hs.227277 sine cculis homeobox (DrosophHa) homoto 21 

432919 AL079800 gb:DKFZp434O2330_r1 434 (synonym: htes3) 21 

434791 AA649235 Hs.1 16457 ESTs, Weakly siirrHar to N1P3_HUMAN 8CL27 21 

445273 AI218441 Hs.1 53846 ESTs 21 

400514 21 

/O 412798 AW998657 Hs.119120 E3 Ubtquifin Qgase SMURF1 21 

416085 H18072 Hs.92576 ESTs 21 
437846 AA773866 Hs.244569 esophagus cancer-felated gene-2 21 
439391 AW975638 Hs.293490 ESTs, WeaHy similar to 138022 riypotheG 21 
__ 428414 AL049980 Hs.184216 OKFZP554C152 protein 21 
75 429430 AI381837 Hs,155335 ESTs 21 
449689 AF228421 Hs,23889 OKFZP564A032 protein 21 
430909 AF034632 Hs.2481 26 G protein-coupled receptor 38 21 
453116 A1276680 Hs.1 46086 ESTs 21 
416312 W02540 Hs.1 6247 ESTs, WeaWy simSar to 2004399A chromos 21 
80 423019 A1640185 Hs,283626 ESTs 21 
414007 AI733895 Hs.103813 ESTs 21 
459535 AV654907 gb:AV654907 GLC Homo sapiens cONA done 21 
448776 BE302464 Hs.30057 MRS2 (S. cerevisiaeHike, magnesium horn 21 
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421279 AW664878 Hs.106645 ESTs 2.1 

443167 A1202009 Hs.132087 ESTs Z1 

459124 AW301478 Hs.184592 protein kinase, lysine deficient 1 Z1 

_ 448078 AI460117 Hs.170454 ESTs, Highly sim2ar to AS3933 myosin I Z1 

5 436858 BE545498 gfc601070344F1 NIH_MGC_1 2 Homo sapiens c Z1 

430521 NMJM6383 Hs-242183 HOM-TES-85 tumor antigen 2.1 

431089 BE041395 Hs.283676 ESTs, Weakly simaar to unknown protein 2.1 

407401 AF029325 gb:Homo sapiens taminin beta-4 chain pre Z1 

426336 AA375802 gb:EST8B135 HSC172 cells II Homo sapiens Z1 

10 451124 A1186203 Hs.31432 cardiac ankyrin repeat protein Z1 

425541 AA359119 gb:EST68172 Felallung II Homo sapiens c 2.1 

406504 Z1 

410626 BE407727 gb:601299771F1 NIH_MGC_21 Homo sapiens c Z1 

415186 AA160945 Hs.14479 Homo sapiens cDNA FU 14199 fis. clone KT Z1 

15 416175 H24230 Hs.271498 ESTs, Moderately similar to ALU 1 .HUMAN A Z1 

436820 AK84535 Hs.200811 ESTs Z1 

442095 AI733162 Hs.1 28470 ESTs Z1 

451878 AI821027 Hs.8429 ESTs Z1 

„ 449178 A1633746 Hs.197597 ESTs Z1 

20 427307 AF1 17947 Hs.174795 PDZ domairMxmtalrang guanine nucleotide Z1 

415857 AA866115 Hs.127797 Homo sapiens cDNAFU 11 381 fis, done HE Z1 

425154 NM_001851 Hs.154850 collagen, type IX, alpha 1 Z1 

449746 AI668594 Hs.176588 ESTs, Weakly simHar to CP4Y_HUMAN CYTOC Z1 

441543 AI733014 Hs.269715 ESTs Z1 

25 403065 Z1 

42881 1 AA436052 Hs.99487 ESTs Z 1 

451803 BE541174 Hs.252058 ESTs, Moderately similar to PC4259 fern Z1 

442906 AW296888 Hs.170939 ESTs Z1 

_ 409171 R17126 gb:yg09c11j1 Soares Infant brain 1 NIB H Z1 

30 414175 A1308876 Hs.103849 hypothetical protein DKFZp761D1 12 Z1 

450785 AAB52713 Hs.25459 Homo sapiens, alpha-1 (VI) collagen 2.1 

412039 AW887384 gb«CO-OT0089-13030(W)21-d07 OT0089 Homo Z1 

453055 AW291436 Hs31917 Homo sapiens, done MGC:9658, mRNA, comp Z1 

443268 AI800271 Hs.129445 hypothetical protein FU12496 Z1 

35 455022 AW850845 gb:lL3CT022O-1 11 19^)28-011 CT0220Homo Z1 

447972 AL137275 Hs.20137 hypothettcal protein DKFZp434P01 16 Z1 

422942 AF054839 Hs.1 22540 tetraspan2 11 

400451 Z1 

Arx 406668 T62745 Hs.184411 albumin 2.1 

40 450159 A1702416 Hs.200771 ESTs,KtoleTateh;sbniTartoAChainA,T Z1 

404834 Z1 

448732 BE614063 Hs.334689 KIAA1 838 protein Z1 

423453 AW450737 Hs.128791 CGW9 protein Z1 

. _ 421447 AB005216 Hs.104481 Nek, Ash and pliosphofipase C binding pro 2.1 

45 408774 AW270899 Hs.254569 ESTs,WeaWysirnilartoB34087hypothefi Z1 

419986 AI345455 Hs.78915 GA-binding protein transcription factor, Z1 

405732 2.1 

417848 AA206581 Hs.39457 ESTs, Weakly similar to JC5314 CDC28/bdc Z1 

442875 BE623003 Hs.23625 Homo sapiens done TCCCTA00142 mRNA sequ Z1 

50 420344 BE463721 Hs.97101 . putative Gprotelrwoupled receptor Z1 

455778 BE088746 gb:CM2-BT0693-21 0300-1 23409 BT06S3 Homo Z1 

426953 AI769281 Hs.97439 ESTs 2.1 

440454 AI733037 Hs.129990 ESTs 11 

433917 AI809325 Hs.1 22814 Human DNA sequence from done RP5-1028D1 Z1 

55 424872 AA347923 gb:EST54302 Fetal heart I! Homo sapiens Z1 

454658 AW812330 Hs.1 1123 OKFZP564G092 protein Z1 

441963 AI733307 Hs.128002 ESTs 2.1 

439498 AA908731 Hs.58297 ailfi protein Z1 

456224 AW292905 Hs.1 28770 ESTs Z1 

60 413525 BE145899 gb:MRO-HT0203-221299-2O4-b10 HT0208 Homo Z1 

444702 A1220122 Hs.326560 hypothetical protein MGC2780 21 

417787 R14948 Hs.23883 ESTs Z1 

400612 2.1 

re 410878 AW809201 Hs.314248 ESTs, Weakly similar to ALU4.HUMAN ALUS Z1 

65 414494 AA76B491 Hs.6783 hypothetical protein FU22724 Z1 

427027 A192434 Hs.173259 uncharacterized bone marrow protein BM03 Z1 

451067 BE1721B6 gb:MR04tT0559-1 1030<WX)5-h1 1 HT0559 Homo 11 

455032 AI830890 Hs.192422 ESTs Z1 

417945 R29072 gb:F1-101 D 22 week old human fetal liver Z1 

70 43B268 AA782163 Hs.293502 ESTs 2.1 

424754 R09692 gb:yf23b1Zr1 Soares fetal Ever spleen 11 

404599 Z1 

459655 Z1 

nc 402455 Z1 

75 459278 AW294659 Hs.34054 Homo sapiens cDNA: FU22488 fis, clone H Z1 

421987 AI133161 Hs.286131 CGH 01 protein Z1 

400339 X57131 Hs.248209 H2A rdstone family, member F, pseudogene Z1 

438206 AA780385 Hs.187885 ESTs Z1 

458451 AW297181 Hs.195922 ESTs Z1 

oO 447534 AW953935 Ks.30837 ESTs Z1 

417687 AI828598 Hs.250691 ESTs Z1 

412717 W00973 Hs.334728 ESTs Z1 

405759 Z1 
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406413 11 

442081 AA401863 Hs.22380 ESTs 2.1 

457938 AI373638 Hs.133900 ESTs 2.1 

_. 420687 AA279392 Hs.88605 Homo sapiens cONARJ 13427 fc, clone PL 11 

5 428822 W28418 Hs.30715 potassium voltage-gated channel Isk-rel 2.1 

415635 F13168 gb:HSC3JF101 normalized infant brain cDN 11 

411421 BE272110 Hs.21177 ESTs 11 

437825 AA769123 Hs.291947 ESTs 2.1 

fr . 437083 AW082597 Hs.244862 ESTs 11 

10 409466 AA436207 Hs.226666 ESTs, Moderately similar to 154374 gene 2.1 

433523 H29882 Hs.162614 ESTs 2.1 

446868 AV660737 Hs.1 35100 ESTs 2.1 

445882 AI948717 Hs.225155 ESTs, Weakly similar to A45302 PTB-assoc 2.1 

438005 BE 151745 gb:PM1-HT0305^)6129^0O3-aO5 HT0305 Homo 11 

15 406817 AI93S028 gfcwo47a09.x1 NCLCGAP_Gas4 Homo sapiens 11 

410486 AW235094 Hs.69233 zinc finger protein 11 

411940 AW876686 gb:CM4-PT0031-180200-507-e05 PT0031 Homo 11 

412446 AI768015 Hs.92127 ESTs 11 

^ 457289 AW573204 Hs.137078 ESTs 11 

20 400335 Y13187 Hs.248067 Homo sapiens dmd gene, intron 11 10 

435959 AW296243 Hs.118375 ESTs 2.0 

448188 AW001835 Hs.13323 hypoUiefcal protein RJ22059 10 

418339 AA639902 Hs.104215 ESTs. Moderately similar to SPCN.HUMAN S 10 

^ _ 420430 AI703192 gbwd92h04jc1 NCLCGAP_Lu24 Homo sapiens 10 

25 445717 AW564658 Hs.149332 ESTs 10 

451862 H09260 Hs.32333 ESTs 10 

459686 10 

441996 BE349537 Hs.38383 ESTs 10 

412194 AW900282 Hs.1 15412 hypothetical protein FU13881 10 

30 444229 AV64B613 Hs.282397 ESTs 10 

441635 A1908538 Hs.133000 ESTs, WeaWy similar to S26689 hypolheti 10 

421387 AF059556 Hs.103983 solute carrier family 5 (sodium iodides 10 

414373 AW162907 Hs.75969 profine-rich protein with nuclear target 10 

428209 AA424197 Hs.98947 ESTs, WeaJdy similar to S33496 trypsin [ 10 

35 443520 W90022 Hs.186809 ESTs, Highly similar to LCT2_HUMAN LEUKO 10 

409248 AB033035 Hs.51965 WAA1 209 protein 10 

444518 AI160278 Hs.146884 ESTs 10 

422237 M13149 Hs.1498 hisfidine-rfch glycoprotein 10 

409316 U28251 Hs.53237 ESTs, Highly sim3ar to Z169.HUMAN ZINC 10 

40 407725 10 

413783 AA314337 Hs.301547 ribosomal protein S7 10 

423867 AA331886 gb:ESTC5757EnTbryo,8weeklrtomosapien 10 

425008 AW675764 Hs.174248 ESTs 10 

. _ 427271 AW195922 Hs.188758 connexln59 10 

45 444102 AV647953 Hs.83077 interteuWn 18 (interfemr^arrinna-lndudn 10 

445829 A1452457 Hs.145526 ESTs 10 

452366 AK000464 Hs.29276 hypomelical protein RJ20457 10 

457652 AF116656 Hs.273809 Homo sapiens PR01 167 mRNA, complete cds 10 

429540 M85776 gb:EST02297 Fetal bram, Stratagene (cat 10 

50 459456 AA486036 Hs.190124 ESTs 10 

409840 AW502122 gb:Ul-HF-BR0p-ajK><)WUJI.r1 N1H_MGC_5 10 

441025 AA913B80 Hs.176379 ESTs 10 

457802 T78013 Hs.1 67279 FYVE-finger-oonlaimng Rah5 effector pro 2.0 

445627 AW818475 HsJ363 ESTs 10 

55 440299 A1871778 Hs.250112 ESTs 10 

401236 H24185 Hs,92916 hypothetical protein 10 

429996 N90822 Hs.48969 ESTs 10 
455135 AW857989 gb:PM2-CT0328-2812994J03«04 CT0328 Homo 10 

„ 411537 BE073250 gb:MR0-BT0551 -060300-102-605 BT0551 Homo 10 

60 433449 AW772282 gb:hn71b05jc1 NCLCGAP_Wd11 Homosapten 10 

454197 BE140966 gb:MR0-HT005SO811 99402-b06 HT0065 Homo 10 

445297 BE544163 Hs.87128 hypothetical protein FU23309 10 
403977 10 

_ 458948 A1695359 Hs.280943 ESTs 10 

65 416663 AK001100 Hs.41690 desmocoflin 3 10 
411479 AW848047 gWL3^T0214-2912994)52-A12CT0214Horno 10 

426536 AJ949749 Hs.44441 ESTs 10 

442765 BE567353 Hs.99480 ESTs 10 
400859 10 
70 405829 10 

411863 BE075244 Hs.12420 ESTs 10 

415258 AW752247 Hs.293853 ESTs 10 

416093 R60685 Hs.268698 ESTs, Moderately similar to ALUC.HUMAN 1 10 

416184 R48481 Hs.269177 ESTs, WeaWy similar to ALU6_HUMAN ALUS 10 

75 437733 A1792574 Hs.122B76 ESTs 10 

453118 AW195849 HsJ252757 ESTs 10 

457039 H29990 Hs.101937 sine ocuris homeobox (Orosophila) homoto 10 

444292 AJ139794 Hs.146569 ESTs 10 
431360 NMJW0427 HsJ51680 loricrin 10 

OU 407644 D16815 Hs.37288 nudear receptor subfamfly 1, group D.m 10 
412029 AW886238 gb^C5-OT0078-28030W»2-F01 OT0078 Homo 10 

438522 AA809431 Hs.258886 ESTs 10 
422634 NM_016010 Hs.118821 CGI-62 protein 10 
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418790 H95693 gb:yt95d1t.s1 Soaresj)irtea!_glaruLN3HPG ZO 

442950 A1500417 Hs.46764 ESTs 2.0 

457040 N77624 Hs.173717 phosphatidic acid phosphatase lype 2B 2.0 

436464 AI016176 Hs.269783 ESTs, Weakly similar to ALU 1.HUMAN ALUS 2.0 

5 402674 2.0 

408733 AW284812 Hs.254290 ESTs 2.0 

408767 AA057279 Hs.211928 ESTs 2.0 

432801 NM.016260 Hs.278963 zinc finger DNA binding protein Hefios 2.0 

1rt 418205 L21715 Hs.83760 troponin I, skeletal, fast 2.0 

10 404604 2.0 

413627 BE182082 Hs.246973 ESTs 2.0 

402341 2.0 

438090 AA777534 Hs.191992 ESTs 2.0 

421303 T06464 gb:EST04353 Fetal brain. Straiagene (cat Z0 

15 411417 AW845481 gb:MR1-CT0056-201 199-008-504 CT0056 Homo ZO 

401986 2.0 

415318 T06544 gb:EST04433 Fetal brain. Stratagene (cal 2.0 

417756 Z43056 gb:HSC12B021 normalized infant brain cON 2.0 

418301 AW976201 Hs.53913 hypothetical protein FU10252 ZO 

20 433755 AW085934 Hs.1 20868 ESTs ZO 

435413 A1267476 Hs.46669 ESTs ZO 

435648 H24347 Hs.27524 ESTs ZO 

447555 A1391662 Hs.160963 Homo sapiens, done MGQ 1231 8, rnRNA, com ZO 

458175 AW296024 Hs.1 50434 ESTs ZO 

25 458433 AL135352 Hs.255883 ESTs, Weakly smiBar to I38022riypothe6 ZO 

446595 T57448 Hs.15467 hypothetical protein FU20725 ZO 

447678 BE385257 Hs.336457 Homo sapiens dopamine receptor interact ZO 

448150 AM72167 Hs.302739 ESTs ZO 

453445 AL036532 Hs.91453 ESTs ZO 

30 444420 AI148157 Hs.146766 ESTs ZO 

431956 AK002032 Hs.272245 Homo sapiens cDNAFUl 11706s. done PL ZO 

413758 BE162391 gb:PM2-HTO451-O9010EWK)2-a)4 HT0451 Homo ZO 

428231 U17989 Hs.183105 nuclear autoantigen ZO 

455B73 BE152239 gb:QV4-KT031bMJ91199^)2W12HT0316Homo ZO 

35 . 430970 AI018210 Hs.144083 ESTs ZO 

412277 BE277592 Hs.73799 guanine nucleotide binding protein (G or ZO 

413025 AA805265 Hs.291646 ESTs ZO 

424083 AF055018 Hs. 1391 37 Homo sapiens done 24442 mRNA sequence ZO 

427654 AA410183 Hs,137475 ESTs ZO 

40 410483 BE163567 gb:QV3-HT046O-23020O-1O1-b08 HT046O Homo ZO 

423942 AF209704 Hs.1 35723 glycol transfer protein ZO 

430340 AM76777 gb^w94g1U1 Soares_totaLfebs_Nb2HF8_ ZO 

425686 M73531 Hs.1937 retinal degeneration, skw{refinifis pi ZO 

Ar 425075 AA506324 Hs.1 852 add phosphatase, prostate ZO 

45 400285 ZO 

405965 ZO 

407407 AF050198 gb:Homo sapiens putative mitochondrial s ZO 

■411459 BE142707 gb:MR0-HT0157-191199^02^12HT0157Homo ZO 

415105 D60166 gtr.HUN«»9G11Baontech human fetal brain ZO 

50 434531 AA642O07 Hs.116369 ESTs ZO 

447153 AA805202 Hs.315562 ESTs ZO 

447185 AW377092 Hs.99601 hypothetical protein FU 1 2553 ZO 

455696 BE067870 gb:RC0-BT0362-021 299-031-W6 BT0362 Homo ZO 

456510 AK0O1652 Hs.99423 ATP-dependsnt RNA helicase ZO 

55 400617 AF151064 Hs.36069 hypothetical protein ZO 

418647 AA226198 gb:nc26a07.s1 NCLCGAP_Pr1 Homo sapiens ZO 

401785 ZO 

433417 AA587773 Hs.8859 Homo sapiens, Simaar to R1KEM cONA 5830 ZO 

_ 420777 AA280223 Hs.130865 ESTs ZO 

60 439509 AF086332 Hs.58314 ESTs ZO 

430203 L36140 Hs.235069 RecQ proteuvCke (DNA heGcase Ql-like) ZO 

450382 AA397658 Hs.60257 Homo sapiens cDNA FU1 3598 fis, done PL ZO 

455540 BE08O231 gb:RCtf-BT0829-1 2020O-O1 2-H1 BT0629 Homo ZO 

437620 AW976930 Hs.128760 ESTs ZO 

65 407528 X64990 gkHsaplens mRNA HTPCRX16 for olfactory ZO 

402048 ZO 

403623 ZO 

411518 AW850246 gb:IL3-CT0219-29109W)21-E07 CT0219 Homo ZO 

417531 NMJXJ3157 Hs.1087 serine/thnawtine kinase 2 ZO 

70 422600 BE143586 Hs.87 reBrutetomiMike 1 (p107) ZO 

423347 AI660412 Hs.234557 ESTs ZO 

424560 AA158727 Hs.150555 protein predicted by done 23733 ZO 

433153 * AA578512 gfcnh22e11.s1 NCl_CGAP_Pr1 Homo sapiens ZO 

433347 AF023130 gb:Homo sapiens Ras-GRF2 mRNA. partial c ZO 

75 435373 AW655538 Hs.1 17689 ESTs ZO 

442988 AIO26130 Hs.131683 ESTs ZO 

447505 AL049266 Hs.1 8724 Homo sapiens mRNA; cDNA DKFZp564F093 (fr ZO 

454423 AW603985 gb:RC4-CN0O48-14O10tW)1 1-a04 CN0048 Homo ZO 
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Table 31 B 



Pkey: Unique Eos probesel identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 


CAT number 


Accession 


407764 


1014849J 


BE008347 BE008320 BE083307 BE08331 1 AW075968 


408274 


104999 1 


R17315243964AA053547 


408691 


1074933 1 


AW250525BE265117 


409171 


1104879 1 


R17126 R38456 H02771 


409206 


1108161 1 


AW364844 AW364847 AW937534 AW937593 AW937659 


409623 


1144047 1 


AW449185 AW449665 BE220971 


409699 


1149033 1 


BE154650 BE154785 AW468343 BE154816 8E154667 


409816 


1155396 1 


AW500954 AW501111 AW501394 


409840 


1156071 1 


AW502122 AW5021 25 AW501653 AW501720 


410201 


118365 1 


AA126129 AA126033 AA082561 


410483 


1204995.1 


BE163567 BE0736B9 BE073747 BE073780 BE073739 BE073748 BE163495 AW750178 BE163491 BE073763 BE073671 


410500 


1206323 1 


R09442 AW8461 1 5 AW846108 AW751967 AW846083 AW846087 AW846090 


410536 


1207322J 


N39533 AW753094 AW753093 


410556 


1208157 1 


R321 58 AW754055 AW754054 AW754053 AW754045 AW857320 


410615 


1212203 1 


AW772721 AW873372 H89212 


410626 


1212621 -1 


BE407727 


410644 


1213795 1 


AW9021 25 AW792853 AWB37703 AW837710 


410672 


1214882.1 


AW794600AW794730 


410845 


1223881J 


AW8071 82 AW807328 AW807063 AW807183 AW8071 92 AW807033 AW807061 AW807286 AW807097 AW8O7270 AW807372 AW80728O 






AW807283 


410888 


1225955 J 


AW861207AW809508 


410901 


1226077 J 


AW81 0001 AW81 0092 AW810170 AW809884 AW809664 AW81 0353 AW81 0428 AW81 0209 AW810429 AW8101 54 AW8101 66 AW809786 






AW810006 AW809672 AW809694 AW8105S2 AW810345 AW81 0432 AW809960 


410934 


1227240 1 


AW81 1 1 14 AW81 1095 AW81 1087 AW81 1 1 24 AW81 1054 AW81 1094 AW81 1157 


410999 


1228809 1 


AW813004 AW812962 AW812961 


411004 


1228975 1 


AW813242 BE146089 AW813195 AW813173 AW813206 BE145953 BE146212 AW813196 AW854582 AW813241 BE061582 
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455880 


1380022.1 


455935 


13B4144J 


455964 


1389912.1 


455992 


1398552.1 



BE065902 AW749032 AW0O3537 

BE141030 BE141474 BE 141467 BE141753 BE141024 BE141761 AW1 77583 AW1 77579 AW1 77582 AW1 77585 AW1 77587 AW807582 AW177581 
BE141477 BE141520 BE141456 BE141492 BE141028 BE141775 BE141489 BE141751 AW177599 BE141 750 AW1 77597 BE141512 BE141460 
BE141749AW177598 
AW177821 AW177896 AW177867 

BE140966 BE140961 BE140967 BE 141006 BE140985 BE140970 BE141669 BE141653 BE141664 BE141655 BE141661 BE141660 BE140969 

BE141673 BE141650 BE141674 BE141550 BE141688 AW178241 BE140994 BE141666 BE140998 BE141008 BE140988 BE14101 1 BE140975 

BE141667 BE141675 BE141657 BE 141681 BE141656 BE141672 BE 141 680 AW1 78237 BE141012 BE140990 BE141658 BE141648 BE141013 

BE141668 BE140973 BE141004 BE140963 BE140984 BE141009 AW178232 BE141007 BE141649 AW1 78293 BE140993 AW178233 BE141646 

BE141005 BE141691 BE141 000 BE1 41652 BE140965 BE141562 BE140960 BE140962 BE141001 BE140978 AW178229 AW178239 BE141671 

AW178230 BE141547 AW178235 BE141663 BE141549 BE140996 BE141003 AW178236 BE141002 BE141556 

AW81 6498 AW808791 AW80851 5 AW808379 AW808532 AW808605 AW808977 AW808816 AW17B676 AW178486 AW808514 AW178483 

AW178485 AW809007 AW808524 

AW354844 AW364B47 AW937534 AW937593 AW937659 

AW389668 AW389657 AW609198 AW389649 

AW603985AW854350 

BE163567 BE073689 BE073747 BE073780 BE073739 BE073748 BE1 63495 AW750 178 BE163491 BE073763 BE073671 
AW850984 AW752B36 M86124 
BE147919 AW794884 BE147847 

AW807281 AW807092 AW807425 AW807330 AW807174 AW8071 71 AW807274 AW807278 AW807367 
AW807573 AW807566 AW807572 

AW807605 AW807690 AW807839 AW807752 AW807673 AW807667 AW807955 AW807760 AW80761 5 AW807898 AW807849 AW807821 
AW807832 AW807842 AW807827 AW807822 AW807829 AW807B30 AW807825 AW807603 AW80761 2 AW807908 AW807595 AW8076 1 7 
AW807678 AW807687 AW80791 8 AW807921 AW807595 AW807602 AW807688 AW807609 AW807684 AW807770 AW807593 AW807754 
AW807679 AW807957 AW807683 AW807763 AW807902 AWB07840 AW807819 AW807836 AW807769 AW807685 AW807847 AW807674 
AW807686 AW807670 AW80791 7 AW807677 AW807680 AW807900 AW807669 AW807952 AW807907 AW807846 AW807756 AW807835 
AWB07608 AW807753 AW807601 AW807956 

AW809648 AWB09704 AW809643 AW809653 AW809709 AW809949 AW809939 AW810010 AW809705 AW809950 AW809822 AW809667 

AW81 0093 AW810076 AW809573 AW81 0349 AW809895 

AW811380AW811385 

AW850684AW850150 

AW81 8535 AW818588 AW81 8651 

AW819191 AW819252 AW819183 AW819175 AW819177 AW819186 AW819180 BE158470 AW819242AW819269AW819244AW819190 
AW819265 AW819268 AW819246 BE152602 AW81 9249 AW81 9251 AW81 9263 AW81 9194 

BE069199 AW935012 AW877466 AW819782 AW935798 AW835546 AW936042 BE0691 21 AW835625 AW877536 AW935885 BE069202 
AW820019AW935937BE160180AW935946BE069101 BE069125AW877527 BE1 60316 BE1 60398 AW935794AWB35701 AW935784 
AW820199 AW820434 8E174743 
AW820626 AW820621 AW820608 
AW820852 AW820773 AW821088 
AWB3371 1 AW833620 AW833699 

AW835775 AW845768 AW845764 AW845773 AW845757 AW845758 AW845780 

AW846134 AW846467 AW846468 AW846386 AW846461 AW84621 1 AW846179 AW846205 AW846320 AW846379 AW846367 AW846561 
AW846556 

AW847645 AW847791 AW354083 AW853945 

AW850845 BE144010 AW855164 

BE156459 BE156469 BE15646B AW857447 

AW857989 AW858016AW8S1677 AW861689AW861691 AW858056 

AW860972 AW862598 AW862599 AW860988 AW860983 AW880898 AW860925 AW860922 AW860986 AW860984 AW860989 
AW947884 AW947918 AW947888 AW947883 AW947897 AW947910 AW947905 AW864751 AW947878 
AW879403AW867707 
AW867751 AW867770 AW867763 

AW875972 AW875983 AW875974 AW876000 AW875966 AW876050 
AW876627 AW876630 AW876631 AW876625 

AW877139 AW877135 AW877018 AW991835 AW877128 AW877108 AW877017 AW877107 
AW977806 AW887923 AW886321 

AW886156 AW887926 AW886324 AW886236 AW887906 AW886304 
AW893961 AW893998 AW894034 AW894019 
AW896438 AW896534 AW896500 AW896540 AW896446 
AW983901 AW984485 AW94771 5 

AW948353 AW948351 AW948331 AW948303 AW948336 AW948305 AW948299 AW948346 AW948352 
AA102322 

BE144762AW979091 

AW991925AW991919 

BE080231 AW993284 AW993293 AW993000 

AW995423AW995373 

BE003714 BE003721 BEQ03720 BE003716 

BE007829 BE007815 BE007822 BE007996 BE007835 BE007837 BE007824 BE007836 BE007827 
BE011437 BE011402 BE011395 BE011428 BE011407 BE011421 BE011406 
BE065984 BE065942 BE065955 BE066085 

BE067238 BE067235 BE067240 BE067256 BE057263 BE067236 BE067260 BE067253 BE067248 BE067252 
BE067870 BE067886 BE165133 BE165334 BE165329 BE165332 
BE074910 BE074913 BE07491 1 BE074903 BE074892 BE074935 
BE079307 BEO 79309 

BE088746 BE088802 BE088755 BE088876 BE088947 BE088881 BE088952 



BE146866 BE146865 BE146867 
BE146879BE146914BE146918 

BE149024 BE149056 BE152826 BE149025 BE149057 BE152819 BE149030 BE149062 BE149023 BE149055 
BE152239BE152242BE152230 
BE153208 BE153146 BE152981 
BE158687 BE158688 

BE166924 BE166921 BE166925 BE166915BE166970 BE166968 

BE179015 BE178965 BE179010 BE179002 BE178961 BE179005 BE178964 BE179012 BE179011 BE178963 BE178997 
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455993 1398655J BE 179085 BE1 79084 BE173085 BE179264 

456186 1618618 1 W26642 H88394 

456313 177240J AA225741 AI734056 Al 820965 Al 732 153 AA25 9201 AA225731 

456394 1843275.-2 W28506 

456407 184986.1 AW968614AA243209 AA281411 

456476 191761J AA256753 AW528680 

457242 307984.1 AA457011 A1978850 

457824 41515.6 ' R84938AL047151 AA31 0309 AW063200AI 569528 AI307823 N49975 

458804 75803.1 AI157625 M72696BE622492 

458890 812733.2 AW865523AW855128AW855467AW865127AW865466 

459160 920051.1 AI904723 AI904725 AI904729 AI904722 AI904758 AI904736 

459201 925883.1 AW391 177 W45021 



TABLE 31C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Gen bank Identifier (G!) numbers. "Dunham L et al.' refers to the publication entitled "The DMA sequence of 

human chromosome 22/ Dunham L et al., Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
Nt_posiBon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposrfion 


400451 


8113550 


Minus 


82189-82320 


400462 


9929659 


Minus 


197610-197785 


400486 


8569885 


Plus 


181108-181605 


400510 


9796540 


Minus 


139633-139910,140469-140979 


400514 


9796594 


Minus 


7B844-79025,80850^0991.89754-89941,93750-93891 


400579 


9887603 


Plus 


21323-21526 


400582 


9887609 


Plus 


88642-88726,89716-89866 


400587 


9887626 


Plus 


25435-25588,25668-25747 


400608 


9887666 


Minus 


96756-97558 


400612 


9929646 


Minus 


151513-151662 


400613 


9B64507 


Plus 


92278-92472 


400641 


8117693 


Plus 


47B6-4992 


400643 


8117693 


Plus 


12818-13016 


400706 


7249204 


Minus 


78299-78686 


400734 


8118979 


Plus 


122853-123971 


400816 


8569993 


Plus 


161221-162078 


400843 


9188605 


Plus 


5863-59707653-7784,8892-9023,9673-9307,1063^ 


400844 


9168605 


Plus 


24746-24872,25035-25204 


400859 


9757499 


Minus 


91888-92018,98131-98294,99474-99570 


400861 


9757506 


Plus 


163855-164016 


400889 


9958234 


Minus 


169782-170036 


401078 


3687273 


Phis 


105052-105171 


401098 


9S65518 


Minus 


85632-86174 


401132 


8705350 


Minus 


85679^5795 


401145 


2547238 


Plus 


17599-17776 


401189 


9690246 


Minus 


90815-90929 


401200 


9743387 


Minus 


1115B6-111806,11479M14916,115419-115583,11635M^ 


401344 


9926411 


Minus 


8247*82602.86952-87110 ' 


401361 


9958052 


Plus 


153093-154106 


401365 


9796180 


Minus 


119572-119672 


401449 


8574316 


Minus 


144928-145030 


401497 


7381770 


Plus 


92607-92813 


401521 


7705251 


Plus 


9127-9234 


401526 


7770561 


Plus 


91570-93177 


401602 


7689963 


Plus 


101096-101253 


401514 


7839924 


Plus 


17350-17735 


401645 


7657839 


fcfinus 


34986-35133 


401694 


3540172 


Minus 


64056-64168 


401775 


9956311 


Mnus 


110228-110340 


401785 


7249190 


Minus 


165776-165996,166189-165314^66408-166569.167112-167^8.167387-167469.168634-168942 


401882 


8139716 


Phis 


86466-87077 


401887 


7229981 


Plus 


93973-94120 


401986 


4406829 


Minus 


31137-31293 


401992 


4153B58 


Plus 


31452-31649 


402038 


7684482 


fcfinus 


100751-100885 


402048 


8072512 


Phis 


4393*44078 


402076 


B1 17410 


Plus 


128316-128627 


402103 


7249203 


Plus 


14453-15414 


402131 


7704961 


Minus 


33114-33209,33496-33878 


402176 


7543687 


Minus 


10-750 


402230 


9966312 


Minus 


29782-29932 


402333 


8844110 


Minus 


165693-165856 


402341 


7656696 


Plus 


22583-23699 


402395 


9929693 


Minus 


131016-131998 


402429 


9796372 


Minus 


57622-57793,59282-59402,59624-59827 


402430 


9796372 


Minus 


62382-62552 


402455 


9796753 


Minus 


139640-139779.14008-140660 


402527 


9800806 


Plus 


4722-4916.17858-18037.19964-20140,24423-24605,26699-26881 
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402615 


9926801 


Plus 


131390-132157 




402821 


9930950 


Plus 


130806-131036 




402674 


B077108 


Minus 


39290-39502 




402725 


8979991 


Plus 


107231-107383 


5 


402790 


4835258 


Minus 


147744-147861 




402867 


5596716 


Plus 


52806-53106,53500-53818 




402953 


9408724 


Minus 


122603-122743 




403003 


5441423 


Minus 


79403-79560.79712-80021 


10 


403011 


6693597 


Minus 


3468-3623 


403065 


8954197 


Minus 


71615-71773,73930-74144 




403186 


9838289 


Minus 


157618-157755 




403271 


7230852 


Plus 


134283-134485 




403273 


8018055 


Pius 


133809-134099 


15 


403231 


8072630 


Minus 


7521-7728 


403296 


8096530 


Minus 


35913^6520 




403310 


8139936 


Minus 


183883-184026 




403329 


8516120 


Plus 


96450-96598 




403341 


8569175 


Plus 


30699-30910 


20 


403344 


8569726 


Plus 


70823-70990 


403356 


8569930 


Rus 


92839-93036 




403381 


9438267 


Minus 


26009-26178 




403388 


9438331 


Plus 


112733-113001,114599-114735 




403396 


9438367 


Minus 


952-1160 


25- 


403501 


7534005 


Minus 


108903-110438 


403513 


7656757 


Minus 


155310-155436.158402-158535 




403515 


7656757 


Minus 


173358-179553 




403534 


8076917 


Minus 


46652-47332 




403549 


6081591 


Minus 


137150-137362 


30 


403568 


8101145 


Minus 


85509-85658 


403574 


8101156 


Rus 


5542-6176 




403519 


8569810 


Plus 


62501-62653 




403623 


8569879 


Minus 


3519-5426 




403625 


8569879 


Rus 


6551-7111 


35 


403637 


8671935 


Minus 


142647-142771,145531-145762 


403667 


6850483 


Minus 


1344-1442,1545-1697 




403677 


7331517 


Minus 


55008-55083,62860-63051 




403691 


7387384 


Minus 


88280-88463 




403696 


3135242 


Minus 


143467-143634 


40 


403743 


7652003 


Minus 


136453-136646 


403760 


7712202 


Minus 


45910-46260,47563-47824 




403764 


7717105 


Minus 


118692-118853 




403776 


7770611 


Minus 


1414-1513,1624-1756 




403780 


8076989 


Plus 


93160-93409 


45 


403786 


8083636 


Minus 


73028-73217 


403891 


7331467 


Minus 


191508-19322) 




403895 


7381715 


Minus 


3502-4002,4070-4308 




403977 


7657840 


Minus 


115573-115820 




404043 


9558573 


Rus 


29042-29135,46597-46699 


50 


404059 


3548785 


Rus 


104326-106788 


404076 


9931752 


Minus 


3848-3987 




404196 


3805917 


Minus 


67928-68109 




404249 


8655533 


Rus 


64270-64633 




404257 


9367215 


Plus 


15262-16227 


55 


404285 


2326514 


Rus 


32282-32416 


404268 


2769644 


Rus 


3512-3691 




404367 


9965011 


Minus 


1 1439 U 14628 




404443 


7579073 


Minus 


87198-87441 




404453 


7657714 


Rus 


27768-29179 


60 


404476 


8080699 


Plus 


101841-102043 


404513 


8151941 


Minus 


112837-113339 




404561 


9795980 


Minus 


69039-70100 




404569 


7249169 


Minus 


104257-104348,104822-104970 




404577 


4020145 


Plus 


17991-18420 


65 


404588 


6456726 


Minus 


4005940210 


404599 


8705107 


Plus 


110443-110733 




404604 


9212537 


Minus 


72019-72509 




404638 


9796751 


Minus 


99433-99528.100035-100161 




404767 


7882827 


Minus 


23244-23759 


70 


404793 


7232206 


Minus 


61087-61590 


404822 


3810614 


Plus 


7541-8132 




404834 


6911603 


Minus 


37948-38226 




404845 


7958980 


Minus 


47174-47326,52928-53146,5331 




404898 


7331420 


Minus 


177015-177328 


75 


404936 


6850774 


Rus 


191519-191664 


404957 


7407927 


Rus 


147512-148011 




405017 


6532084 


Rus 


35551-35690 




405059 


7656583 


Plus 


349*22 




405090 


8072525 


Minus 


38552-39202 


80 


405093 


8072575 


Rus 


95878-96020 


405120 


8099940 


Rus 


140176-140340 




405170 


9966524 


Rus 


37047-37198 




405229 


7249019 


Plus 


51081-51701 




405230 


7249032 


Minus 


97493-97682 
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405233 


7249045 


Phis 


9588-10065 


405241 


7249178 


Minus 


69927-70526 


405264 


7329374 


Phis 


28556-28584 


405287 


3928029 


Phis 


89802-89999 


405302 


2078453 


Minus 


121688-121840 


405303 


2078453 


Minus 


130607-130802 


405338 


6094635 


Phis 


33267-33553 


405347 


2979602 


Minus 


977-1116 


405385 


6552772 


Plus 


48332-48454 


405443 


7408143 


Plus 


90716-90887,101420-101577 


405455 


7656675 


Plus 


134112-134671 


405494 


8050952 


Minus 


70284-70518 


405521 


9454643 


Plus 


65096-65247,77508-77637,81242-81364,84246-84395 


405523 


9454643 


Phis 


114550-114688,117265-117407,119490-119599,123237-123395,131140-131217 


405547 


1054740 


Plus 


124361-124520,124914-125050 


405605 


5836195 


Minus 


117070-117270 


405608 


5815499 


Minus 


66822-66925 


405629 


4508116 


Minus 


101678-101866 


405634 


5306288 


Plus 


17856-17957,18302-18412,18837-18927,22790-22989 


405654 


4895155 


Minus 


53624-53759 


405692 


4314424 


Rus 


6137&-62562 


405706 


4165003 


Plus 


44307-44431,49619-49802 


405720 


9797144 


Plus 


13409-13861 


405732 


7534017 


Rus 


146981-147316 


405759 


3288022 


Minus 


18283-18399 


4057B0 


7248203 


Minus 


48204-48371 


405784 


7417368 


Minus 


77798-78000 


405829 


7109593 


Minus 


15628-16127 


405869 


6758731 


Minus 


89867-90358 


405935 


6758795 


Minus 


163112-163652 


405959 


6758815 


Rus 


1-642 


405965 


8247786 


Minus 


179930-180373 


405966 


8247788 


tvBnus 


51762-51978 


405970 


8247789 


Minus 


45795-46295 


405981 


8247790 


Plus 


4771-5338 


406005 


8247801 


Minus 


39912-40220 


406053 


6758997 


Plus 


30921-31532 


406073 


9119150 


Rus 


60495-60610 


406091 


9123919 


Minus 


197370-197935 


406092 


9123919 


Rus 


251370-251797,252168-252882 


406298 


5688278 


Minus 


30084-30770 


406327 


9212407 


Plus 


168241-168492 


406333 


9213235 


Rus 


64689-64798 


406364 


9256114 


Minus 


50715-50833 


406377 


9256135 


Rus 


126826-126979,129755-129942 


406413 


9256407 


Rus 


43858-44003,46993-471 36 


406468 


9795553 


Rus 


43734616,8870-9048.11366-11509,11625-11880 


406470 


9795562 


Minus 


15532-15697 


406504 


7711360 


Minus 


107068-107277 


406506 


7711374 


Minus 


6843-8077F 


406592 


4567182 


Plus 


352560352963 



Table 32A fists about 969 genes unregulated in fung fibrosis relative to normal body tissues. Types of pulmonary fibrosis samples Included in this analysis were idiopathic pulmonary 
fibrosis (IPF), hypersensitivity pneumoniSs (HP), and non-specific intersrjfe} pneumoniSs (NSIP). These genes were selected from 59580 probesets on the EosVAffymetrix Hu03 
Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (AT), a normalized value reflecting the relative levels of 
mRNA expression. 

Table 33A fists about 800 genes unregulated In lung fibrosis relative to normal lung. Types of pulmonary fibrosis samples included in this analysis were idiopathic pulmonary fibrosis 
(IPF). hypersensitivity pneumonitis (HP), and non-specific interstitial pneumonitis (NSIP). These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip 
array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity {A!}, a pormafized value reflecting the relative levels of mRNA 
expression. 

Table 34A lists about 703 genes upreguteted in idiopathic pulmonary fibrosis (IPF) relative to hypersensitivity pneumoniSs (HP) or non-specific interstitial pneumonitis (NSIP). These 
genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as 
average intensity (Al), a normalized value reflecting the relative levels of mRNA expression. 

Table 35A fists about 323 genes upreguteted in hypersensitivity pneuniorctis (HP) relative to idiopathic pulmonary fibrosis (IPF) or non-specific WersfiSal pneumonitis (NSIP). These 
genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from (his analysis was expressed as 
average Intensity (Al), a normalized value reflecting the relative levels of mRNA expression. 

Table 36A lists about 52 genes unregulated in non-specific interstitial pneumonitis (NSIP) relative to hypersensitivity pneumonitis (HP) or idiopathic pulmonary fibrosis (IPF). These 
genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as 
average intensity (Al), a normalized value reflecting foe relative levels of mRNA expression. 

Table 37A Bsts about 206 genes downregutated in lung fibrosis relative to normal lung. Types of pulmonary fibrosis samples Included in this analysis were idiopathic pulmonary 
fibrosis (IPF), hypersensitivity pneumonitis (HP), and rum-specific intersfitial pneumonitis (NSIP). These genes were selected from 59680 probesets on the Ec^Affymetrix Hu03 
Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (AT), a normalized value reflecting the relative levels of 
mRNA expression. 
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TaUe38A fists about 207 genes upregulated in lung fibrosis relative to norma* tissues. Types of pulmonary fibrosis samples Included In this analysis were idiopathic pulmonary 
fibrosis (IPF), hypersensitivity pneumonitis (HP), and non-specific interstitial pneumonitis (NS1P). These genes were selected from 59680 probesets on the Ecs/ARymetrix Hu03 
Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (At), a normalized vatue reflecting the relative levels of 
mRNA expression. 

TABLE 32A: About 969 genes upregulated in lung fibrosis relative to normal body tissues 

Ptey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Un'rgene Title: Unigene gene title 

R1 1 90th percentile of lung fibrosis Als divided by 90th percentile of normal tissue Als. where the minimum value for the numerator and denominator was set to 50 

90lh percentile of lung fibrosis Als divided by 90th percentile of normal tissue Als, where the 1 5th percenfite of normal tissue Als was subtracted from both the 
numerator and denominator. The minimum value for the numerator and denominator was set to 50. 



Pkey 

414517 
406964 
431723 
442275 
417204 
444342 
431089 
421110 
457200 
425211 
443709 
431164 
445537 
432519 
421798 
400269 
444325 
416402 
413048 
432985 
443324 
449494 
408562 
449523 
421952 
427383 
409203 
441835 
446428 
415323 
442652 
414812 
418007 
421502 
436954 
446998 
421340 
420656 
432441 



446921 
429732 
442832 
407949 
433293 
424310 
428043 
431745 
444527 
421379 
419231 
428927 
432222 
442994 
416030 
438873 
453145 
424917 
439750 
432810 
418259 
453310 
424144 
423575 



ExAccn 

M24461 

M21305 

AW058350 

AW449467 

N81037 

NMJJ14396 

BE041395 

AJ250717 

U33749 

M18667 

AI082692 

AA493650 

AJ245671 

AI221311 

N74880 

AW152618 

NWL000715 

M93221 

T92363 

R44013 

AW237014 

A1436323 

NM_000579 

AA300900 

NMJW5411 

AA780473 

AB036432 

AW082270 

BE269352 

AI005163 

X72755 

M13509 

AF111856 

AA740151 

N99013 

F07783 

AA279098 

AW292425 

AF123050 

NM.002543 

AB012113 

U20158 



W21874 

AF007835 

AA338S48 

T92248 

AW972448 

NMJJ05408 

Y15221 

AL046294 

AA441837 

AI204995 

AI026718 

H15261 

AI302471 

AA033848 

AI636208 

AL359053 

AA863400 

AA215404 

X70697 

AA454033 

C18863 

AI375550 



Hs.76305 

Hs.16762 
Hs.54795 
Hs.1074 
Hs.10887 

Hs.1355 

Hs.197764 

Hs.1867 

Hs.134562 

Hs.94367 

Hs.12844 

Hs.130704 



Hs.16757 

Hs.1012 

Hs.75182 

Hs.178703 

Hs.164225 

Hs.315369 

Hs.31141 

Hs.54443 

Hs.98849 

Hs.177582 

Hs.687 

Hs.184 

Hs.12496 

Hs.949 

Hs.201378 

Hs.77387 

Ks.63169 

Hs.105039 

Hs.130425 

Hs.16762 

Hs.1369 

Hs.187636 

Hs.163484 

Hs.44532 

Hs.77729 

Hs.16530 

Hs.2488 

Hs.253569 

Hs.247057 

Hs.32417 

Hs.50334 

Hs.2240 

Hs.163425 

Hs.11383 

Hs.103982 

Hs.136245 

Hs.90250 

Hs.16954 

Hs.21948 

Hs.124292 

Hs.7473 

Hs.96901 

Hs.57554 



Hs.553 
Hs.41644 
Hs.163443 
Hs.346868 



Unigene Title 


R1 


R2 


surfactant, pulmonary-associated protein 


22.45 


28.63 


FGENES predicted novel secreted protein 


16.10 


7.65 


Homo sapiens mRNA; cDNA DKFZp564B2062 {f 


15.83 


14.86 


ESTs 


15.74 


21.96 


surfactant, pulmonary-associated protein 


13.83 


34.53 


similar to lysosome-associated membrane 


12.40 


7.38 


ESTs, Weakly similar to unknown protein 


12.38 


6.05 


cathepsin E 


11.86 


6.49 


thyroid transcription factor 1 


11.38 


9.79 


progastricsin (pepsinogen C] 


10.89 


15.94 


ESTs 


10.64 


&27 


Homo sapiens cDNA: FU23494 fe, clone L 


10.06 


8.92 


EGF-like-domain, muitipte 6 


9.96 


5.43 


ESTs, Weakly similar to BCHU1A S-1 00 pro 


9.90 


7.87 


N-acytsphingosine amidohydroiase (acid c 


9.38 


&35 


Eos Control 


9.03 


&48 


ESTs 


8.31 


6.76 


comptement component 4-binding protein, 


8.14 


5.51 


mannose receptor, C type 1 


7.70 


4.09 


ESTs 


7.56 


7.83 


ESTs 


7.06 


4.47 


Homo sapiens cDNA: FU23075 frs, done L 


6.90 
6.88 


2.89 


roundabout (axon guidance receptor, Dros 


4.00 


chemoklne (C-C moBf) receptor 5 


6.56 


4.25 


dynein light chain 2B (DNLC2B) 


6.46 


4.47 


surfactant, pulmonary-associated protein 


6.30 


13.57 


c/tochrome P450, subfamBy tVB, polypept 


6.28 


3.38 


advanced grycosylaUon end product-spect 


5.99 


13.26 


ESTs, Weakly similar to ALU4_HUMAN ALU S 


5.88 


4.10 


neutrophil cytosolic factor 2 (65kO, chr 


5.88 


135 


ESTs, WeaWy similar to T1 2545 hypolhefi 


5.87 


5.69 


monokine induced by gamma interferon 


5.84 


3.34 


matrix metaltoprotelnase 1 (intersfitial 


5.72 


5.90 


solute carrier family 34 (sodium phospha 


5.59 


6.89 


ESTs 


5.58 


4.72 


Homo sapiens mRNA; cONA DKFZp564B2062 (f 


5.48 


5.33 


decay accelerating (actor for complement 


5.48 


269 


ESTs 


5.45 


3.99 


intron of hepatocyte nuclear factor-3 al 


5.38 


3.65 


diubbfuiQn 


»5.37 


3.11 


oxidised low density lipoprotein (lectin 


5\30 


3.98 


small Inducible cytokine subfamily A (Cy 


5^9 


4.00 


lymphocyte cytosolic protein 2 (SH2 doma 


£28 


2.48 


ESTs 


5.20 


3.78 


ESTs, Weakly simSar to 2109260A B ceil 


5.11 


3.B1 


trypotheScal protein MGC4309 


5l11 


2.B8 


testes development-related NYDSP22 


5.07 


3.46 


uteroglobin 


5.06 


9.46 


ESTs 


5.04 


4.16 


small Inducible cytokine subfamily A (Cy 


5.04 


3.68 


small inducible cytokine subfamily B (Cy 


5.02 


4.26 


ESTs, Weakly simrTar to T17227 hypotneti 


4.97 


3.35 


ESTs 


4.92 


3.15 


gb:an03c03.x1 Stratagene schizo brain SI 


4.79 


3.05 


ESTs 


4.76 


2.65 


ESTs 


4.76 


4.26 


Homo sapiens cDNA: FU23123 5s, clone L 


4.73 


124 


ESTs 


4.66 


2.92 


hypothetical protein FU 23049 


4.64 


4.88 


Homo sapiens mRNA fuD length insert cON 


4.60 


2.60 


ESTs 


4.54 


142 


ESTs 


4.54 


Z54 


solute carrier family 6 (neurotransrrrflte 


4.48 


4.86 


AKAP-associated sperm protein 


4.46 


3.62 


intron of periostin{OSF-2os) 


4.44 


141 


nucleolar protein p4f>, horndog of yeast 


4.42 


141 
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429228 
432435 
446932 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



409435 

419490 

452561 

427698 

431433 

446608 

428227 

459702 

445885 

430280 

425259 

427019 

420556 

428467 

432731 

439398 

409153 

412584 

436120 

407910 

421462 

443257 

421659 

424273 

415457 

450556 

429784 

424527 

413385 

452416 

428434 

452281 

453204 

450696 

422173 

425638 

406672 

457411 

432606 

436260 

414821 

428820 

458079 

413556 

417412 

426174 

408727 



AI553633 

BE21B886 

AA961459 

R38438 

A1B10721 

NMJ06144 

AI6921B1 

AW972594 

X65018 

N75217 

AA321649 

AI204995 

A1734009 

AA361258 

AL049280 

AA001732 

AA278300 

AK002121 

R31178 

AA284267 

W03754 

X54870 

AI248193 

AA650274 

AF016495 

AI334040 

NMJ114459 

W40460 

AW081710 

AA010539 



427621 

425555 

419086 

426116 

419235 

424054 

422667 

406673 

414142 

428330 

430832 

417318 

456034 

415992 

430709 

440273 

424711 

418832 

416847 

448019 

447183 

435299 

425922 

413714 

407361 

436043 

450330 

407756 

410606 

450726 

430573 



AW138558 

M34455 

AA026115 

AW363590 

T93500 

R10799 

AI654223 

BE385828 

NMJ112337 

M26041 

AW085961 

NM_002104 

BE172762 

M63835 

AA436187 

AI796870 

U29615 

X16896 

AA547959 

AL137259 

A1015B62 

BE621182 

AA359291 

NMJJ00216 

AA868729 

AW470411 

AA334511 

H25642 

M34996 

AW368397 

L22524 

AI073913 

AW953937 

AW450979 

C05837 

R34356 

A1805392 

NM_005795 

X04011 

L43821 

AW947164 

A1554733 

AI745458 

AL157466 

A1560944 

AA744622 

AW953838 

AW500775 

AA116021 

AW418779 

AW204600 

AA744550 



ESTs 

Hs.282070 ESTs 
Hs.1 25644 ESTs 

Hs.182575 SLC15A2 Solute carrier family 15 (IWpep 
Hs.95424 ESTs 

Hs.90708 granzyme A (granzyme 1 , cytotoxic T-lymp 
Hs.49169 K1AA1634 protein 
Hs.335499 ESTs 

Hs.253495 surfactant, pulmonary-associated protein 
Hs.257846 ESTs 

Ks.2248 small inducible cytokine subfamily B (Cy 

gb:arr03c03.x1 Stratagene schizo brain S1 
Hs.1 27699 KIAA1603 protein 
Hs. 2 37863 inlerteukin 7 receptor 
Hs.1 55397 Homo sapiens mRNA; cDNA DKFZp564K143 (fr 
Hs.173233 hypolhetica! protein FU10970 
Hs.124292 Homo sapiens cDNA; FU23123 fis. clone L 
Hs.184465 hypothetical protein FU11259 
Hs.287820 fibronecfin 1 
Hs.221504 ESTs 

Hs.50813 hypoihefca) protein RJ20022 

Hs.74085 DNA segment on chromosome 1 2 (unique) 24 

Hs.119860 ESTs 

Hs.41 296 fibronectin leucine rich transmembrane p 

Hs.104624 aquaporin 9 

Hs.1 1614 HSPC065 protein 

Hs.1 06511 protocadrterin 17 

Hs.1 44442 phospholipase A2, group X 

Hs.7369 ESTs, Weakly similar to ALU1.HUMAN ALU S 

Hs.18912 ESTs 

Hs.30 membrane-spanning 4-domains, subfamily A 
Hs.334873 ESTs, Weakly similar to 154374 gene NF2 
Hs.840 indolearrtine-pyTTote 2,3 ^oxygenase 
Hs.1 14777 ESTs 

Hs.65551 Homo sapiens, Similar to DNA segment, Ch 
Hs.28792 Homo sapiens cDNAFU11041 fis,donePL 
Hs.191990 ESTs 

Hs.16026 hypothetical protein FU23191 
Hs.250619 phonboOn-Kke protein MDS019(CEM15) 
Hs.1 58450 nasopharyngeal epithelium specific prate 
Hs.198253 major histocompatibflity complex, class 
Hs.1 30093 nxxfuotsdass homeobox protein IRX2 
Hs.3066 granzyme K (serine protease, granzyme 3; 
Hs.292710 ESTs, Weakly similar to ALU5.HUMAN ALU S 
Hs.77424 Fc fragment of IgG, high affinity la, re 
Hs.172631 mtegrin, alpha M (complement component 
Hs.54277 DNA segment on chromosome X (unique) 992 
Hs.91093 chitinase 1 (chflrtriosidase) 
Hs.821 1 2 mterieukin 1 receptor, type I 
Hs.115838 ESTs 

Hs.47115 hypothetical protein OKFZp434O0513 
Hs.131793 ESTs 

Hs.179882 hypothetical protein FU12443 

Hs.1 30767 Homo sapiens cDNA: FU 23553 fis, clone L 

Hs.89591 Kallmann syndrome 1 sequence 

Hs.144694 ESTs 

Hs.288433 neurotrfmin 

Hs.26638 membrane-spanning 4-dornains, subfamily A 
ESTs 

Hs.198253 major WstocompatMjty complex, class 
Hs.334485 heniicentin(riDuIIn 6) 
Hs.2256 matrix metal [©proteinase 7 (maWysin, 
Hs.1 00686 ESTs, Weakly similar to JE0350 Anterior 
Hs.240845 ESTs 

gbAJl-H-Bl3-aIa*12-0-UU1 NCLCGAP.Su 
Hs.145807 hypotheQcal protein FU 13593 

gtryh85d0U1 Soares placenta Nb2HP Homo 
Hs. 325335 Homo sapiens cDNA: FU 23523 (is, clone L 
Hs.152175 calcitonin receptor-flke 
Hs.88974 cytochrome b-245, beta polypeptide (chro 
Hs.80261 enhancer of fomentation 1 (cas-tike do 
Hs.1 95641 ESTs, Moderately similar to 138022 hypot 
Hs.173182 ESTs 

Hs.343025 ESTs, WeaMy similar to T20593 hypotheD 
Hs.162751 Homo sapiens mRNA; cDNA DKF2p761E2423 (f 
Hs.7142B ESTs 

Hs.292645 ESTs. Weakly simflar to ALU5.HUMAN ALU S 
Hs.168830 Homo sapiens cDMA FU 1 21 36 (is, clone MA 
Hs.24817 rrypolheCcal protein FU20136 
Hs.38260 ubiquifin specific protease 1 8 
Hs.1 14889 ESTs 

retirxBC acid receptor, alpha 
Hs.136345 ESTs 



4.32 

4.30 

4.30 

4.30 

4.30 

4.29 

4.23 

4.22 

4.22 

4.20 

4.18 

4.16 

4.16 

4.13 

4.12 

4.12 

4.08 

4.08 

4.06 

4.06 

4.05 

4.04 

4.04 

4.03 

4.00 

4.00 

4.00 

3.98 

3.97 

3.96 

3.94 

3.93 

3.92 

3.92 

190 

3.90 

3.90 

3.81 

3.80 

3.78 

3.78 

3.76 

3.76 

3.74 

3.72 

3.71 

170 

3.69 

3.68 

3.65 

3,64 

3.62 

3.62 

3.61 

3.60 

3.60 

3.58 

3.56 

3.55 

3.54 

3.54 

3.54 

3.53 

152 

150 

148 

148 

3.47 

147 

146 

146 

3.45 

3.42 

140 

140 

3.38 

3.36 

136 

136 

135 

3.35 

134 

133 



198 

2.26 

2.81 

2.39 

Z60 

Z48 

Z26 

149 

1134 

3.62 

114 

2.64 

3.99. 

2.79 

2.19 

102 

3.13 

3.48 

2.66 

2.86 

151 

2.44 

111 

2.69 

2.51 

Z61 

3.00 

2.30 

136 

4.37 

Z44 

3.08 

153 

290 

5.06 

ZOO 

Z22 

182 

Z23 

Z86 

170 

Z56 

Z76 

Z83 

Z55 

Z25 

Z26 

7.71 

Z17 

Z93 

Z62 

Z27 

3.48 

118 

105 

280 

Z88 

Z58 

Z44 

3.98 

3.30 

111 

Z38 

202 

121 

Z35 

Z13 

Z93 

Z69 

Z31 

Z37 

Z07 

Z01 

149 

Z42 

Z52 

Z13 

Z41 

Z06 

Z42 

Z39 

6.35 

1.94 
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4215B5 U95626 Hs.302043 chemokine (C-C motif) recepbr-fike 2( 3.32 2.75 

433658 L03678 Hs.156110 immunoglobulin kappa constant 3.31 122 

454076 AW204712 Hs.61957 ESTs 3.31 1.95 

_ 452039 A1922988 Hs.172510 ESTs 130 2.95 

5 454024 AA993527 Hs^93907 hypothetical protein FU23403 3.30 137 

430414 AW365665 Hs.120388 ESTs 130 2.48 

417958 AA767382 Hs.193417 ESTs 130 104 

423001 AA320014 Hs.208603 ESTs 129 162 

443774 AL1 17428 Hs.9740 DKFZP434A236 protein 128 2.35 

10 424084 AI940675 Hs.20914 hypolheOcal protein FL) 23056 128 2.05 

424238 AA337401 Hs.137635 ESTs 128 145 

429819 AL133011 Hs.225108 Homo sapiens mRNA; cDNA DKFZp434P201 (fr 3.27 Z63 

448869 AI792798 Hs.12496 ESTs, Weakly similar to ALU4_HUMAN ALU S 128 2.67. 

426083 AW962712 Hs.126712 ESTs, Weakly sirrular to AF1 91 020 1 E21G5 3.26 104 

15 451099 R52795 Hs.25954 interieuWn 13 receptor, atpha 2 122 136 

440452 AI925136 Hs.55150 ESTs, Weakly similar to CAYP_HUMAN CALCY 122 187 

422109 S73265 Hs.1473 gastriiweleasing pepfide 120 179 

430378 Z29572 Hs.2556 tumor necrosis factor receptor superfami 120 130 

413802 AW964490 Hs.32241 ESTs, Weakly sirnflar to S65657 alpha- 1 C- 118 142 

20 408761 AA057264 Hs.238936 ESTs, Weakly similar to (defline not ava 118 112 

438568 R98865 Hs.11135 major histocompaMy complex, dass 118 3.86 

451497 H83294 Hs.284122 Wrrt inhibitory factor-1 118 199 

444034 AL161957 Hs.10177 pleckstrin homrjJogydomato interacting p 117 102 

„ 446094 AK001760 Hs. 13801 WAA1685 protein 117 142 

25 442048 AA974603 gb:op34f05.s1 Soares_NFU_T_GBC_S1 Homo s 117 127 

406685 M18728 gb:Human nonspecific crossreacting antig 3.17 180 

430253 AK001514 Hs.236844 hypothetical protein FU 10652 116 1.95 

424943 AU077260 Hs.153924 death-associated protein kinase 1 116 118 

„ 436805 AA731533 Hs.270751 ESTs 116 155 

30 412610 X90908 Hs.74126 fatty acid binding protein 6, ileal (gas 115 163 

409799 D11928 Hs.76845 phosphoserine phosphatase-like 114 1.74 

448140 AF146761 Hs.20450 BCMce membrane protein precursor 113 135 

420729 AW954897 Hs.290825 ESTs 112 109 

419839 U24577 Hs.93304 phosphofipase A2, group VII (platetet-ac 112 106 

35 416580 T61572 Hs.79385 Human clone 23574 mRNA sequence 112 158 

451820 AW058357 Hs.199248 ESTs 110 126 

440028 AW473675 ESTs, Weakly similar to T17227 hypotheti 110 101 

448030 N30714 Hs.325960 membrane-spanning 4-domains, subfamily A 3.10 132 

437866 AA156781 metailothionein 1E (functional) 3.10 1.80 

40 428513 BE220806 Hs.184697 plexinCI 110 111 

438607 AW080237 HSJ252884 ESTs 110 120 

445034 AW293376 Hs.143659 ESTs 108 181 

458332 AI000341 ESTs 3.08 187 

415083 A1632683 Hs.27179 Homo sapiens cDNA FU 12933 fe, clone NT 108 1.87 

45 407930 AA045847 Hs.188361 Homo sapiens cDNA FU 12807 lis, done KT 108 1.94 

407192 AA609200 gb:af12e0ls1 SoaresJesfc_NHT Homo sap 3.07 112 

452960 AK001335 Hs.31137 protein tyrosine phosphatase, receptor t 107 116 

425509 AF079363 Hs. 1582 13 sperm associated anfigen 6 106 175 

431087 H12723 Hs.290791 ESTs 3.06 141 

50 452235 AL039743 Hs.28514 testes development-related NYD-SP21 106 164 

449328 AJ962493 ESTs 106 178 

422900 AA641201 Hs.222051 ESTs 3.05 1.87 

414888 ALD39185 Hs.77558 thyroid hormone receptor interacior 7 105 1.99 

430250 NM.016929 Hs.283021 dtloride infracellular channel 5 105 149 

55 437527 AI241019 Hs.145644 ESTs 104 117 

432340 AA534222 gb:nj21d0ls1 NCLCGAP _^AA1 Homo sapiens 104 1.78 

420495 AI338247 Hs.98314 Homo sapiens mRNA; cDNA DKFZp586L0120(f 102 143 

445495 BE622B41 Hs.38489 ESTs, Weakly simSar to 138022 hypothefl 102 1.77 

„ 411252 AB018549 Hs.69328 MM protein 3.02 1.95 

60 439981 A1348408 Hs.124675 ESTs, Weakly similar to T14742 hypotheti 3.02 124 

420683 AA830168 Hs.271305 ESTs 3.01 114 

412095 AI624707 Hs.5921 Homo sapiens cDNA: FU21 592 fc, done C 100 113 

410434 AF051152 Hs.63668 tolHke receptor 2 100 160 

436396 AI683487 Hs. 15221 3 wingless-type MMTV integration site fami 3.00 1.94 

65 434194 AF119847 Homo sapiens PRO1550 mRNA, partia] cds 100 1.81 

435800 A1248285 Hs.118348 ESTs 100 1.89 

420000 AB036053 Hs.94262 pSIWucfbte ribonudeo5de reductase s 100 103 

449057 AB037784 Hs^2941 WMI 363 protein 100 118 

„ 413195 AA127382 HsJ2404 protease, serine, 12 (neurotrypsin. moto 199 146 

70 436198 AK001125 Homo sapiens cDNA FU 10263 fis. done HE 199 176 

411492 T46848 HsJ0337 rrnrnunoglobdin superfarnily, member 4 199 116 

444020 R92962 Hs.35052 ESTs 198 121 

427785 X81053 Hs.180B28 collagen, type IV. alpha 4 198 108 

__ 432583 AW023624 Hs. 162282 potassium channel TASK-4; potassium chan 198 140 

75 457675 AF119917 Hs.306574 Homo sapiens PRO3098 mRNA, complete cds 196 103 

414646 AA353776 Hs.901 C048 antigen (B-cefl membrane protein) 196 1.74 

429950 AW081608 Hs.105053 ESTs 196 140 

420394 AB023161 Hs^7403 WAA0944 protein 195 145 

406698 X03068 Hs.73931 major histccompatibiiity complex, dass 195 4.13 

80 410138 AW134924 Hs.190325 ESTs 194 1.72 

449765 N92293 H«l206832 ESTs, Moderately similar to ALU8_HUMAN A 194 193 

418293 AI224483 Hs. 15063 hypothetical protein FU21877 194 1.94 

400880 N^00611^Horrosapter©ra^ 194 1.74 
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430382 AM77908 Hs.282267 ESTs. Moderately similar to 138022 bypoi 2.94 2.12 

419034 NM_O0211O Hs.89555 heniopoietjc cefl kinase Z93 2.25 

439335 AA742697 Hs.62492 NM_052863:Homo sapiens secretoglobin, fa 193 3.72 

_ 429597 NMJM3816 Hs.2442 a disintegrin and melalloprateinase doma 2.92 1.91 

5 419981 AA897581 Hs.128773 ESTs 2.92 2.18 

400419 AF084545 Target Z92 1.83 

435176 AA744875 Hs.189413 ESTs Z91 Z15 

413283 R78659 Hs.23756 hypothetical protein sircar to swine ac 2.90 Z25 

444339 T9S555 Hs.31562 ESTs Z90 3.16 

10 429272 W25140 Hs.110667 ESTs 2.90 Z43 

435047 AA454985 Hs.54973 cadherin-tike protein VR20 2.90 Z29 

435080 AI831760 Hs.155111 hypotheticai protein FU 14428 Z90 2.40 

402474 NMJXM079:Homo sapiens cathepsin S (CTSS 2.88 Z47 . 

421554 AW137676 Hs.97775 ESTs Z88 3.37 

15 422770 AL1 17544 Hs.120021 DKF2P434I092 protein 2.88 Z00 

434658 AI624436 Hs.310286 ESTs Z88 Z06 

440248 AA876138 ESTs Z86 Z24 

442006 AW975183 ESTs, Weakly similar to S72482 hypothefi Z86 4.32 

^ 430515 AA745503 Hs.283313 ESTs Z86 2.96 

20 446063 AT720140 Hs.151079 ESTs Z86 Z47 

438177 BE327015 ESTs Z86 1.70 

429083 Y09397 Hs.227817 BCU-related protein A1 Z85 Z06 

417105 X60992 Hs.81226 C06 antigen ZB5 3.00 

433230 AW136134 Hs.220277 ESTs Z84 1.97 

25 438676 AA813745 Hs.123446 ESTs Z84 Z62 

435575 AF213457 Hs.44234 triggering receptor expressed on myeloid Z82 4.33 

420252 AW270404 Hs.193161 ESTs Z82 3.22 

415788 AW628686 Hs.78851 K1AA0217 protein Z82 1.78 

428065 AJ634046 Hs.157313 ESTs Z81 Z47 

30 434340 AI193043 Hs.1286B5 ESTs, Weakly similar to T17226 hypothefj Z81 Z67 

451558 NM_001089 Hs.26530 ATP-binding cassette, sub-family A (ABC1 Z78 139 

435517 AA928626 Hs.130177 ESTs Z78 Z36 

439883 AL359652 Hs.1 71 096 Homo sapiens EST from done DKFZp434A041 Z78 1.82 

„ 434158 T86534 Hs.14372 ESTs Z78 1.96 

35 428923 BE047698 Hs.188785 ESTs 2.78 Z07 

413786 AW6137B0 Hs.13500 ESTs Z78 1.97 

405387 Target Exon Z77 4.22 

421168 AF 182277 Hs.330780 cytochrome P450. subfamily tlB (phenobar Z76 3.24 

444561 KM.004469 Hs.11392 c-fos induced grovrth factor (vascular en Z76 Z11 

40 427484 N32859 HS.3728B nuclear receptor subfamBy 1, group D,m Z76 1.94 

417728 AW138437 Hs.24790 KIAA1 573 protein Z76 1.78 

435154 AA668764 N ESTs Z76 Z10 

429490 AH71131 Hs.23889 ESTs, WeaJdy similar to AUU7_HUMAN ALUS Z76 Z21 

423387 AJ012Q74 vasoactive imestina) peptide receptor 1 Z76 Z36 

45 432060 AW971364 Hs.324775 ESTs Z75 Z02 

434164 AW207019 Hs.148135 serine/threonine kinase 33 Z74 Z48 

423706 U95218 Hs.131924 G protein-coupled receptor 65 Z74 1.93 

442703 AL044949 Hs.1 16298 ESTs Z74 1.89 

_ rt 450247 AF123303 Hs^4713 hypothetical protein 2.74 1.73 

50 430998 AF12B847 Hs.204038 imJolethylaniine Nknetrryttrarisferase Z74 Z85 

426535 AU077012 Hs.288582 ESTs. Weakly similar to ubiquitous TPR m Z74 1.88 

409196 NW.001874 Hs.334873 carboxypeptidase M Z73 1.86 

422389 AF240635 Hs. 115897 protocadherin12 2.72 Z26 

444324 AI301330 Hs.143838 ESTs Z72 1.74 

55 417831 H16423 Hs.82685 C047 antigen (Rh-related antigen, integr Z72 Z40 

428769 AW207175 Hs.106771 ESTs Z72 Z19 

404277 NVL019111*:Homo sapiens rnajw histocompa Z72 112 

409653 AW451693 Hs.220826 ESTs Z72 Z62 

437211 AA382207 Hs.5509 ecotropic viral integration site 2B Z72 Z25 

60 430299 W28673 Hs.1 05747 serine carboxypeptidase 1 precursor prot Z72 Z09 

444381 BE387335 Hs.283713 hypothetical protein BC014245 Z71 Z26 

443547 AW271273 hypothetical protein FU12666 Z71 ' 1.74 

408741 M73720 Hs.646 carboxypeptidase A3 (mast cell) Z70 Z39 

402674 Target Exon Z70 1.95 

65 43806B A1927209 Hs.306210 Homo sapiens cONA: FU23133 fis, clone L Z70 Z23 

415075 L27479 Hs.77889 Friedreich ataxia region gene XI 23 2.69 Z11 

444314 AI140497 gb:ow76b09.s1 SoaresJetalJver_spleen_ Z69 Z28 

428656 AB037798 Hs.188790 WAA1377 protein Z68 1.91 

_ A 418883 BE387036 Hs.1 211 acid phosphatase 5, tartrate resistant Z68 195 

70 443951 F13272 ferritin, fight polypepfide 2.68 Z66 

427581 NNL014788 Hs.179703 WAA01 29 gene product Z68 1.74 

432639 AW973785 gb:EST385886 MAGE resequences, MAGM Homo Z68 1.78 

446423 AW139655 Hs.150120 ESTs Z68 Z29 

„ 407939 W05608 Hs^12679 ESTs, Weakly similar to A49019 dynein he Z67 Z07 

75 431779 AW971178 Hs.268571 apoEpoprotein Ol Z67 100 

458124 AW005548 Hs.124590 ESTs Z67 178 

432882 NM.013257 Hs.279696 serurrvglucc<»riicoti regulated kinase-fi Z66 1.64 

445745 AB007924 Hs.13245 WAA0455 gene product Z66 1.64 

nrt 425188 AK002052 Hs.1 55071 hypothetical protein FU11190 , Z65 1.92 

80 432231 AA339977 Hs.274127 CLST 11240 protein Z64 4.23 

442200 AW590572 Hs^35768 ESTs Z64 Z46 

426828 NH.000020 Hs.172670 acfivin A receptor type ll-Eke 1 Z64 ZOO 

448569 BE382657 Hs.21486 signal transducer and activator of trans Z63 3.23 

460 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



425955 


T96509 


Hs.248549 


ESTs, Moderately similar to S65657 alpha 


2.63 


148 


411213 


AA676939 


Hs.69285 


neuropifin 1 


2.62 


1.73 


439737 


AI751438 


Hs.41271 


Homo sapiens mRNA full length insert cDN 


162 


169 


446570 


AV659177 


Hs.1 27160 


ESTs 


161 


144 


411020 


NM 005770 


Hs.67726 


macrophage receptor with collagenous sir 


160 


139 


434792 


AA649253 


Hs.1 32458 


ESTs 


2.60 


1.74 


4267B2 


R14614 


Hs.33845 


ESTs 


160 


136 


425371 


D49441 


Hs.1 55981 


mesotheBn 


Z60 


6.97 


447720 


AL038765 


Hs.161304 


ESTs 


159 


106 


444623 


AJ183829 


Hs.202111 


ESTs 


159 


177 


433376 


AI249361 


Hs.74122 


caspase 4, apoptosis-related cysteine pr 


158 


101 


444542 


A1161293 


HS.2S0380 


aminopepGdase 


158 


131 


439549 


AW937885 


Hs.137314 


ESTs 


158 


137- 


431385 


BE178536 


Hs.1 1090 


membrane-spanning 4-domains, subfamily A 


158 


156 


417015 


M83772 


Hs*0876 


flavin containing monooxygenase 3 


156 


147 


433308 


AA582718 


Hs.291650 


ESTs 


156 


101 


443885 


K91806 


Hs.15284 


ESTs 


155 


1.71 


408170 


AW204516 


Hs.31835 


ESTs 


155 


1.59 


456844 


AI264155 


Hs.152981 


COP-diacytgh/cerol synthase (phosphatida 


154 


1.63 


412104 


AW205197 


Hs.240951 


Homo sapiens, Similar to RIKEN cONA 2210 


154 


198 


428791 


AA435661 


Hs.264750 


ESTs 


153 


129 


435472 


AW972330 


Hs.283022 


triggering receptor expressed on myeloid 


153 


191 


447357 


A1375922 


Hs.159367 


ESTs 


152 


183 


431393 


AW971493 


Hs.134269 


ESTs, Highly similar to cytoWne recepto 


152 


1.90 


424105 


A1142336 


Hs.43977 


Human DNA sequence from done RP11-196N1 


152 


145 


408308 


AL033377 


Hs.44197 


hypothetical protein OKFZp564D0462 


152 


1.98 


438698 


AW297855 




ESTs, Weakly similar to 138022 hypolheti 


152 


1.98 


420991 


AW504814 


Hs.287379 


Homo sapiens mRNA for FU001 11 protein, 


152 


141 


424049 


AB014524 


Hs.138380 


WAA0624 protein 


151 


119 


438543 


AAB10141 


Hs.1921B2 


ESTs 


151 


106 


414061 


NM_000699 


Hs.335493 


amylase, alpha 2A; pancreatic 


151 


114 


424806 


AA382523 


Hs.105689 


MSTP031 protein 


151 


111 


438580 


AA811262 


Hs.299202 


ESTs 


150 


1.83 


434445 


AI349306 


Hs.11782 


ESTs 


150 


3.13 


444001 


A1095087 


Hs.1 52299 


ESTs, Moderately simitar to S65657 alpha 


150 


1.76 


413638 


H71252 




gbrys12h12,s1 Soares fetal liver spleen 


150 


100 


421281 


AI299139 


Hs.17517 


ESTs 


150 


140 


441384 


AA447849 


Hs.288660 


reSncic acid induced 3 


150 


175 


436772 


AW975688 




metattothjonein 1E (functional) 


149 


1.80 


433102 


AI343966 


Hs.158528 


ESTs 


149 


125 


430129 


BE301708 


Hs.233955 


hypothetical protein FU20401 


148 


109 


445612 


N94126 


Hs.12969 


hypothetical protein 


148 


128 


445261 


T79759 


Hs.250651 


ESTs, WeaMy simflar to 138022 hypotheS 


148 


1.87 


433854 


AA610649 


Hs.333239 


ESTs 


148 


109 


447997 


H00656 


Hs.29792 


ESTs, WeaMy sim3ar to 138022 hypolheti 


148 


175 


411069 


AL133092 


Hs.68055 


hypothetical protein DKFZp434l0428 


148 


101 


440594 


AW445167 


Hs.126036 


ESTs 


148 


1.57 


450295 


AI766732 


Hs^10628 


ESTs 


148 


1.99 


431316 


AA502663 


Hs.145037 


ESTs 


148 


1.80 


438564 


AA381553 


Hs.198253 


.major histocompatibility complex, class 


148 


180 


439593 


BE073597 


Hs.124863 


ESTs 


148 


1.89 


422355 


AW403724 


Hs.300697 


coagulation factor VII (serum prothrombi 


147 


174 


453134 


AA032211 


Hs.118493 


ESTs 


146 


172 


417169 


R13550 


Hs.213B8 


ESTs 


146 


1.88 


434411 


AA632649 


Hs.201372 


ESTs 


146 


1.95 


440381 


M917808 


Hs.190495 


ESTs 


146 


109 


448782 


AL050295 




WAA0758 protein 


146 


169 


404240 






NM_0 1 8950".Homo sapiens major histocompat 


145 


183 


450843 


AI741483 


Hs.205383 


ESTs 


144 


125 


434137 


AA907734 


Hs.124895 


ESTs 


144 


155 


438315 


R56795 


Hs.82419 


ESTs 


144 


1.94 


420802 


U22376 


Hs.1334 


v-myb avian myeloblastosis viral oncogen 


144 


1.61 


439402 


W02753 


Hs.103002 


ESTs 


144 


1.90 


445903 


AI347487 


Hs.132781 


class I cytokine receptor 


144 


132 


437323 


AA371145 


Hs.194397 


teptin receptor 


144 


1.70 


433923 


AI823453 


Hs.146625 


ESTs 


144 


1.58 


442201 


AW516704 


Rs.208726 


ESTs 


143 


1.68 


437982 


N93466 


Hs.121764 


ESTs, Weakly similar to testicular tekfi 


143 


122 


452698 


NM.001295 


Hs.301921 


chemoHne (C-C motif) receptor 1 


143 


121 


407904 


W44735 


Hs.9286 


Homo sapiens cDUAc FU 21278 fis, done C 


143 


113 


406973 


M34996 


Hs.198253 


major histocompatibility complex, dass 


143 


168 


428055 


AA420564 


Hs.101760 


ESTs 


142 


105 


428970 


BE276891 


Hs.194691 


refinotc acid induced 3 (RA1G1); metabo 


142 


179 


433138 


AB029496 


Hs.59729 


semaphorin sem2 


142 


1.68 


415757 


AAB30854 


Hs.187810 


ESTs 


142 


102 


438507 


AA809052 




ESTs 


142 


108 


450811 


AI739486 


Hs.245497 


ESTs 


142 


1.97 


424027 


AW337575 


Hs.201591 


ESTs 


142 


176 


423778 


Y09267 


Hs.132821 


flavin containing monooxygenase 2 


141 


115 


435978 


AF272899 


Hs.135118 


Homo sapiens PR-domain zinc finger prate 


141 


108 


426291 


U5B913 


Hs.169191 


small inducible cytokine subfamSy A (Cy 


140 


1.76 


416370 


N90470 


Hs.203697 


C038 antigen (p45) 


140 


1.97 


415688 


AA166863 




gtezo86d01.s1 Stratagene ovarian cancer 


140 


1.63 
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445633 


AI453386 


Hs.17287 


ESTs, Weakly similar to S26689 hy polheli 


139 


1.99 


431300 


AA502346 




gb:ne26b03.s1 NQ_CGAP_Co3 Homo sapiens 


2.39 


1.79 


407690 


R47799 


Hs.266957 


hypothetical protein RJ14281 


2.39 


1.84 


418113 


A1272141 


Hs.83484 


SRY (sex determining region Y)-box 4 


139 


221 


425235 


AA353113 


Hs.1 12497 


Homo sapiens cDNA: FU22743 fis, clone H 


238 


209 


451406 


AI694320 


Hs.6295 


ESTs, Weakly similar to T17248 hypotheU 


138 


1.78 


437479 


R61865 


Hs.101277 


ESTs 


138 


100 


445784 


AI253155 


Hs.146065 


ESTs 


2.38 


1.61 


418300 


AI433074 


Hs.86682 


Homo sapiens cDNA: FU21578 lis, done C 


138 


125 


413753 


U17760 


Hs.75517 


laminin, beta 3 (nicein (1 25kD), kafinin 


137 


1.55 


418945 


BE246762 


Hs.89499 


arachidonate 5-fipoxygenase 


137 


141 


416140 


AI918035 


Hs.301198 


roundabout (axon guidance receptor, Dros 


137 


1.61 


418262 


Z38968 




ESTs 


137 


105- 


420943 


AI718702 


Hs.279930 


major histxcnpaEbtBty complex, class 


137 


100 


442762 


AF035119 


Hs.8700 


deleted in liver cancer 1 


2.37 


105 


429747 


M87507 


Hs.2490 


caspase 1 , apoptosis-related cysteine or 


2.37 


1.67 


420460 


AA262331 


Hs.48376 


Homo sapiens clone HB-2 mRNA sequence 


2.36 


1.88 


420137 


AA306478 


Hs.95327 


C030 antigen, delta polypeptide (TiT3 co 


236 


161 


439018 


AW300887 


Hs.26638 


membrane-s paining 4-domains, subfamily A 


136 


184 


427250 


R35941 


Hs.25418 


ESTs 


2.36 


115 


452194 


AI694413 




olfactory receptor, family 2. subfamily 


136 


3.41 


411027 


AF072099 


Hs.67846 


leukocyte immunoglobulin-! ike receptor, 


136 


3.05 


407242 


M18728 




gb:Human nonspecific crossrexGng antig 


135 


134 


418875 


W19971 


Hs.233459 


ESTs 


135 


1.95 


425023 


AW956889 


Hs.154210 


EDG-1 (endothelial tffferenualicn, sph 


135 


1.85 


432608 


A1492660 


Hs.170935 


ESTs 


135 


106 


408048 


NNL007203 


Hs.42322 


A kinase (PRKA) anchor protein 2 


135 


1.91 


415189 


L34657 


Hs.78146 


platelet/endolheHal cell adhesion molec 


135 


134 


437442 


T85104 


Hs.222779 


ESTs, Moderately similar to simHar to N 


135 


113 


410577 


X91911 


Hs.64639 


glioma pathogenesis-related protein 


134 


1.73 


422099 


AA156022 


Hs.111518 


hypothetical protein 


134 


1.80 


427337 


Z46223 


Hs.176663 


Fc fragment of IgG, tow affinity IHb, r 


134 


124 


427541 


A1798983 


Hs.82921 


solute carrier family 35 (CMP-siaBc aci 


133 


2.62 


420899 


NM.001629 


Hs.100194 


arachidonate S^poxygenase- activating p 


132 


152 


431848 


AI378857 


Hs.271605 


ESTs, Highly similar to AF175283 1 zinc 


132 


150 


446354 


AW449650 




ESTs 


132 


121 


423354 


AB011130 


Hs.127436 


calcium channel, voltage-dependent, alph 


132 


4.34 


423961 


013666 


Hs.136348 


pertostin{OSF-2os) 


131 


119 


410798 


BE178622 


Hs.16291 


gb:PM3-HT0605-27020M01-a02 HT0605 Homo 


131 


134 


457250 


AA811987 


Hs.125779 


ESTs 


131 


1.66 


446291 


BE397753 


Hs.14623 


interferon, gamma-indudble protein 30 


131 


196 


426839 


M74782 


Hs.172689 


interleukin 3 receptor, alpha (low affrn 


130 


112 


422746 


NM.004484 


Hs.119651 


glypfcan3 


130 


116 


439920 


K05430 


Hs.283433 


neurotrimin 


130 


4.06 


414942 


C14898 


Hs.192986 


ESTs 


130 


102 


419092 


J05581 


Hs.89603 


mucin 1, transmembrane 


129 


108 


424878 


H57111 


Hs.221132 


ESTs 


129 


1.84 


406687 


M31126 




matrix metallocrotelnase 1 1 (stromerysin 


129 


176 


411605 


AW006831 




ESTs 


129 


1.58 


416965 


N26223 


Hs.160436 


ESTs 


129 


4.71 


428713 


AA432067 




ESTs. Moderately similar to CYA4 RAT AOE 


229 


1.73 


435106 


AA10D847 


Hs.5978 


ESTs, Highly similar to AF1 74600 1 F-box 


128 


1.90 


420380 


AA640891 


Hs.102408 


ESTs 


128 


182 


407137 


T97307 




gb:ye53h0&s1 Scares fetal fiver spleen 


128 


1.52 


410361 


BE391804 


Hs.62661 


guanyiate binding protein 1, tnterfercn- 


128 


109 


447160 


AA330310 


Hs.24181 


ESTs 


128 


1.71 


421114 


AW975051 


Hs.293156 


ESTs, Weakly similar to 178885 serine/th 


127 


1.98 


453686 


AL1 10326 


Hs.304679 


ESTs, Moderately similar to Z195_HU MAN Z 


127 


1.91 


452114 


N22687 


Hs.8238 


ESTs 


127 


1.88 


417355 


D13168 


Hs.82002 


endothefin receptor type B 


126 


1.63 


434927 


H46612 


Hs.293815 


Homo sapiens HSPC285 mRNA, partial cds 


226 


1.84 


442262 


BE170651 


Hs.8700 


deleted in fiver cancer 1 


126 


1.86 


426216 


N77630 


Hs.13895 


Homo sapiens cDNA FU1 1 654 fis, done HE 


126 


1.72 


425354 


U62027 


Hs.155935 


complement component 3a receptor 1 


226 


1.70 


409190 


AU076536 


Hs.50984 


sarcoma amplified sequence 


226 


1.56 


414221 


AW450979 




gb:UI-H-BI3-ala*12«WJLs1 NCI_CGAP_Su 


126 


112 


435272 


AA906415 


Hs.110041 


ESTs 


125 


115 


414991 


C17898 




gb:C17898 Human placenta cDNA (TFufiwara 


124 


3.58 


424623 


AW963062 


Hs.270737 


ESTs 


124 


1.87 


424655 


AW368576 


Hs.139851 


caveofin 2 


124 


115 


422426 


W79117 


Hs.58559 


ESTs 


122 


3.33 


413829 




Hs.75572 


carboxypepttdase B2 (plasma) 


122 


139 


427535 


R29543 


Hs.2164 


pro-platelet basic protein (includes pia 


122 


3.28 


447197 


R36075 




gfcyhB8M)1.s1 Scares placenta Nb2HP Homo 


122 


1.59 


446142 


AI754693 


Hs.145968 


ESTs 


122 


1.88 


410503 


AW975746 


Hs.188662 


WAA1702 protein 


122 


1.56 


435523 


T62849 


Hs.11090 


membrane-spanning 4-domains, subfarriy A 


122 


149 


437629 


AW574774 


Hs.121692 


ESTs 


122 


1.70 


429688 


BE245169 


Hs.211610 


CUG triplet repeat, RNA-binoing protein 


121 


1.64 


430413 


AW842182 


Hs.241392 


small inducible cytokine A5 (RAMTES) 


120 


173 


447033 


AI357412 


Hs.157601 


Predicted gene Eos cloned; secreted wA/ 


120 


158 


429496 


AA453800 


Hs.192793 


ESTs 


120 


197 


425516 


BE000707 


Hs.29567 


ESTs 


120 


1.58 
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422404 AL133571 Hs.336189 Homo sapiens mRNA; cDNA DKFZp434F 1135 {f 219 1.92 

423526 AB011086 Hs.129739 K1AA0514 gene product 219 2.85 

436485 X59135 Hs. 1561 10 immunoglobulin kappa constant 219 201 

426251 M24283 Hs. 168383 intercellular adhesion molecule 1 (CD54) 2.19 253 

5 443441 AW291196 Hs.92195 ESTs 218 1.73 

418458 AA332941 Hs.85226 Dpase A, lysosomal acid, cholesterol es 218 253 

408705 AA312135 Hs.46967 HSPC034 protein 218 1.54 

419150 T29618 Hs.89640 TEK tyrosine kinase, endothelial (venous 218 1.93 

, rt 430915 AM88953 gb:aa55e05.r1 NO_CGAP_GC81 Homo sapiens 218 1.57 

10 418791 AA935633 Hs.194628 ESTs 217 205 

432620 AA777749 Hs.5978 UM domain only 7 217 1.75 

424321 W74048 Hs.1765 lymphocyte-spedfic protein tyrosine kin 217 201 

406646 M33600 Hs.308026 major histonpaiMity complex, class 217 3.12. 

424450 AL137526 dynein intermediate chain 2 217 4.14 

15 426410 BE298446 Hs.305890 BCL2-tike1 216 219 

416975 NM 004131 Hs.1051 granzyme B (granzyme 2, cytotoxic T-tymp 216 1.70 

421077 AK000061 Hs.101590 hypothetical protein 216 1.60 

424563 AA446932 Hs.151428 ret finger protein 2 216 1.83 

405102 C15001220*:gq4469558|gb|AAO21311.1|(AF 215 1.78 

20 452435 BE077546 Hs.31447 ESTs, Moderately similar to A46010 X-fin 215 1.87 

416206 AW206248 Hs.11 1092 hypothetical protein FU22332 215 1.65 

418067 AI127958 Hs.B3393 cystalinE/M 215 240 

436372 AW972301 Hs.310288 ESTs 215 235 

418728 AW970937 Hs.293843 ESTs 214 258 

25 450400 AI694722 HsJ?79744 ESTs 214 205 

409031 AA376836 ESTs 214 214 

435143 R12375 Hs.194600 ESTs 214 1.69 

444805 AB007899 Hs.12017 homolog of yeast ubiquitirvprotein ngas 214 203 

453927 AA082465 Hs.125031 chofee/eth anoJaminerjhosphotransferase 214 1.57 

30 418304 AA215702 gbzr97g10.r1 NCLCGAPJ3C81 Homo sapiens 214 1.68 

418299 AA279530 Hs.83968 integrin, beta 2 (antigen COI 8 (p95), ry 214 204 

408996 AI979168 Hs.344096 gtycoprotein (transmembrane) nmb 213 1.72 

417018 M16038 Hs.80887 v-yes-1 Yamaguchi sarcoma viral related 213 1.68 

418741 H83265 Hs.8881 ESTs, Weakly similar to S41044 chromosom 213 247 

35 452353 C18825 Hs.29191 epithetol membrane protein 2 212 231 

418918 X07871 Hs.89476 CD2 anfigen (p50). sheep red Wood cell 212 276 

424006 AF054815 Hs.137548 CD84 antigen (leukocyte antigen) 212 211 

437581 N59284 Hs288010 ESTs 212 285 

A/ . 410976 R36207 Hs^5092 hypolheBcaS protein MGC10744 212 204 

40 429716 R25685 Hs.211933 collagen, type XIII, alpha 1 212 200 

423069 W15613 Hs.1613 adenosine A2a receptor 212 1.72 

432860 AW974077 Hs.2B3349 ESTs 212 1.75 

449509 AA001615 Hs.84561 ESTs 212 1.84 

Ae 456062 AI866286 Hs.71962 ESTs, Weakly similar to B36298 profine-f 211 4.42 

45 419216 AU076718 Hs.164021 small inducible cytokine subfamily B (Cy 211 1.65 

459680 H96982 Hs.42321 ESTs 211 22) 

449677 AA002071 gb2h85d01.s1 Soares_fetalJver_sp!eeru 210 212 

443071 AL030021 Hs.8986 complement component 1 . q subcomponent 210 248 

443021 AA368546 Hs.8904 Ig superfamfly protein 210 242 

50 437838 AI307229 ESTs 210 1.67 

429421 AL031658 Human DNA sequence from done RP1 -310013 210 1.91 

407202 N58172 Hs.109370 ESTs 210 1.68 

443669 AI140462 Hs.134587 ESTs 210 1.64 

411990 AW963624 Hs.31707 ESTs, Weakly similar to YEW4.YEAST HYPOT 210 1.71 

55 408410 AA447438 Hs.44697 ATPase, Class V, type 10C 210 205 

436293 AI601188 Hs.120910 ESTs 210 201 

410730 AW368B60 DnaJ (Hsp40) homolog, subfamily B, membe 210 1.66 

427876 AM94291 ESTs 210 248 

456672 AKD02016 Hs.1 14727 Homo sapiens, clone MGC: 16327, mRNA, com 209 3.11 

60 434987 AW975114 ESTs 209 1.69 

433735 AA608955 Hs.109653 ESTs 209 1.78 

433226 AW503733 Hs.9414 WAA1 488 protein 209 1.62 

425787 AA363867 Hs.155029 ESTs 209 1.85 

452304 AA025386 Hs.61311 ESTs. Weakly similar to S1 0590 cysteine 208 3.41 

65 442369 AI565071 ESTs 208 1.60 

430478 NMJH4349 Hs.241535 apoOpoprotein L, 3 208 239 

434421 AI915927 Hs.34771 ESTs 208 1.66 

415138 CI 8356 Hs.295944 tissue factor pathway inhibitor 2 208 1.72 

431728 NMJXJ7351 Hs.268107 multimerin 208 1.51 

70 444929 AI685841 Hs.161354 ESTs 208 3.14 

408873 AL046017 calmodulin 2 (phosphorylase kinase, delt 208 209 

437634 AW293046 Hs.255158 ESTs 20B 1.66 

400277 Eos Central 208 1.46 

443601 A1078554 Hs.42658 ESTs 208 1.87 

75 432212 AW137742 ESTs 208 284 

410763 AF279145 Hs.8966 hypothetical protein FU21776 207 1.48 

406122 Target Exon 206 275 

430665 BE350122 Hs.157367 ESTs, Weakly similar to 176885 serine/th 206 1.66 

or . 408788 AL134947 Hs.213956 Homo sapiens BAC done RP1 1-1 02O5 from Y 206 1.70 

oO 421057 T58283 Homo sapiens cONA: FU22063 6s, done H 206 1.78 

413936 - AF113676 Hs.297681 serine (or cysteine) proteinase inhibito 206 230 

431924 AK000850 Hs.272203 Homo sapiens cDNA FU20843 fis, done AD 206 231 

449444 AW818436 solute carrier family 16 (monocarbojcyfc 206 1.41 
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421464 AA291553 Hs.1900S6 ESTs 2.06 Z61 

424831 H61453 ESTs 2.05 2.12 

434542 AA769310 hypolhetical protein FU13164 2.06 1.44 

_ 418323 NMJ02118 Hs.1162 major histocompaGbOity complex, class 105 £61 

5 418835 A1655499 Hs.161712 ESTs Z05 1.73 

431315 AW972227 Hs.163986 Homo sapiens cDNA: FU22765 hs, done K 2.05 1.99 

400750 Target Exon Z05 1.75 

406851 AA609784 major histoccrnpatibiEty complex, dass 2.05 3.94 

irv 414936 C14774 gb:C14774 Ctontech human aorta por/A mRN Z05 2.41 

10 453459 BE047032 Hs.257789 ESTs Z04 1.86 

443450 N56045 Hs. 133529 ESTs Z04 Z46 

430015 AW768399 ESTs Z04 1.63 

429399 AA452244 Hs.16727 ESTs Z04 1.51 - 

411653 AFO7057B Hs.71168 Homo sapiens clone 24674 mRNA sequence 2.04 1.73 

15 417916 NMJ)06416 Hs.82921 solute carrier fam3y 35 (CMP-sialic aci 104 1.46 

421757 Z20897 Hs.296259 paraoxcnase3 2.04 2.13 

441942 AF182645 Hs.8024 IK cytokine, down-regulator of HLA 11 2.04 1.82 

431843 AA516420 ESTs, Weakly similar to 138022 hypotheti Z04 1.67 

432005 AL137382 Hs.272320 Homo sapiens mRNA; cDNA DKFZp434L1226 {f Z04 3.23 

20 414154 AW205314 Hs.323060 ESTs Z03 Z96 

449987 AW079749 Hs.184719 ESTs. Weakly similar to ALU1_HUMAN ALU S Z03 1.59 

418452 BE379749 Hs.85201 C-type (calcium dependent carbohydrate- Z03 Z01 

406645 M57466 Hs.814 major tetocompaiMiry complex, class Z03 Z49 

414516 A1307802 ESTs, Weakly similar to T43458 hypotheti Z02 1.56 

25 417032 AA192469 Hs.271838 ESTs Z02 1.48 

414875 H42679 Hs.77522 major Nstocornpatibnity complex, class Z02 Z79 

414522 AW518944 Hs.76325 Immunoglobulin J chain 2.02 1.84 

410511 AA743475 Hs.285655 ESTs Z02 1.87 

„ 423533 NMJJ14339 Hs.129751 interieukin 17 receptor Z02 Z26 

30 437259 A1377755 Hs.120695 ESTs Z02 Z34 

426298 AW955058 Hs.111583 ESTs, Weakly simBar to 138022 hypotheti Z02 1.86 

426722 U53823 Hs.171952 occhidin Z02 1.57 

421229 ATO56590 Hs.7086 hypothetical protein MGC12435 Z02 1.79 

0 _ 410491 AA465131 Hs.64001 Homo sapiens clone 2521 8 mRNA sequence Z02 1.97 

35 447232 AW499834 Hs.327 interieukin 10 receptor, alpha Z02 Z09 

449317 AW293413 Hs. 132906 19A24 protein Z02 1.84 

439556 AI623752 Hs.163603 ESTs Z02 1.62 

443031 AW134696 Hs.49418 ESTs Z01 1.58 

. . 444838 AV651680 Hs.208558 ESTs Z01 1.69 

40 453108 AI311457 Hs.99472 ESTs . Z01 1.64 

432967 AA572949 Hs.207566 ESTs Z01 1.83 

441390 A1692560 Hs.131175 ESTs Z01 1.63 

448076 AJ133123 Hs.20196 adenylate cyclase 9 Z01 1.80 

. _ 420256 U84722 Hs.76206 cadherin 5. type 2, VE-cadherin (vascula Z01 Z32 

45 414629 AA345824 Hs.76688 carboxylesterase 1 (niono<^te/macrophage Z01 1.90 

418460 M26315 Hs.85258 COS antigen, alpha polypeptide (p32) 2.01 1.90 

415443 T07353 Hs.7948 ESTs ZOO 1.54 

424925 NM.002432 Hs. 153337 myeloid cell nuclear differentiation ant ZOO Z74 

r _ 404394 ENSP00000241075:TRRAP PROTEIN. ZOO 2.99 

50 459557 N58315 gb:yv68g06.s1 Scares fetal fiver spleen ' ZOO ' 1.89 

437204 AL1 10216 ESTs, WeaWy similar to 15521 4 safivary ZOO 1.46 

429295 AA682377 Hs.99216 ESTs, Moderately similar to AUU8_HUMAN A ZOO 1.37 

440667 BE076969 Hs.7337 hypotheBcal protein FU10936 ZOO 1.51 

431193 AW749505 Hs.295770 WAA1719 protein 1.99 Z01 

55 432485 NS0866 Hs.276770 CDW52 anfigen (CAMPATrM antigen) 1.99 Z11 

450293 N36754 Hs.171118 hypothetical protein FU00026 1.98 1.79 

417072 BE243915 Hs.81118 leukDtteneA4rrydrolase 1.98 Z47 

429073 AA446167 Hs.47385 ESTs 1.98 1.92 

448133 AA723157 Hs.73769 folate receptor 1 (aduIQ 1.98 Z94 

60 420838 AW118210 Hs.42321 ESTs 1.98 1.67 

436252 AI539519 Hs. 120989 Homo sapiens cDNA FU1 1562 lis, clone HE 1.97 Z10 

430702 U56979 Hs.278568 H factor 1 (complement) 1.97 1.84 

456804 AI421645 Hs.139851 caveofin2 1.97 1.58 

re 439195 H89360 gb:yw28d08.s1 Morton Fetal Cochlea Homo 1.97 1.93 

65 459299 BE094291 Hs. 155651 hepatocyte nuclear factor 3, beta 1.97 Z28 

413836 W92003 Hs.70614 ESTs 1.97 1.80 

400417 X72475 Target 1.97 1.75 

427814 W28383 Hs.180900 WSSams-Beuren syndrome chromosome regj 1.96 1.46 

408826 AF216077 Hs.48376 Homo sapiens clone HB-2 mRNA sequence 1.96 Z18 

70 446135 AW13028S Hs.170318 rrypoftefcal protein FU 10147 1.96 Z06 

455515 BE045344 Hs.274923 ESTs, Moderately similar to unnamed prot 1.96 Z21 

414572 AU077174 Hs^88181 cathepsinH 1.96 Z65 

433891 AA613792 gb:no97Mfts1 NCLCGAP Pr2 Homo salens 1.95 1.71 

417370 T28651 Hs.82030 tryptopharryURNA synthetase 1.95 Z88 

/J 451609 AL046019 Hs.209276 ESTs 1.94 3.26 

447131 NMJXM585 Hs.17466 refoxxc acid receptor responder (tazaro 1.94 Z94 

430887 N66801 HsJ260287 WAA1 841 protein 1.94 1.62 

414700 H63202 HsJ8163 ESTs 1.94 1.72 

417874 BE516160 Hs.82829 protein tyrosine phosphatase, non-recept 1.94 1.56 

00 443907 AU076484 Hs5963 TYRO protein tyrosine kinase binding pro 1.93 Z22 

425252 AW391162 calrebcuBn 1.92 Z14 

428758 AA433988 Hs£8502 CA1 25 antigerc mucin 16 1.92 Z19 

425810 AI923627 Hs.31903 ESTs 1.92 1.76 
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433618 AA602539 Hs.345494 ESTs 1.92 1.84 

424517 AI539443 Hs.1 37447 Homo sapiens cONA FU12169 fe, done MA 1.92 2.27 

416035 Z37976 Hs.83337 latent transforming growth factor beta b 1.92 1.76 

450747 AI064821 Hs.318535 ESTs, Highly similar to 181 8357AEWS gen 1.92 1.72 

5 409745 AA077391 gb:7B14E12 Chromosome 7 Fetal Brain cDNA 1.91 1.83 

426780 BE242284 Hs.172199 adenylate cyclase 7 1.91 1.67 

452386 R12499 Hs.20468 ESTs 1.91 Z64 

438670 A1275803 Hs.123428 ESTs 1.91 3.12 

414359 M62194 Hs.75929 (^herin11,type2 t OB-cadherin{osteob 1.91 1.82 

10 446555 H95741 Hs.17914 membrane-spanning 4-domains, subfamily A 1.90 Z08 

424528 AW073971 Hs.238954 ESTs, Weakly similar to KIAA1 204 protein 1.90 1.85 

444745 AF1 17754 Hs.11861 thyroid hormone receptor-associatfid prot 1.90 1.65 

428166 AA423849 Hs.79530 M5-14 protein 1.90 1.70 

426721 AA383588 Hs.131816 ESTs, Weakly similar to T29012 hypothefi 1.89 122 

15 449271 AW338067 Hs.78S9 Homo sapiens cONAFU 11 946 fe, done HE 1.88 2.07 

436576 AI458213 Hs.77542 ESTs 1.88 Z25 

437751 AA767373 ESTs, rAxJerately similar to ALU 1 HUMAN A 1.88 Z41 

449618 AI076459 Hs,15978 KIAA1 272 protein 1.88 1.63 

430634 A1860651 Hs.26685 catayphosine 1.88 3.01 

20 440663 AW452976 Hs.247112 hypothetical protein FU 10902 1.88 1.65 

440099 AL080058 Hs.6909 DKFZP564G202 protein 1.88 1.78 

414662 AL03S058 Hs.76807 major hrstocompatibility complex, dass 1.B8 2.37 

444051 N48373 Hs.10247 activated leucocyte cefl adhesion molecu 1.87 Z07 

414464 AI870175 Hs.13957 ESTs 1.87 2.68 

25 427792 M63928 Hs.180841 tumor necrosis factor receptor superfami 1.87 2.25 

415801 R24219 Hs.278443 Fc fragment of IgG. low affinity lib, re 1.87 2.05 

430027 AB023197 Hs.227743 KIAA0980 protein 1.87 1.70 

425771 BE561776 Hs.159494 Bruton agammaglobulinemia tyrosine kinas 1.87 2.18 

412443 AW951103 Hs.130767 Homo sapiens cDNA: FU23553 fe. done L 1.86 Z27 

30 408771 AW732573 Hs.47584 potassium voltageflated channel delayed 1.86 2.31 

420361 N92054 Hs.194718 zinc finger protein 265 1.86 1.63 

413869 NMJJ00878 Hs.75596 interteukin 2 receptor, beta 1.86 2.13 

422241 Y00062 Hs.170121 protein tyrosine phosphatase, receptor t 1.85 1.77 

_ _ 442434 AA995787 Hs. 129583 ESTs 1.85 2.15 

35 422735 AA169685 Hs.1 19529 Niemann-Pick disease, type C2 gene 1.85 2.77 

444083 AI123195 gb:oo17a10.x1 Soares_NSF_F8JW OT PA P S 1.84 1.73 

449679 AI823951 Hs.129700 toUotd-Tiks 1 1.84 1.57 

418183 NM.001772 Hs.83731 CD33 anBgen (gp67) 1.84 Z02 

Arx 414776 AA155598 Hs.212839 hypothetical protein FU 141 95; WAA1714 1.84 1.72 

40 414803 X03100 Hs.914 Human mRNA for SB dassll hstocompatibi 1.84 2.47 

408669 AI493591 Hs.78146 ptatelet/endothefial cell adhesion molec 1.84 2.29 

455508 AW976165 gb:EST388274 MAGE resequences, MAGN Homo 1.84 1.69 

410290 AA402307 Hs.322844 hypothetical protein DKF2p564A176 1.83 Z12 

426457 AW894667 Hs.22660 dumerin (chimaenn) 1 1.83 1.59 

45 459247 N46243 Hs.110373 ESTs, Highly simitar to T42626 secreted 1.83 1.57 

417086 AA194446 ESTs, WeaHy similar to S55024 nebuBn. 1.83 1.45 

425175 AF020202 Hs.155001 UNC13 (C. etegans)-fike 1.83 Z18 

429952 AF080158 Hs-226573 inhibitor of kappa fight polypeptlce gen 1.83 1.75 

438596 AA829427 Hs.243081 ESTs 1.83 Z83 

50 436486 AA742221 Hs.1 20633 ESTs 1.82 2.14 

433365 AF026944 Hs^93797 ESTs 1.82 2.50 

449943 AF104265 Hs.24212 tatrophftn 1.82 Z08 

426437 BE076537 Hs.1 69895 ubtquili^conjugathg enzyme E2L 6 1.82 Z37 

_ _ 421563 NMJJ06433 Hs.1 05806 granulysin 1 .82 Z48 

55 449161 N53431 Hs.47647 ESTs, Weakly similar to T00057 hypothefi 1.81 Z81 

453107 NM.016113 Hs.279746 vanflWd receptor4ike protein 1 1.81 Z66 

418371 M13560 Hs.84298 C074 antigen (invariant por/pep&Je of m 1.81 Z50 

432946 U60899 Hs.279854 mannosidase, alpha, dass 2B, member 1 1.81 Z05 

432297 AW663632 Hs.285625 Homo sapiens mRNA; tiDtiA DXFZp434A1 19 (fr 1.80 113 

60 428677 AI657119 Hs.1 20036 troponin I, cardiac 1.80 Z34 

409485 S80990 Hs.252136 ficoKn (coHagen/Bbrinogen domain-cent 1.80 Z28 

423081 AF262992 Hs.1 231 59 sperm associated anBgen 4 1.80 1.56 

425458 H89317 Hs.182889 ESTs 1.80 Z21 

425390 AI092634 Hs 1561 14 protein tyrosine phosphatase, non-recept 1.80 1.41 

65 409208 Y00093 htegrin, alpha X (antigen CD11C(p1 50), 1.80 Z20 

430S70 AI417881 Hs^92464 ESTs 1.80 1.62 

439425 AF086244 Hs.1 14659 ESTs 1.80 Z37 

408688 A1634522 Hs.1 52925 KIAA1 268 protein 1.80 Z13 

440675 AW005054 Hs^79788 ESTs, Weakly similar to KCC1 JiUMAN CALCI 1.80 1.80 

70 423690 AA329648 Hs.23804 ESTs. WeaHy sirrater to PN0099son3 prot 1.79 1.57 

406621 X57809 Hs^997 immunoglobulin lambda tocas 1.79 Z18 

431958 X63629 Hs.2877 cadherin 3, type 1, P-cadherin (placenta 1.79 1.68 

403421 NM_01 6369*:Homo sapiens daudln 1 8 {CLDN 1.79 Z47 

430423 AI190548 Hs.143479 ESTs, WeaWy simaar to hypothetical pro 1.79 Z92 

/5 416384 AU076903 Hs.79283 setecfin P figartd 1.79 1.87 

440638 A1376551 gb:te64e10jc1 Soares_NFL.T_GBC S1 Homo s 1.78 1.69 

422003 AA361760 Hs.296326 ESTs 1.78 Z05 

412288 NMJM3005 Hs,738Q0 selecfin P (granule membrane protein 140 1.77 1.82 

432987 AI854771 Hs.27954 C086 antigen (C028 antigen ligand Z B7- 1.77 Z03 

OO 441602 Al 655043 Hs.1 33456 ESTs 1.77 Z01 

458194 AW383618 ESTs. Moderately similar to ALU^HUMAN A 1.76 Z35 

432565 AA553477 Hs.152428 ESTs 1.76 Z63 

421071 AJ311238 Hs.1 04476 ESTs, WeaHy similar to CGHU IE coOagen 1.75 Z59 
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408989 AW381666 Hs.49500 K1AA0746 protein 1.75 1.66 

414807 AI73B616 Hs.77348 rrydroxyprostaglandin dehydrogenase 15-{N 1.75 1.54 

403903 C5001S32*:gi|10645308lgb|AAG21430.1lAC00 1.75 3.20 

_ 421461 AW291023 ESTs. Weakly similar to A46010X-finked 1.74 167 

5 430850 BE144152 gb:MRO-HT0165-060200-006-e02 HT0165 Homo 1.74 2.52 

424377 AF081675 Hs.146322 titer cell tectWike receptor subfami 1.74 2.15 

443884 N20617 Hs.194397 leptin receptor 1.74 1.51 

423057 AW961597 Hs.130816 ESTs, Moderately simitar to 138022 hypot 1.74 1.63 

448262 AW880830 Hs. 186273 ESTs 1.73 157 

10 431890 X17033 Hs.271986 tntegrin, alpha 2 (CD49B, alpha 2 subuni 1.73 1.87 

431630 NM 002204 Hs.265829 tntegrin, alpha 3 (antigen CD49C, alpha 1.73 121 

412896 AW804157 Hs.308O26 major histocompatibility complex, dass 1.72 2.37 

407366 AF026942 Hs.17518 gb:Homo sapiens cig33 mRNA, partial sequ 1.72 116. 

419407 AW410377 Hs.41502 hypolheBcal protein FU21 276 1.72 1.62 

15 442117 AW664964 Hs.128899 ESTs: hypothetical protein for IMAG&447 1.71 1.55 

438605 NM_014859 Hs.6336 KIAA0672 gene product 1.71 1.57 

434795 BE620794 Hs,4147 transtocagng chain-associating membrane 1.71 121 

426490 NM_001621 Hs.170087 aryt hydrocarbon receptor 1.71 1.46 

418307 U70867 Hs.83974 solute carrier family 21 (prostaglandin 1.71 149 

20 421221 AW276914 Hs.326714 HomosapfensdonelMAGE:713177,mRNAse 1.71 1.57 

423857 N48902 Hs. 133481 Homo sapiens mRNA; cDNA DKFZp564O0862 (f 1.71 1.56 

408393 AW015318 Hs.23165 ESTs 170 1.43 

432409 AA806538 Hs.130732 KIAA1575 protein 1.70 1.54 

440817 A1341423 Hs.288433 neurotrimin 1.70 117 

25 421445 AA913059 Hs. 104433 Homo sapiens, done IMAGE:4054868, mRNA 1.69 154 

453691 H12235 Hs.226505 ESTs 1.69 107 

422278 AF072873 Hs.114218 frizzled (Chosophila) homolog 6 1.68 1.54 

424687 J05070 Hs.151738 matrix metaHoproteinase 9 (gelafinase B 1.66 129 

434951 AF151442 Hs.191591 Homo sapiens HSPC324 mRNA, partial cds 1.68 124 

30 444301 AK000136 Hs.10760 as porin (LRR class 1) 1.68 1.44 

407775 NMJJ04914 Hs.38772 RAB35, member RAS oncogene family 1.68 103 

437119 AI379921 Hs.177043 ESTs 1.68 4.21 

426836 N41720 Hs.172684 vesictosoctatedniembrane protein 8 (e 1.68 128 

453498 BE181412 Hs.23245 hypothetical protein FU 11 767 1.68 176 

35 428289 M26301 Hs.2253 complement component 2 1.67 140 

404854 Target Exon 1.67 1.76 

450954 AI904740 Hs.25691 receptor (calcitonin) activity modifying 1.67 132 

410048 W76467 Hs.343874 proline oxidase homolog 1.67 3.03 

407857 AJ928445 Hs.92254 svraptotagmWike 2 1.66 1.51 

40 447827 U73727 Hs.19718 protein tyrosine phosphatase, receptor t 1.66 101 

417193 AI922189 Hs.288390 hypothetical protein FU22795 1.66 105 

421237 U25029 Hs.1 02761 Human ghrcocorticoid receptor alpha mRNA 1.66 120 

433350 BE563152 Hs.10362 Homo sapiens cDNA: FU20944 fts, clone A 166 2.11 

417451 AW007280 Hs.115537 putative cfipeptidase 1.65 111 

45 443791 N64458 Hs.143345 ESTs 1.65 111 

440475 AI807671 Hs.24040 P otasshjm<Jhaiuiel.subf3mih;K t iTOrnber3 1.65 104 

431743 AW972642 Hs.293055 ESTs 1.64 164 

400328 X87344 transporter 2, ATP-birufing cassette, sub 1.64 143 

451876 T63141 gb:yb99a1 Is 1 Stratagene lung (937210) H 1.64 102 

50 417321 N68722 Hs.191368 ESTs 1.64 153 

439237 AW408158 Hs.318893 ESTs, Weakly simaar to A47582 B-cel! gr 1.64 101 

418707 U97502 Hs.87497 butyrophfliiv subran% 3. inember A2 1.63 117 

432176 AW090386 Hs.112278 arresSn. beta 1 1.63 104 

450708 AA376654 eukaryotic translation initiation factor 1.62 105 

55 429570 BE242256 Hs.2441 WAA0022 gene product 1.62 1.39 

448406 AW772298 Hs.21103 Homo sapiens mRNA: cDNA DKFZp564B076 (fr 1.62 1.57 

439971 W32474 Hs.301746 RAP2A, member of RAS oncogene family 1.62 1.44 

452424 AI984028 Hs.48353 ESTs 1.62 153 

423161 AL049227 Hs.124776 dowrstreamofcadherin6 (by3.3kb) 1.62 1.38 

60 416316 H58721 Hs.271628 ESTs 1.62 1.39 

431806 AF186114 Hs.270737 tumor necrosis factor (Bgand) superfami 1.62 167 

452203 X57522 transporter 1,ATP-btnding cassette, sub 1.62 145 

427509 M62505 Hs^161 complement component 5 receptor 1 (C5a I 1.62 1.51 

4380B9 W05391 nuctear receptor subfamiry 1 , group I, m 1.61 1.45 

65 409038 T97490 Hs.50002 smafi trriutibte cytokine subfamily A {Cy 1.61 1.52 

433417 AA587773 Hs.8859 Homo sapiens, Similar to RIKEN cONA 5830 1.61 140 

444009 AI380792 Hs.135104 ESTs 1.60 115 

436057 AJ004832 Hs.5038 neuropathy target esterase 1.60 160 

437352 AL353957 HS.2841B1 hypolheDcal protein DKFZp434P0531 1.60 157 

70 433614 W07475 Hs.277101 cylochrome c oxidase subunit IV isoform 1.60 3.30 

410494 M36564 Hs.64016 protein S (alpha) 1.59 1.42 

411125 AA151647 Hs.68877 (tfcdirorne b-245, alpha polypeptide 1.59 102 

446616 R65964 Hs.334873 ESTs, WeaHy similar to ALUS J1UMAN ALUS 1.59 152 

__ 419918 X80700 Hs.93728 pre-B^n leukemia transcription factor 1.59 104 

75 428141 D50402 Hs.1 826 11 solute carrier fam3y 1 1 (proton-coupled 1.59 1.98 

434308 N51517 Hs.47282 ESTs 1.58 129 

447341 AF106941 Hs.18142 arresfin, beta 2 1.58 109 

454315 AW373564 Hs.251928 BANP homotog, SMAR1 homolog 1.58 110 

423281 AJ271684 Hs.1 26355 C-type (calcium dependent, caibofrydrate- 1.57 1.75 

oU 433671 AW138797 Hs.1 32906 19A24 protein 1.57 105 

412869 AA290712 Hs.82407 CXCcrternokine Bgand 16 1.57 171 

436906 H95990 Hs.181244 major histccompaEbfiity complex, dass 157 124 

417771 AA804598 Hs.B2547 retinofc acid receptor responder (tazaro 1.57 1.43 
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431921 

437400 

426274 

415078 

417929 

401854 

406850 

433815 

431130 

453870 

414763 

428281 

412870 

407601 

432894 

457941 

442743 

419542 

433124 

422487 

429610 

417433 

429109 

409361 

427872 

449853 

431369 

415149 

447217 

427585 

445672 

432210 

458208 

452518 

419577 

439620 

423804 

424658 

428494 

431573 

409524 

406787 

419452 

406422 

421341 

421195 

425998 

426125 

451220 

409238 

411880 

432133 

428833 

455797 

415765 

427732 

449746 

407568 

422573 

427138 

457918 

423696 

416700 

407244 

451109 

405654 

407603 

445417 



AI982529 
AA505445 
AF054910 
S78187 
N46466 
AB011542 
038122 
AA311223 
R27219 

AI624300 

AI596602 

NM_006103 

AW385001 

U97276 

AA194554 

N22788 

ACO02300 

AW167668 

A5004525 

AI801351 

AA355037 

U51712 

AJ010901 

AB024937 

BE270266 

AL008637 

NM 005982 

AA8350S8 

AF006823 

BE184455 

X12451 

BE465754 

D31152 

A1907438 

AI567421 

A1380016 

AA280722 

L36531 

AA838727 

AW403448 

NMJXJ2406 

AA233439 

AW971070 

AW402151 

AW090702 

U33635 

AJ243212 

BE464560 

AU076629 

X87241 

AF124251 

AL049990 

AW872477 

AB033088 

AI926355 

BE091833 

NNL005424 

NM_C02980 

AI668594 

AA740964 

AW297985 

N77624 

AL3595S0 

Z92546 



Hs.84298 C074 antigen (invariant potypepBde of m 
Hs.300697 rmmunogtobulin heavy constant gamma 3 (G 
Hs.127111 tekfin2(tesficuter) 
Hs.153752 cell division cyde25B 
ESTs 

EGF-Cke-domain, multiple 5 
tumor necrosis factor (Bgand) superfami 
Hs.283091 found in inflammatory zone 3 
Hs.74647 Human T-cell receptor active alpha-chain 

Target Ewm 
Hs.172928 collagen, type t, alpha 1 
Hs.112757 ESTs 

HE4; eptdtcrvmis-speciftc, whey-acidic or 
Homo sapiens cDNA: FU23173 fe, clone L 
qutasdnQ6 

Hs.1 83434 ATPase, H transporting, lysosomal (vacuo 
Hs.82407 CXC chemokme figand 1 6 
Hs.37129 sodium channel, nonvoltage-gated 1 , beta 
Hs.279772 brain spetinc protein 
Hs.14587 ESTs, WeaMy similar to AF1 51 859 1 CGM 
Hs.3021 1 0 ESTs. Weakly simHar to MUC2_HUMAN MUCIN 
Hs.909 1 1 solute carrier famiy 1 6 (monccarboxylic 
Hs.1 3775 hypotheflcat protein SMAP31 
Hs.198267 mucin 4, tracheobronchial 
Hs.21 1092 LUNX protein; PLUNC (palate lung and nas 
Hs.821 28 5T4 oncofetal trophoblast glycoprotein 
Hs.1 96352 neutrophil cytosdic factor 4 (40kD) 
Hs.54416 sine ocufls homeobox (Drosophua) homoto 

Human DNA sequence from clone RP1-261G23 
potassium channel, subfamily K, member 3 
Hs.251754 secretory leukocyte protease inhibitor ( 
Hs.78056 cathepsln L 
Hs.1 777 8 neurapffin 2 

Hs.179729 collagen, type X, alpha 1 (Schmid metaph 
Hs2B2862 ESTs 

Hs.273330 Homo sapiens, clone IMAGE:3544662, mRNA, 
ESTs, Weakly similar to T4S4_HUMAN TRANS 
ESTs, Weakty similar to 138022 hypothefj 
Mtegrin,alpha8 
Hs.1 24405 ESTs, Weakly simitar to A4601 0 X-ftnked 
Hs.1 6725 rnterteron-sb'mulated transcription fact 
Hs.151513 mannosyl (atpha-13-Vgrycoprotein beta- 
Hs.184634 hypothetical protein FU20005 
Hs^91 160 ESTs, Weakty similar to ALU1.HUMAN ALU S 
tumor necrosis factor (figand) superfami 



Hs.58879 
Hs.5599 
Hs.2007 



Hs.2719 
Hs.8042 
Hs.77266 



Hs.24040 



Hs.24758 
Hs.91296 



Hs.54673 
H!L240615 
Hs.90572 



M10014 
F11875 



427507 
446967 
436553 
456637 
422129 
417785 
414849 
436986 
410598 
424247 



AW955705 

AK001058 

AB018305 

AF240467 

AI699629 

AW407157 

AW161450 

AU076635 

X59812 

AW372721 

M740983 

A1817130 

X14008 



PTK7 protein tyrosine kinase 7 
Target Exon 

deleted in malignant brain tumors 1 
Hs.133017 ESTs 

Hs. 1 65950 fibroblast growth factor receptor 4 
Hs.165994 FAT tumor suppressor (Drosophua) homoto 
Hs.26054 novel SH2-containing protein 3 
Hs.51515 Homo sapiens mRNA: cDNA DKFZp564G112 (fr 

gb:hm30f03jc1 NQ_CGAP_Thy4 Homo sapiens 
Hs.272567 KIAA1 262 protein 

ESTs 

gb:tL2-BT0731-26040(MJ76^04 BT0731 Homo 
Hs.78824 tyrosine kinase with immunoglobulin and 
Hs.2199 secretin receptor 

Hs.176588 ESTs, Weakly similar to CP4Y JiUMAN CYTOC 
Hs.62699 ESTs 

Hs.295726 tntegrin, alpha Vitronectin receptor 
Hs.173717 prtosphatidtc acid phosphatase type 2B 
Hs.1 62604 hypothetical protein DKF2p762M188 
Hs.1 31819 Sushi domain (SCR repeat) containing 
Ks 343475 cathepsin D (lysosomal aspartyl protease 

fibrinogen, gamma polypeptide 
Hs.5534 Homo sapiens cDNA FU 12951 fis, done NT 
Hs, 73885 HLA-G histocompatibility antigen, class 
Hs.62604 Homo sapiens, done IMAGB4299322. mRNA, 
Hs. 1 2680 a olsintegrin-fike and metalbprotease w 
Hs.5378 spondin 1 , (f-spondin) extraceDutar mat 
Hs.179152 toU-Cke receptor 7 
Hs.156781 ESTs 

Hs.8997 immunoglobulin lambda locus 
Hs.109201 CG-86 protein 
Hs.1 478 serine (or cysteine) proteinase inhibito 
Hs.82568 cytochrome P450, subfamily XXVllA (stero 
Hs.291 623 ESTs, Weakly similar to unnamed protein 
Hs.210792 ESTs. Weakty similar to ALU8 HUMAN ALU S 
Hs.9195 Homo sapiens cDNA FU13698 fe, done PL 
Hs.234734 lysozyme (renal amyloidosis) 



1.57 

1.56 

1.56 

1.55 

1.54 

1.54 

1.54 

1.53 

1.53 

1.53 

1.52 

1.52 

1.52 

1.51 

1.50 

1.50 

1.50 

1.50 

1.50 

1.49 

1.49 

1.49 

1.49 

1.49 

1.48 

1.48 

1.48 

1.47 

1.47 

1.47 

1.47 

1.46 

1.46 

1.46 

1.46 

1.46 

1.46 

1,45 

1.45 

1.45 

1.45 

1.44 

1.44 

1.44 

1.43 

1.42 

1.42 

1.41 

1.41 

1.41 

1.41 

1.41 

1.40 

1.40 

1.40 

1.40 

1.40 

1.39 

1.39 

1.38 

1.38 

1.38 

1.38 

1.37 

1.36 

1.36 

1.36 

1.36 

1.35 

1.35 

1.34 

1.34 

1.34 

1.34 

1.34 

1.34 

1.33 

1.33 

1.32 

1.32 

1.32 

1.32 

1.31 



2.37 

1.61 

2.51 

2.00 

3.04 

1.44 

3.04 

2.61 

Z18 

2.08 

1.52 

2.57 

1.36. 

1.43 

2.07 

1.46 

2.83 

2.04 

2.25 

Z22 

2.09 

2.40 

1.39 

1.39 

1.76 

1.41 

1.44 

1.31 

2.50 

2.21 

1.50 

1.84 

1.40 

Z16 

201 

2.10 

1.60 

1.40 

1.40 

1.57 

2.10 

ZOO 

1.45 

1.40 

Z01 

1.86 

1.95 

Z02 

1.47 

Z42 

Z05 

1.34 

Z10 

3.64 

3.24 

Z78 

Z02 

1.55 

Z09 

Z44 

1.85 

3.13 

1.38 

1.12 

Z01 

254 

Z04 

1.29 

1.34 

Z47 

1.66 

1.92 

1.86 

Z11 

3.75 

Z18 

1.78 

1.95 

Z05 

208 

Z06 

Z08 

1.29 
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429500 


X78565 


Hs.289114 


hexabrachion (tenasdn C, cytolactin) 


1.30 


1.25 


413474 


T86312 


Hs.334485 


Homo sapiens cDNA FU 14438 fis, done HE 


1.30 


1.92 


406659 


AA683985 


Hs.277477 


major histocompatibility complex, class 


1.30 


2.22 


451049 


M013353 




gbze28h10.s1 Scares retina N2b4HR Homo 


1.30 


2.12 


436494 


AA720997 


Hs.128295 


ESTs 


1.29 


£30 


438374 


AA321866 


Hs.6193 


hypothetical protein FU 14590 


1.28 


2.34 


417801 


AA417383 


Hs.62582 


integral, beta-Gke 1 (with EGF-like rep 


1.2B 


2.39 


425883 


AL137708 


Hs.161031 


Homo sapiens mRNA; cDNA DKFZp434K0322 (f 


1.28 


1.69 


428458 


AA428820 


Hs.251399 


neurogranin (protein kinase C substrate, 


1.27 


2.00 


443180 


R15B75 


Hs.25B576 


daudin12 


1.26 


1.25 


421764 


AI681535 


Hs.148135 


serine/threonine kinase 33 


1.26 


2.01 


414217 


AI309298 


Hs.279898 


Homo sapiens cDNA: FU23165 fis, clone L 


1.26 


1.21 


433283 


BE041135 


Hs.175622 


ESTs 


1.24 


105 . 


426759 


AI590401 


Hs.21213 


ESTs 


t.23 


1.20 


436446 


AW016809 


Hs.1 19021 


ESTs 


1.23 


1.20 


421467 


AA291590 


Hs.97252 


ESTs 


1.22 


1.54 


431353 


AA828032 




ESTs 


1.22 


3.00 


427403 


AA402107 


Hs.257145 


ESTs, Moderately similar to 138022 hypo* 


1.22 


1.91 


453037 


AA045175 


Hs.17914 


ESTs 


1.22 


2.40 


437608 


AA761605 


Hs.292308 


ESTs, Weakly similar to ALU1.HUMAN ALU S 


1.22 


2.26 


439941 


AI392640 


Hs.18272 


amino acid transporter system A1 


1.22 


1.22 


451385 


AA017656 




gbze39h01.rl Scares retina N2b4HR Homo 


1.21 


1.49 


400496 






ENSP0000Q22471 6\GTP-rjinding protein SAR 


1.20 


1.25 


409432 


D49372 


Hs.54460 


small inducible cytokine subfamily A (Cy 


1.20 


1.44 


407239 


AA076350 


Hs.67846 


leukocyte immunogtobuTm-fike receptor, 


1.19 


2.06 


426486 


BE178285 


Hs.170056 


Homo sapiens mRNA; cOMA DKFZp586B0220 (f 


1.18 


2.02 


445033 


AV652402 


Hs.72901 


cycOn-dependent kinase inhibitor 2B (pi 


1.17 


1.14 


439866 


AA280717 


Hs.6727 


Ras-GTPase activating protein SH3 domain 


1.14 


1.16 


440555 


D31292 


Hs.6853 


hypothetical protein FU22167 


1.14 


2.19 


446006 


NMJMM403 


Hs.13530 


deafness, autosomal dominant 5 


1.13 


1.12 


432203 


AA305746 


Hs.49 


macrophage scavenger receptor 1 


1.12 


Z43 


432798 


AA565309 


Hs.194015 


ESTs 


1.10 


123 


411274 


NM_002776 


Hs.69423 


kaffikremlQ 


1.10 


1.09 


438856 


N40027 


Hs.7473 


ESTs 


1.09 


1.52 


421552 


AF026692 


Hs.105700 


secreted rtizzred-retated protein 4 


1.09 


1.07 


448253 


H25899 


Hs.201591 


ESTs 


1.08 


£10 


409718 


D86640 


Hs.56045 


src homology three (SH3) and cysteine ri 


108 


ZG8 


409798 


AA248587 


Hs.30237 


ESTs, Weakly similar to ALUB HUMAN !UJ 


1.06 


1.5B 


449321 


M001150 


Hs.132937 


ESTs 


1.06 


2.06 


418693 


A1750878 


Hs.87409 


thrombospondin 1 


1.06 


1.02 


402333 






Target Exon 


1.03 


1.03 


421814 


L12350 


Hs.108623 


thrombospondin 2 


1.02 


1.02 


425664 


AJ006276 


Hs.159003 


transient receptor potential channel 6 


1.00 


Z36 


458158 


AW296778 


Hs.144734 


Human DNA sequence from clone RP3-416F21 


1.00 


273 


406517 






nel (chfckenHike 2 


1.00 


Z07 


442526 


AW277221 




ESTs 


1.00 


Z21 


446164 


AW273539 




hypothetical protein FU23577 


1.00 


Z52 


449122 


AI631310 


Hs.196955 


ESTs 


1.00 


Z23 


438038 


AI732629 




ESTs, WeaWy similar to TA2R HUMAN. BETA 


1.00 


Z04 


429420 


AK001679 


Hs.202289 


hypothetical protein DKF2p434P1735 


1.00 


Z02 


453672 


U73531 


Hs.34526 


G protein-coupled receptor 


1.00 


Z57 


436187 


AK000998 


Hs.297221 


Homo sapiens cDNA FU1013S lis, clone HE 


1.00 


Z64 


438909 


AF085839 




gb:Homo sapiens f uB lengfli insert cDNA 


1.00 


Z23 


423609 


AA328348 


Hs.218289 


ESTs 


1.00 


Z19 


419261 


X07876 


Hs.89791 


wingless-type MMTV integration site (ami 


1.00 


Z28 


436284 


AA708016 


Hs.190389 


ESTs 


1.00 


Z22 


440932 


AI801509 


Hs.182080 


ESTs 


1.00 


1.66 


403420 






Target Exon 


1.00 


1.86 


431169 


AW971240 




gb:EST383329 MAGE resequences. MAGI Homo 


1.00 


Z02 


425916 


NM_006786 


. Ks.162200 


urotensin2 


1.00 


Z11 


419721 


NM.001650 




aquaporin4 


1.00 


Z26 


421761 


AL1 20297 


Hs.108043 


Friend leukemia virus integration 1 


1.00 


1.86 


4257B1 


AF001622 


Hs.1 59523 


dass-1 MHC-restrided T ceil associated 


1.00 


^S6 


415094 


D59513 


HS.33077B 


ESTs 


1.00 


Z32 


434088 


AF 11 6677 


Hs.249270 


hypothetical protein PR01966 


1.00 


Z26 


420727 


H75701 


Hs.99886 


complement component 4-txndIng protein, 


1.00 


1.84 


430049 


AW277085 


Hs.99619 


ESTs 


1.00 


1.87 


446868 


AV660737 




ESTs 


1.00 


1.79 


418786 


AI796317 


Hs.203594 


Homo sapiens uncharacierized gastric pro 


1.00 


1.44 


436391 


AJ227892 


Hs.146274 


ESTs 


1.00 


- 1.30 


413059 


BE151498 




gb:RCO-HT0295-291 19S431-E1 1 HT0295 Homo 


1.00 


1.42 


427739 


AW196755 


Hs.98105 


NYD-SP14 protein 


1.00 


Z41 


452788 


AW294571 


Hs.136040 


ESTs 


1.00 


Z23 



TABLE 32B: 

Pkey Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 



Pkey 
431089 



CAT Number 

125941_2 BG940189 AW0S3489AA715980 BF001091 BF880066AA666102AA621946 AA491826 
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421798 3042.4 BC017829 AW276546 A1984209 AA563933 AA634104 AA551528 AA634041 AA29B03B BG483990 T89297 BF853958 H54685 T90329 T60644 

TS7747 BF852694 T92529 BG482852 BF883054 BF883086 N74880 AA829796 N90716 
400269 2726 1 X65018 BC022318 NM.003019 BE465060 AI732255 BF446534 AI820677 A1002217 A1924488 BIB21373 BI770406 BI823937 Bt820265 BI489632 

BG482911 AA617783 A1807697 AW205576 T94427 AA487101 T94513 BI819407 BI822450 B1820618 B1824619 BG542824 BG537862 
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429228 

459702 
422667 

456034 
430709 
450726 
442048 



440028 
437866 



458332 
407192 
449328 
432340 
434194 
436198 
440248 
442006 
438177 
435154 
423387 



444314 
443951 

432639 
438698 
413638 
436772 
44B7B2 



438507 

415688 
431300 
418252 



446354 
406687 
411605 



428713 
414221 
414991 
447197 
430915 
424450 
409031 



215430.1 

539529 1 
224778.1 

685586 1 
1234627.1 
666520.1 
750422.1 
0.0 

598730.1 
34267.1 



1139685J 
2200202.1 
3030726.1 
1619980 1 
62680 1 
28727 1 
2616908 1 
1239046.1 
9337 12 
126605J 
2612.2 



432222 539529 1 BG207209 BE166299 A1204995 B6199355 AW969908 AA528756 AW440776 B1044354 

432810 101919 1 BG292389 C06094 Al 668930 AW1 04534 AA310513 AA830127 AW134897 AA046953 AW955490 A1810530 BF092924 AA334151 AA334725 
D31 302 R20723 AA263003 BI824635 A1276287 AI684428 AI524234 AB35035 AW014704 AI91 1443 AA972102 AI367512 AI126670 AW01 501 7 
A1286003 AH47163 AA626033 AI539156 AA565542 AI094253 AW512612 BE889628 AA744752 BE646306 AW471324 AA999975 AAB63400 
H17550 AI991439 R46187 BE929954 AA333976 D63102 BF744491 

418259 133853.1 BM31 0925 AA4261 10BM31 0629 BF434286AW01 5091 BF475996AW1 18867 BE6751 86 A168856B AI453594AW590589A1652425AI827969 
BF056946 AI802866 AI393380 A1476224 AW590639 AW136271 AI458252 AI524726 AA843768 AA7821 58 AI336058 AI097532 AW451 563 
AA459408 AA459633 AMI 8444 W23607 BG940150 AI493445 AW054729 AI221929 A1868744 AA215405 AA766713 AA621 546 BF928317 
BE464132 AI990909 AW271459 A1262061 AA215404 N74332 B6940151 BG952261 AA9721 1 5 W9631 5 AA689586 R69057 BF766886 BE769254 
W05240 

BG676155 BM009591 AI479075 AI025794 AI017967 AA448270 BE46681 2 AA853422 AI392649 BG952034 AA513384 BF8401 24 BE714620 
AW969605AI553633 

BG207209 BE166299 Al 204995 BG199355 AW969908 AA528756 AW440776 BI044354 

AI758223 AW469334 BF940841 AW080348 A1270363 AI055B92 BE4641 68 BF431797 BE350144 BF448739 AI693409 BF432999 D62848 AA398070 
AI383375AW611490 

AA1 36653 AA1 36656 AW450979 AA984358 AA809054 AW238038 AA492073 BE168945 
AW969880 AA484613 AA501874 R34356 
AI732297AW204600T95017 
AW340495AIS84319AA974603 
M18728 

AW473675 AI190744 W69997 AW1 04913 AI221098 W69996 AA885487 AA881491 

U52054 AL581000 AA156850 AW293839 B1335865 AA024963 BF149420 BE073977 AW602574 BE164012 BE163992 BE163974 AW4021 61 
BM194134 AW966609 W84374 BF916380 AA3B5173 W84366 AA383743 BF903598 AA043776 W84421 AA778446 AW444904 BF446960 
AA837481 AV755539 AW468444AW468002AA811830AA581806 A1866686 AI572124AA687333 D20160 AA812489 AU185248 AU186004 
AA1567B1 AI536733 BM144850 AI471883 AA040926 BF507639 AA043777 AW874142 BE832523 BE163972 BI022546 B1021204 
AI000341 AI766341 AW873274 
AA602964AA609200 

Al 884781 A1652306 Al 651 694 AI638744 AI962493 
AA534222 AA632632 T81 234 
AF119847 AA437261 AA436987 A1132985 
AK001125 AU120581 AU146612AW301393 
AA876138 Al 239602 Al 698953 
AW975183AA973583AI365103AI699495A1301787 
AK024965 AU158033 AA978370 R79120 BE327015 AA779740 R79121 
AW972063 AA568764 AA804491 AW665688 AA765069 

L13288 AA928785 AI608912 AW872978 AA565655 AI022915 AI304920 AI564366 A1668793 A1094557 T60038 R72302 H45409 AA508805 R4S356 
AA418798 BM129553 BM129126 BM1 29292 BM128865 AI80841B A1689932 AI806573 BF431808 AW872985 AW166269 H73241 T16182 AI264547 
R73391 R72085 R72840 T83751 X75299 BF754348 R94105 AW449839 R73300 NM.004624 AI797007 BE045543 BF110021 BF754250 T83923 
AW834084 AA903896 AA418962 L20295 R72351 H45098 AA961010 R73210 R46451 AW884085 BI022902 B1763932 81910138 
443547 137089_2 AV645808 AA701657 AW271273 AI796734 AI472316 AI017531 A1061178 BF109096 AA548964 N83805 AA131648 AA156589 BE708349 
AW952494 D30877AV684717 224837 F001S7 BF576150T63841 R78995 N87474 
1027984J AW749625AW749626AW749644A1140497 

MH1768 18 AJ334106 R63583 AI028079 Al 1 40098 AI91 1625 AI890637 F34815 T65959 N40935 W52768 AAB54747 AA861945 AA878472 AA778270 W32249 

AA026061 W52662 W 15352 W79670 W95384 T94283 AA002155 R82052 BE825493 BE825520 
1237887.1 AW973785 H60163 AA557608 

AW975851 A191 1 033 AI540093 AA932284 AW297855 AA829228 AA814442 AW105017 
H71252BE154642BE154668 
AA156151 Z25109 C05177AW9756B8 AA731063 N67C84 

AB018301 AL050295 BF513128AW385C80AL551708 AI352542A1829703AI819388AW629019 AW073189 AW273857AW1 18768 AM53B45 
AJ452494 AA886341 A1057144 AA904647 AI423547 AW263913 AJ094774 A1434419 AI039546 AI002491 AI240412 Z25099 AA995178 AW050649 
AW026140 AI796309 A1584012 BE166666 AI767991 A1309041 AA724059 AI695284 A1245095T63971 Z40627 BE166681 BG570071 BF921915 
BI562702 BG506502 AV656066 R48378 AA1 21 543 AI096938 AA6 1 81 31 H40993 R48277 AI352281 BG540263 BG538901 N95226 A1356752 
AI221 152 Z28777 R16574 AW966449 AA0441 1 6 AW797518 B1010405 AA044288 A1093508 BE1401 69 T64039 BG433106 AW130367 AW1 30361 
N73937 AA127680 AW044037 AI096437 AA384077 BF941499 T93764 BG003285 

BG698329 A1417878 AI080171 Al 190332 AI092344 AI357100 AA744522 AA412653 AA977007 BF438628 AA743264 AA365279 AW073197 
BI493198 AA1 69355 BI493197 A1283051 BF436642 AA809052 AI833263 
AW97121 8 AA493942 AA166963 
BE159863 AA502346 AU186097 R86267 K71358 

AK055180 AA490810 AW20925 AI473832 AA1 27397 AA127409 AW820078 Al 2 14567 AA876961 AA283985 Al 904240 D20426 BC015835 N2B408 
242826 A192792S AW590850 AW195543 AI675823 W84675 AA767204 AW207335 AI051690 AI434786 Al 051 699 AW 139875 BF195790 AI250256 
AI767042 A1521899 AA829382 AA526451 AI971192 R08173 N20O59 AA215409 Z38968 H 13200 HO1 182 R82482 AW972928 BF242637 H01273 
H13567R82532 

4521 94 90339.1 AI694413 AW99470O AI912946 N73548 AI082035 AW271652 W24189 W24182 AI719718 AA024658 AW810120 AW015394 T79755 AA988043 
AI709339 

AI701 583 AI291038 AW449650 
M31126 

BG256B92 H10532 N46614 R52610 AW977696 BM460488 W56819 B10421 83 BG977498 BE767451 BF87C009 BG477472 R61 137 R14274 R20259 
R09686 BI838226 BF034269 AA429173 BE741829 AW867495 AI123683 AW0Q6831 BE831162 AW452753 AV742717 W86152 BF115102 AI633815 
BF921562 AA09423O BE092587 W86151 AA526153 AI672156 BF914496 R12579 BF852352 AA699780 T57386 BF903022 R09933 AA678298 
AA4320S7 AW572442 

.1 AA136553 AA136656 AW450979 AA984358 AA809054 AW238038 AA492073 BE168945 
1785136.1 D78831 C17898 D78863 
2176805.1 R36075 R36167AI366546 

197844.1 BG425760 BF997600 N48516 W73454 BF816344 BF997601 AA488953 
1674.1 NM.023036 AJ295276 AF250288 AL137526 AW517074 AI870459 AI21 5420 

9531.1 BF036043 AW190446 BG194731 AW662036 A1445021 BE937550 AW818972 AW393132 AA8346B5 BF112058 AV721682 H16423 AI270167 

A1857345 AA937302 AW8 18444 BE9S780 BG49S678 BF155010 B1598271 BI599811 BE161728 AW578737 AW753711 AW379707AW381918 
BG506608 AW028637 AW994240 BF887392 BF790073 AW381624 AV727105 BF43951B AA443174 A1018009 N42850 AW573242 AI417258 

469 



1525406.1 
1239464.1 
34980.1 



2729.4 

1235745.1 
1529181.1 
5824.2 



831448 1 
0.0 

10026.3 



21322.7 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



AA463483 AI676131 A11671 70 AAS35627 AA443828 AW592922 AA235129 AA73027B AW4390B2 AW474332 BI043239 AW474342 BG708553 
AW362423 BF090028 BE827256 R16S50 R39478 R39479 R94388 BG540916 BM314745 AA251087 D54231 D55274 BF085805 D31589 AW966405 
AW994425 D81879 BE093545 AW901 107 AA383529 BI021552 R55420 N39976 AA573281 H82595 AA234955 BE093539 AW3S700S BF358697 
BF366318 AA663856 BE702099 BF035969 A1267384 A1267232 BE348320 AA621574 AA861212 BF083343 BF083341 AV745131 D53074 
AW954476 AW954472 AA376836 AV724531 D53053 C14928 AA093287 AA062638 BG483558 BE940050 AA765954 T701 71 BE938775 BE940057 
D53502AW373300AL118798BM128728M193411AW444709Am2455AI887612BF431948Bl496876AI264^ A1B24G57 
A1689301 AI969467 AA861685 AA251595 AA625761 AA872090AI826790 AA328366 BE827416 R75951 D56918 R68122 BE827384 AL1 18797 
AI184164 AA16441 1 B1495332 BE858113 A) 863850 H00560 T69849 AW780389 C14657 BE934995 BI018552 R92801 AA164410 H00752 
AW373305 AW373299 AW373302 

418304 1093209J BE8B3520 BI057842 AA2 15702 AA215703 AA358006 BE006876 BE066555 

449S77 79505J AA002232 T99209 AA002071 

437838 251 2601 J AI308202 AI307229 AA769348 

429421 117617.1 AW341868 AJ201382 AW104364 AA648367 AA897604 AW977914 AA811957 AI352196 AL040B20 

410730 114639.1 BG427950AA826016A1903441 BG939868AW979154AA640872BG547134AA457091 AW368860 W88852 R94779 AA088823 

427876 1373914J AI494291 AI582807AA417018 AA608841 

434987 121985,1 AW975114 AI096634 AI767001 M658364AW517542 

442369 2691713J AA993566AI521958 A1565071 AI854217 

408873 105337.1 AL046017AW504804 AA532433AI634701 AI126421 AW151275AA620782 AA933047 AI828223 A1624555 AI624489 AV749032 BI495751 

AI672286 AA342944 AV748076 AV747588 AA058597 H56073 W87357 R71630 H84499 AJ866297 D25918 AV746788 N78995 H63752 H82985 
R46600 BE786692 R71128 AA608909 R29728 B6534018 

400277 170.1 Y00281 NM.002950 BC010839 BC007995 BG675232 BM468552 AL555484 BG831516 BFC35300 BG677277 BF852972 BE314901 BF850656 

A1371816 AA292474 AA375747 AA308414 BM454544 B1333370 BM049921 B1461428 BI465007 B1223401 BE856245 AW821 164 BF914775 
BF914761 AU125835 81222678 BI091137 BF340536 BM462798 BI224452 BG707915 AL569160 AA443815 AW572867 AW363410 BF739268 
BG010283B1013120BF818845BF763468AA305165AI830370AA039826 R24906 H02046T96B91 BF981330AW936510AA478169 H04587 
BG166574 BI869342 BE562482 BE539637 AA169089 AL5791 18 AL553699 BE044054 AW1 17440 AI520674 BF435417 AW245648 AI952404 
T29534AU153459AU152168AW591591 AU14691BAI393187 AA478013 AU1 48143 AJ224471 A1640728 AI871 537 AW264752 N937B7AI 189357 
AV756134 AI471659 AU147466 AA779206 AU149419 AU149104 AU159135 AA31 2221 AW4451 19 AW021912 AI799771 F04407 AI285530 
AJ914643 AW068751 AA513325 AA164627 AA639285 AA569644 T96892 AI923594 BF439180 BI770936 BF032438 AU154884 AA682793 
AW072992 AU1 58815 AI884444 AL048031 AU158922 AU 152546 A16951 87 AL048033 AI245650 AU148507 AW467451 BE538868 BF913001 
BF062707 AL573082 AW067993 AA523354 BE886727 AI890705 AU159092 A1982693 AI817553 AA236729 AI667858 BG163767 AI524675 
AJ678155 AA127100 AI762661 AU159718 AI469720 AA483627 AW131696 R26868 AI199885 AW875614 AW938694 AW578974 BI763988 
BG819168 BE874767 BG978292 BE1 62948 AL555483 AW1 8971 9 T56783 AI018819 AI476552 BI492837 AI824440 BG996262 AA932887 AI380726 
R79530 AA622108 AI262575 T56782 R27437 BE784153 AW1 29549 AI675567 A1866759 BG987935 

AW972351 AW182936 A1478370 AA528309 BG997292 AW137742 AI632006 M775020 AA961625 W86628 BF112014 A1275423 AI680786 
BE222349 AA830545 BF224127 H99396 N81017 N81016 A1525205 T58283 

U59185 NM.004696 AV734324 AI245349 AA369517 H88760 D79128 AA970406 H01059 H88761 H03446 BG620383 AU135008 AU136895 
AU158158AU155762 R73608 R65751 R23756 N74630AW078687BE439761 BE785351 R68994BE785867AW297502AW297553BG431545 
AW814843 BF382644 BG429539 BE929862 BF811258 
H61453 AA83B765 A1693104 AA721107 

AF392454 AK023074 AI884890 A] 8 1445 5 AW966220 BF736545 AA026021 AA286843 AA25 1 91 8 BG19771 0 AA026294 AA337356 BC010422 
AK023226 NM_022776 BM459496 M76931 0 A1826460 AU153650 AU160375 AW16621 1 AW292992 BF433538 AI823888 A1684798 AI655985 
AW770982 A1400454 AI276257 AA639510 AI689818 AW772604 AA807639 AU130298 AU132028 BF900889 BF904822 AY0071 02 AU143256 
BG621 460 AA829630 AI864665 AI084922 AA025234 AI360060 AA766554 AA02629S AA825817 AA251762 BE160751 BM464530 AV715833 
AA779447AI452519 AW418525 AA435643 D25894AA435651 AA286844 N64369 AI702262 BG288063BE170545 BM466232BE299160AA1 69573 
AL567428 BF217285 BE967276 
AA609784 R97304 
C14774C17911D79033 

BC017171 BC012195 NML0071 26 AF1 00752 AL137377 Z70768 BM474865 BG754806 AU124376 BG757203 BG764420 BG775028 BG824418 
BM045810 AU120387 BG770238 BG686740 BG913323 BI759980 BG395998 BM048B75 BE881070 BE313689 BE879144 BM309834 AW245847 
AI770171 BF196861 BE856897 AA463876 AI375927 AA64881 0 AA948193 AA490916 A!459893 AI458188 A1240408 AI191843 AI131029 AW758399 
A1365196 AW337984 AW026150 BE466591 BE674599 AI81 8438 AA772197 AI651 927 AW1 51 143 BI198825 BG819083 BM458764 BE903567 
BE732715 BM043200 BE900263 BE900706 BE731097 BE390023 BG875384 BF996406 BF988930 BM475542 AW246215 BE501897 BE903610 
BE561530 BE560537 BE903782 BE732947 B1227204 BG761305 BE262642 BE391848 BE382475 BG008258 BI547991 BM59099 BE391391 
BE259420BE298109AW245422AI423847AI914618H80534BE301004AL531791 AI435581 BF7931 12 AL577303 AA373265 BE746955 BF743630 
BE879296 A135S493 BM018598 AI689260 AW072450 F20201 AW151405 AW517572 AA773468 BG259694 BE391163 BG621529 AI421728 
BG767231 BM462953 BG340524 W52648 AA1 13434 BE785431 BI041981 BG832385 BG253168 BG759470 BF369329 BF981332 BE259418 
BE785738 BI091658 N72512 W58732 W85690 BG958989 AI205206 H19721 W17051 W77958 BI262010 AA844319 W74143 W72214 N85194 
BE734033 BG1 64099 AA931 069 F13645 R41394 AKD25758 BG180977 BE349455 AA812018 AA740241 A1027722 AJ 150356 AA8B6395 AW977627 
BE220225 AAB84082 AW5181 14 AI243844 AA809493 AA481029 AA825718 AJ347868 AI431 670 AA814436 A) 251 1 09 R07704 AA765S06 AA724593 
A1918399 AI537550 AA491103 AW0081B8 R07703 AA989120 AA746235 AW028983 AA789102 AU1B5751 AW971465 AA489681 AW971893 
AW612086 BE077936 BI660809 BE002760 BG746251 BE962912 BM454584 AL134894 BF104082 H80591 
431843 445334.1 AW970134 AA516420 AA5430D7 BG057526 BI001430 AI498371 D80181 D81004 D60382 C15876 N91070 C14815 C15068 D80763 C14818 
C15161 D60184 D60556 

414516 60847J AKD57782 AI146454BG703115AI765980A1948611 AA889263AA947457BG547193H11947 Z38147F10426BF447329H11946 T74968 F06195 

BG548563 AI004988 AA148735 AI307802 A1439791 BE041453 A1984904 AA148734 F12823 
459557 859794 J BG623239 N58315 AJ524952 

437204 28243J AL110216 AI816283 AI688476 AA928351 AW1 57672 AI288740 BE468242AI452476 AI291 665 AW1 92364 BE503635 AW592572 AA857393 

AW162770 A1680660 AI879565 AI347717 BF880B00 AJ266646 AA834381 A1291667 AI264567 Z38449 T03352 AI929432 BE673697 AI124770 
A1350389 AA91 0378 R54042 AV746670 AW0SS037 AV729218 H28971 R38549AI692560 BE671562BE669916BE672206BF445152BF445151 
A1914323 A1584406 AA932348 BE670597 AA932080 

439195 21979.1 AF08S037 H89360H89546 

433891 647290J AW1 82329 AA6 13792 T05304 AW858385 

425252 38271.1 AK056513 AL553942 AL553941 BG924307 BE879339 AA576941 BG054674 BF431361 BE467806 BF445874 BE138798 AA425029 BF084265 
BE81 4324 BM466426 BE819467 AW594593 AA341536 AJ82351 1 BI792998 AW296213 AW800506 AW378236BE819553AW341342BE146513 
BE146525 BE14651 5 AW295699 BE14651 8 BE146516 BF349828 AL520587 AW803944 BE931092 BF375188 BG576709 BF832746 BG696737 
AW391 179 AI582980 AW582217 AW814484 BE672215 AW391 1 62 AW81 4336 AW8 14302 AW814444 AL520586 AI333134 A1378333 AW243412 
BE350482 Al 628561 Ai 925481 AI246159 AW593633 AI273558 AI4943B8 AA806280 AW005606 BE048135 AW341024 AA969419 AA912778 
AA621100AA479920A18S7584AI290391 BE348490BF340755AI225038A1867592BG113588A1566808AW196841 BF0871B4AA353524 
AW957546 BF340833 BF037221 BE146523 

409745 MH1944.5 BI030997AA921874AW188822BI027862AI347618AI361453AI088754AW207491 AA077391 BG01 2775 BG997382 AA286833 AA1 50722 
BI007625 BI027864 BI009100 BI006275 B1006270 B1031000 BI029864 BI006277 B1007627 BI006266 BI006991 BI006990 BI007763 BI007762 
BG997377 AA150780 81033518 BI027818 BG015789 B1033807 AA341445 

437751 643238.1 AW978796 AA767373 AW173343 AA836163 N27563 AA905328 R97032 

470 



432212 
421057 
449444 



424831 
434542 



406851 
414936 
430015 



629625.1 
265006.1 
2735.1 



1272B34J 
11990.1 



0.0 

1782849.1 
713.2 



WO 03/042661 



PCT/US02/36810 



444083 
455508 
417086 



440638 
458194 
421461 
430850 
400328 
451876 
450708 



452203 



438089 



427872 

458208 
421341 



411880 
428833 
455797 
407244 
451049 
431353 
451385 
442526 
446164 
438038 
438909 
431169 
419721 



446868 
413059 



2328579J 
12745.1 



2630.1 



10908 12 BI836699AI123195 
1239880 1 AW976165 C04000 

1154.2 AK056605AK056969AW380724M195950 F21243Z17422 

AA193115 AA086465 F25194 F30130 AA1 80013 AJ346143 F20589 F20620 F29371 F32439 F25153 F32148 F26110 F28506 F25307 F27533 
F20375 F32370 AA653078 BF574897 Z24852 F00172 T30560 AW449825 A1620346 BG986374 BE706521 C02691 AL596834 F31902 F2607B 
AA670099 BF475555 F30818 F37524AJ346558 F28050 F1 7933 F31 637 C(mi3AH)92152M180743AA085730 F21998F20854F18944F31180 
F37937 F37738 AA193162Z17344AA192546 

10117 2 AK074M7AI144342AVV014280BM145128 N28267AW206231AA989041 H93197 AW594063BG236296AW236606 AW081031 AA765843 
BM144372 AA989341 AI824838 AJ963970 AI637671 AW196330 BG427526 BM148789 BFB93644 BF881946 

371165 1 BG009500 AI376551 AA897445 T87714 

506272.1 A1592525 AW005307 AW383618 Al 689881 AI342712 AA908899 

1 28918.1 AA291 529 AI629027 A1890447 AA677465 BF001 1 79 AI301 102 AW452003 AA704419 AA706883 T68871 AW291023 
LI BE144152AA487799BF916865AA937952 

T63141 AI821021 BF370092BF370127BF370060T62998 

AK0551 96 AW952031 A1694545 AI742403 AW874431 AW204731 AIB87383 BE220997 AA01 1287 M1 1 51 12 AI305385 AW571707 BF433009 
AW197042 AI367088 H23002 H1 1743 R37085 Z39208 AI002267 H10206 T23948 W74801 R51633 R37677 R59958 H10833 BGO12OO0 R13817 
H22794 Z43122 H10257 BG984543 H10875 8G984542 AA318232 8F849799 W76367 AA376654 R18795 AA114979 AA303838 AW139819 
A1674165 AI686172 W94102 R67170 H1 1820 BG01 5023 

BC014081 NM.000593 X57522 L21208 L21207 L21206 121205 L21204 AL561404 AL545423 AL560492 AL556882 AL541576 AL550654 B1823519 
Br770023 AL554969 BI4899D6 AI304693 AW295947 BM146642 X57521 BG820143 BE898390 F06770 F12630 BM423610 AL561518 BM009470 
BG742981 AA279685 AA847441 AA313737 BF172639 BF897216 BF91 4190 BF903647 S70277 A1569694 AW073296 A1361433 AA564644 
AA487429 BE858232 M838610 A1539114 AI719375 AI829129 BG057675 AI423422 AU158860 BE300S55 AW170777 AA586956 AL571889 
AL556850 AL576404 AL582800 B1256544 BF342301 BG875994 AA054458AA353161 AI940434 BE81 6522 AL577636 A1479650AW1 50377 
AU154395AW951271 A1032220 A1819778 AI346733 AW771 1 50 AW512525 AI249904 AA279809 AI352549 AW51251 7 BG056280 AA521222 
BE271141 AL581932AL541575BI819184AV660190AL556475A162O02OAW089888AW079179 Z21518AA6876O1 F04651 AI783961 T57198 
AI433367 T78652 AL554968 AA365648 AL58261 9 BE874601 BF804669 AL574458 BM145502 AI26651 4 AI538823 AI475626 AA948210 AA884054 
AA487637 AA031844 AA535221 AW794256 AW361447 BE788505 A1682892 AA830989 AA862356 AA6530B4 BM0091 54 AA135727 H05927 
H23433 R42244 N79997 AW366665 AW366601 AA678742 AL556474 AA135770 BE774050 BF914200 HB8457 AA627746 B156021B BI753586 
22448.4 BM475665 BE644917 AW770789 AW952971 N64863 BM263259 AI224545 AI1B4865 N69114 AW518902 AI440169 AA809472 AV654440 

AA281642 AU1B5230 AW337382 AJ872923 A1537113 N73B82T83378 H53731 BF671764 AW897824 AI811204 AA344646 BE009112 BG8S9664 
H91240R60548 N41701 

4983.5 BI826340 BI868674 R1261 5 AW887767 BF439409 AI424995 BG059893 AA417003 A1220270 AA4 18740 Al 190974 Z39070 AA742556 AA835058 

AA694436 R20520 AA416795 BG460307 BI560147 
45807.4 AI990640 AI380016 BM273298 BM273060 

1407.1 NM_007329 AF159456 AJ243212 AJ297935 AA295769 NM_017579 AJ243224 AJ492875 AI796676 A1749838 AA918144 AI814590 AI923531 

BF513992 AI720725 AI150879 A1279072 AW61 2904 A1492104 AI284510 AU41231 AA61 3554 AW6621 48 AW769047 AA565985 AW612888 
AU100513 BG955585 BG955588AA295763 BE829414 BF760645 BG954398 AA295332 AA295795 BE932867 AW769569 T89953 BE934311 

1 139083 J BE088101 T05990 AW872477 

317753.1 A1928355 A17091 78 AA436447 AI431274 BF946000 

1511159J BE091833BE091874BE091B71 

83923J W92422AA013353 

1241126.1 AW977507 AA503803 AA7671 37 AAB28032 AA828033 

85022.1 AA019761 AA017656 AA017374 
450370.1 AF150283 AW182000 AW277221 AV735848 

41648.2 AKQ26817 AI559708 AW273539 AW892986 
2523501.1 AI732629 AI732831 AA776249 

4045.1 AF085839R69254 R69137AW188788 

1235760.1 AW971 240 AA493723 AA493843 

40816.1 AK026728 AL138136 BF059437 A1657037 AL600872 C15206 C14676 AA001003 AL157562 B6706081 H24162 BF841047 H159S2 Z45355 
AL157565AV721762AW953127AA324171 BF476417R52508N54211 R46734 BG4 85659 BF810747 8E766227 AL538364 R19964 T15657 
AW197333 R16235 R40826 BG152309 AV72S035 R45066 AA016969 BE504976 BF593783 N51085 R61284 BE702264 Al 21 6994 Z41068 N72577 
R37645 AW237014 AW197630 AI359402 AA707906 AL119885 H23480 T 16037 AI950756 T62597 T91664 R40195 D60186 H23014 T89715 H05749 
H24054 AA001565 H15041 CI 5205 D59987 R13787 R61283 H23479 H07874 R14070 R52555 R21 139 H05856 AA348655 AL1 20460 T62525 
AV725241 AA046875 AI361912 H13341 BG150488 AL1 19338 Z42792 F05895 H0796S F06492 R59886 D31594 H09436 R35726 BI917845 
BG704198 BF735198 AL036526 BG569879 AW1 95713 R59867 AA016968 H09087 BE841173 AW893831 

15525.1 AK074473 B C0 17997 BI831060 BF971101 A1888394 AI082824 AV708785 W86073 W07772 AV660737 AI816793 R52250 BG183529 AA633473 
AI191256 R44763 R19947 BF571346 W88257 

1488711.1 BE063078 BE151503 BE151498 



TABLE 32C: 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 cBgrt numbers in this column are Gen bank Wenfifier (GI) numbers. 'Dunham, el al.' refers to the pubOcaDon entitled 'The DNA sequence of 

human chrornosome 22" Dunham, el al (19991 Nature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposiQon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposiuon 


400880 


9931121 


Plus 


29235-29336,38363-36580 


402474 


7547175 


Minus 


53526-53628,55755-55920,57530-57757 


406387 


9256180 


Plus 


116229-116371.117512.117651 


404277 


1834458 


Minus 


91655-91946 


402674 


8077108 


Minus 


39290-39502 


404240 


5002624 


Minus 


116132-116407,116653-116922 


405102 


8076881 


Minus 


• 120922-121296 


406122 


9144087 


Minus 


30940-31386 


400750 


8119067 


Plus 


198991-199168,199316-199548 


404394 


3135305 


Minus 


37121-37205,37491-37762,4105^41140,4132 


403421 


9665041 


Minus 


126509-126773,139986-140205 


403903 


7710671 


Minus 


101165-102597 


404854 


7143420 


Plus 


14260-14537 



471 



WO 03/042661 



PCIYUS02/36810 



401854 


7770538 


Plus 


151483-151637,151902-152008.152146-15231 


406422 


9256411 


Plus 


163003-163311 


400496 


9743564 


Rib 


4151S41695 


402333 


8844110 


Minus 


165693-165856 


406517 


7711431 


Plus 


7151-7402 


403420 


9664969 


Plus 


159835-15993B 



TABLE 33A: About 800 genes upregulated In lung fibrosis relative to normal lung 

Pkey: Unique Eos probesel identifier number 

ExAoca Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1 : 90th percentile of lung fibrosis Als divided by 90th percentile of norma) lung Als, where the minimum value for (he numerator and denominator was set to 50 



Pkey ExAccn UnigenelD Unigene Tille R1 

406964 M21305 FGENES predicted novel secreted protein 16.10 

431089 BE041395 ESTs, Weakly similar to unknown protein 12.38 

421110 AJ250717 Hs.1355 cathepsinE 11.86 

428330 L22524 Hs.2256 matrix metaDoproleinase 7 (rrctnfysin, 11.62 

43195B X63629 Hs.2877 cadherin 3. type 1. P-cadherin (placenta 9.90 

444381 BE387335 Hs.283713 hypothetical protein BC01 4245 8.5B 

406850 AI624300 Hs.172928 collagen, type I, alpha 1 8.26 

429500 X78565 Hs.269114 hexabrachlon (tenascfn C, cytotactin) 8.24 

422487 AJ010901 Hs.198267 nnicm 4. tracheobronchial 7.72 

408380 AF123050 Hs.44532 diubiquifin 7.24 

432306 Y18207 Hs.303090 protein phosphatase 1. regulatory ftnhib 7.15 

456034 AW450979 gb:Ul-H-BI3-aia-a-12-0-UU1 NG^CGAP^Su 7.12 

453355 AW295374 Hs.31412 myopodin 6.96 

408562 AI436323 Hs.31141 roundabout (axon guidance receptor, Dros 6.88 

421552 AF026692 Hs. 105700 secreted frizzted-related protein 4 6.83 

426125 X87241 Hs.166994 FAT tumor suppressor (Drosophila) homoto 6.72 

407192 AA609200 gb:af12e02.s1 Soares_tesns_NHT Homo sap 6.72 

43B089 W05391 nuclear receptor subfamily 1, group 1, m 6.62 

449523 NMJ00579 Hs.54443 chemoWne [CrC motiO receptor 5 6.56 

421952 AA30O90O Hs.96849 dynein light chain 2B (DNLC2B) 6.46 

417433 BE270266 Hs.82128 5T4 oncofetal trophoblast grycoprotein 6.32 

439195 H89360 gb^w28d08.s1 Morton Fetal Cochlea Homo 6.29 

444301 AK000136 Hs.10750 asporin (LRR class 1) 6.28 

414061 NMJJC0699 Hs.335493 amylase, alpha 2A; pancreafic 6.13 

423057 AWS61597 Hs.130816 ESTs, Moderately similar to 138022 hypot 6.11 

430702 U5B979 Hs.278568 H factor 1 (complement) 6.10 

424878 H57111 Hs^21132 ESTs 6.00 

417678 U90916 Hs.82845 Homo sapiens cDNA: FU21930 Ms, done H 6.00 

414217 AI309298 Hs^79898 Homo saptens cDNA: FU231 65 fis, clone L 5.94 

408491 AI088063 Hs.7882 ESTs 5.94 

419407 AW410377 Hs.41502 hypotheucai protein FL121Z76 5.92 

432222 A1204995 glx8n03c0ax1 Straiagene scftizo brain S1 5.92 

407857 AI928445 Hs.92254 synaptotagmin-tlke 2 5.90 

433230 AW136134 Hs.220277 ESTs 5.86 

412719 AW016610 Hs.816 ESTs 5.86 

407788 BE514982 Hs.38991 SlOOcatorunvbinding protein A2 5.82 

426759 A1590401 Hs.21213 ESTs 5.72 

418007 M13509 Hs.83169 matrix metaBoprctenase 1 (interstifiai 5.72 

421814 L12350 Hs.108623 thrombospondin 2 5.71 

430887 N66801 Hs.260287 WAA1841 proteh 5.70 

453870 AW385001 Hs.8042 Homo sapiens cDNA: FU23173 6s, clone L 5.62 

436954 AA740151 Hs. 130425 ESTs 5.58 

411573 AB029000 Hs.70823 WAA1 077 protein 5.55 

432441 AW292425 Hs.1 63484 intron of hepatocyte nuctear factor-3al 5.38 

410606 AW418779 Hs.1 14889 ESTs 5.38 

410600 BE280421 Hs.94499 ESTs 5.32 

413195 AA127382 Hs.22404 protease, serine, 12(neurotrypsin, moto 5.28 

406687 W31126 matrix metaltoproteinase 1 1 (stromelysin 5.26 

417733 AL048678 Hs.62503 H^aptens mRNA for 3'UTR of unknown prat 5.22 

412622 AW664708 Hs.171959 ESTs 5.22 

439941 A1392640 Hs.1 8272 amino acid transporter system A1 5.18 

440675 AW005054 Hs.279788 ESTs, Weakly simitar to KCC1_HUMAN CALCI 5.15 

430299 W28673 Hs.1 06747 serine carhoxypeptidase 1 precursor prot 5.13 

425177 AF127577 Hs.155017 nuclear receptor interacting protein 1 5.12 

444314 AI140497 gb:ow76b09.s1 Scares Jetal_Bver_spleen_ 5.11 

444527 NM.005408 Hs.11383 smafl inducible cytokine subfamily A (Cy 5.04 

452239 AW379378 protein tyrosine phosphatase, receptor t 4.97 

453874 AW591783 Hs.36131 collagen, type XIV, alpha 1 (unduKnJ 4.96 

443884 N20617 Hs.1 94397 lepfin receptor 4.94 

444040 AF204231 Hs.1 82982 gdgin-67 4.94 

428281 AA194554 Hs.1B3434 ATPase, H transporting, lysosomal (vacuo 4.93 

440687 AL080222 Hs.7358 hypothetical protein FU13110 4.92 

420000 AB036083 Hs.94262 p53^nducfole ribonucteotide reductase s 4.92 

432435 BE218886 Hs.28207O ESTs 4.92 
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422S73 AW297985 Hs.295726 integrin. alpha V (vitronectin receptor 4.90 

430665 BE350122 Hs.157367 ESTs, Weakly similar to 178885 serinerth 4.90 

446006 NMJ104403 Hs.13530 deafness, autosomal dominant 5 4.90 

_ 415992 C05837 Hs.145807 hypothetica) protein FU13593 4.82 

5 430027 AB023197 Hs.227743 WAA0980 protein 4.78 

408393 AW015318 Hs.23165 ESTs 4.76 

449509 AA001615 Hs.84561 ESTs 4.72 

416206 AW20624B Hs.1 11092 hypothetical protein FU22332 4.72 

iA 412828 AL133396 Hs.74621 prion protein (p27-30) (CreutzfeH-Jakob 4.72 

10 433226 AW503733 Hs.9414 WAA1488 protein 4.68 

444745 AF1 17754 Hs.11861 thyroid horrnona receptor-associated prot 4.68 

442994 A1026718 Hs.16954 ESTs 4.66 

430580 AA806105 Hs.300697 immuTOgtobuIinheavyconstamganima3{6 4.66 

409361 NM_005982 Hs.54416 sine ocufis homeobox (Drosophila) homok) 4.66 

15 418005 AI186220 Hs.83164 collagen, type XV, alpha 1 4.65 

433586 T85301 gb^78d06^1 Scares fetat liver spleen 4.64 

424917 AJ636208 Hs.96901 hypothetical protein FU23049 4.64 

424408 AI754813 Hs.146428 coBagen. type V, alpha 1 4.64 

_ 418113 AI272141 , Hs.83484 SRY (sex determining region Y)-box 4 4.62 

20 451109 F11875 Hs.5534 Homo sapiens cDNA FU12961 fis, clone NT 4.62 

450086 AW016343 Hs.233301 ESTs 4.61 

422163 AF027208 Hs.112360 prominin (mouselike 1 4.60 

442652 AHM5163 Hs.201378 ESTs, Weakly similar to T1 2545 hypotheO 4.59 

410268 AA316181 Hs.61635 six transmembrane epithelial antigen of 4.58 

2.J 418259 AA215404 ESTs 4.54 

426716 NMJX36379 Hs.1 71921 sema dar^n/irnrnunogtobufin domain (Ig), 4.54 

432810 AAB63400 ESTs 4.54 

407112 AA070801 Hs.51615 ESTs, Weakly similar to ALU7_HUMAN ALU S 4.53 

438100 M704806 Hs.143842 ESTs, Weakly similar to 2004399A chromos 4.52 

30 412652 AI801777 ESTs 4.52 

438899 AF085833 Hs.135624 ESTs 4.52 

416179 R19015 Hs.79067 MAD {mothers against decapentaplegic, Dr 4.52 

436252 AI539519 Hs.120969 Homo sapiens cDNA FU1 1562 fis, clone HE 4.52 

„ 443324 R44013 Hs.164225 ESTs 4.51 

35 407690 R47799 Hs.266957 hypothetical protein FU14281 4.51 

431393 AW971493 Hs.134269 ESTs, Highly similar to cytokine recepto 4.51 

452518 AA280722 Hs.24758 ESTs, Weakly similar to 138022 hypotheU 4.50 

431843 AA516420 ESTs, Weakly similar to B8Q22 hypotheti 4.50 

436865 AW88035B HsJ39808 hypothetical protein FU10 120 4.46 

40 452561 AI692181 Hs.49169 K1AA1 634 protein 4.46 

440273 A1805392 Hs.325335 Homo sapiens cDNA: FU 23523 fis, done L 4.45 

442048 AA974603 gb.op34f05.s1 Soares_NFl_T_GBC_S1 Homo s 4.44 

436120 A1248193 Hs.1 19860 ESTs 4.44 

423575 C188S3 Hs.163443 intronof periosfin (OSF-2os) 4.44 

45 429697 AW296451 Hs.24605 ESTs 4.44 

439866 AA280717 Hs.6727 Ras-GTPase activating protein SH3 domain 4.43 

429688 BE245169 Hs.211610 CUG triplet repeat, RNA-binding protein 4.43 

414462 BE622743 Hs.301064 arfaptin 1 4.42 

428698 AA852773 Hs.334838 WAA1866 protein 4.42 

50 420838 AW1 18210 Hs.42321 ESTs 4.41 

458584 AF217518 Hs.8360 PTD012 protein 4.40 

434340 AI193043 Hs.1 28685 ESTs, Weakly similar to T17226 hypothec 4.40 

400076 Eos Control 4.38 

431049 AA846576 Hs.1 03267 hypothetical protein FU22548 similar to 4.38 

55 445773 H73456 Hs.1 3299 Homo sapiens mRNA; cDNA DKFZp761M0111 (f 4.36 

420298 AI199510 Hs.267912 ESTs, Weakly simflar to ALU7.HUMAN ALU S 4.36 

433339 AF0 19226 Hs303S glioblastoma ov e» ex pr e ss ed 4.36 

412490 AW803564 Hs.288850 Hcmo sapiens cDNA: FU22528 fis, ctone H 4.34 

_ 416391 AI878927 Hs.79284 mesoderm specific transcript (mouse) horn 4.34 

60 421221 AW276914 Hjl326714 Homo sapiens done 1MAGE71 3177, mRNA se 4.33 

409342 AU077058 Hs.54089 BRCA1 associated RING domain 1 4.33 

42922B AI553633 ESTs 4.32 

426458 D83032 Hs.169984 nuctear protein 4.30 
408369 R38438 Hs.1 82575 SLC15A2 Solute carrier family 15 (hWpep 4.30 
65 432476 T94344 Hs.326263 ESTs 4.29 
434963 AW974957 Hs-288719 Homo sapiens cDNA FU12142 Ms, clone MA 4.28 
436446 AW016809 Hs.119021 ESTs 4.27 
439556 A1623752 Hs.1 63603 ESTs 4.26 
„ 428179 AI127772 Hs379698 serum^lucx)cc^coid regulated kinase-fi 4.26 
70 428411 AW291464 Hs.10338 ESTs 4.26 
434936 A1285970 Hs.1 83817 ESTs 4.23 
413048 M93221 Hs.75182 mannose receptor, C type 1 4.23 
432606 NM_002104 Hs.3066 granzyme K (serine protease, granzyme 3; 4.22 
_ 413859 AW992356 Hs.8364 Homo sapiens pyruvate dehydrogenase kina 4.22 
75 409977 AW805510 Hs.97056 hypothetical protein FU21634 4.22 
441297 AW403084 Hs.7766 uWquitin-conjugafing enzyme E2E 1 (homo 4.21 
421229 AI055590 Hs.7088 hypothetical protein MGC12435 4.20 
456844 AI264155 Hs.152981 COP-diacylglvcerol synthase {phospha&la 4.20 
on 423578 AW960454 Hs.222830 ESTs 4.20 
oO 446608 N75217 Hs.257845 ESTs 4.20 
424238 AA337401 Hs.1 37635 ESTs 4.19 
450747 AI064821 Hs.318535 ESTs, Highly similar to 181 8357A EWS gen 4.18 
420674 NM.000055 Hs.1 327 butyrylcWinesterase 4.18 
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428227 AA321649 Hs.2248 small inducible cytokine subfamily B (Cy 4.18 

439593 BE073597 Hs.124863 ESTs 4.17 

442369 AI565071 ESTs 4.16 

445885 AJ734009 Hs.127699 K1AA1 603 prolan 4.16 

5 459702 A1204995 gb:an03c03ji1 Stratagene schizo brain S1 4.16 

452960 AK001335 HsJ1137 protein tyrosine phosphatase, receptor t 4.16 

440703 AL137663 HsJ37B Homo sapiens mRNA; cDNA DKFZp434G227 (fr 4.15 

407347 AA829847 gb:od40d07.s1 NQ CGAP_GC81 Homo sapiens 4.14 

409153 W03754 Hs.50813 hypothetical protein FU20022 4.13 

10 430168 AW968343 Hs.145582 DKFZP434I1735 protein 4.12 

451184 T87943 transcription factor 7-dke 2 (T-ce!i sp 4.12 

426174 AA547959 Hs.115838 ESTs 4.12 

431562 A1884334 Hs.11637 ESTs 4.12 

417094 NM_006895 Hs.81182 histamine rimethyttransferase 4.12 

15 425259 AL049280 Hs.155397 Homo sapiens mRNA; cDNA DKFZp564K143 {fr 4.12 

449437 AI702038 Hs.100057 Homo sapiens cONA: FU22902 fis, done K 4.12 

425053 AF046024 Hs.154320 ubiquitin-activafing enzyme E1C{homolog 4.10 

444020 R92962 Hs.35052 ESTs 4.10 

439424 A1478667 Hs.1 18183 hypotheficaJ protein RJ22833 4.10 

20 416987 D86957 Hs.80712 KtAA0202 protein 4,10 

457121 AI743770 Hs.180513 ESTs, Weakly similar to KIAA0822 protein 4.09 

422737 M26939 Hs.119571 coflagen, type III, alpha 1 (Ehters-OanJ 4.09 

446619 AU076643 Hs.313 secreted phospnoprotein 1 (osteoporrtin, 4.08 

„ 431193 AW749505 Hs.296770 KIAA1719 protein 4.08 

25 452144 AA032197 Hs.102558 Homo sapiens, clone MGC:5352. mRNA, comp 4.08 

433308 AA58271 8 Hs.291 650 ESTs 4.08 

445756 AA290690 Hs.300776 ESTs 4.08 

431745 AW972448 Hs.163425 ESTs 4.08 

444610 AI174783 gb:HA2501 Human fetal Ever cONAfibrary 4.07 

30 440099 AL080058 Hs.6909 DKFZP564G202 protein 4.06 

439398 AA284267 Hs.221504 ESTs 4.06 

432731 R31178 Hs.287820 fibronectin 1 4.06 

415075 . L27479 Hs.77889 Friedreich ataxia region gene X123 4.05 

„ 433626 AF078859 Hs.86347 hypothetical protein 4.05 

35 428055 AA420564 Hs.101760 ESTs 4.04 

412584 X54870 Hs.74085 DNA segment on chromosome 12 (unique) 24 4.04 

413243 AA769266 Hs.193657 ESTs 4.02 

431214 AA294921 Hs.348024 v-rai simian leukemia viral oncogene horn 4.02 

453753 BE252983 Ks.35086 ubjquitin specific protease 1 4.02 

40 414504 AW069181 Hs.115175 sterile-alpha motif and leucine zipper c 4.02 

434404 AW445034 Hs.256578 ESTs 4.02 

407604 AW191952 collagen, type VDI, alpha 2 4.02 

429412 NM.006235 Hs^407 POU domain, class 2, associating factor 4.02 

436772 AW975689 mataltothionein 1E (functional) 4.00 

45 443257 AI334040 Hs.11614 HSPC065 protein 4.00 

450187 AA7367B8 Hs.78521 WAA1717 protein 3.98 

433913 AI694106 Hs.72325 ESTs, Weakly similar to 138022 hypotheti 3.98 

415060 AJ223810 Hs.43213 ESTs, Weakly similar to lEFS.HUMAN TRANS 3.98 

434096 AW662958 Hs.75825 plewmorohic adenoma gene^ikel 198 

50 432374 W68815 H&101885 Homo sapiens cDNAFUl 1346 fis, clone PL 3.98 

426818 AA554827 Hs.292996 DKFZp434A0131 protein 198 

440118 AB040893 Hs.6968 KIAA1460 protein 198 

413836 W92003 Hs.70614 ESTs 197 

__ 442647 AL038436 Hs.31388 ESTs 196 

55 449188 AW072939 Hs.347187 myotubularin related protein 1 196 

450656 AA010539 Hs.18912 ESTs 196 

410817 AJ262789 Hs.93659 protein disulfide fsomerase related prot 194 

429784 M89796 Hs.30 membrane-spanning 4-domains, subfamSy A 194 

„ 408483 AA464836 Hs.291079 ESTs, WeaWy similar to T27173 hypotheS 194 

60 407879 AA045464 Hs.6557 zinc finger protein 161 3.93 

438146 Z36842 Hs*7548 ESTs 193 

433658 L03678 Hs.1 561 10 immunogtabuGn kappa constant 193 

429355 AW973253 Hs.292689 ESTs 3.92 

437210 AA311443 Hs.293563 Homo sapiens mRNA; cDNA DKFZp586E2317 (f 192 

65 432467 T03667 Hs.239388 Human DMA sequence from done RP1-304B14 192 

452416 AA026115 Hs.1 14777 ESTs 192 

413873 AI310151 Hs.173524 ESTs 191 
400196 Eos Control 191 

437175 AW968078 Hs.87773 protein kinase, cAl^epextdeni, cataJyti 190 

/O 453204 R10799 Hs.191990 ESTs 190 

454076 AW204712 Hs.61957 ESTs 3.90 

431183 NMJJ06855 Hs.250696 KDEl (Lys-Asp^iu-Leu) endoplasmic retic 3.90 

437158 AW090198 KIAA1 150 protein 3.90 

443970 AI280341 Hs.166571 ESTs 190 

75 441633 AW958544 Hs.112242 normal mucosa of esophagus specific 1 190 

452281 T 93500 Hs.28792 Homo sapiens cDNAFU 11 041 fis, clone PL 3.90 

444057 AA316896 Hs.257267 FYVE and coSed-cofl domain containing 1 3.89 

411495 AP000693 Hs.70359 K1AA0 136 protein 188 

c - 438452 AI220911 Hs^88959 hypothetical protein FU20920 3.88 

oO 410297 AA148710 tumkan 3.88 

427698 AW972594 Hs.335499 ESTs 188 

436769 AA748675 ESTs 3.86 

417819 AI253112 Hs.133540 ESTs 186 
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inositol poJyphosphate-4-phosphaIase, ly 3.86 

nuclear receptor coactivator RAP250; per 3.86 

phorbotin-Bke protein MDS019 (CBfl15) 3.86 

ESTs. Weakly similar to 2109260A B eel 185 

LPS-inducedTNF^lpha factor 3.85 

CO 24 antigen (small cefl tung carcinoma 3.85 

desmoplalan (DPI, DPll) 3.84 

Homo sapiens cDNA RJ 12381 fe, done MA 3.84 

gb;ny97M1.s1 NCLCGAP.GCB1 Homo sapiens 3.84 

ESTs, Weakly similar to 138022 hypolheti 3.84 

glutarriinase 3,34 

ESTs 184 

ankyrin 3, node of Ranvier (ankyrin G) 3.82 

U6 snRNA-associated Sm-Bke protein LSm8 3.82 

Homo sapiens cDNA FU 10500 fis, clone NT 3.82 

ESTs 382 

ESTs 3; 8 1 

ESTs 3.80 

ESTs 3.8O 

v-maf musculoaponeurotic fibrosarcoma (a 3.79 

ESTs 3.78 
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Homo sapiens cDNA FU 11 968 fis, clone HE 
Homo sapiens cDNA FU12566 (is. clone NT 
Homo sapiens cDNA: FU22139 fis. done H 
ESTs, Weakly similar to A4901 9 dynein he 
cathepsin K (pycnodysostosls) 
WAA0306 protein 

ESTs, WeaWy similar to TRHY.HUMAN TRICH 

UM domain only 4 

hypothetical protein FU 11088 

putative riborrudease III 

ceD division cycle 4-like 

Homo sapiens, Similar to RIKEN cDNA 1700 

Target 

secreted modular cak^mvbirtding protein 

zinc finger protein 264 

ESTs 

ESTs 

Homo sapiens cDNA FU13571 fis, clone PL 
K1AA0471 gene product 
aryl hydrocarbon receptor 
ENSP00000223174*:KIAA0783 PROTEIN, 
prostate cancer associated protein 1 
ESTs 

Homo sapiens mRNA full length insert cON 
similar to mouse Xml / Dhm2 protein 
ESTs 

gb:zk85d12.r1 Soares_pregnanLuterus_NbH 

interteukin 13 receptor, alpha 2 

ESTs, WeaWy similar to CAYP_HUMAN CALCY 

hypothetical protein FU11328 

ESTs 

C084 antigen (leukocyte antigen) 
ESTs 

irrtron of: trchortiinophalangeal syndro 
gb:EST387190 MAGE resequences, MAGN Homo 
ESTs 

meningioma (disrupted In balanced trans! 
tumor necrosis factor receptor superfami 
gas trfn-re teasing peptide 
ESTs 

ubiqufBn specific protease 9, X chromos 
gb:qf29c01j(1 SoaresJes0s_NHT Homo sap 
integrin, alpha M (complement component 
Rag C protein 
ESTs 

ESTs, Weakly similar to (defline not ava 
ESTs 

ESTs, Weakly similar to KIAA1353 protein 

histonedeacetytase3 

gb:df27e02.y1 Morton Fetal Cochlea Homo 

K1AA0643 protein 

RE1-s2encrng transcription factor 

ESTs, Weakly similar to S65657 atpha-IC- 



hypotheBcal protein FU20093 
uKquiSn specific protease 18 
ESTs 

ESTs. Moderately similar to CA1 C RAT COL 
ESTs 

BCE-1 protein 

ESTs. Weakly sim2ar to putative p150 [H 



3.28 
3.28 
127 
127 
127 
127 
127 
126 
126 
126 
126 
126 
126 
126 
126 
126 
126 
126 
126 
125 
125 
3.25 
3.25 
3.25 
124 
124 
3.24 
3.24 
3.24 
124 
124 
3.24 
124 
124 
124 
3.24 
3.24 
124 
123 
123 
123 
123 
123 
122 
122 
122 
122 
3.22 
122 
122 
122 
3.22 
3.21 
121 
3.20 
12) 
120 
120 
120 
120 
120 
120 
120 
119 
119 
118 
118 
118 
118 
118 
118 
116 
118 
118 
118 
118 
118 
118 
118 
118 
118 
118 
117 
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432954 


AI076345 




444990 


AI912410 


Hs^7475 


427373 


AB007972 


Hs.130760 


408832 


AW085690 


Hs.63428 


441B89 


AI090455 


Hs.268371 


416959 


028459 


Hs.B0612 


445525 


8E149866 


Hs.14831 


420623 


BE245485 


Hs.99437 


451475 


T19093 


Hs.26450 


452066 


AA772149 


Hs.16979 


429556 


AW139399 


Hs.98988 


448514 


AB020626 


Hs.301866 


443732 


AI188803 


Hs.153944 


436805 


AA731533 


Hs.270751 


430057 


AW450303 


Hs.2534 


417511 


AL049176 


Hs.82223 


423595 


R82826 


Hs.220702 


445837 


A1261700 


Hs. 145544 


418068 


AW971155 


Hs.293902 


430253 


AK001514 


Hs.236844 


414183 


AW957446 


Hs.301711 


433194 


AB040883 


Hs.83243 


453915 


AA588721 


Hs.286218 


407725 


BE388094 


Hs.21857 


437412 


BE069288 


Hs.34744 


440937 


AF202724 


Hs.7531 


449057 


AB037784 


Hs.22941 


446126 


AWQ85909 




407204 


R41933 


Hs.140237 


419145 


N99S38 




418757 


AI864193 


Hs.169728 


430000 


AW205931 


Hs.99558 


437296 


AA350994 


Hs.20281 


441381 


H22195 


Hs.31874 


457250 


AAB11987 


Hs.125779 


422900 


AA641201 


Hs.222051 


442787 


W93048 


Hs.250723 


430589 


AJ002744 


Hs.246315 


419355 


AA428520 


Hs.90061 


409509 


AL035923 


Hs.322710 


417308 


H60720 


Hs.81892 


409799 


D11928 


Hs.76845 


429160 


AW663083 


Hs.144469 


452679 


Z42387 


Hs.83833 


451107 


AA235108 


Hs.17639 


444034 


AL161957 


Hs.10177 


451518 


AW340925 


Hs.174918 


435702 


AI 033847 


Hs.121001 


439208 


AK0DO299 


Hs.1 80952 


451838 


AWD05866 


Hs.193969 


426369 


AF134157 


Hs.169487 


446945 


AI193115 


Hs. 16611 


453920 


AI133148 


Hs.36602 


411529 


AA430348 


Hs.317596 


417105 


X60992 


Hs.81226 


433854 


AA610649 


Hs333239 


408089 


H59799 


Hs.42644 


453686 


AL1 10326 


Hs.304679 


426167 


AF039023 


Hs.167496 


452195 


AA994712 


Hs.1 16878 


416580 


T61572 


Hs.79385 


419839 


U24577 


Hs.93304 


424001 


W67883 


Hs.137476 


434584 


D57341 


Hs.188361 


433401 


AF039698 


Hs.284217 


409245 


AA361037 




414290 


A1568801 


Hs.71721 


400294 


N95796 


Hs^78695 


429819 


AL133011 


H&225108 


448873 


NMJW3677 


Hs22393 


428471 


X57348 


Hs.184510 


436288 


AJ361722 


Hs.192410 


433376 


AI249361 


Hs.74122 


416051 


AA835868 


H-L25253 


453468 


W00712 


Hs.32990 


412340 


AA101809 


Hs.182685 


438716 


AA814903 


Hs.155113 


419440 


AB 020689 


Hs.90419 


433017 


Y15067 


Hs.279914 


428513 


BE220806 


Hs.184697 


437866 


AA155781 




451027 


AW519204 


Hs.40808 


448030 


N30714 


Hs.325960 



ESTs 

Homo sapiens cDNA RJ12749 fis, done NT 
myosin phosphatase, large! subuni! 2 
ESTs, Weakly stmBar to Z195_HUMAN ZINC 
hypolhelica! protein FL) 20274 
ubiquitin-conjugating enzyme E2A (RAD6 h 
Homo sapiens. Similar to zinc finger pro 
Homo sapiens mRNA; cDNA DKFZp586G1924 (f 
K1AA0725 protein 

ESTs, WeaWy sirriSar to A43932 imrcn 2 p 
ESTs 

WAA0819 protein 

ESTs 

ESTs 

bone morpftogenefc protein receptor, typ 

chonMke 

ESTs 

ESTs 

ESTs, Weakly similar to ISHUSS protein d 

hypothetical protein FU 10652 

ESTs 

WAA1450 protein 
ribosomal protein L44 
ESTs 

Homo sapiens mRNA; cONA DKFZp547C136 (fr 
WAA0810 protein * 
KIAA1363 protein 

pteckstrin homology domain interacting p 

ESTs, WeaMy similar to ALU1 HUMAN ALUS 

gb:za39g1 1.r1 Soares feta! liver spleen 

hypothetical protein FU13150 

hypothetical protein MGC5338 

K1AA1700 

ESTs 

ESTs 

ESTs 

hypothetical protein MGC2747 
UDP-N^tyMpha-OgaladosarrunKpGtyp 
progesterone binding protein 
ESTs 

WAA0101 gene product 
phosphoserine phosphatase-like 
ESTs 

transmembrane, prostate androgen Induced 
Homo sapiens ubtquftJn protein figase (U 
plectetrin homology domain interacting p 
ESTs 

Homo sapiens, clone IMAGE: 3460280, mRNA 

dynacCn4(p62) 

ESTs 

Kretster (mouse} mat-related leucine zip 
tumor protein D52-like 1 
I factor (complement) 

Homo sapiens cDNA FU12927 fis. done NT 

CD6 antigen 

ESTs 

thbredoxh-Dke 

ESTs, Moderately similar to Z1 95.HUMAN Z 

RAN binding protein 6 

ESTs 

Human clone 23574 mRNA sequence 

phosphoGpase A2, group VII (platetetac 

paternally expressed 10 

Homo sapiens cDNA FU12807 fis, clone NT 

serdcglcafly defined colon cancer antig 

tRNA isopenterrylpyrophosphate transfers 

ESTs 

Homo sapiens prostein mRNA, complete cos 

Homo sapiens mRNA; cDNA DKFZp434P201 (fr 

densfty-regutated protein 

straUSn 

ESTs 

caspase 4. apoptosis-retated cysteine pr 

rnannosidase, alpha, class 1A, member 1 

DKFZP566F084 protein 

ESTs 

ESTs 

WAA0882 protein 
zinc ringer protein 232 
ptexinCI 

metaOolhionein 1E (functional) 

Homo sapiens, Similar to R0CEN cDNA 2810 

membrane-spanning 4-domains, subfamily A 

479 
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3.16 
116 
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3.16 
3.16 
116 
116 
116 
116 
116 
116 
116 
116 
116 
115 
115 
114 
114 
114 
114 
114 
114 
114 
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114 
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3.14 
3.14 
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114 
114 
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114 
114 
114 
114 
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435445 


M737345 


Hs.294041 


420997 


AK001214 


Hs.100914 


449924 


W30681 


Hs.146233 


406122 




435272 


AA906415 


Hs.110041 


410726 


At623859 


Hs.15936 


413063 


AL035737 


Hs.75184 


407949 


W21874 


Hs^47057 


417538 


AW050865 


Hs.275711 


434938 


AW500718 


Hs.8115 


434733 


AI334367 


Hs.159337 


434421 


AI915927 


Hs.34771 


407930 


AA045847 


Hs.188361 


424939 


AK000059 


Hs.153881 


458332 


AI000341 




445034 


AW293376 


Hs.143659 


446570 


AV659177 


Hs.127160 


429920 


AW473208 


Hs.1 15572 


459513 


AI032946 




419038 


AW134924 


Hs.190325 


451079 


AI827988 


Hs.240728 


417386 


AL037228 


Hs.82043 


453108 


A1311457 


Hs.99472 


449328 


AI962493 




428656 


AB037798 


Hs.188790 


425509 


AF079363 


Hs.158213 


447957 


NMJM4821 


Hs.20126 


417226 


AW505054 


Hs.4283 


452248 


AA093668 


Hs.28578 


426279 


AI648520 


Hs.169084 


433814 


AA609738 


Hs.16525 


453064 


R40334 


Hs.89463 


431341 


AA307211 


Hs^51531 


441789 


D52059 


Hs.7972 


456437 


AI924228 


Hs.115185 


438771 


NMJ)16289 


Hs.6406 


448497 


BE613269 


Hsl21893 


416240 


NMJJ01981 


Hs.79095 


409038 


T97490 


H<l50002 


424776 


AI867931 


Hs.164595 


408409 


AW838181 


Hs.278337 


429693 


BE254962 


HsJ211612 


425960 


AW410646 


Hs.164649 


431625 


AW750627 


Hs.6634 


451144 


AW956103 


Hs.61712 


432274 


AK000382 


Hs.274251 


408683 


R5B665 


Hs.46847 


427735 


AA916785 


Hs.180610 


440603 


AL121733 


Hs.7299 


415443 


T07353 


Hs.7948 


439981 


AI348408 


Hs.124675 


406685 


M18728 




446013 


AG60167 


Hs.152774 


433902 


AW292820 


Hs.144908 


412610 


X90908 


Hs.74126 


432505 


AW274526 


Hs.277721 


440040 


BE219431 


Hs.302031 


433255 


AI274270 


Hs.96840 


419726 


U50330 


Hs.1274 


417258 


N58885 




435800 


AI248285 


Hs.1 18348 


444838 


AV651680 


Hs.208558 


456760 


AW961251 


Hs.127828 


408360 


AI806090 


Hs.44344 


427982 


NMJH6156 


Hs.181326 


436396 


AI683487 


Hs.152213 


410434 


AF051152 


Hs.63668 


412095 


AI624707 


Hs.5921 


425955 


T96509 


Hs.248549 


450247 


AF123303 


Hs^4713 


417865 


AW086059 


Hs.6529 


415457 


AW08171O 


Hs.7369 


438543 


AA810141 


Hs.192182 


415503 


U36601 


Hs.78473 


429138 


AB020657 


Hs.197298 


447881 


BE620886 




425481 


AW978162 




453315 


BE544203 


Hs^4B31 


440638 


AI376551 




433208 


AW002834 


Hs.24095 


442495 


AI184717 




416858 


AW961605 


H^21145 


408170 


AW204515 


H01835 



ESTs 

hypothetical proton FU 10352 

Homo sapiens cONA: FU22130 fis. done H 

Target Exon 

ESTs 

ESTs 

chitinase 3-Gke 1 (cartilage gfycoprote 

ESTs. Weakly similar to 2109260A B cell 

hypolhetical protein MGC2452 

Homo sapiens, clone MGC:16169. mRNA. com 

ESTs 

ESTs 

Homo sapiens cDNA FU12807 lis, done NT 
Homo sapiens NY-REN-62 antigen mRNA. par 

ESTs 
ESTs 

ESTs, Weakty similar to 138022 hypothec 
gb:ox06gQ9.s1 Scares Jetatjver spleen 
ESTs 

ESTs, Moderately similar to PC4259 ferri 

01 23 gene product 

ESTs 

ESTs 

KJAA1377 protein 
sperm associated antigen 6 
KlAA0317gerte product 
ESTs 

musdeblind (DrosophilaHfce 
tubby tike protein 3 
ESTs 

potassium large conductance caJdurn-acG 
proleasome (prosome, rnacropain) subunit, 
WAA0871 protein 

ESTs, Moderately similar to PC4259 rem 
M025 protein 

hypothetical protein DKFZp761N0624 
epidermal growth factor receptor pathway 
small inducible cytokine subfamBy A (Cy 
ESTs 

Homo sapiens cONA FU11537 fe, done HE 
SEC24 (S. cerevisiae) related gene famfl 
hypothetical protein DKFZp434H247 
Homo sapiens cDNA FU 22547 fis, clone H 
pyruvate dehydrogenase kinase, isoenzyme 
hypothetical protein FU20375; WAA1797 
TRAF and TNF receptor-associated protein 
splicing factor proBneJgi utamine rich ( 
Novel human gene mapping to dicmosome 1 
ESTs 

ESTs, WeaWy similar to T14742 hypotheO 
gb:Human nofrspedhccrossreacfing antig 
ESTs 
ESTs 

fatty add binding protein 6, Seal (gas 
WAA0049 

zinc finger protein, subfamfy 1A, 4 (Eo 

WAA1527protdn 

bone morphogenefic protein 1 

gb:yy6Qa09.s1 Soaresjnuttiple sderosis 

ESTs 

ESTs 

guanine nucleotide binding protein (G pr 
hypothetical protein FU20534 
K1AA1073 protein 

wingless-type MMTV integraSon site farni 
WMike receptor 2 

Homo sapiens cDNA FU21592 fis, clone C 
ESTs, Moderately similar to S65657 alpha 
hypothetical protein 

ESTs, Weakly similar to [78885 serine/th 
ESTs. Weakly similar to AIU1 HUMAN ALU S 
ESTs 

N^earatytase/N-sulfotransferase (hepara 
NS1-binding protein 

GCN1 (general control of amino-ackj synt 

ESTs 

ESTs 

gb:te64e10jc1 Soares_NFU_T_GBC_S1 Homo s 

ESTs 

ESTs 

hypotheecaJ protein RG083M05.2 
ESTs 



3.10 
a<B 
3.09 
3.09 
3.09 
3.09 
3.08 
108 
3.08 
108 
3.08 
3.08 
3.08 
3.08 
108 

aos 

3.08 
3.08 
3.06 
3.06 
3.06 
3.06 
3.06 
3.06 
3.06 
3.06 
3.06 
3.05 
3.05 
3.05 
3.05 
3.05 
104 
3.04 
3.04 
3.04 
3.04 

atw 
ao4 
ao3 

3.03 

ao3 
ao3 

3.03 
3.02 
3.02 
3.02 
3.02 
3.02 
3.02 
3.02 
3.02 
3.02 
3,02 
3.02 
3.01 
3.01 
3.01 
3.01 
3.00 
3.00 
3.00 
3.00 
3.00 

aoo 
aoo 

3.00 

aoo 

2.98 
Z98 
Z98 
Z98 
Z93 
Z98 
Z98 
Z96 
Z96 
Z96 
Z95 
Z95 
Z94 
Z94 
Z94 
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430382 
449765 
407361 
407910 
436005 
443458 
443317 
411118 
443494 
416311 
433068 
429272 
432519 
445467 
426782 
426216 
413882 
421554 
446488 
421391 
424527 
419284 
415788 
448481 
410491 
443441 
422725 
431926 
420406 
437678 
440115 
43S883 
446428 
451273 
435154 
432451 
442703 
419341 
435861 
420137 
438441 
426158 
432882 
416239 
434792 
424852 
425638 
419551 
450571 
442435 
424148 
445784 
408072 
434779 
450295 
440381 
433923 
420802 
429670 
437908 
438676 
410361 
444969 
446423 
435517 
425354 
439180 
429073 
433834 
417365 
414521 
402550 

TABLE 33B: 



AA477908 Hs.282267 ESTs, Moderately similar to 138022 hypo! 

N92293 Hs.206832 ESTs, Moderately similar to ALU8_HUMAN A 

AA744622 Hs.292645 ESTs, WeaWy similar to ALU5_HUMAN ALU S 

AA650274 Hs.41296 fibronecUn leucine rich transmembrane p 

BE551650 Hs.158126 Homo sapiens cDNAFLM 3350 fis, done OV 

AI805078 Hs.208261 ESTs 

AW293413 Hs.132906 19A24 protein 

N27944 Hs.221476 ESTs, Weakly similar to AF1O8460 1 ubmu 

AW237014 Hs.315389 Homo sapiens cDMA: FU23075 fis, done L 

D80529 gb^UM081H05B Human fetal brain {TFujiwa 

NM.006456 Hs.288215 sialyltransferase 

W25140 Hs.110667 ESTs 

AJ221311 Hs.130704 ESTs, WeaWy similar to BCHU1A S-100 pro 

AI239832 Hs.15617 ESTs, WeaWy similar to ALU4 HUMAN ALU S 

R14614 Hs.33846 ESTs 

N77630 Hs. 13895 Homo sapiens cDNA FIJ1 1654 fis, done HE 

AA132973 Hs.184492 ESTs 

AW137676 Hs.97775 ESTs 

AB037782 Hs.15119 K1AA1361 protein 

AW304350 Hs.191958 rnimunogtobufin superfamity receptor tran 

AW138558 Hs.334873 ESTs, WeaWy similar to 154374 gene NF2 

AW820B69 Hs.215658 ESTs, Moderately similar to ZN91 HUMAN Z 

AW628686 Hs.78851 K1AA0217 protein 

W15284 Hs.74832 ESTs 

AA4651 31 Hs.64001 Homo sapiens done 25218 mRNA sequence 

AW291196 Hs.92195 ESTs 

AA315703 Hs.199993 ESTs, WeaWy similar to ALUB JfUMAN ill! 

AW972724 gb:EST384816 MAGE resequences, MAGI Homo 

AA741024 HS.B8378 ESTs 

AA829660 Hs. 122834 ESTs 

R41808 Hs.144924 ESTs, Weakly similar to B Chain B, Sotul 

AL359652 Hs.1 71096 Homo sapiens EST from done DKFZp434A041 

AW082270 Hs. 1 2496 ESTs, WeaWy similar to ALU4 HUMAN ALU S 

NM.014811 Hs.26163 KIAA0649 gene product 

AA668764 ESTs 

AW972771 Hs.292471 ESTs, WeaWy similar to ALU1 HUMAN ALU S 

AL044949 Hs.1 16298 ESTs 

N71463 Hs.1 18888 ESTs, WeaWy similar to ALU1_HUMAN ALU S 

AF254956 Hs. 16608 candidate tumor suppressor protein 

AA306478 Hs.95327 CD3D antigen, delta porvpeptjde (TTT3 co 

AW664980 Hs.205319 ESTs 

NM_001982 Hs. 199067 v-erb-b2 avian erythroblastic leukemia v 

NMJJ13257 Hs.279696 serum/gjuKX^rtoad regulated Wnase-ii 

AL038450 Hs.48948 ESTs 

AA649253 Hs.132458 ESTs 

A1222779 Hs.1 44848 ESTs 

NM_01 2337 Hs.158450 nasopharyngeal epithelium specific prote 

AW582256 Hs.91011 anterior gradient 2 (Xenepus bevis) hom 

AF158240 Hs.60397 ESTs 

AI986208 Hs.244760 ESTs. Highly similar to B34087 hypotheti 

BE242274 Hs.1741 infegrin, beta 7 

A1253155 Hs.146065 ESTs 

BE005566 Hs.1 6773 Homo sapiens dona TCCQA00427 mRNA sequ 

AF153815 Hs.50151 potassium invrardfy-fetfifying channel, s 

A1766732 Hs.210628 ESTs 

AA917808 Hs.190495 ESTs 

A1823453 Hs.146625 ESTs 

U22376 Hs.1334 v-myb avian myeloblastosis viral oncogen 

L01087 Hs.211593 protein kinase C, theta 

A1082424 ESTs 

AA813745 Hs.1 23446 ESTs 

BE391804 Hs.62661 guanylate binding protein 1, mterferon- 

A1203334 Hs.160628 ESTs 

AW139655 Hs.150120 ESTs 

AA928626 Hs.130177 ESTs 

U62027 Hs.155935 complement component 3a receptor 1 

AI333742 Hs.1 99057 v-erb-b2 avian ervthrobiasfc leukemia v 

AA446167 Hs.47385 ESTs 

AA620742 Hs.130786 ESTs 

D50683 Hs.82028 trarfiforrning growth factor, beta recepto 

D28124 Hs.76307 neuroblastoma, suppression of tumortgenl 
Target Exon 



294 
294 
294 
293 
293 
293 
292 
292 
291 
291 
290 
290 
2.90 
288 
288 
288 
288 
288 
284 
284 
282 
282 
282 
282 
260 
280 
280 
280 
279 
278 
278 
278 
277 
276 
276 
275 
274 
274 
272 
270 
270 
267 
266 
262 
260 
258 
257 
256 
256 
256 
256 
253 
252 
252 
248 
246 
244 
244 
244 
243 
237 
228 
228 
227 
227 
226 
200 
1.98 
1.72 
1.52 
1.30 
1.09 



Pkey: Unique Eos probeset identifier number 
CAT number: Gene duster number 
Accession: Gen bank accession numbers 



Ptey 



CAT Number Accession 

431089 125941_2 BG940189AW063489AA715980 BRM1091 BFB80066AA666102AA621946 AA491826 
S£2 AA136S53 AA1 36656 AW450979 AAS84358 AA809054 AW238033 AA4 92073 BE1S8945 

407192 2200202J AA602964 AA609200 

481 
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5 

10 
15 
20 



4380B9 



439195 
432222 
406687 
444314 
452239 



433586 
418259 



22448 4 



21979 1 
539529 1 
0_0 

1027984.1 
10116_4 



32908J 
133853.1 



432810 101919.1 



412552 18858,2 



25 431843 445334J 



30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



442048 
429228 

442369 
459702 
407347 
451184 



444610 
407604 



750422.1 
215430.1 

2691713.1 
539529J 
810943 1 
1531.4 



2145292J 
43771J 



436772 
437158 



410297 



1239464.1 
69575J 



2990.1 



436769 
412636 



1239572.1 
1438J 



BM475665 BE644917 AW770789 AW952971 N64863 BM263259 AJ224545 A1184866 N69114 AW51 8902 AJ440 169 AAB09472 AV654440 
AA281642 AU185230 AW337382 AI872923 AI537113 W73882 T83378 H63731 BF671764 AW897824 AJ811204 AA344646 BE009112 BG899564 
H91240 R60548 N41701 
AF086037 H89360 K89546 

BG207209 BE166299 AI204995 BG199355 AW969908 AA528756 AW440776 BI044354 
M31126 

AW749625 AW749626 AW749644 AI140497 

BG034853 AW173315 AW303375 BG190225 BG939153 BF057308 AA600738 AI751258 A1090485 BE939504 AW631492 AI768270 AI862133 
AA417652 BE378218 AA599207 AW794702 AA024968 AA446024 Al 148235 AI191710 BI493797 Al 272646 BJ493795 AA634323 A1754332 
AA258414 C05155 AI21 8226 AI039656 AI350380 A1084698 A1754989 AI673545 AI43201 OAl 751 035 AA375571 AA445297 BG216743 
BC01 1 194 AW51 7087 AA601054 T85512 

BM310925 M4261 10 BM310629 BF434288 AW015091 BF475996 AW1 1 8867 BE675186 AI688566 Ai453594 AW590589 AI65242S AI8279S9 
BF056946 A1802866 A1393380 AJ476224 AW590639 AW136271 AJ458252 A1524726 AA843768 AA782158 A1336058 A1097532 AW451563 
AA459408 AA459633 AA41B444 W23607 B6940150 AI493445 AW054729 AI221929 A1868744 AA21 5405 AA766713 AA621 546 BF928317 
BE4641 32 AI990909 AW271459 A1262061 AA215404 N74332 BG940151 BG952261 AA9721 1 5 W96315 AA689586 R69057 BF766886 BE769254 
W05240 

BG292389 C06094 AI668930 AW104534 AA310513 AA830127 AW134897 AA046953 AW965490 AI810530 BF092924 AA334151 AA334725 
D31302 R20723 AA263003 B1824635 A1276287 AI684428 /U524234 AI335035 AW014704 AI911443 AA972102 A1367512 AI126670 AW016017 
AI286003 AJ147163 AA626033 AI539156 AA565542 AI094253 AW512612 BE889S28 AA744752 BE646306 AW471324 AA999975 AA863400 
H17550 A1991439 R461B7 BE929954 AA333976 D63102 BF744491 

AI801777 BE677762 AW00321O AW009441 B6350994 BE207949 AI091475 AI802774 A1827533 AI075363 A1659979 AA687855 AIQ78125 AI0902B5 
AA670058 AA602411 AA683472 A1436058 AA612826 A1038932 BG057726 A1167355 BF449023 AI289476 AW074381 BF972912 A1991780 
AA889119 AI537472 Z39730 AI868953 A1192337 BE812978 BE81 2939 AA1 15248 H99006 A1915784 F08973T16748 D20468 AA609899 BF081234 
AA115336 BE812876 BEB12972 BE812982 BE813006 BEB13019 R43883 BE812981 

AW9701 34 AA516420 AA5430O7 BG057526 B1001430 AI498371 D60181 081004 D603B2 C15876 N91070 C14815 C15068 080763 C1481B 
C15161D60184 D60656 
AW340495 Al 98431 9 AA974603 

BG676155 BM009591 AI479075 AI025794 AI017967 AA448270 BE46681 2 AA853422 AI392649 BG952034 AA513384 BF840124 BE714620 

AW969605 A1553633 

AA993566 A1521958 AI565071 A1864217 

BG207209 BE166299 AI204995 BG199355 AW969908 AA528756 AW440776 BJ044354 
T23514AI655785 

Z99388AV716301 BE222333AI949687Bn32426AI494036AW21430AW577332N6^ AA757364 
BF515264 A1186231 BE466036AW631313AA993514 N54411 BG057515AW013895N77963 AA708723 AJ273295 N59093AA522665 AJ871574 
M505521 AA812256 AA553841 AW467057 W68650 A! 168772 AA988308 AA910057 A1868258 AA91 8322 AI335847 AA621494 AA904390 
AI760007 AU146694 AV758440 BM142562 N66507 AI674563 AW628584 AI263902 BF223368 AI090490 AI452918 N71423 AA062767 T94332 
AA016003 BG581608 AA0B2426 AA029451 N71873 BF437845 T54154 AV741757 
AI174783R12271 R83569 

AK0741 29 AL138071 AI808793 AI453544 AKJB4616 BF062435 BE672932 A182B298 BF062464 A1803443 AI264326 AJ280956 AT743547 AW295227 
AW139967 AI972561 AI863570 AW062752 AVWJ62756 AW062753 AW176904 AW062755 AW062750 AW062749 AW176886 A1751694 BG251391 
AA043621 W30872 B1524827 N94581 AJ08461 4 AA776976A1377572AI751 695 AI01 6576 AW439994 AW1 94255 AW627763AA668249 A1079870 
AW022524 AI968540 A!248360 AA702490 AA043262AA631511 AVW6883 AW751767 AW176B87 AW062748 AW06Z745AVW68S2AW176815 
AW176814 AW176846 AW176841 AW176871 AW176874 AW176819 AJ927437 AW191962 R38548 AA853713 AW196059 AA618567 AW176881 
AW052754 AW062751 AW062746 AW176888 AW751772 AW176859 AW751765 AW751762 AW176833AW176873AW51745AA694513 
AA780815 AW176857 AW176834 AW176839 AW751771 AW176878 AW176843 AW176842AW751755 AW176847 AW176812AW176830 
AW176849 AW176844 AW176877 AW751757 AW176850 AW176851 AW751758 AW751746 AW176858 AW176853 AW751766 AW17684S 
AW176872 AW176840 AW176876 AW176852 AW75 1754 AW176836 AW176856 AW751773 AW751760 AW751751 AL138070 AA639738 AL602588 
AA853712 AA317570 R38469 AW291569 
AA156151 Z25109 C05177 AW975688 AA731063 N67084 

AL050068 AA160485 AW1 73544 AW296506 AW439860 AJ521 563 Al 702529 AJ393506 AW138323 AA570109 H19504 BM021968 BF063327 
BF593552 AA630766 A1597717 AI807128 AA52301 2 Al 356250 AW451857 AA974203 AI762577 BF512552 AW007307 BE675286 AW450602 
AA962057 AVW16069 AJ582546 BF221924 BF222543 AI801 ^ 
W85516 T03370 AW61 1634 H41653 AI468349 H19588 AW090198 AW043993 R39847 

8C013939 BW94690 BM9121 1 AJ928393 AA843540 BG938644 AU185628 BI495842 AW173255 8M052709 AI743999 AI690144 AJ922209 AI740907 
AW340368 AA928759 AW1 18737 BF513970 AA707807 BF435295 AJ339463 A1373842 AM33809 BE222392 AA602308 AA428261 A1460355 
AW662760AI888087AJ342098AA722418 W78151 N84382 BE221848 AW025901 AA452120Ai150479AI016165M779515 AA661791 BM474307 
BI911169BG575154AW953303T33604 D59141 AA385785 AA14864B BM451961 BG6B1168BI602483BEB89592AW954311 BM052986 BI962893 
AI989299 242328 BF029504 T35668 BG402602 AU1B5770 AI023271 AA147719 AI434079 AI569000 AI276488 AA992453 AA342821 AA548303 
A1349364 AJ051008 AA925941 AA350894 AW071451 N22249 AJ784138 AA083847 N22258 AW440825 AA661570 AA376687 AA659125 AJ355299 
R70463 A1383586 AA827189 B1494872 AW021094 BM94871 AA905500 AA460923 BI492041 AW028965 Al 624 611 BG271780 AI497723 H88862 
D59858 N89979 AA658425 N81 154 062341 A1274437 N66697 H96993 A/370663 AA728850 H05232 R59374 H12223 AI935759 AI362553 060006 
N29572 A1916833 N75273 AA1 48710 BI597117 BG740471 AA332671 AA333874 AA643052 AW020175 R70550 BG623469 AA452342 AW965441 
W19723 R32956BE883841 R61003AI910374AI865262 R55325AI468927 R34681 H9621 1 239807 BF954386 
AW975804 AA748675 AA731 006 

M77830 NM.004415 AF139065 BG681 115 BG740377 B1712964 BG000656 AA128470 BI438324 H27408 BE931630 BE 167 165 AW370827 
AW370813 J05211 BG698865 BG740734 BG680618BG739778 BI765807 BM353403 BM353248 AW1 77784 AW205789 AW951576 AW848592 
BE182164 BF149266 BE940187 BI060445 B1080444 BF350983 BE720095 BE720069 BE715154 BE082584 BE082576 BE004047 AA857316 
BI039774 BE713818 BE713548 AW170253 BE160433 BI039775 AW886475 BM462504 BE931 734 BF149264 AA340777 BF381 183 BG621737 
Am 27260 AW364859 BF993352 BG223489 BE819009 BF381184 BE715956 R58704 AA852212 AW366565 BI090358 BF087707 BE819046 
BE819005 AA377127 BE073467 BE819069 BE819048 BI036306 BG990973 B1040954 BF919911 AU140155 A1951766 A1434518 AW804674 
BF752969 BE837009 BE925826 BF 149265 AW995615 BE814264 B1039782 AU1404O7 BE144243 BE709863 BF985642 BE001923 BF933510 
AW265328 BG436319 BE182166 AW365175 AW847688 BE81B280 AW17T933 BF873679 AW17B000 BE082526 BF476866 BF086994 BF592276 
BE082507 BE082514 BE0825O5 BF873693 AW068840 AW847678 BF804153 AW365157 BE813930BE002030AW365153 BE184941 BF749421 
BE184920 BFB39562 BE184933 BFB42254 BE698470 BE931048 BF999889 BF368816 BE184924 BE159646 BE714632 BE184948 BG986845 
AA131128 AA099891 W39488 C04715 BF096124 BE865341 AW799304 AL6031 16 BE 14 9760 BE705967 BE705965 8E705968 AWB48723 
AW376699 AW37681 7 AW376697 BG005097 BF751 115 BE696084 AW848371 AW376782 AW8487B9 AW849074 AW361413 BF927725 BF09421 1 
AW997139 BE865474 BE185187 BE156621 BE715089 BE713297 BE713298 BE179915 AW799309 BF872345 BF088676 BE705939 AW752599 
BG005197 BF350086 BE715196 BE715155 BF752396 BF093817 BF831 190 BF752409 BE006561 BG959922 BF094833 BF094748 BF094583 
AW377699 AW607238 BE082519 AW377700 BF349467 AI190590 A1554403 A1392926 AU158477 BI467252 AU159919 AI760816 BFOB2516 
AI439101 AA451923 AI340326 A1590975 B1791553 AT700963 All 42882 AA039975 AA946936 AA644381 BM314884AA702424AI417612 
AW190555 AI220573 AJ304772 Al 270345 A1627383 AA552300 A1911702 AW166807 A1346078 W95070 AA149191 AA026864 A1830049 AW780435 
A1078449AI819984A1858282BM68588 Ai860584 AI025932AA026047AA703232 AA658 154 AA5 15500 AW1 92085 AA9 18281 T77861 AM27207 
AI205263 BF082491 AW021347 A1558096 BE939862 AA088866 012062 AA056527 AA782109 W19287 W02156 AW150038 AA022701 T87181 

482 



WO 03/042661 
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10 

418876 
434387 
430709 
418546 
15 414883 



43S198 
413645 
424831 
433430 
443547 

459645 
422960 

432340 
412240 



20 



25 



30 



35 



432648 
40 451198 



45 456505 
442113 



50 440028 
414783 
431698 



55 
60 
65 
70 
75 
80 



441623 3362J 



433282 759.1 



434210 54921.1 



412262 



430950 



H44405 AI910434 BF082513 AI494069 A1270027 A1635878 AA128330 BG581425 BE706078 R20904 BG680059 BG676547 BF764409 AA026654 
AV745530 B1762796 BG287391 AW798780 BE706045 BE926470 AW7991 18 BF087996 BE002273 AW879451 A1571075 BE067786 AV721320 
AI022862 N29754 C03378 N84767 AA131077 H30146 BE714290 A1686869 AI558892 AI915596 AW105614 AI887258 AI538577 BE925474 
BE067737 BG319486 AA247685 AW798883 AW103521 BF989173 AW860878 BE939707 BE185750 BE714064 BE713903 BE713868 BE713763 
BG950164 BE7 13810 AW365151 BG955489 BE005272 BF915937 AW365148 AI905927 BF992780 AW853812 BG954443 BI770853 BG679406 
BG740832 BG681087 BG698430 AA455100 T87267 BE696209 BE696210 B1089483 BE006273 BE872225 AW391912 BE925515 BG677012 
BG741970 AA026480 BE705999 BG677157 BEOO9O90 BG681378 BE712291 BG961498 BG678984 BI040941 AA337270 AW384371 AW847442 
B1058559 BE81 3565 W95048 W25458 AW177786 AA025B51 BE931733 BF154837 BG949393 BE714441 AW995245 BE711801 AI284090 
BE064323 BE719390 BE940148 BG991212 BF375714 BF349522 BG996267 T48793 BI013292 BE001925 AW365156 AW365154 AW506553 
BF763109BE931637BE167181 BE713879BF354008BF678725H90899AW365145W38382 AI498487 

121279.1 AA740616AA654854AA229923 

121985.1 AW975114 A1096634AI767001 AA658364 AW517542 

1234627.1 AW969880 AA484613 AA501874 R34356 

242836.1 T59708 AA224827 T59843 BE156903 

8371.2 AF274943 BG494894 AI719075 AA908783 AI935150 AI422691 AA910644 AA583187 BM272167 AI828996 AA527373 AW972459 AI831 360 

M772418AI033892AA100926AU154749AI459432AI423513AI094597M 

AKJ75239 AJ339996 AA701 623 AI139549 A13368B0 AA633648 A1989380 AI352835 AA399239 AJ145955 BF51 4270 N92892 A1348243 A1278887 
AA459292 AI494230 BF507531 AJ492600 AA962598 AW613002 AA293140 AA235549 BF108854 M954344 N49682 A1457100 AW589407 
AW300758 BE220715 BE22069B BE569091 BM009647 BF900351 AI537692 AI203723 A1857576 AA584410 AW371667 BM172363 

28727.1 AK001125 AU120581 AU146612AW301393 
1234345.1 AA130992AW969537AA503835 
1272834.1 H81453 AA838765 AI693104 M721107 
2181751.1 AA961585 A1863735 AA588325 

137089.2 AV645808 AA701657 AW271273 Af796734 A1472316 AI017531 AI061 1 78 BF109096 AA548964 N83805 AA131648 AA156589 BE708349 
AW952494 D30877 AV684717 Z24837 F00167 BF576150T63841 R78995 N87474 

722255.1 AW292984 AA724304 AA074346 AA074368 

1 1 862.2 BF090249 AW954947 AW890487 A1305236 D60845 D60537 AA825429 W36294 AWB90410 AW088235 BF740240 AA448709 AI350279 AA8791 19 
AA319510 BE702077 BE699015 BE702046 AW901293 T99319 D81708 BF475488 060383 D81751 BE699260 

1619980.1 AA534222AA632632 T81234 

8235.1 BF963346 BI460763 BI599382 Al 1880 89 AY055003 AW959185 AA187681 AI692282 AU 153608 BI493898 B1493899 AI797349 BE550679 AI701 1 37 

AA744561 AA082682BE218816AW511501 BF447881 AI859101 BF059295AI914038AI346564 AI585003 A1676076 AI1 25336 AW469637T10225 
AI831296 R53451 AM53440 AA983739 AW470873 A1348290 BE857670 D55901 Z43908T34429 F07305 AKD74340 AL5381 18 BG201484 AI334192 
T35535 AW176751 BM96132 BI498133 AA469961 H72176 BF326265 A1770016 A1693177 BF223634 BF963661 BF962265 BI034894 A1475851 
N69071 AJ910707 BE21 9038 AI91 8036 BE670589 BM19351 5 AI338497 AA805525 AA487625 AA830336 AA749368 AW1 04323 A1628055 AI932332 
A!272788AI536849AW162414AWl61923T23854AA610763AA912188AVV3390ffl 

AW207551 AA421030 BE246012 BI034937 BI035373 BF939581 H19984 BE867247 H92677 N55988 BF957332 H18615 R16442 BF956229 
Bf^1886R12ra8M101166AA365932R53452BF062714BF959364 H41634AVVM^ F02581 H18616 H41527 AW003446 

BE243443 H92276 AW954002 B1670132 
129028.1 AA677593AA618150AA557952 

18361.1 AKD24780 NR.024549 AW440385 AW965502 BF477855 Al 149742 BE669424 BE349941 AI37671 7 AA977493 AW592564 AA8841 1 1 AA865463 
M51B40 BF593777 AA044645 AW512183 BF059034 AI984320 AA733139 A1884563 Al 558873 AM21262 AI052068 AI085B91 B 1963100 AA479883 
A1271696 AI539839 AI370924 A) 147731 AA535765 BI966896 AA877448 AW152259 AA938992 AA996022 AI800410AA6 13303 AA588323 R53623 
AW571973 A1203770 BI494224 B1494225 D45504 AA705824 AI625183 AA43711B AA640325 AA235528 AA731411 AA626263 A1560519 AW071 1 14 
AW005691 AI055933 AA971813 AA334937 N58441 AA536020 AW874174 AL565960 AW607532 H44647 

15472^2 BC017965 AW969075 AA279982AA504511 AI219979 AA504595 AI245579 AA278181 BG485019 BI049312 

43919.1 AK074156 AM01548 BE002083 BE002085 BE002084 BG1 13650 AW580909 AA632959 BG610861 BG436183 BF438017 AI568608 Al 095503 

A1204208 AW244158 BE622614 N52349 BE042940 AI095858 AA9761 19 AA835838 AI620854AA456105AA971569AJ246289A)335536AA994082 
AI250060 AI095710 AA605125 AA291672 BE463947 N52870 AA287553 Al 149093 AA581 802 W31684 AA610159 BF247061 BG258954 BE176866 
BE177041 AA332106 BE967020 

598730.1 AW473675AJ190744VV69997AW104913AI221098 W6^6AA8«5487AA861491 

262554.1 BE972667 AW069559 AJ392889 H85161 AI074962 AA423935 BE671254 AA912627 H39845 H69083 AA280259 N67746 AA155722 
6468.7 BM423504 BE07591 3 AI492369 AI831729 AA807134 AI057292 BF059751 AA91 8209 BE858647 AW016707 AI675289 AI452916 BF593014 

AI480099 AI522283 A1628681 A1470402 BF056360 AW236830 AA514206 BF055812AI796201 BF055617 BF054827 AI288301 AA705763 
BC022413 BE395396 BF754175 AA506621 BE706665 BE706678 AA723159 BE153169 BE706729 BE706558 BE153312 BE706706 AW371853 
AW371849BE153241 BC017410AI337912AI090244AW090300BE219837AI623661 BE501576BE501734AT742232AI023964AI458424 
AA975373 AI288904 AI984583 AA890325 N32562 AI358102 AW241694 A103B448 AI672071 AI018389 AA576391 AA977874 AW189392 W37448 
AA612894 AI277548 K89551 A1699774 H89365 AA315805 AW579186 BC014584 BC014581 AW780125 AI672414 BE328145AW600919BF031306 
AW172758 BE708322 AA345675 BEB75779 H28241 H25318 BF540913 BG179688 BF110202 AA528775 W37573 BE041644 AW366504 BM129522 
BM129822 A1122760 BE718200 AW887496 AA149420 BE706307 BE539395 BE748765 A1373653 R75904 BF979185 BF691393 BG495595 
B1094458 BE706702 BG496559 BF248373 BG494800 

BC015150 BM471660 BM478941 BJ759769 B1094332 BE005819 BE005834 BM023432 BE179013 BE675522 AI680Z75 AA515794 AA256503 
F01634 AF002990 BG288697 A1091615 AW002917 AI631085 AW182664 BE501232 AI922188 BF838783 AI631078 BE464544 AI376986 AW503774 
AA424131 AW5 1 1649 AA872189 BF084885 AI432024 AI491908 BF197906 AA580599 AI274418 AW289225 AW058288 AI61 1346 AA236200 
C00417 BE669699 AI468149 BM4601 37 AI6852B2 A19Q2714 BG990066 BF894391 T83393 T84298 BF809721 BE925494 AV755948 BF928512 
BF894494 BF808642 AA256710 BF894347 BE928708 H06072 AA199607 BI85930O A1983233 A1521 1 22 BE168896 BE302846 X76770 BC000927 
NM.032632BG707103BG913857 BG613824BG613257BM313077B1561132B1461426BE389811 BE391509BE164646 AA746371 AV750611 
BE175813 AA33204OBG200997 BG485576 AL043706AV716994 BF903156 AW820369 AU132824 BF941136 BE543211 AA521432 AW837568 
BF809623 AW614670 AU129338 AW880782 AA371070 BG6 15427 BJ667976 BI598706 B 1599341 BE869166 BG502432 NM 020144 AF218840 
B1481105 BI562235 BI462594 BI458753 BF195561 BF832738 BE890146 Al 678629 AL135238 AU 129571 AW500045 AA382478 AW502738 
BI561031 BE280153 BF087226 BM480024 AW804395 BE707050 R72668 BF038881 BF895070 BG036594 BE551809 BF326901 BG286526 
AWS62888 BE544939 AW363399 

AK057015 A1026834 BE857936 AA1 49091 AI742972AW439172AI253168AA255613BF513175 AICO5O06TO3406 AW338149AA836442 
AA420530 R8B556 A161 1 672 AA43391 6 AA442B55 BF063008 AA812558 A188970S AA715313 AA768539 AA767620 M665471 AA404380 
AA665612 BF056442 AA706388 AI650676 AA627448 AI141769 H78227 AW901852 H78221 BE701982 BF689273 AA397464 N33072 R60218 
AW968247 H14833 AA768305 AA043348 R56470 BF739832 R51827 AM74963 BG494574 AA149090 BF238154 AI802210 BE0001 29 BF734513 
R41964 H21055 R85253 R 17705 R40844 BF790218 BG388356 BF003037 AA703138 AA377348 W24822 
4362 J AK056051 AI971258 AJ681 134 AU 146134 AI803300AAS1 7325 AA923663BF895C68A13C4442A1 16^ 

T90930 AI886230 U70056 AU 119916 BF446537 BE503207 BE502849 AI698102 AA258553 AV718529 AV719917 BF724133 B143B668 Al 804000 
BE349103 A1912294 BE6451 17 AA227954 AA446520 AA879147 AA281770 AW136872 AA8O7907 AI435989 A1339626 A1383274 AMI 851 2 
BE771804 BF894509 AA455093 A1379061 A11 50855 BF769906 R17298 AU 138740 BF808607 BE674633 AV700132 AA227789 AA253099 
AW975199 AA935418 T74315 F12666 AA022923 T89023 AA258606 W26406 BE838620 AV7007O6 AA 101 321 R4 1382 HI 44 79 AA253044 R54810 
R42784R44804R41278 
594908.1 AI525877AA489525AW088177 
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419543 
455657 
414405 



251903 1 
1490185 1 
112689 1 



409010 10331J 



411962 
434982 
432676 
437838 
446019 

454042 



432954 
446126 



419145 
409245 



458332 
459513 
449328 
406685 
417258 
447881 



4254B1 
440638 
442495 
416311 
431926 
435154 
437908 



2307710 1 

121871.1 

3503.22 

2512601J 

658727.1 

30254J 



2159612J 
610_2 



248375.1 
3199.2 



437866 34287J 



1139685.1 
417837J 
3030726_1 
0_0 

400835.1 
44623.1 



334120.2 

371165.1 

928718.1 

1280744.1 

1237041.1 

126605.1 

13268 11 



AJ018087 AA244170 AA244355 
BE065209 BE065364 BE065110 BE0651 1 1 

AL047596AA393792 AI670731 AI037957 AW874364 AI038137 N622B6 AI241379 BE501096 AW090696 AI927369 AI669226A1369437 AI371075 
AW612409 AI68671 1 AI183289 AA477717 AI076122 AA635190 AA700984 AA781508 D81020 BF575223 A13S6183 D79312 AI37555B H61 111 
BG283489 BE090666 BE090664 BE090662 H26545 

AL575207 AL551714 BMQ14781 BG542863 BG771232 AA429722 AI37751 1 AI770155 AA716665 BG003427 AA81081 1 AA442760 AA1 28610 
AA059411 AI795263AI494075AI572127 AA420992 BF436083 AI648675AA878813 BI488614 B6700886AA1 28609 AV702879 AA731146 
AI580336 AI373224 AA919169 A175B175 AA976350 BG701414 BF057794 AW135598 AA062583 B1549531 AI185077 AA933879 AW024454 
AA193289 AA045194 BG928396 BE856883 BF435B59 AA196423 AW237471 R99289 D61992 BE856637 BF368270 AA194235 N51319 AA383499 
N63065 BG548812 BF027898 BG779448 
AA099050AA099526 T47733 
AW975084 T90204 AA658177 
AI187366 AA618478 AA558869 
A1308202 AJ307229 AA769348 

AI362520 D25917 AI670784 AI742347 AW269789 A1270700AW610641 AW793036 AW793035 AW610540 AW362220 AW362166AW362214 
AW362225AW362228AL119827 

AJ420458 AI018523 AA708686 BF949633 AL1 19553 BF945960 AI081305 AA041432 AI921013 AI684910 AI654847 AW874199 AI206120 
AW241428 R43035 T66767 AW103715 W28478 BF953052 H45926 BF807568 AW903943 BE170143 BI040435 BF931989 B1600000 AV722350 
W27787 H45331 BI549761 R53955 BI549855 BG991 583 BI491075AW020049 AW1 29293 H45263AA41 0309 AA34061 3 R42410AA707199 
A1431587 BE858579 AW292267 A1421678 AA041195 BE466753 A1243913 A1358894 AW137298 A1366468 N64350 AA779107 AW025969 R49056 
AA347011 R55722AW771106 F04969 Z3B381 F01659H17396BI493714AI880103AW771447AI202561 AA788851 AI494436BF856114 H22570 
AI076345 A1887648 AA572691 

BF946219 BF946218 BF851494 AL536879 AA457150 AI590194 AJ582629 AA464515 AA916242 AA337109 AA336509 N46906 AA336322 
AA336407 AA337222 AA319240 B] 02581 7 B1027058 AL536880 A1693827 AA651730 AI701013 BM068789 AW339506 AA293021 BFB91 108 
A1458885 AW3B1203 AW974652 AI761251 A1655763 AA628063 BE047125 AW085916 AI129587 N52070 AW1 72361 M052951 AW085909 
AI000008 AA962570 A1371342 AI364207 AA464514 Al 962506 A1824603 AW376300 AA058439 AW3611 92 AV656660 N50282 BF820514 BF891008 
H40784 BFB91 1 1 2 BE708029 AW043567 AA056762 

BM456602 AV706711 BF379357 H90994AA234435AA558020BF351723AA328271 R94815N99638BG223375AW973750 N59599 
AF030234 BC017465 BG008526 AW505550 BM460141 N47324 AA361037 AA321 632 N45606 AV752798 AV6571 1 6 AA296632 AU137857 
AW467027 AI742080 AI624350 H58206 AA478518 AW439997 AW393555 AW393523 AI559753 AI808732 R66856 H01374 BI257369 BI259830 
AW960845 BM466252 AW956813 BE768647 AV658853 BM055248 BF372070 BF372055 BF372061 AA347852 AA905863 BG505078 AV654024 
BF093291 AW021929 H22650 AA459715 BG496341 BE697763 B1254209 BG499543 H42946 BHJ59780 BI086741 H87896 H87599 BF691752 
BE76B51 1 BG940948 W37195 BF372041 BE883796 BF372082 BF367329 BF909744 AW966003 AV714014 BI492888 BI4951 44 AA921B45 
A1693426 AI652147 AI435449 N47325 AI434429 AA5731 37 All 83429 A1829962 AJ332526 BF51 3937 All 89561 A1221S62 AI378034 AW1 18897 
AW665247 AW340077 N41605 AA478519 AA463875 AI858260 AA463379 A1292305 BE045947 AA971089 AI125820 BG940947 AI080245 
AA884954 A1125702 A! 382934 AA931835 AI358631 AW439905 AI027833 A1399648 A1014533 AA347851 AA738261 N67374 N690B1 AT768667 
AA948472 AI819214 AA293133 AI186725 AA889214 AI222635 B1495143 N29605 N48812 AA769041 AM92769 056771 AA095911 BE222062 
D56772 AW372265 BM054985 D12465 BG534562 AW00351 1 H87456 H42880 AW1 90293 BF594697 BF37761 1 H22043 B1255749 BI492848 
H16217 H21980 H22651 H88179 H87354 H44052 H25165 H44128 

U52054 AL581000 AA156850 AW293839 BI335865 AA024963 BF149420 BE073977 AW602574 BE164012 BE163992 BE163974 AW402161 
BM194134 AW966609 W84374 BF916380 AA385173 W84366 AA383743 BF903598 AA043776 W84421 AA778446 AW444904 BF446960 
AA837481 AV755539 AW468444 AW468002 AA81 1830 AA581 806 AI866688 AJ572124 AA687333 D20160 AA812489 AU185248 AU 186004 
AA156781 A1536733 BM144850 A1471883 AA040926 BF507639 AA043777 AW874142 BE832523 BE163972 BI022546 BI021 204 
AI000341 AI766341 AW873274 
AV704Q62 BE1 62284 A1032946 BF360636 
AJ884781 AI652306 AI651694 AI638744 A1962493 
M18728 

BG1 16781 BI91 4326 BI030195 N58885 N63406 AV683374 N58B92 BG1 10501 AA333708 AA359583 AW963123 N95562 N95696 N95587 

AK074291 AW293424 BE676135 A1B32125 BE019146 BE465019 A1761 124 AA617778 AI279232 AW575897 A1672039 F28618 BF924261 

AA722184 BF934174 BE004328 AV749301 BE680282 BJ 01 9798 BI0 19389 BFS28776 AWB13409 AV726604 AA077560 BE272975 BF949119 

AW814195 BE8791 26 AI697926 BF5941 55 BE205787 BF063513 N35828 AI94B557 AI433839 A1379679 BG056182 AJ589094 N23123 AA588805 

AW316581 AI080272 AM21980 AI4S3318 BF194830 N87590 AA495993 N32996 AA699844 H96845 H96592 N28741 BI035539 BF747723 

BF171066 W01350 H05495 AI243785 Z39622 AA887432 AI350659 R46102 

AL520496 AW97B1 62 A1610475 AI6B8990 AW470054 AA609426 AI167391 AA815231 AA358241 

BG009500 A1376551 AA897445T87714 

AI184717AW518883AF121173 

AA179446 AA357794 D81719 D80529 C14833 

AW972724 AA877998 AA522631 AU 185388 

AW972063 AA668764 AA804491 AW665688 AA765069 

A1740586 AA771806 BE500996 AW204531 AI082424 AI033879 BF093176 AA771764 D38676 



TABLE 33C: 



Ptey: Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers in this column are Genbank Identifier (GI) numbers. 'Dunham, et at." refers to the puMteafon entitled The ONA sequence of 

human chromosome 22" Dunham, et at. (1999) Nature 402:489495. 
Strand: Indicates ONA strand from which exons were predicted. 
NLpostta Indicates nucleoGde positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposiGon 


401403 


7710966 


Plus 


146180-146294 


406387 


9256180 


Plus 


116229-116371,117512-117651 


405268 


4156151 


Minus 


24404-24521 


406122 


9144087 


Minus 


30940-31386 


402550 


7652009 


Minus 


8041^80673 



TABLE 34A: About 703 genes upregutated in idiopathic puimonary fibrosis relative to hypersensitiviry prieumonitis or non-specific interstitial pneumonitis 

Pkey. Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number. Genbank acce ssi on number 
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UnigenelD: Unigene number 


Untgene Title: Unigene gene life 


Rr 


90lh percentile of tPFAls 


R2: 


90lh percentile of IPFAls 


rKey 


ExAccn 


UnigenelD 


405443 






418007 


M13509 


Hs.83169 


V*\JO 19 


AU076643 


Hs.313 




AU076442 


Hs.1 17938 




M21305 




425259 


AL049280 


Hs.155397 


407244 


M10014 




421823 


N40850 


Hs.28625 


413875 


AA853410 


Hs.93557 


409542 


AA503020 


Hs.36563 


418310 


AA8141Q0 


Hs.86693 


442006 


AW975183 




438315 


R55795 


Hs.82419 


425071 


NM.013989 


Hs.1 54424 


409532 


W74001 


Hs.55279 


434233 


AF 11 9903 


Hs.1 38453 


woULJU 


LI 1690 


Hs.1 98689 




AI357412 


Hs.157601 


420185 


AU044056 


Hs.251385 




N44348 




named 


AV660038 


Hs.2056 




AA912183 


Hs.47447 


417079 


U65590 


Hs,81134 


*ttV£ 10 


AU076718 


Hs.164021 




AF027208 


Hs.112360 




AL133571 


Hs.336189 


WO/SO 


AB007924 


Hs.13245 


/fY7(V}Q 
W/iwo 


AA905097 


Hs.85050 




C18863 


Hs.163443 


A/IACCO 
*WOOJ>3 


A1335361 


Hs.226376 


41OO0J 


083407 


Hs.156007 




AW976930 






AI888490 


Hs.55902 


410005 


X54162 


Hs.79386 


425707 


AF1 15402 


Ks.11713 


430712 


AW044647 




453111 


AB014598 


Hs51720 


451099 


R52795 


Hs.25954 




AI568801 


Hs.71721 


417801 


AA417383 


Hs.82582 




AW961284 


Hs.203838 




AL044191 


Hs.23388 


429757 


AW452355 


Hs.256037 


429504 


X99133 


Hs.204238 


412228 


AW503785 


Hs.73792 


430223 


NM_002514 


Hs.235935 


411880 


AW372477 




401645 






401673 






449048 


Z45051 


Ks.22920 


416316 


H58721 


Hs.271628 


453874 


AW591783 


Hs.36131 


451149 


AL047586 




421190 


U95031 


Hs.102482 


410036 


R57171 


Hs.57975 


429525 


N92540 


Hs.205353 


405120 






432224 


AW189460 


Hs.208358 


4100DJ 


AK001100 


Hs.41690 




AW664708 


Hs.171959 


424012 


AW368377 


Hs.137569 


442767 


AI017208 


Hs.131149 


401785 






411800 


N39342 


Hs.103042 


427535 


R29543 


Hs.2164 


444009 


AI380792 


Hs.135104 


435143 


R12375 


Hs.1 94600 


402333 




429509 


AR302246 


Hs^10863 


454078 


AA601518 


Hs.22209 


452242 


R50956 


Hs.1 59993 


418693 


AI750878 


Hs.87409 


425411 


AW291464 


Hs.1 0333 


459702 


AI204995 




428839 
427138 


A1767756 


Hs.82302 


N77624 


Hs.173717 



of HP Ats, where the minimum value for the numerator and denominator was set to 50 



Target Exon 

matrix metaUoproleinase 1 (intersEfjat 

secreted phosphoprotBtn 1 (osteoponfin, 

collagen, type XVI), alpha 1 

FGENES predicted novel secreted protein 

Homo sapiens mRNA; cDNA DKFZp564K1 43 (fr 

fibrinogen, gamma polypeptide 

ESTs 

proenkephafin 

hypothetical protein FU2241 8 
ESTs 

ESTs. Weakly similar to S72482 hypotheti 
ESTs 

detodinase. iodothyrortine, type II 
serine {or cysteine) proteinase inhibito 
hypothetical protein PR02834 
buDous rjemphjgoid antigen 1 (230V240M)) 
Predicted gene: Eos darted; secreted w/V 
ESTs 

Homo sapiens cGNA FU1 1 1 77 fe, clone PL 
UDP glycosyttransferase 1 family, polype 
ESTs 

interteuWn 1 receptor antagonist 
small mducibte cytokine subfamily B (Cy 
prominin (mouse)-like 1 

Homo sapiens mRNA; cDNA DKFZp434F1 1 35 (f 

WAA0455 gene product 

phospholamban 

intron of periostin (OSF-2os) 

ESTs 

Down syndrome critical region gene 1-lik 
ESTs 

ESTs, WeaMy similar to ALU8_HUMAN ALU S 
lewrnodtn 1, smooth muscla (LMOD1) (Thy 
E74-fike factor 5 (els domain transcript 
ESTs 

hephaesfin 

interteukin 13 receptor, alpha 2 
ESTs 

integrin, beta-Bee 1 (with EGF-fike rep 
ESTs 

hypothetical protein DKFZp434F0318 
ESTs 

IpocaTm 2 (oncogene 24p3) (NGAL) 
complement component (3d/Epstetn Barr vi 
nephroblastoma overexpressed gene 
gb±m30f03j(1 NCI_CGAP_Thy4 Homo sapiens 
CI 600 1440-:gtJ 12330704jgb|AAG52890. 1 [AF3 
C16001416*:gqi2743112|ref|XP.O1O131^ 
similar to S58401 (cattle) glucose Indue 
ESTs 

collagen, type XTV. alpha 1 (unduEn) 
RNAbindkigrnoBf protein 8B 
mucin 5, subtype 8, tracheobronchial 
calsequestrin 2 (cardiac muscte) 
ectonucleoside triphosphate diphosphohyd 
C4001445^126979991dbUBAB218ia.1| (AB 
ESTs 

desmocoCn 3 
ESTs 

tumor protein 63 kDa with strong rwrnotog 

NM w 002275':Homo sapiens kerafin 15 (KRTI 
microtubule-assoriated protein 1B 
pro-platelet basic protein (includes pla 
ESTs 
ESTs 

Target Exon 

eel) adhesion molecule with homology to 
secreted modular caWurrhbmding protein 
gycosyl transferase 
Ouornbospondin 1 
ESTs 

gb:an03c01x1 Stratagene scfiizo brain SI 
Homo sapiens cDNA FU 14814 fis, done NT 
phosphafirfc acid phosphatase type 2B 
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R1 


R2 


9.66 


7.50 


7.23 


166 


6.63 


103 


4.84 


181 


4.73 


5.69 


4.34 


4.34 


4.14 


5.88 


4.12 


1.80 


3.90 


101 


3.88 


190 


3.66 


184 


3.60 


3.13 


3.49 


3.70 


3.47 


1.38 


3.46 


3.46 


3.28 


151 


3.26 


126 


ai9 


112 


3.18 


101 


3.16 


116 


3.08 


116 


3.07 


1.98 


3.02 


136 


198 


1.72 


187 


1.48 


2.80 


166 


178 


1.65 


zn 


146 


178 


1.55 


2.74 


1.56 


2.74 


1.85 


172 


172 


2.67 


105 


166 


1.47 


166 


166 


162 


162 


161 


1.72 


159 


1.27 


159 


1.23 


158 


158 


158 


129 


157 


1.74 


157 


1.60 


157 


1.00 


156 


1.12 


156 


1.25 


154 


154 


153 


138 


147 


183 


146 


1.18 


142 


144 


140 


1.69 


140 


1.95 


140 


1.61 


140 


140 


139 


1.27 


138 


138 


138 


100 


138 


138 


137 


1.63 


137 


152 


136 


1.22 


135 


1.79 


135 


1.18 


134 


134 


134 


107 


133 


1.68 


133 


115 


133 


1.10 


132 


1.30 


132 


1.45 


132 


132 


132 


154 


131 


1.98 


131 


149 


131 


1.32 
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422363 


755979 


Uc 11CA7A 
MS. HD4i*» 


it^juuouuii icftAui \_> \acuY3ior 1 J o (oo 


2.30 


130 


456536 


«¥¥ 1 00300 




ESTs 


Z28 


128 


428166 


AA423849 


no. f 3DJU 




Z27 


4 OR 
1.00 


456936 


M81349 


Uc 1Q« 
n5. IbDO 


can im am^niH Ail r*/%opFifnfT.»n 

sciuiii diiiy wiu A4, consutuuve 


2.25 


116 


417728 


AW1WV7 


Uc *3/l7Qn 


JflAA1 t T7'? run fain 


2.25 


1.37 


453070 


AK0014KK 

ntWAJ IHQO 


Uc 11 R7*; 


ouuoo, tnnjupjcsiiDC reucujum uanstocon 


2.24 


142 


409159 




Uc CAO/Q 


nypouieucai protein ruzuoj i 


Z24 


124 


404942 






spfiang factor, arginine/serine-ridi 9 


2.24 


164 


410286 


AI739159 


uc ftinqo 


U/\rtr DOOIhA Ji** pJUIcul 


2.24 


146 


440516 




lis. 1D1 


caonenn z, type i, N-cadnenn (neuronal 


2.24 


1.94 


421574 


a mnniw 

AJvUUlOA 


Ue mC07A 

rtS.lUi>y^4 


dfifensin, beta 2 


2.23 


1.36 


418005 




Uc RTICJ 

ns.o0lo4 


cotiagen, type av, aipna i 


2.22 


1.37 


4^1340 


L42583 


Hs.334309 


keratin 6A 


2^0 


120 


Wl /DO 


ttho 14982 


Hs.38991 


S100 cafciunvbinding protein A2 


119 


1.61 


417563 


AA2037Q1 




gfczx52at0.r1 Soares_fetaJ_5ver_spleen_ 


Z18 


140 


431089 


BE041395 




ESTs, Weakly similar b unknown protein 


Z16 


146 




bbuyuoou 


Hs.70704 


hypothetical protein dJ616B8.3 


Z16 


100 








gD.IL2-BT0731-260400-076-F04 BT0731 Homo 


2.16 


1.26 


414987 


AA524394 


Hs. 294 022 


hypothetical protein FU 14950 


Z16 


1.99 


4U0O0Z 


Wooolo 




NM_0016iy:Homo sapiens actin, gamma 2, 


2,16 


1.61 




HS. 30 1885 


Homo sapiens cDNA FU1 1346 fis, done PL 


Z15 


111 


AIX7A. 17 


T071fT7 




gb:ye53h05.s1 Soares fetal liver spleen 


2.15 


124 








CI D0229o.gq66778 1 7|refINP_033 1 26. 1 1 rep 


2.14 


114 


4-iflTCR 
410Z00 


AlAfQQylJVlC 

AVVyy4uUa 


nS.o37oo4 


ESTs 


2.14 


114 


410U09 


OdCI/OR 

btibi4yo 




g^KCO+rr0295-291199^O31-E11 HT0295 Homo 


2.14 


114 


40Z40F 


WU/UoO 


HS.23ooo5 


ESTs 


2.14 


114 


/tOR^QR 
4/003O 




Hs.yoooo 


ESTs 


114 


114 


428336 


ArvWOl ID 


Ue 1RT7K9 


ndcTQsemi no protein, beta- 


2.12 


1.43 


421853 


AL1 17472 


Uc 1 HQ 00 A 
(15. iuoa/4 


ono-comain protein 0 (ponsinj 


112 


1.93 


436391 


AJ 227892 


Lie 1AR97A 


to 1 5 


112 


112 


417430 


AAQRARAR 

/v\yo4040 




gD.amtioeUo^l straiagene senrzo bran SI 


111 


117 


407443 


IxTtCI IOO 




gb:Homo sapiens candidate taste receptor 


111 


136 


428434 


rtwooooyu 


He RC.CC4 

nS. 00331 


Homo sapiens. Similar to DNA segment, Ch 


110 


1.29 


409432 




Uc <w}/cn 

nS.0440U 


smaii irrauawe cytoKine suoiamuy A [Of 


110 


110 


/ere 1* 
40O0 14 


a\/rrh m 

AVOOOllU 


lis, lUoooU 


hypothetical protein FU 20533 


110 


100 


AAfYiTX 
44V£f 0 


Aifincioo 

AlCUOOJi 


Up TOCJ'SC 


Homo sapiens cDNA: FU 23523 us, done L 


110 


1.37 


450271 


AlRQionn 

A10903UU 




CCTe 


109 


134 


432222 


AITfUQqc; 




gD.anvJocuoJci ouaiagene scntzo cran si 


109 


1.40 


400/Uo 


AITQfMMC 

AJOOUUlO 




ESTs, Weakly similar to T4S4_HUMAN TRANS 


108 


100 


405600 






uiiuuib/o.gi|9ooi^|ref|N^ or 


107 


1.97 


434854 


iu.IOsJDu 


Homo sapiens clone L5 potyadenylated HER 


107 


152 




Ai I4DUIU 


Ue 1 A 1X7 A 

nS.l4at)/4 


basic transcripfion factor 3 


105 


1.45 


421515 


Y11339 


nS.lU309£ 


oHUxAc aipna-z, b-siaiyuransierase I, I 


104 


104 


457741 


DuU44( W 




go^imoogiujci NU_WaAP_KDri Homo sapiens 


104 


104 


4Z0101 




HS. 124776 


downstream of cadherin 6 (by 3.3kb) 


102 


1.33 


412505 


AAQ7A/IQ1 
nfvjf 44al 


Ue 01 ~nA 

nS.il fo4 


ESTs 


102 


102 


A/111 RH 
440 I0U 




Ue OCOC7C 


ctaudJn 12 


102 


102 


431605 


AU/079An7 


Ue \*iAV7t\ 

HS.1^40fU 


gb:EST384498 MAGE resequences, MAGL Homo 


102 


102 


A 1 COIR 
41 03 JO 


DbooooU/ 


vim. 7nnn4 

HS.7B921 


A Wnase (PRKA) anchor protein 1 


102 


117 


452571 


W31516 


Hs.34655 


ESTs 


102 


109 


4U0U01 






Target Exon 


101 


152* 


40»o4o 


AF086161 


Hs.1 14511 


hypothetical protein FIJ1 1808 


101 


141 


402327 






Target Exon 


100 


144 


A1R7RR 


Al79o317 


Hs.203594 


Homo sapiens uncharacterized gastric pro 


100 


100 


44/040 


A AOCCCjM 

AAZP004i 


Hs.236894 


ESTs, Highly similar to S02392 a!pha-2«m 


100 


100 


AOQC1A 

438634 


lUMJ A4AA 

AW340400 


Hs.126728 


ESTs 


1.99 


143 
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GTP-binding protein overex pressed in ske 


1.97 


1.41 
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1.96 
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bicarbonate transporter related protein 
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1.96 
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WolUUr 
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ESTs 
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4440U1 


AK000136 
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1.58 


401 llXi 


Nft^UlDOOl 
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KJAATO29 protein 
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1.95 


1.06 
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1.95 
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1.90 
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ten uivoAjii cyac zniKB o ycrtounesie 


1 RQ 
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ESTs 
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Hs.162189 
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1.88 
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1.88 


1.88 
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ESTs, Moderately similar to ZN91.HUMAN Z 
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1.88 
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1.86 


157 


417059 


AU037672 
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extracellular matrix protein 1 
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1.85 
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aldehyde dehydrogenase 1 family, member 
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Ann a a 
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1.84 
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am rot 
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1.83 


Z12 
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1.81 


1.14 
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41 7412 
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tnterteukin 1 receptor, type I 


1.81 


2.10 
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AF161445 


Hs.170219 


hypothetical protein 


1.81 
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1.81 


164 
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1.80 
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1.80 
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1.80 
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1.80 


2.55 
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1.80 
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1.79 


1.57 
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1.78 


1.94 
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1.78 
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1.78 
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430028 
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Hs.227750 


Target CAT 


1.78 
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445988 
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Hs. 13503 


Inactivation escape 2 


1.78 


Z10 


452272 
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Hs.252739 
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1.78 


Z08 
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L21715 


H5.B3760 
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1.78 


Z70 


400425 
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Hs.Zo/ooa 
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1.77 


Z02 




ACfifljiwi; 

ArUOT0«*0 




Target 


1.77 


Z67 


*Wf IDS 




nS.lt) /.ctty 


ESTs 


1.77 


2.21 


452359 
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Hs.2920o 


nypotnebcal protem MGC14376 


1.77 


Z12 


431941 


AKDOOlOo 


U. 1TWT7 

Hs.272227 
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1.76 
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1.76 
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4o/4uu 


AoUl T04£ 


U. C£QO 

ns^oya 
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1.75 
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a m mam 


ns.i9ozo/ 
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1.75 
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444988 


AI2U4197 




ESTs 


1.75 
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Li- yinona 
nS.4Uo09 
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1.74 


1.69 




DC 1400 J/ 
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1.74 


174 


409099 
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hypothetical protein FU20718 


174 


Z26 








C2200015l^i|6806w1|reflNP_004165.1| SO 


1.74 


Z12 


AMT7Q7 
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LXiX/iOix9|noZZ3o4femD|C<A (AJ 


1.73 


Z66 


403139 






cNSPOOO 00243337 :CDNA FU1 3984 ns, don 


1,73 


Z01 


450569 


AW192334 


Hs.38218 


ESTs 


1.73 


Z08 
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AW9 39251 


Hs25647 


v-fes FBJ murine osteosarcoma viral onco 


1.73 


1.24 


445261 


1/9/59 


|J_ nrneri 

Hs.250651 


ESTs. Weakly similar to 138022 hypolheti 


1.73 


Z52 
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AW450669 


Hs.45068 


hypothetical protein DKFZp434l143 


1.73 
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r&289114 
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1.72 


1.37 
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1.72 
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456034 


AW450979 




gb:UWf8l3nala-a-12-0-Ul5l NCI_CGAP_Su 


1.72 
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451862 
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Hs.32333 


ESTs 


1.71 


Z16 


403520 






Target Exon 


171 


1.39 


456596 
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Hs.78950 
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Z26 
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gb£ST95683 Testis 1 Homo sapiens cDNA 5 


170 


170 


418387 


R18085 


Hs.22279 


gb^g16b1Zr1 Soares trrfanl brain 1N1B H 


1.70 


170 


433417 


AA587773 


Hs.8859 


Homo sapfens, Similar to RIKEN CONA5830 


170 
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402538 
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169 


157 
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AA296874 


Hs.77494 


oaoxyguanosine kinase 


169 


Z06 
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U38945 


Hs.1174 


cycDn-dependent kinase inhibitor 2A (me 


169 


1.63 


446553 


AB021179 


Hs. 15299 
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Z02 
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AA203637 




gbzx5Bb12j1 Soares Jetal_iiver_s pleen_ 


168 


Z12 


424580 
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Hs.339024 
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168 


Z03 
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ESTs 


168 
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Target Exon 


168 
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rtS.ZaooOo 


1 1 „ „ • „ _ _ nil. t Jl 1 tl J ^ . _r\l 1 

Homo sapiens mRNA fuu length insert cDN 
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AC4 0T7QOT 
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ALL1 fused gene from 5q31 


166 


Z16 


40045*0 
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Z13 
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A 1 4 <M CAA 
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ESTs 
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Z03 


411188 


DC4C11CO 

Bhlblloo 




gb:PM04TTM2S17010t)-002-a10 HT0425 Homo 


166 


Z12 
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MOtWlO 


rts.iqooo 


i- . _ - IL, FTji_-it * ml - 

rrypoineBca} protein FU20271 


165 


Z28 


443282 


T47764 


Hs. 132917 


ESTs 


165 


Z04 




MM onOfKM 
MlV|_UUUUIW 


ns. i©4U 


collagen, type VII, alpha 1 (epidermolys 


1.00 


167 


453355 


AW295374 


Hs.31412 


myopodin 


165 


166 


432375 


BE536069 


Hs352 


S100 catdunvbincfing protein P 


165 


154 


437929 


T09353 


Hs.106642 


ESTs, Weakfy similar to T09052 hypotherj 


165 


Z04 


410295 


AA741357 




nidogen (enactin) 


164 


Z30 


437767 


AA630103 


Hs3333t 


ESTs 


J.64 


126 


416580 


T61572 


Hs.79385 


Human done 23574 mRNA sequence 


164 


3.38 


450795 


AW173371 


Hs.60435 


ESTs 


164 
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NM.014717 


Hs.108884 


K1AA0390 gene product 


164 


Z75 


403010 
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Z03 
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Target Exon 


164 
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AW293995 


Hs.192277 


ESTs 
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Z05 
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Hs.99863 
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Hs.575 

Hs.19565 
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Hs.166195 
Hs.170298 
Hs.42949 
Hs.21223 
Hs.22660 
Hs.1 37475 
Hs.285519 
Hs.30484 
Hs.220529 
Hs.151738 
Hs.92254 
HsJ0823 
Hs.31386 
Hs.184510 
Hs.2375 
Hs.38516 
Hs.83213 
Hs.288742 
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407857 
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428471 
429249 
407966 
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430469 
445511 
404501 
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458091 
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414221 
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404455 
424106 
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453864 
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456054 
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417733 
457734 
402013 

429295 AA682377 Hs.99216 



Hs.99075 
Hs.81800 
Hs.2442 

Hs.123654 
Hs.42239 

Hs.1 10489 

Hs.78344 
Hs.107253 

Hs.646 

Hs.178703 

Hs.112405 

Hs.292911 

Hs.62187 

HS.43B38 

Hs.293797 

Hs.158159 

Hs.285132 

Hs.211582 

Hs.220751 

Hs.75909 

Hs.122810 

Hs.263455 

Hs.139709 

Hs.234642 

Hs.105938 

Hs.98132 

Hs.302480 

Hs.54416 

Hs.82771 

Hs.102793 

Hs.145365 
Hs.104800 
Hs.77326 
Hs.21068 



Hs.82503 
Hs.38750 
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ESTs 1.62 1.59 
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ESTs 1-60 142 
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ESTs 1.59 1.46 
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ESTs 1.58 2.19 
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ESTs 1.55 105 
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ESTs 1.52 103 

carboxypeptidase A3 (mast cell) 1.52 1.37 

ESTs 151 1.48 

S100 cataurrvWnding protein A9 (caflgran 151 1.15 

PtakophiEn 151 1.31 

phosphaKdyRrosirdgrycan.dassK 151 1.19 

ESTs 151 » 108 

ESTs 151 174 
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TABLE 34 C: 

Pkey: Unique number corresponding to an Eos probeset 

Ret: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. •Dunham, et af refers to the publication entitled The DMA sequence of 

human chromosome 22" Dunham, et at. (1999) Mature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposiSon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposiSon 
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7408143 
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90716-90887,101420-101577 


401645 


7657839 


Minus 


34986-35133 


401673 


7689903 


Minus 


122587-122705.122765-123047 


405120 


8099940 


Plus 


140176-140340 


401785 


7249190 


Minus 
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402333 
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7382153 


Phis 


92095-92252 


403362 


8571772 


Rus 


64099-64260 


402641 


9958129 


Minus 


122596-125136 


405600 


5923640 


Rus 


26662-27225 


405061 


7656744 


Minus 


132492-132932 


402327 


7656695 


Minus 


108675-108770,109801-109910 


404342 


9838093 


Phis 


115854-116033 


404429 


7407979 


Plus 


31352^31498 


403344 


8569726 


Rus 


70823-70990 


401593 


7230957 


Rus 


10368-10572,1 1293-12356 


406461 


9756020 


Minus 


158842-159136 


400609 


9887671 


Minus 


92037-92247 


402674 


8077108 


Minus 


39290-39502 


401677 


9965537 


Minus 


62856^3086,6360^63884 


405579 


6456174 


Rus 


100996-101542 


405797 


1934909 


Minus 


5599-5681.5821-6104 
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405159 


9966252 


Plus 


79659-79804 


403520 


7684483 


Minus 


97621-98084 




9801137 


Minus 


95314-96539 


404151 


7534014 


Minus 


69038-69399 


400496 


9743564 


Plus 


41515-41695 


403010 


3132346 


Plus 


78385-79052 


406387 


9256180 


Plus 


116229-116371,117512-117651 


402885 


9928751 


Rus 


71919-72049 


404501 


7229859 


Minus 


37270-37526 


402487 


9797538 


Plus 


75677-75843 


404455 


7677926 


Minus 


26927-27611 


401067 


5764724 


Minus 


153366-153509 


402324 


7630351 


Rus 


26052-26803 


402013 


7407997 


Rus 


174540-174634,175449.175568 


401116 


9956559 


Plus 


123579-124447 


402998 


2996643 


Minus 


17175-17373 


405550 


1552494 


Rus 


91720-92115 


402917 


7406502 


Minus 


1034-1177.3143-3266 


402504 


9797871 


Rus 


12366-12614 


405491 


5801645 


Plus 


81857-82045 


400818 


8569994 


Rus 


172644-172765.173085-173200 


406475 


9797684 


Plus 


125417-125563.128052-128180 


401025 


8117518 


Minus 


179287-179483.181044-181166,181844-18203 


402308 


7340295 


Minus 


92080-93538 


405213 


6692345 


Minus 


50267-51151 


400740 


7329267 


Minus 


79920-8u510,B0576-80746 


402825 


6165330 


Minus 


78572-78807 


405973 


8247789 


Rus 


103859-104254 


405818 


4071056 


Plus 


29055-29196 


402621 


9930950 


Rus 


130806-131036 


401311 


9212516 


Minus 


180124-180754 


401699 


72302)9 


Minus 


155620-155815 


403579 


8101179 


Minus 


36167-36365 


404600 


8705107 


Plus 


118354-118444.118649-118792 


405531 


9665194 


Rus 


35602-35803 


405542 


9857564 


Rus 


71331-721 B3 


405131 


B516051 


Minus 


136764-137594 


403026 


7670575 


Rus 


56521-56840 


405369 


2078469 


Minus 


34183-34357,35686-35751 


4U5931 


7767812 


Minus 


123525-123713 


405156 


9966228 


Rus 


146733-146860.147899-147961.153127-15325 


402174 


8575912 


Rus 


253499-253674 


405536 


9795661 


Rus 


164091-164162,164397-164516,166720-16679 


405109 


9127147 


Minus 


58328-58465 


403162 


9838085 


Rus 


82652-83613 


401404 


7710968 


Rus 


136474-136646 


403167 


9338127 


Rus 


162599-162935 


402209 


8576119 


Minus 


53315-53472 


400986 


8085497 


Minus 


6314053319 


404975 


3419864 


Minus 


B6096-86605 


404926 


7341919 


Minus 


150411-151484 



TABLE 35A: About 323 genes up regulated In hypersensitivity pneumonitis relative to idiopathic pulmonary fibrosis or non-specific (ntersGfial pneumonitis 

Pkey Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnlgenelD: Unigene number 
Unigene Title: Unigene gene fifle 
R1: 



Rl 



90th percentile of HPAis divided by 90th percentile of IPF Als, where 1 5th percentile of normal fissue Als was subtracted from both the numerator and 
The rrirernum value far the numerator and tenorrinator was set to 50. 
90ft percentile of HP Als divided by me median <rfu^ Als, wr^eu^rrinimiim value for uierw 



Pkey ExAccn UnigenelD Unigene Title 

402550 Target Exon 

421563 NM.006433 Hs. 105806 granutysin 

424326 NM.014479 Hs, 145296 ADAM-Gke disintegrin protease, decystn 

417987 BE244373 Hs.1119 nuclear receptor suWamay 4, group A, m 

41 1089 AA456454 cell division cycle 24fte 1 (RTSLRE pr 

416350 AF 188625 Ks.189507 phc^rwRpaseAl group II D 

406654 M90686 Hs.73885 HLA-G Wsto<X)rnpaEb{IIty anOgen, dass 

459705 BE082764 Hs.270252 ESTs. WeaWysfliuTartoarairogenreceplD 

412610 X90908 Hs.74126 fatty acid Krafing protein 6, ileal {gas 

452194 AI694413 olfactory receptor, family 2. subfamily 

447709 U97145 Hs.19317 GDNF family receptor alpha 2 

410910 AW810204 gbM^0125O21199^17-d08ST0125Horno 

454671 AW812929 Hs.336908 ESTs 

441859 AW194364 Hs.94814 interieuWn-4 induced gene-1 protein {R 

422398 A1476149 Hs.334489 hypothetical protein FU21992 

403244 C2002870*:gil826981pirl|JQ0985 hydroxypr 
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R1 


R2 


4.03 


4.70 


3.37 


170 


3.31 


142 


3.09 


IjSI 


199 


1.28 


171 


1.43 


2.70 


1.53 


170 


1.14 


169 


199 


163 


167 


163 


1.52 


159 


1.00 


150 


134 


145 


1.90 


145 


136 


140 


1.53 
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415452 


R52692 


Hs.12698 


ESTs 


140 


1.00 


447028 


A1973128 


Hs.167257 


brain link protein- 1 


2.33 


1.64 


412394 


AW984150 




gb:PM2-HN0008- 17 0300-00 1-MJ9 HN0008 Homo 


232 


1.00 


450165 


AA007235 


Hs.63931 


ESTs 


232 


1.32 


431093 


AB031038 


Hs.301704 


eomesodermtn (Xenopus laevis) homotog 


2.30 


1.81 


444090 


S 69115 


Hs.10306 


natural killer cell group 7 sequence 


2.28 


1.69 


413682 


BE156991 




gb:RC3-HT0371-29010(W)1^02HT0371 Homo 


2.27 


1.59 


441320 


AI768724 




fibufin 1 


227 


1.87 


456766 


R87310 


Hs.7740 


oxystero! binding proteirvfiKe 1 


2.27 


1.36 


420340 


NM_000734 


Hs.97087 


C03Z antigen, zela poJypepfide (Tin com 


2.26 


1.98 


459721 


AI299050 


Hs. 143835 


gb:qn14d12x1 NCI_CGAPJ_u5 Homo sapiens 


2.25 


1.82 


405452 






Target Exon 


225 


1.29 


458079 


AI796870 


Hs. 54277 


ONA segment on chromosome X (unique) 992 


2.25 


5.80 


401447 






Target Exon 


2.25 


1.55 


423066 


Y18264 


Hs.123094 


sa) (DrosophilaH'te 1 


224 


1.51 


441704 


AI458766 


Hs.192125 


ESTs 


224 


1.00 


405097 






ENSP00000175238* A disintegrin and metal 


2.24 


1.00 


408544 


AW293825 




ESTs 


222 


1.95 


413454 


BE141162 




gb:MR0-HT007W21299^)01-d03 HT0076 Homo 


220 


226 


444404 


M31525 




major histocornpaQjility complex, class 


220 


1.37 


418460 


M26315 


Hs.85258 


COB antigen, alpha polypeptide (o32) 


219 


288 


436063 


AK000028 




ribosomal protein S24 


219 


1.42 


429212 


NM.001504 


Hs.198252 


G proteirwoupled receptor 9 


218 


1.22 


400712 






Target Exon 


218 


1.00 


417929 


R27219 


Hs.74647 


Human T-ceD receptor active alpha-chain 


217 


1.79 


403478 






NM_022342*lomo sapiens kinesin protein 9 


217 


1.80 


418747 


AJ249977 


Hs.88049 


protein kinase. AMP-acfivated, gamma 3 n 


217 


1.76 


429712 


AW245825 


Hs.211914 


ENSPTO000233527^NADHHibiquinone oxidore 


216 


1.44 


451668 


Z43948 


Hs.326444 


cartilage acidic protein 1 


216 


212 


414020 


NM.002984 


Hs.75703 


small inducible cytokine A4 (homologous 


215 


2.68 


456057 


AA947457 


Hs.1 35560 


ESTs, Weakly similar to T43458 hypotheB 


215 


250 


444346 


A)1 42274 




ESTs 


215 


238 


418916 


X07871 


Hs.89476 


CD2 antigen (p50), sheep red blood cell 


214 


1.93 


451318 


AA029888 


Hs.95071 


ESTs 


214 


1.16 


458935 


Y16521 


Hs.24812 


CDP-dlacylglycerol synthase (phosphafida 


213 


1.52 


417105 


X60992 


Hs.81226 


C06 antigen 


213 


261 


408219 


BE061111 


Hs.254211 


gbK3VO-BT0041-O1 1 199-039-f02 BT0041 Homo 


213 


154 


420137 


AA306478 


Hs.95327 


CD3D antigen, delta polypeptide (TTT3 co 


211 


266 


443711 


N67861 


Hs.49390 


ESTs 


210 


1.00 


423234 


AA323534 


Hs.296162 


AD037 protein 


210 


1.52 


416975 


NM_004131 


Hs.1051 


granzyme B (granzyme 2, cytotoxic T-tymp 


209 


174 


425280 


U31519 


Hs.1872 


phosphoerolpyruvate carboxykinase 1 (sd 


208 


1.84 


405827 






Target Exon 


208 


1.00 


406909 


L20777 


Hs.73885 


gb:Human MHC dass I HLA-G gene (HLA-A33 


208 


229 


437295 


AW779318 


Hs.88417 


ESTs 


207 


1.72 


424281 


AA766243 




gb:oa13b11.s1 NCJ_CGAP_GC81 Homo sapiens 


207 


1.00 


430413 


AW842182 


Hs.241392 


small inducible cytokine A5 (RANTES) 


207 


216 


423901 


AA333006 




gb:EST37084 Embryo, 8 week t Homo sapien 


207 


1.50 


405075 






Target Exon 


207 


1.15 


457423 


AK000542 


Hs-265018 


hypothetical protein FU 20635 


207 


267 


406267 






Target Exon 


207 


1.30 


423365 


AA324992 


Hs.257168 


ESTs 


206 


1.70 


449970 


AI578058 


Hs301227 


ESTs 


206 


248 


430733 


AW975920 


Hs.121036 


ESTs 


206 


1.00 


446323 


AI288274 


Hs345792 


ESTs 


208 


1.00 


402240 






Target Exon 


205 


1.94 


451404 


AA460775 


Hs.6295 


ESTs, Weakly similar to T17248 hypothec 


205 


1.44 


424463 


AW195353 


Hs.1 19903 


ESTs 


204 


1.32 


400107 






Eos Control 


204 


242 


404811 
403589 






NM_021096:Homo sapiens calcium channel, 
Target Exon 


203 
203 


218 

1.57 


404088 






Target Exon 


203 


1.00 


414991 


C17898 




gb:C17838 Human placenta cONA (TFupwara 


203 


204 


429073 


AA446167 


Hs.47385 


ESTs 


203 


3.10 


426274 


D38122 


Hs.2007 


tumor necrosis factor (ligand) superfami 


202 


1.92 


401897 






C17001987^I7303380lgb|AAF5843ai| (AE0 


202 


1.55 


431094 


AW972276 


Hs.116195 


ESTs 


202 


1.00 


424899 


ALU 9387 


Hs.1 19062 


ESTs 


201 


241 


419711 


C02621 


Hs.159282 


ESTs 


201 


1.92 


459019 


AA017155 


Hs.40719 


rrypoihefcal protein KIAA1164 


201 


1.76 


405453 






NM_005748«:Homo sapiens YY1-assodated f 


201 


1.24 


402516 






Target Exon 


201 


1.00 


457365 


AA577297 


Hs.303249 


EST 


201 


236 


407928 


NMJJ02262 


Hs.41682 


kilter cefl lectin-Gke receptor subfarrri 


201 


262 


436553 


AW407157 


Hs.8997 


immunoglobulin lambda locus 


200 


1.64 


406266 






TargelExon 


200 


246 


419409 


AW297831 


Hs.143792 


hypotheBcaJ protein MGC2656 


200 


1.60 


435028 


AW193035 


Hs.187370 


ESTs 


200 


1.55 


404696 






NM_013443:Homo sapiens CMP4teuAC:(beta)- 


200 


1.21 


403533 






TargetExon 


200 


1.17 


411673 


BE0S4863 




gb:RC1^©13.11030W15ffi6BT0313Homo 


200 


1.00 


424148 


BE242274 


Hs.1741 


tntegrin, beta 7 


1.99 


166 


419833 


AA251131 


Hs.220697 


ESTs 


1.99 


1.69 
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423196 


AK001866 


Hs.125139 


426416 


AW612744 


Hs.169824 


449317 


AW293413 


Hs. 132906 


424321 


W74048 


Hs.1765 


422109 


S73265 


Hs.1473 


424218 


AF031824 


Hs.143212 


406303 






438676 


AA813745 


Hs.123446 


404240 






404056 






425508 


AA991551 


Hs.97013 


429819 


AL133011 


Hs.225108 


416941 


BE000150 


Hs.48778 


446998 


N99013 


Hs.16762 


409153 


W03754 


Hs.50813 


419490 


NM_006144 


Hs.90708 


446608 


N75217 


Hs.257846 


425357 


BE271188 


Hs.155975 


414812 


X72755 


Hs.77367 


422994 


AW891802 


Hs.296276 


424517 


AI539443 


Hs.137447 


433671 


AW138797 


Hs.132906 


412116 


AW402166 


Hs.784 


447S56 


NMJJ03726 


Hs.19126 


432468 


AW402155 


Hs.3O03 


419231 


AL046294 


Hs.136245 


427527 


AI809057 


Hs.153261 


431574 


AW572659 


Hs.261373 


436485 


X59135 


Hs.156110 


432606 


NM 002104 


Hs.3066 


421379 


Y15221 


Hs.103982 


448569 


BE382657 


Hs.21486 


429670 


L01087 


Hs.211593 


412584 


X54870 


Hs.74085 


413869 


NMJJ00878 


Hs.75596 


406672 


M26041 


Hs.198253 


452203 


X57522 




426451 


A1908165 


Hs.169946 


447131 


NM 004585 


Hs.17466 


414512 


AL044338 


Hs.6831 


426752 


X69490 


Hs.172004 


444793 


U89281 


Hs.11958 


452334 


D60471 


Hs.13390 


446227 


AI281459 


Hs.270114 


407830 


NM_001086 


Hs.587 


423799 


AW026300 


Hs.132906 


458332 


AI000341 




408380 


AF123050 


Hs.44532 


437644 


AA748575 


Hs.136748 


402736 






438866 


U44385 


Hs.325495 


422846 


BE513934 


Hs.1583 


426202 


BE266484 


Hs.82916 


414648 


AA353776 


Hs-901 


420440 


Nl^.002407 


Hs.97644 


416967 


BE616731 


Hs.80645 


415823 


R81864 


Hs.205103 


421924 


BE514514 


Hs.109606 


427307 


AF117947 


Hs.174795 


444929 


A1685841 


Hs.161354 


439237 


AW408158 


Hs.318893 


418196 


AI745649 


Hs.26549 


428227 


AA321649 


Hs.2248 


438568 


R98865 


Hs.11135 


430308 


BE540865 


Hs.238990 


433934 


AW273261 


Hs.216292. 


443559 


AI076765 


Hs.269899 


450000 


A1952797 


Hs.10888 


415349 


A1766697 


Hs.13231 


4C6S56 


M16714 


Hs.89643 


456974 


M12529 


Hs.169401 


416401 


N80139 


Hs.268916 


439372 


AF088033 


Hs.159225 


434666 


AF151103 


Hs.112259 


417696 


BE241624 


Hs.82401 


417427 


M90391 


Hs.82127 


431903 


AB029488 


Hs.272100 


413472 


BE242870 


Hs.75379 


425762 


BE244076 


Hs-159578 


412472 


AW975398 


Hs.293836 


451406 


AI694320 


Hs.6295 


412568 


AI878826 


Hs.74034 


449835 


AW979300 


Hs.293813 



hypothetical protein FU11004 1.99 1.84 

kilter cefl tectin-GXe receptor subfami 1.98 2.56 

19A24 protein 1.98 Z44 

lyrnphocyte-specific protein tyrosine kin 1.97 2.51 

gastrin-reieasing peptide 1.97 3.32 

cystatin F (leukocystafin) 1.96 1.86 

C16X)00922:gi|7499103lpirflT20903hypothe 1.98 Z16 

ESTs 1.95 162 

NM_01 8950:Homo sapiens major Nstocompat 1 .95 2.06 

Target Exon 1.94 Z60 

Homo sapiens, Similar to RIKEN cONA 2310 1.93 124 • 

Homo sapiens mRNA; cONA DKFZp434P201 (fr 1.93 Z35 

niban protein 1.92 2.24 

Homo sapiens mRNA; cONA DKFZp554B2062 (f 1.92 5.44 

hypothetical protein FU20022 1.92 6.08 

granzyme A (granzyme 1 , cytotoxic T-lymp 1 .90 5.52 

ESTs 1.90 4.63 

protein tyrosine phosphatase, receptor t 1.89 1 .50 

monokine induced by gamma interferon 1.89 4.93 

ESTs 1.88 130 

Homo sapiens cDNA FU12169 fis, clone MA 1.88 Z17 

19A24 protein 1.88 1.83 

EpstehvBarr virus induced gene 2 (lymph 1.86 112 

src kinase-associated phosphoprotdn of 1.86 1.88 

CD3E antigen, epsiton polypeptide (TiT3 1 .84 1.65 

ESTs, Weakly similar to T17227 hypotheti 1.83 Z46 

immunogtobuGn heavy constant mu 1 .82 2.07 

hypothefical protein dJ43401 4,3 1.82 Z63 

immunogtabuEn kappa constant 1.82 2.75 

granzyme K (serine protease, granzyme 3; 1 .8 1 4.56 

small inducible cytokine subfamily B (Cy 1 .80 5.10 

signal transducer and activator of trans 1 .79 1.89 

protein kinase C theta 1 .78 3.34 

DMA segment on chromosome 12 (unique) 24 1 .78 155 

inter! eukin 2 receptor, beta 1 .78 1 .97 

major histrjcornpatibflity complex, class 1.76 2.12 

transporter 1, ATP-ttnaTng cassette, sub 1.75 1.55 

GATA-binding protein 3 (T-ceH receptor 1.73 2.04 

retinotc acid receptor responder (lazaro 1.73 1.56 

goJgl phosphoproteln 1 1.73 ZOO 

litin 1.73 Z62 

oxidative 3 alpha hydroxysteroid dehydro 1 .72 Z30 

gb:HUM111D09B Ctontech human fetal brain 1.72 Z12 

ESTs 1.72 Z48 

arylacetamidedeacetytese (esterase) 1.72 Z72 

19A24 protein 1.71 Z40 

ESTs 1.70 171 

diubiquiOn 1.70 Z71 

tecfJn-dke NK cell receptor 1.70 Z58 

NM_02485ZHomo sapiens hypothetical prat 1.69 Z10 

tissue inhibitor of metaSoproteinase 2 1.69 1 .39 

neutrophil cytosoiic factor 1 (47kO, chr 1 .68 Z02 

chaperoninccjuarungTCP1,subunit6A( 1.68 Z14 

C048 antigen (B-cel) membrane protein) 1.68 130 

rnammaglobin 2 1.67 Z42 

Interferon regulatory factor 1 1.67 1.49 

ESTs 1.65 Z16 

coronin, acCn-binding protein, 1 A 1.65 1.58 

PDZ domain-containing guanine nucleotide 1.63 1.94 

ESTs 1.63 Z16 

ESTs, WeaWy similar to A47582 B-ceflgr 1.63 1.74 

WAA1708 protein 1.62 Z76 

smafl inducible cytokine subfamily B (Cy 1 .62 4.42 

major histocompatibility complex, class 1.62 1.74 

cycSn-dependent kinase inhibitor 1 B (p2 1 .62 1.85 

ESTs 1.62 ZOO 

ESTs, Moderately simOar to ALU8_HUMAN A 1 .61 ZOO 

hypothetical protein FU21709 1.61 1.46 

ESTs 1.60 ZOO 

major histocompatibility complex, class 1.60 1 .47 

aponpoprotein E 1.60 1.63 

ESTs 1.59 1.68 

ESTs 1.59 Z04 

T ceO receptor gamma locus 1.59 4.08 

C069 antigen (p60, early T-ceQacOvati 1.58 106 

interteukin 16 (lymphocyte chemoattracta 1.58 Z37 

SMS3 protein 1.57 Z14 

solute carrier family 1 (glial high affi 1.57 Z28 

AT-hook transcription factor AKNA 1 .56 1 .46 

ESTs 1.55 Z26 

ESTs,V^ysttnflartoT17248rryrjotheti 1.56 Z38 

caveofin 1, caveolae protein, 22kD 1.55 1.67 

ESTs 1.55 Z16 
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405545 






Target Exon 


1.55 


2.64 


435299 


A1745458 


Hs343026 


ESTs, WeaWy similar to T20593 hypotheti 


1.55 


3.81 


422060 


R20893 


Hs.325823 


ESTs. Moderately similar to ALU5.HUMAN A 


1.54 


Z14 


424243 


A1949359 


Hs.14360O 


ESTs, Highly similar to ds Goigi-locaS 


1.53 


2.62 


457500 


NM_002759 


Hs.274382 


protein kinase, interferon-Inducible dou 


1.53 


2.04 


424541 


AW392551 


Hs. 180559 


ESTs, Weakly similar to A561 94 thromboxa 


1.53 


2.00 


439039 


AI656707 


Hs.48713 


ESTs 


1.53 


2.38 


449523 


NMJJ00579 


Hs34443 


chemokine (C-C moDf) receptor 5 


152 


2.65 


457718 


F18572 


Hs72978 


ESTs. Weafcry similar to ALU4_HUMAN ALU S 


1.52 


2.06 


415198 


AW0094BO 


Hs.943 


natural killer cell transcript 4 


1.52 


1.40 


431594 


AI823999 




ESTs 


1.52 


2.12 


432655 


NM_000246 


Hs.3076 


MHC dass II transacBvator 


1.52 




422426 


W79117 


Hs.58559 


ESTs 


1.52 


2.22 


414372 


AA143654 




nh*7/\fi*ian9 rl Qtrofanono nsiwa^e 10770/) 
Ij U wfHtUSBU £J 1 O U diay CI Ic ya\ \\A Coo \polt\J 


1 £1 


Z.OU 


427247 


AW504221 


Hs 174103 

i to* in i Uw 


Intporin nfnhfl \ /nnttnpn PH11 A /nlflD^ 


1 v 


1 R7 


433043 


W57554 


Hs. 125019 


fvmnhnirl nnrJoar rtrntpin fl AF-4\ mPNA 

IJf Hl|JJHJJU 1 IIIWCCJ ylulKUl yUXT'l/ KlrUxA 


1 49 


1 19 
0. II 


406621 


X57809 


Hs.6997 


irnmiinnnlnhiiRn lambda Incus 


1.49 


1.78 


419166 


AA234638 


Hs7935B4 


ESTs 


1.49 


2.10 


418323 


NM_002118 


Hs.1162 


rnn'mr htctfwwinsfthnihf mmniPY riaet: 
hk^w ma uaa^ i i^jauuu it j ujjii}mca, wcbj 


1.49 


1 47 


435304 


H10709 

111 v i 




ESTs 


i ah 

I.*kJ 


1 DC 
4.90 


452834 


AI638627 


Hs.1 05685 


K1AA16B8 Drotein 


1.48 


2.14 


446616 


R65964 


Hs.334873 


ESTs. WeaMv simflar to ALUS HUMAN Al 1 J S 

tuio, hgomj amities wnLUO_nuiwMi alu O 


1.48 


1.38 


429272 


W25140 


Hs. 11 0667 


ESTs 


1.48 


319 


428379 


X06026 


Hs7259 


CD3G afifiopn namma nnh/npntiHa f Tin m 


1.48 


1.66 


433231 


AB040926 


Hs 14355? 


K1AA14Q3 nrnlpfn 

rMnn l H JO OLcu 1 


1 47 


L. ID 


408847 


AW290997 


Hs 30348 


ESTs 


1 4R 


Cvo 


405441 






Tarnet Exon 


1.46 


2.99 


443378 


AW392550 


Hs.9280 


nrntap^rvno fnfncnmo mvmnqmt ctrKimtl 
pUttk&UIlo \yi LCjUiIK, nkJWUpialij SULHJTTll, 


1 AS 


l.OO 


459644 


AW197203 




gb:xm38b01 JTt NCLCGAPJ3C6 Homo sapiens 


1.45 


2.44 


431433 


X65018 


Hs753495 


surfactant* ptrtmo nary-associated protein 


1.45 


1.70 


422934 


BE244189 


Hs 122492 


hypothetical protein ■ 


1.44 


1 97 


409799 


D11928 


Hs.76845 


phosphoserine phosphataso-hke 


1.44 


346 


406698 
421407 


X03068 


Hs 73931 




1 44 


1 71 

i./ 1 


T82331 


Hs.182278 


ESTs, Weakly similar to CGHU6C collagen 


1.43 


1.56 


413420 


AW41Q235 


Hs.75348 


proteasome (prosorno, macropain) activate 


1.43 


175 


400269 






Eos Control 


1.43 


202 


420973 


AA743415 


Hs.291368 


ESTs 


1.42 


2.06 


442104 


L20971 


Hs.188 


nhosnhorfiestarasp 4R cAMP>snpriftr frftm 


1.42 


2.20 


430015 


AW768399 




ESTs 


1.41 


2.06 


427648 


AI376722 


Hs.180062 


proteasome (prosome, macropain) subunit, 


1.41 


1.31 


418870 


AF147204 


H&89414 


chemokine (C-X-C motif), receptor 4 (fus 


1.40 


1.72 


437479 


R61866 


Hs.1 01277 


ESTs 


1.40 


2.52 


425345 


AU077297 


Hs, 155894 


Drotein tvmsinfl nhosohalasA nnrurprpnl 


1.40 


Z17 


416030 


H15261 


Hs71948 


ESTs 


1.40 


2.62 


419886 


AA251562 


Hs.1 46 168 


ESTs Wpakh/ similar tn AF1 1 RflT^ 1 Qm H 


1.40 


1 PR 
1.00 


443951 


F13272 




fprrifin finht nnfvnpnfirfp 


1.40 


1.64 


414875 


H42679 


Hs.77522 


mdjui iic»iui<o(iifJduunjiy cunipiex. Class 




1 AO 


412471 


M63193 


HsJ3946 


pnrlnlhpnal rpfl nmuulh farMnr 1 f nlaW 


1.40 


1 

1.0** 


428782 


X12830 


Hs 193400 


InlnHpiikfn R rof&rAtv 

UllOIICUiUII O 1 XP^KZyWR 


1 in 


9 on 

Z.0U 


400680 


M26301 




t»ivi_u I H£.vi .rKJiiiu oo pi el to Uu3 dilUQcn \JJOtr > 


1 % 


1 on 

1.90 


428289 
441410 


Hs.2253 


complement component 2 




i.oy 


AA932669 


Hs. 233304 


ptrrq WpnWv similar fn ITR/IT? hvrnfhpfi 




1 49 


406645 


M574P.fi 


Hs.814 


liiafor msiucofnpauDiiJiy complex, aass 


1.03 


1.45 


441379 


AW175787 


na.J»rt{rt 1 


bt5itaumn unaing pruicin i 


1.00 


1.04 


416636 


N32536 


Hs 42645 


cohria ^atrfot fatwlli* 1Rifmrtfwi/>oft\/w«B»» 
ouniio MuTita ictiiniy i D' P^nunoca uuxync 


1 % 

l.OO 


0 hA 


418707 


U97502 


Uc 07/Q7 


buryrophOln, subfamily 3, member A2 


1.00 


1.35 


423526 


rxov 1 IUOU 


ns. 1 « / 09 


IflAAfVMA nana nnvtiint 

immmud 14 gene proauci 


1.0/ 


1.41 


424168 


L29277 


Hs.321677 


sin rial transdu«*r anri artfoalrv nf franc 


1.37 


1 

l.OO 


431723 


AW058350 


Hs.1 6762 


Homo sanians mRNA- rONA l~)}<P7nW<lR?nR9 ff 


1.37 


1 74 


426437 


BE076537 


Hs.1 69895 


ifWfirtiffTKVwiitmafipn anrwiw P9I ft 


1.35 


1 ^fl 
l.OO 


446566 


H95741 


Hs.1 791 4 


mamhranAJtnari n'mn Ajfnmarns cithfamlh/ A 

■ IIC4IIUiaiiv-w|MUIIIMIlJ ^w'wIQi OUUlollUIJ 


1.35 


1.54 


452353 


C18825 


U- 7Q1Q1 

ruxs 1 9 1 


onlfhoSpl mamKrafMi nrntaln 0 

cpmictioi iiianufcinc pnnBui &. 


1.04 


l.*ir 


448406 


AW772298 


Hs.21103 


Homo sanians mRNA- cRNA HKF7n , yvdRn7R ffr 


1.31 


1 77 
i.f r 


435106 


AA100847 


Hs.5978 


ESTs Hwhlv similar to AF1 74600 1 F-bax 


1.31 


1.53 


444633 


AF111713 


Hs.286218 


tundionsl adhesion mnieetite 1 

|«MH#iK/IIOi OMKOlUII HlkMvWfG 1 


1.30 


1 37 


430998 


AF128847 


Hs.204038 


InflfltrinvTiOTifnft N-fTTflinvi its n^fp rso^ 


1*29 


1.49 


419092 


J05581 


Hs.89603 




1.28 




451864 


N20370 


Hs.69547 


ESTs 


1 9fi 


1 40 

1.44 


421140 


AA298741 


Hs 102135 


sktnat SPnilPnrn rtxvntnr Holta /rraneln 
oiyitdi «c^Ucln>t« l&XpiiX, uclld \ 113115)0 


l.£0 


1 

1.01 


412790 


NM 014767 


Hs.74583 


K1AA0275 npnp nmHitnl 


1 9R 


1 R3 
1.00 


446272 


BE268912 


Hs.14601 


hematoooisSc f^Wsnerific Lvn stihsfrat 


1^8 


1 ^ft 
l.OO 


422530 


AW972300 


Hs.1 181 10 


bone marrow stromal ceD antigen 2 


1.28 


1.36 


435822 


T95594 


Hs.187435 


ESTs 


1.27 


1.82 


455863 


AA907305 


Hs36475 


ESTs 


Ul 


1.36 


404277 


BE177661 




NM_0191 ir:Homo sapiens major histocompa 


1.27 


1.52 


413497 




gb:RC1-HT0593-O2O300-O1 1-h02 HT0598 Homo 


1.27 


1.54 


441835 


AB038432 


Hs.184 


advanced grycosytation end product-speci 


177 


1.53 


418371 


Ml 3550 


Hs£4298 


C074 anfigen (invariant polypeptide of m 


1.26 


177 


434747 


AA837085 




ESTs 


1.26 


1.60 


425320 


U29344 


Hs.83190 


fatty acid synthase 


175 


1.35 


452363 


AI582743 


HsJ4953 


Homo sapiens, Simflar to complement comp 


175 


1.41 


434644 


H98071 


Hs.4055 


chromosome 21 open reading frame 50 


1.25 


1.30 


404854 






Target Exon 


175 


1.57 



500 
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406973 


M34996 


Hs.198253 


major rrjstocompafibfliry complex, dass 


1.25 


1.57 


421071 


A1311238 


Hs.104476 


ESTs. Weakly simflar to CGHU1E collagen 


1.24 


1.26 


431779 


AW971178 


Hs.268571 


apofipoprotein C4 


1.24 


139 


416047 


BE439894 


Hs.78991 


DNA segment numerous copies, expressed 


1.23 


£08 


406826 


AW516005 


Hs.84298 


C074 antigen Ctnvariant polypeptide of m 


1.23 


1.20 


426336 


N41720 


Hs.172684 


vesicle-associated membrane protein 8 (e 


1.22 


124 


415661 


AF057307 


Hs.78575 


prosaposin (variant Gaucher disease and 


1.22 


116 


406824 


AW515961 


Hs.84298 


C074 anBgen {invariant polypeptide of m 


1.22 


117 


420679 


X57152 


Hs.99853 


fibnllarin 


1.22 


130 


443071 


AL080021 


Ks.8986 


complement component 1 , q subcomponent 


1.22 


158 


418090 


U57059 


Hs.83429 


tumor necrosis factor (Dgand) superfam! 


1.21 


1.33 


430250 


NM.016929 


Hs.283021 


chloride intracellular channel 5 


1.21 


160 


406825 


AI982529 


Hs.84298 


CD74 antigen (invariant polypeptide of m 


1.20 


1.20 


436906 


H95990 


Hs.181244 


major histocompatibility complex, class 


1.19 


127 


422241 


Y00062 


Hs. 170121 


protein tyrosine phosphatase, receptor t 


1.19 


162 


408279 


AF216965 


Hs.44095 


Homo sapiens, done MGC.12617, mRNA, com 


1.18 


1.25 


411372 


A1147861 


Hs.213289 


low density Apoprotein receptor (famHi 


1.17 


133 


444342 


NM 014398 


Hs. 10887 


similar to lysosome- associated membrane 


1.16 


149 


406906 


Z25424 




gb:H.sapiens pmtein-serine/threonine Id 


1.16 


115 


451558 


NMJJ01089 


Hs.26630 


ATP-binding cassette, sub-family A (ABC1 


1.16 


1.38 


432805 


X94630 


Hs.3107 


C097 antigen 


1.16 


122 


427383 


NM_005411 


Hs.1 77582 


surfactant, pulmonary-associated protein 


1.16 


1.41 


438086 


AA336519 


Hs.83623 


nuclear receptor subfamily 1, group 1, m 


1.16 


136 


443623 


AA345519 


Hs.9641 


complement component 1, q subcomponent 


1.15 


127 


429832 


AW293301 


Hs.288472 


ESTs, Weakly similar to UBPF.HUMAN UBIQU 


1.15 


1.72 


438183 


BE263252 


Hs.6101 


hypothetical protein MGC3178 


1.15 


121 


432680 


T47354 


Hs.278613 


interferon, alpha-rndudbte protein 27 


1.14 


1.21 


406782 


AA430373 




gb:zw20f11.s1 Soares ovary tumor NbHOT H 


1.14 


1.41 


414662 


AL036058 


Hs.76807 


major histooorrtpaSbility complex, dass 


1.12 


125 


452547 


AA335295 


Hs.74120 


adipose specific 2 


1.11 


1.39 


414803 


X03100 


Hs.914 


Human mRNA for SB dasstl histocompatibt 


1.11 


122 


430280 


AA361258 


Hs.237868 


interteukin 7 receptor 


1.10 


173 


441384 


AA447849 


Hs.288660 


reOnoic add induced 3 


1.09 


1J22 


424614 


X54486 


Hs.151242 


serine (or cysteine) proteinase Inhibito 


1.09 


114 


419200 


AW966405 




EST 


1.08 


164 


416511 


NM 006762 


Hs.79356 


Lysosomal-assodated muttjspanntng membr 


108 


118 


409428 


M33680 


Hs.54457 


CD81 antigen (target of anfiprdiferauv 


1.07 


112 


447023 


AA356764 


Hs.17109 


integral membrane protein 2A 


1.07 


171 


421481 


AW391972 


Hs.104696 


K1AA1324 protein 


1.07 


158 


406868 


AA505445 


Hs,300697 


immunoglobulin heavy constant gamma 3 (G 


1.07 


1J23 


412819 


T25829 


Hs.24048 


FK506 binding protein precursor 


106 


145 


418253 


AA215539 


Hs.283643 


Homo sapiens cDNA FU 1 1 606 fis, done HE 


106 


1.24 


431243 


U46455 


Hs.252189 


syndecan 4 (amphigtycan, ryudocan) 


105 


117 


448133 


AA723157 


Hs.73769 


folate receptor 1 (aduQj 


1.04 


121 


407112 


AA070801 


Hs.51615 


ESTs, Weakfy similar to ALU7_HUMAN ALU S 


104 


au 


418156 


W17056 


Hs.83623 


nuclear receptor subfamily 1, group I. m 


103 


6.65 


438089 


W05391 




nudear receptor subfamily 1, group 1, m 


103 


8.00 


429615 


AF258627 


HsJ211562 


ATP-binding cassette, sub-family A (ABC1 


101 


125 


406722 


H27498 


Hs.293441 


Homo sapiens SNC73 protein (SNC73) mRNA, 


100 


1.18 


438091 


AW373062 




nuclear receptor subtarnfly 1, group I, m 


0.99 


12.84 


407018 


U49869 




NM_018955:Homo sapiens ubiquiGn B (UBB) 


0.99 


107 


412896 


AW804157 


Hs.3D8026 


major histocompatibility complex, class 


0.98 


157 


435523 


T62849 


Hs.11090 


membrane-spanning 4-domains, subfamily A 


0.97 


1.40 


426530 


U24578 


Hs.278625 


complement component 4A 


0.96 


128 


456898 


NM 001928 


Hs.155597 


D component of complement (adipsin) 


0.95 


1.29 


407241 


M34516 




gbiHuman omega light chain protein 14.1 


0.94 


1.11 


425371 


D49441 


Hs. 155981 


mesothefin 


0.92 


145 


431369 


BE184455 


Hs.251754 


secretory leukocyte protease inhibitor ( 


0.91 


128 
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Pkey: Unique Eos pro beset identifier number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 



Pkey CAT Number Accession 



411089 5597.6 BKJ09308 BI009893 BF922023 BF922909 BF922913 BF922096 BF957733BE701791 AA456454 AA579876 BF933710 AA091294 B1007291 

AW905577 AW975593 AA71 3730 AW836781 AA666384 AA551 105 BF594606 AI082382 A1955808 AI679895 AI679386 BF435555 AA5B6369 
AA551351 AA5S5822 AA565188 BF808855 AA584921 NB6077 AA501031 AA633188 AA514764 AM54552 AA551297 AA9361 09 BI009389 
AW897806 BE815442 BF739374 B 1 0093 10 BF925422 BF933709 BF922034 BF925465 BI009680 

452194 90339.1 A1694413 AW994700 AI912946 N73548 AI082035 AW271652 W24189 W24182 AI719718 AA024658 AW810120 AW015394 T79755 AA988043 

AI709339 

410910 1063929,1 AW810196 AW810555 AWB10507 AW810204 AW810619 AW810534 

412394 1 174616J AW947794 AW947793 AW947802 AW947798 AW947792 AW9841 50 AW9841 66 AW9841 67 AW9841 68 AW984179 AW984134 AW9841 60 

AW984180 AW984194 AW984202 AW984190 
413682 1527038J BE156943 BE157375BE156965BE156949BE156956 

441320 58978.5 AI346734 AI377971 BG193341 BG548376 AA928353 AI768724 BG2157Q0 AA449370 B14621 57 B1060233 BG677508 AA318802 8G719160 

408544 683260 J AW293825 AW235391 

413454 1515217.1 BE141291 BE1413Q6 BE1412B8 BE141283 BE141162 BE141158 BE141290 BE141 161 BE141155 

444404 16136.1 BC013183 AW408658 NM.002119 M31525 M26039 BM455399 BF732381 BM152457 AW407685 BM193161 AW407778 BI819141 AA702254 

BF855074 BI761232 



501 
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436063 5483 J AK000028 AA494483 AI298674 AA720773 AV761 529 AI884670 A1936202 AW294235 D61 652 BF881 184 AV71 1384 N27154 AI926970 AV734970 

N40094 N28596 AA884747 AA512690 8G436593 
444346 47906.14 AI147991 A1 142274 A! 198553 
424281 892055.1 AA338252 AA338213 
423901 887384J AW962691 AA333006 AA332289 
414991 1785136.1 D78831 C17898 D78863 

41 1673 1096744J BF330730 BF350539 BE153665 BE085062 8E054650 BE064863 BF330763 BE153820 BE054737 BE155079 BE054651 AW856751 AW855622 
BE064691 BE153674BE153898BE054730BE153536 

452203 2630J BC014081 NMJW0593 X57522 L21208 L21207 L21206 L21205 L21204 AL561404 A1546423 AL560492 AL556882 AL541576 AL550654 B1823519 

BI770023 AL554969 BI489906 AI304693 AW295947 BM146542 X57521 BG820143 BE898390 F06770 F12630 BM423610 AL561 518 BM009470 - 
BG742981 AA279585 AA847441 AA313737 BF172639 BF897216BF914190BF903647 S70277 A1569694 AW073298 A1351433AA564644 
AA487429 BE858232 AA838610 AI5391 1 4 AI71 9375 AI829129 BG057675 AI423422 AU1 58860 BE300655 AW170777 AA586956 AL571889 • 
AL556850 AL576404 AL582800 B1256544 BF342301 BG875994 AA054458 AA3531 61 AI940434 BE816522 AL577636 Ai 479650 AW1 50377 
AU1 54395 AW951 271 AH332220 AI819778 A1345733 AW771 150 AW512525 AI249904 AA279809 AI352549 AW51251 7 BG056280 AA521222 
BE271141 AL58 1 932 AL541 575 BJ8 1 91 84 AV660190AL556475 A1620020AW089888AW079179 221518 AA687601 F04651 AI783961 T57198 
A1433367 T78652 AL554968 AA365648 AL58261 9 BE874601 BF804669 AL574458 BM145502 AI266514 AI538823 AI475626 M948210 AA884054 
AA487637 AA031844 AA535221 AW794256 AW361447 BE788505 A1682892 AA830989 AA862356 AA653084 BM009154 AA135727 H05927 
H23433 R42244 N79997 AW365665 AW366601 AA678742 AL556474 AA135770 BE774050 BF914200 H88457 AA627746 BI560216 BI753586 

458332 1139685J A1000341 AI766341 AW873274 

431594 1236764J AI823999 AA970060 AA508176 AW972585 AI373427 AW972389 

414372 48421 1.1 BI093452 AW970865 BG1 18285 AA569075 AA492132 AW753140 AA213770 AA143654 

459644 662385.1 W03900AW1 97203 AW753300 

400269 2726.1 X65018 BC022318 NMJJ03019 BE465060 AJ732255 BF446634 AI820677 AI002217 AI924488 BI821373 BI770406 BI823937 B1820265 BI489632 

BG48291 1 AA617783 AI807697 AW205576 T94427 AA487101 T94513 BI819407 BI822450 BI820618 BI824619 BG542824 BG537862 

430015 713_2 BC017171 BC012195 NM.007126 AF 100752 AL137377 Z70768 BM474865 BG754806AU 124376 BG757203 BG764420 BG775028 BG824416 

BM045810 AU120387 BG770238 BG686740 BG913323 B1759980 BG395998 BM04B875 BE881070 BE313689 BE879144 BM309834 AW245847 
AI770171 BF196861 BE856897 AA463876 AI375927 AA648810 AA948193 AA490916 AI459893 AI458188 AI240408 A! 1 91843 AI131029 AW768399 
A1365196 AW337984 AW026150 BE466591 BE674599 AI618438 AA772197 AJ651927 AW1 51 143 Bl 198825 BGB19083 BM458764 BE903567 
BE732715 BM043200 BE900253 BE900706 BE731097 BE390023 BG875384 BF996406 BF988930 BM475542 AW246215 BE501897 BE903610 
BE561530 BE560537 BE903782 BE732947 B1227204 BG761305 BE262642 BE391848 BE382475 BG008258 B1547991 BI459099 BE391391 
BE259420 BE2981 09 AW245422 AI423847 AI91 4618 K80534BE30 1004 AL531 791 AW35581 BF793112AL577303 AA373265 BE746965 BF743630 
BE879296 AI359493 BM018598 A1689260 AW072450 F20201 AW151405 AW517572 AA773468 BG259694 BE391 163 BG621529 AI42172B 
BG767231 BM462953 BG340524 W52648 AA1 1 3434 BE7B5431 BI041981 BG832385BG253168BG759470 BF389329 BF981332 BE259418 
BE785738 BI091658 N72512 W58732 W85690 BG9589B9 AI 205 206 H19721 W17051 W77958 BI262010 AA844319 W74143 W72214 N85194 
BE734033 BG164099 AA931069 F13645 R41394 AK025758 BG180977 BE349455 AA812018 M740241 A1027722 A!150356 AA886395 AW977627 
BE220225 AA884082 AW5181 14 A1243844 AA809493 AA481029 AA82571B A1347866 AI431670 AA814436 AI251 109 R07704 AA765606 AA724593 
AI918399 AI537550AA491103AW008188 R07703AA989120 AA746235 AW028983 AA789102 AU185751 AW971465 AA489681 AW971893 
AW612086 BE077936 BI860809 BE002760 BG746251 BE962912 BM4S4584 AL134894 BF104082 H80591 

443951 MH1768J8 AJ3341 06 R63583 AI028079 AJ140098 AI91 1 625 AI890637 F3481 5 T65959 N40935 AA854747 AABSt 945 AA878472 AA778270 W32249 

AA026061 W52662 W15352 W79670 W95384 T94283 AA002155 R82052 BE825493 BE825520 

413497 151B002J BE177661 H06215 BE144709 BE144829 

434747 117643.1 AW976537 AI033582 AA837085AA745261 AA548395 

406782 0_0 AA430373AA968771 

419200 9531.1 BF036043 AW1 90446 BG194731 AW662036AI445021 BE937550 AW818972 AW3931 32 AA834685BF11 2058 AV721 632 H1 6423 AI270167 

AI857345 AA937302 AW818444 BE929780 BG49867B BF155010 BI598271 BI599811 BE161728 AW578737 AW753711 AW379707 AW381918 
BG506608 AW028637 AW994240 BF887392 BF790073 AW381624 AV727105 BF439618 AA443174 AI018O09 N42850 AW573242 AJ417258 
AA483483 A16761 31 AI167170 AAB36627 AA443828 AW592922 AA235129 AA730278 AW439062 AW474332 BI043239 AW474342 BG708553 
AW362423 BF090028 BE827256 R16550 R39478 R39479 R94368 BG540916 BM314745 AA251087 D54231 D55274 BF085805 D31589 AW966405 
AW994425 D81879 BE093545 AW901 107 AA383529 BI021552 R56420 N39976 AA573281 H82595 AA234955 BE093539 AW367006 BF358697 
BF356318 AA663856 BE702099 BF035969 A1267384 A1267232 BE348320 AA621574 AA881212 BF083343 BFC83341 AV745131 D53074 
AW954476 AW954472 AA376836 AV724531 D53063 C14928 AA093287 AA062638 BG483558 BE94005O AA765954 T70171 BE938775 BE940057 
D53502 AW373300 AL1 18798 BM1 2872B AA19341 1 AW444709 AW952455 AI887612 BF431948 B1496876 A1264159 BM12B481 A1624657 
AI689301 AI969467 AA8616B5 AA251595 AA625761 AA872090 A1826790 AA328366 BE827416 R75951 D5691B R6B122 BE827384 AL118797 
A1184164 AA16441 1 BI495332 BE85B1 1 3 Al 863860 H00660 T69849 AW780389 C14667 BE934995 Bt018652 R92801 AA164410 H00752 
AW373305 AW373299 AW373302 

438089 2244B.4 BM475665 BE644917 AW770789 AW952971 N64863 BM263259AI224545 All 84866 N69114 AW518902 AI440169AA8O9472AV65444O 

AA281642 AU185230AW337382 AI872923 AI537113 N73882 T83378 H63731 BF671764 AW897824 AI811204AA344646 BE009112 BG899664 
H9124OR60548N41701 

438091 22448.1 AK034860AV652198AV652192AV652138AV652127AV6521M^ 

AV646179 AW880409 AA345002 BF1 551 89 BE068931 X56197 AL603014 AW953629 BM263546 BE550772 AA701084 Al 68 1352 AA35B689 
AW938841 BF438147 W05391 H75313 BF326185AV646335AV651589AV64S340 AV651992AV646384AV648354AV687497BF155183 
AV646370 AW797876 AI906B21 X56196 BE833835 AA628440 BE833808 BF224205 AA7091 26 BE673807 A1923886 AA947932 AI2761 25 A11 85720 
AW510698 AA987230 BE467708 AW898828 AW898544 AI146984 AW043642 AI288245 AI186932 AI635262 AI139455 AI298739 AI813854 
AJ024768BE699445BE699444AI707807D52654AI214518A^ 

A1061 126 BF362770 AI268939 A1435B18 BF475318 AI024767 BE174213 AA757598 AA513019 AA902959 A1860794 AI334784 BF10841 1 
BM310532 AW513771 AI951391 AI337671 BF095606 BF095601 BF095468 AW890091 BF095753 AW243400 AWB98607 AW898616 BF382762 
AI922204 AW898625 BE699463 BE174196 AW102923 052715 BE699456 D52477 D55017 BF955933 BG623563 AV646254 AA463522 BI003244 
AI299190 W40186 BE174210 BF939091 BF434180 AW579001 T55662 H0181 1 T52522 BF945037 BF955938 D54679 D53933 R67100 BG925552 
BF999056 R83430 Z29922 TB5791 W03942 H63289 Al 091537 BF086583 AA345570 H48870 H80720 T83523 B (039626 BHJ37700 R00353 
BF155184 N98343 N79072 H01812 T555B1 

TABLE 35C 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham, el al' refers to tha publication entitled "The DNA sequence of 

human chromosome 22" Dunham, et al (1 999) Nature 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposifion: Indicates nucteo5de positions of predicted exons. 

Rcey Ref Strand NLposflfon 

402550 7652009 Minus 80413-80573 
403244 7637828 Ptus 175792-176144 
405452 7656638 Minus 93876-94275 

502 



WO 03/042661 



PCT/US02/36810 



401447 


8574299 


Minus 


65053-65283 


405097 


8072599 


Plus 


171191-171360 


400712 


8118874 


Plus 


36087-36268 


403478 


9958258 


Plus 


116458-116564 


405827 


7109593 


Plus 


10279-10972 


405075 


7770506 


Minus 


124680-125321 


406267 


7528342 


Minus 


2570-2731 


402240 


7690131 


Plus 


104382-104527,106136-105372 


404811 


3702428 


Plus 


26424-26595,28854-28987 


403589 


8101229 


Plus 


53) 


404088 


9958257 


Plus 


184131-184295 


401897 


8569218 


Plus 


604-767 


405453 


7656675 


Minus 


83710-83980 


402516 


9798099 


Minus 


195342-195511 


406266 


7528342 


Minus 


2365-2518 


404696 


9800109 


Minus 


60037-60144.62675-63081 


403533 


8076874 


Plus 


162922-163658 


406303 


8575868 


Rus 


173622-173786 


404240 


5002624 


Minus 


1 1 61 32-1 1 6407,1 16653-116922 


404056 


3548785 


Plus 


75B43-76980.77146-78263 


402736 


9212044 


Minus 


66876-67010 


405545 


1054740 


Plus 


118677-118807,119091-119296,121626-12182 


405441 


7408124 


Phis 


100952-101283 


400680 


8118752 


Rus 


118343-118684,120720-121013 


404277 


1834458 


Minus 


91665-91946 


404854 


7143420 


Rus 


14260-14537 



TABLE 36A: About 52 genes unregulated in non-specific interstitial pneumonitis relative to hypersensitivity pneumonitis or idiopathic pulmonary fibrosis 

Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: 90th percentile of NSIP Als cfivided by 90th percentile of HP Als, where the minimum vafue for the numerator and denominator was set to 50. 

R2 90th percentile of NSIP Als divided by 90th percentile of IPF Als, where the minimum value for the numerator and denornmator was set to 50. 



Pkey 


ExAccn 


UnigenelD 


Unigene Trite 


R1 


R2 


435140 


AA668123 


Hs.134170 


ESTs 


2.76 


Z76 


429504 


X99133 


Hs.204238 


GpocaEn 2 (oncogene 24p3) (NGAL) 


257 


1.00 


435375 


AI733510 




ESTs 


Z55 


Z55 


420813 


X51501 


Hs.99949 


praiac tin-induced protein 


Z55 


1.35 


425071 


NNL013989 Hs.154424 


deiodinase/rodothyrcnins, type II 


Z52 


0.73 


421296 


NMJJQ2666 Hs.103253 


perQrpin 


Z50 


Z45 


419290 


AI128114 


Hs.112885 


spinal cord-derived growth factor-B 


Z43 


1.79 


408882 


H12084 


Hs.31110 


ESTs. Weakly similar to MAGE-B4 [Ksapie 


2.42 


1.77 


437318 


AW362939 


Hs.120721 


ESTs 


Z36 


1.61 


421823 


N40850 


Hs.28625 


ESTs 


Z29 


0.56 


412228 


AW5037B5 


Hs.73792 


complement component (3d/Epstein Ban* vi 


Z28 


0.89 


430536 


A1809163 


Hs.9908 


nitrogen fixation duster-Eke 


Z25 


Z60 


414009 


R67516 




ESTs 


Z19 


1.86 


446619 


AU076643 


Hs.313 


secreted phosphoprotem 1 (osteopontin, 


Z19 


0.33 


430699 


AW969847 


Hs.29271B 


ESTs, Weakty similar to RET2J1UMAN RET1N 


Z18 


1.24 


413722 


BE247354 


Hs.164Q0 


ESTs, Weakly similar to K1AA1435 protein 


Z14 


1.95 


433874 


AW204429 


Hs.155033 


ESTs 


Z13 


1.72 


429609 


AF002246 


Hs.210863 


ceil adhesion molecule with homology to 


Z12 


0.91 


414290 


AI568801 


HsJ1721 


ESTs 


Z11 


0.81 


451678 


AA374181 


Hs^6799 


DKFZP564D0764 protein 


Z11 


1.01 


405785 


AA5880S1 




gbrnklOdOlsl NCI_CGAP_Co2 Horn) sapiens 


Z10 


1.61 


449048 


Z45051 


Hs.22920 


similar to S68401 (cattle) glucose indue 


Z08 


0.85 


444179 


W35132 


Hs.267442 


ESTs 


Z08 


1.13 


430223 


NWL002514 Hs.235935 


nephroblastoma overexpressed gene 


Z05 


0.80 


451099 


R52795 


Hs.25954 


tnterleukin 13 receptor, alpha 2 


Z04 


0.79 


439134 


AA830599 




ESTs 


Z04 


1.89 


418512 


AW498974 




diacylgtycero! kinase, zeta (104kO) 


Z02 


Z02 


457311 


A1497811 


Hs.172753 


Homo sapiens chromosome 19, BAC41195 (C 


ZOO 


1.45 


402274 






C1900O498^il4567179lgblAAO23607.1lAC00 


1.88 


Z24 


453222 


AA033929 


Hs.19156 


ESTs 


1.77 


ZOO 


447261 


NMJJ06691 


Hs.17917 


extracellular link doinain-containing 1 


1.73 


Z02 


427297 


AW292593 


Hs.334907 


Homo sapiens, done MGG17333, mRNA, com 


1.69 


1.69 


406714 


AI219304 


Hs.266959 


hemoglobin, gamma G 


1.62 


Z47 


418333 


W92113 




gb2h48e01 j1 Soares_reta!_Rver_sptee n_ 


1.59 


Z04 


404090 






Target Exon 


1.48 


Z03 


444445 


AA342329 


Hs.115920 


Homo sapiens cONA: FU 22816 fs, done K 


1.39 


Z06 


414386 


X00442 


Hs.75990 


haptoglobin 


1.09 


1.44 


439372 


AF088033 


Hs.159225 


ESTs 


1.05 


Z13 


43260B 


NMJJ021Q4 Hs.3068 


granzyme K (serine protease, granzyme 3; 


1.01 


Z08 


412472 


AW975398 


Hs.293836 


ESTs 


1.00 


Z26 


432894 


AW167668 


Hs.279772 


brain specific protein 


0.97 


1.19 


422060 


R20893 


Hs.325823 


ESTs, Moderately amHar to ALU5_HUMAN A 


0.96 


Z06 


416971 


R34657 


Hs.80658 


tmcoupfing protein 2 (mitochondrial, pro 


0.95 


1.08 
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424310 


AA338648 


Hs.50334 


testes development-related NYD-SP22 


0.93 


1.47 


422109 


S73265 


Hs.1473 


gastrin-releastng peptide 


0.92 


3.05 


420440 


NMJM2407 


Hs.97644 


mammaglobin 2 


0.91 


Z11 


418196 


AI745649 


Hs.26549 


KIAA1708 protein 


0.90 


Z25 


418707 


U97502 


Hs.87497 


butyrophifin, subfamily 3, member A2 


0.89 


U1 


419231 


AL046294 


Hs.136245 


ESTs, Weakly similar to T17227 hypcthefi 


0.85 


174 


446608 


N75217 


Hs.257846 


ESTs 


0.82 


2.10 


418918 


X07871 


Hs.89476 


CD2 antigen (p50), sheep red blood ceil 


0.73 


132 


412610 


X90908 


Hs74126 


fatty acid binding protein 6, ileal (gas 


0.70 


176 



TABLE 36B: 



Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Gen bank accession numbers 

Pkey CAT Number Accession 

435375 130020J AI733610AI049989 AA678769 
414009 438978.1 BE221268 R67515 AV730582 R67516 
406785 0_0 AA588061 
439134 25B1476J AAB30599 AA970559 AA883802 

41B512 12225.6 BM046773AA224297T33786T08951 T09274 T08592T3093BAA350905 

418333 73080 J AF264624 AW668618 AV731446 R93353 AA584550 AV732728 BF802614 BF434359 AA077092 Bl 027317 M1 998 12 AW629027 AA83161B AI1 24782 
AA765804 AA055698 AA677404 AA055366 AA889402 AA765530 BE503126 BE467367 AW139964 W81697 A1887846 W81696 M447817 AA447667 
F13631 BF055573 AW268271 AW088477 BF677839AL601B59 AW502118 AW502624 AA574189 BI020104 



TABLE 36C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers m this column are Genbank identifier (Gl) numbers. 'Dunham, et al." refers to the publication entitled The DNA sequence of 
human chromosome 22" Dunham, et aL (1 999) Nature 402:489-495. 

Strand: Indicates DNA strand from which exons were predicted. 

NLposiBon: Indicates nucleotide positions of predicted exons. 

Pkey Ref Strand NLposilion 

402274 2935596 Plus 5604-6527 

404090 9967460 Minus 100815-100966 



TABLE 37A: About 206 genes downreguiated tn lung fibrosis relative to normal lung 

Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Tide: Unigene gene title 

R1 : 90th percentile of normal lung Als divided by the median of IPF Als, where the minimum value for the numerator and denominator was set to 50. 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


454229 


AW957744 


Hs.278469 


lacrimal proline rich protein 


11.67 


432128 


AA127221 


H&295502 


ESTs 


9.86 


421218 


NMJJ00499 


Hs.72912 


cytochrome P450, subfamily I {aromatic c 


7.69 


453310 


X70697 


Hs.553 


solute carrier family 6 (neurotransrrrittB 


7.32 


420958 


AA309431 


Hs.66 


interieutrin 1 receptor-IB® 1 


7.13 


402608 






Homo sapiens defertstn. alpha 1, myeloid- 


6.67 


406714 


AI219304 


Hs.266959 


hemoglobin, gamma G 


5.40 


406673 


M34996 


Hs.198253 


major his tocompatibHi ty complex, class 


5.22 


416539 


Y07909 


Hs79368 


epithelial membrane protein 1 


5.04 


418021 


M15881 


Hs.1137 


uromoduSn (uromucokl, Tarnm-Horsfafl gly 


4.77 


409385 


AA071267 




gfczm61g01 j1 Stratagene fibroblast (937 


4.74 


450847 


NWL003155 


Hs.25590 


stannfocalctn 1 


4.46 


404518 






C083 antigen (activated B lymphocytes, i 


4.36 


413951 


AW051200 


Hs.75640 


natriuretic peptide precursor A 


4.32 


407570 


Z19002 


Hs.37096 


zinc finger protein 145 (KruppeUfce, e 


4.25 


456525 


AW468397 


Hs.100000 


S100 catctonvbinding protein A8 (calgran 


473 


429509 


AW614420 


Hs.204354 


ras homolog gene family, member B 


4.14 


445769 


AT741471 


Hs^3665 


ESTs 


4.10 


414002 


NM.006732 


Hs.75678 


FBJ murine osteosarcoma viral oncogene h 


4.06 


425571 


AJ0O7292 


Hs.158306 


ephrin-A2 


3.92 


423168 


R34385 


Hs.124940 


GTP-binding protein 


3.80 


401234 






mitogen- activated protein kinase 8 inter 


3.78 


402181 






Target Exon 


3.77 


403479 






NM_007064:Homo sapiens serine/threonine 


3.68 


435424 


AW083883 


Hs.37896 


Homo sapiens cDNA FU13510 fis. done PL 


3.68 


402911 






NM-021 158':Homo sapiens protein kinase d 


166 


442195 


NM.001430 




endothelial PAS domain protein 1 


165 


400089 






Eos Control 


3.60 
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413948 


C05145 


438564 


AA381553 


413956 


AI821351 


431319 


AA873350 


434292 


AF124368 


401540 




426477 


AA379464 


402328 




401590 




403545 




403376 




447966 


AA340605 


417696 


BE241624 


413719 


BE439580 


401126 




408243 


Y00787 


412429 


AV650262 


426420 


BE383808 


449338 


H73444 


401904 




401919 




406443 




458232 


BE217872 


406016 




450912 


AW939251 


451831 


NMJJ01674 


450562 


AW136468 


405938 
451029 


AA852097 


421201 


AW241940 


439839 


AA889354 


439891 


AL389940 


418935 


T28499 


418853 


NMJK)5236 


429113 


D28235 


410326 


AI368909 


407244 


M10014 


459721 


AI299050 


416212 


R40290 


428686 


AA431801 


437508 


A1204354 


437990 


AI686579 


443709 


AKJ82692 


423099 


NM 002837 


416188 


BE157260 


404231 




434305 


A1018280 


445493 


AI915771 


41B056 


AA524886 


404102 




440205 


AI762232 


403031 




413164 


BE068494 


459330 


C16931 


456967 


AW004055 


427602 


A075258 


431367 


Z20964 



420575 
457275 
432559 
402483 
416069 
445445 
436232 
418773 
434038 



404439 
435724 
404026 
400881 
430314 
405429 
402642 
438575 
449293 
416157 
446122 
433291 
426795 
423503 
430768 



BE263301 
AA463422 
AW452948 

R37101 

AF23B870 

AA707006 

T39748 

AA622104 



N39308 
AA369601 



BE304709 
AA001088 
NM-003243 
A1362790 
AF007191 
AI810474 
M92843 
AB030207 



Hs.75636 myosin Eghl chain 2a 3.56 

Hs. 198253 major histocompatibility complex, class 3.54 

Hs.193133 ESTs, Weakly similar to ALU7_HUMAN ALU S 3.54 

Hs.302232 ESTs 3.52 

Hs.306551 Homo sapiens IMAGE Consortium ID 839832, 3.48 

NM_002675:Homo sapiens promyelocytic leu 3.46 

Hs.154073 gb:EST92386 Skin tumor I Homo sapiens cO 3.43 

Target Exon 3.42 

Target Exon 3.42 

NMJE451 3*:Homo sapiens FYVE and coiled- 3.37 

Target Exon 3.36 

Hs.105887 ESTs. Weakly similar to Homolog of raiZ 3.35 

Hs.82401 C069 antigen (p60, early T-cell activati 3.28 

Hs.75498 smalt inducible cytokine subfamily A (Cy 3.27 

NM_006856*:Komo sapiens acfivating trans 3.27 

Hs.624 interteukin 8 3.23 

Hs.75765 GR02 oncogene 3.22 

Hs.322430 NDRG family, member 4 3.21 

Hs.394 adrenomeduinn 3.19 

Target Exon 3.16 

NM_012448*:Homo sapiens signal transduce 3.14 

ENSP00000236574*:Hypothefica! 21.8 kOa p 3.14 

Hs.279537 ESTs 112 

Target Exon 112 

Hs .25647 v-fos FBJ murine osteosarcoma viral onco 3. 1 1 

Hs.460 activating transcription factor 3 3.08 

Hs.202199 ESTs 107 

Target Exon 3.04 

Hs.25829 ras-related protein 3.02 

Hs. 102500 hypothefcal protein FU20481 Z98 

ESTs 2.98 

Hs.109968 ESTs Z96 

Hs.89485 carbonic anhydrase IV Z95 

Hs.89296 excision repair cross-cornplementing rode 2.95 

Hs.196384 prostagland in-en dcperoxide synthase 2 (p Z94 

Hs.47650 ESTs Z88 

fibrinogen, gamma polypeptide 2.85 

Hs.143835 gb^n14d1Zx1 NCLCGAP_Lu5 Homo sapiens Z84 

Hs.124685 ESTs 2.84 

Hs.98764 ESTs. Weakly similar to A29861 acfin gam 2.83 

Hs.121347 ESTs 2.82 

Hs.121784 ESTs 2.82 

Hs.134662 ESTs Z81 

Hs. 123 641 protein tyrosine phosphatase, receptor I 2.80 

Hs.79070 v-myc avian mvekx^tomatosis viral oncog 2.79 

Target Exon 2.78 

Hs.130189 ESTs 2.77 

metafathionein 1E (functional) 2.76 

Qbaih34f02^1 NCLCGAPJ>r3 Homo sapiens Z76 

Target Exon Z75 

Hs.46794 ESTs 2.75 

cathepsin O (lysosomal aspartyl protease 2.75 

gb:MR1-6T0371-0505(MW)0^a12 BT0371 Homo 2.74 

gb:C16931 Oontech human aorta potyA mRN 2.74 

Hs.168357 T-box2 Z74 

Hs.98005 ESTs 2.74 

Hs^23817 DKFZPS47E1010 protein Z72 

Target Exon 2.71 

CCAAT/enhancer binding protein (C/EBP), 2.71 

ESTs Z71 

ESTs 2.71 

NM_020389:Komo sapiens putative capacita 2.70 

ESTs Z70 

Hs .275706 Homo sapiens clone GLSH-3 similar to gB 2.69 

Hs.187863 ESTs 2.68 

Hs.325474 Target CAT 2.67 

ESTs Z67 

Homo sapiens mRNA; cDNA DKF2p58612022 (f Z66 

ENSP00000067222*:Nfitochondrial 28S ribos 2.65 

Hs.117898 ESTs Z65 

Target Exon 2.65 

NM_025fmHomo sapiens hypothetical prot Z64 

HsJ239138 pre-B^efl cotorrv-ermancing factor 2.62 

Target Exon 2.62 

C1002296:gf{6677617lrenNP_.033126.1| rep Z61 

Hs. 146550 myosin, heavy polypeptide 9, non-muscle Z61 

Hs.29739 ESTs, Weakly similar to C34323 GTP-bindl Z61 

Hs.342874 transfcrming growth factor, beta recepto Z60 

Hs.278639 K1AA 1684 potein; likely homclog of mous Z59 

gb:Homo sapiens SIB 276 htesBna) mucin Z59 

Hs.196945 ESTs Z58 

Hs.343586 zinc finger protein homologous to Zfp-36 Z58 

Hs.247888 guanine nucteoSde binding protein 13. g Z58 

505 



Hs.209431 
Hs.257631 



Hs.20982 



